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NOVEL NUCLEIC ACIDS AND POLYPEPTIDES 



1. TECHNIC AL FIELD 

The present invention provides novel polynucleotides and proteins encoded by such 
5 polynucleotides^ along with uses for these polynucleotides and proteins, for example in 
therapeutic, diagnostic and research methods. 

2. BACKGROUND 

Technology aimed at the discov^ of protein factors (including e.g. » cytokines, such as 
10 lymphokines, interferons, circulating soluble factors, chemokines, and interleukins) has matured 
rapidly 6yer the past decade. The now routine hybridization cloning and egression cloning 

techniques'j^one novel polynucleotides ''directly" in the sense that they rely on information 

» . • 

directly related to the discovered protein (/.^., partial DNA/amino acid sequence of the protein in 
the case of hybridization cloning; activity of the protem in the case of expression cloning). More 

IS recent "indirect" cloning techniques such as signal sequence cloning, vdiich isolates DNA 

sequences based on die presence of a now well-recognized secretory leader sequence motif, as 
well as various PCR-based or low stringency hybridization-based cloning techniques, have 
advanced the state of the art by making available large numbers of DNA/amino acid sequences 
for proteins that are known to have biological activity, for example, by virtue of their secreted 

20 nature in the case of leader sequence cloning, by virtue of their cell or tissue soiirce in the case of 
PCR-based techniques, or by virtue of structural similarity to other genes of known biological 
activity. 

Identified polynucleotide and polypeptide sequences have numerous applications in, for 
example, diagnostics, forensics, gene mapping; identification of mutations responsible for 
25 genetic disorders or other traits, to assess biodiversity, and to produce many other types of data 
and products dependent on DNA and amino acid sequences. 



3. SUMMARY OF THE INVENTION 

The compositions of the present invention include novel isolated polypeptides, novel 

• • • 

30 isolated polynucleotides encoding such polypeptides, including recombinantDNA niolecules, 
cloned genes or degenerate variants thereof especially naturally occurring variants such as allelic 
variants, antisense polynucleotide molecules, and antibodies that specifically recognize one or more 
epitopes present on such polypeptides, as well as hybridomas producing such antibodies. 
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The compositions of the present invention additionally include vectors^ including e^qsression 
vectors, containing the polynucleotidesof the invention, cells genetically engineered to contain such 
polynucleotides and cells genetically engineered to express such polynucleotides 

The present invention relates to a collection or library of at least one novel nucleic acid 
5 sequence assembled fiom expressed sequence tags (ESTs) isolated mainly by sequencing by 
hybridization (SBHQ, and in some cases, sequences obtained from one or more public databases. 
The invention relates also to the proteins racoded by such polynucleotides, along with therapeutic, 
diagnostic and research utilities for these polynucleotides and proteins. These nucleic add 
sequences are designated as SEQ ID NO: 1 -3497. The polypeptides sequences axe designated SEQ 
10 ID NO; 5498-10994. The nucleic acids and polypeptides are piovided in the Sequence Listing. In 
the nucleic acids provided in the Sequence Listing, A is adenosine; C is cytosine; G is guanine; T is 
thymine; and N is any of the four bases. In the amino acids provided in the Sequence Listing, * 
corresponds to the stop codon. 

The nucleic acid sequences of the present invention also include, nucleic acid sequences that 
IS hybridizae to the complement of SEQ ID NO: 1-5497 under stringenthybridization conditions; 
nucleic acid sequences vdiich are allelic variants or species homologues of any of the nucleic add 
sequences recited above, or nucldc acid sequences that encode a peptide comprising a specific 
domain or truncation of the peptides encoded by SEQ ID NO: 1-5497. A polynudeotide 
comprising a nucleotide sequence having at least 90% identity to an identifying sequence of SEQ 
20 ID NO: 1-5497 or a degenerate variant or firagment thereof. The identifying sequence can be 1 00 
base pairs in lengdi. 

The nucldc acid sequences of the present invention also include the sequence information 
firom the nucldc acid sequences ofSEQ ID NO: 1-5497. The sequence information can be a 
segment of any one of SEQ ID NO: 1 -5497 that uniquely identifies or represents the sequmce 
25 infonnationof SEQ ID NO: 1-5497. 

A collection as used in this application can be a collection of only one polynucleotide. The 
collection of sequence infonnation or identifying information of each sequence can be provided on 
a nucleic add array. In one embodiment, segments of sequence information is provided on a 
nucleic add array to detect the polynucleotide that contains the segment The array can be designed 
30 to detect full-match or mismatch to the polynudeotidethat contains the segment The collection 
can also be provided in a computer-readableformat 

This invention also includes the reverse or direct complmirat of any of the nucldc add 
sequences recited above; cloning or expression vectors containing the nucleic acid sequences; and 
host cells or organisms transformed with these expression vectors. Nudeic acid sequences (or their 
35 reverse or direct complements) according to the invention have numerous applications in a variety 



wo 01/79449 PCT/USOl/08656 

of techniques known to those skilled in the art of molecular biology, such as use as hybridization 
probesy use as primers for PGR, use in an array, use in computer-^readablemedia, use in sequencing 
full-lengdi genesy use for chromosome and gene mapping, use in the recombinant production of 
protein, and use in the generation of anti-sense DNA or RNA, their chemical analogs and the Uke. 
5 In a preferred embodiment, the nucleic acid sequences of SEQ ID NO: 1-5497 ornovel 

segments or parts of the nucleic adds of the invention are used as primers in expression assays that 
are iwU known in the art In a particularly preferred embodiment, the nucleic acid sequences of 
SEQ ID NO: 1 -5497 or novel segments or parts of the nucleic acids provided herein are used in 
diagnostics for identifying expressed genes or, as well known in the art and exemplified by VoUralfa 
10 et al.. Science 258:52-59 (1 992), as expressed sequence tags for physical mapping of the human 
genome. 

The isolated polynucleotides of the invention include, but are not limited to, a 
polynucleotide comprising any one of the nucleotide sequences set forth in SEQ ID NO: 1-5497; a 
polynucleotide comprising any of the full length protein coding sequences of SEQ ED NO: 1 -5497; 

1 5 and a polynucleotide comprising any of the nucleotide sequences of the mature protein coding 
sequences of SEQ ID NO: 1 -5497. The polynucleotides of the present invention also include, but 
are not limited to, a polynucleotide that hybridizes under stringent hybridization conditions to (a) 
the coixq)lement of any one of the nucleotide sequences set forth in SEQ ID NO: 1 -5497; (b) a 
nucleotide sequence encoding any one of the amino acid sequences set forth in the Sequence Listing 

20 (e.g., SEQ ID NO: 5498-10994); (c) a polynucleotide which is an allelic variant of any 

polynucleotidesrecited above; (d) a polynucleotide which encodes a species homolog (e.g. 
orthologs) of any of the proteins recited above; or (e) a polynucleotide that encodes a polypeptide 
comprising a specific dorxuun or truncation of any of the polypeptides comprisirig an amino add 
sequence set forth in the Sequence Listing. 

25 The isolated polypeptides of the invention include, but are not linuted to, a polypeptide 

comprising any of tiie amino acid sequences set fortii in the Sequence Listing; or the corresponding 
full length or mature protein. Polypeptides of the invention also include polypeptides with 
biological activity that are encoded by (a) any of the polynucleotides having a nucleotide sequence 
set forOi in SEQ ID NO: 1-5497; or (b) polynucleotides that hybridize to the complement of the 

30 polynucleotidesof (a) under stringent hybridizationconditions. Biologically or immunologically 
active variants of any of the polypeptide sequences in the Sequence Listing, and "^substantial 
equivalents^thereof (eg:, with at least about 65%, 70%, 75%, 80%, 85%, 90%, 95%, 98% or 99% 
amino acid sequmce identity) that preferably retain biological activity are also contemplated The 
polypq>tides of the invention may be wholly or partially chemically synthesized but are preferably 
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produced by recombinant means using the genetically engineered cells (e.g. host cells) of the 
invention. 

The invention also provides compositions comprising a polypeptide of the invention. 
Polypeptide compositions of the invention may further comprise an acceptable carrier, such as a 
5 hydrophilic, e,g. , phannaceutically acceptable, carrier. 

The invention also provides host cells transformed or transfected with a pol3aiucleotide of 
the invention. 

The invention also relates to methods for producing a polypeptide of the invention 

comprising growing a culture of the host cells of the invention in a suitable culture medium 

10 under conditions permitting expression of the desired polypeptide, and purifying the polypeptide 

from the culture or from the host cells. Preferred embodiments include those in which the 

protein produced by such process is a mature form of the protein. 

Polynucleotides according to the invention have numerous applications in a variety of 

techniques known to those skilled in the art of molecular biology. These techniques include use 

IS as hybridization probes, use as oligomers, or primers, for PCR, use for chromosome and gene 

mapping, use in the recombinant production of protein, and use in generation of anti-sense DNA 

or RN A, their chemical analogs and the like. For example, when the expression of an mRNA is 

largely restricted to a particular cell or tissue type, polynucleotides of the invention can be used 

as hybridization probes to detect the presence of the particular cell or tissue mRNA in a sample 

20 using, e.g., in situ hybridization. 

In other exemplary embodiments, the polynucleotides are used in diagnostics as 

expressed sequence tags for identifying expressed genes or, as well known in the art and 

« 

exemplified by VoUratfa et al.. Science 258:52-59 (1992), as expressed sequence tags for 
physical mq)ping of the human genome. 

25 The polypeptides according to the invention can be used in a variety of conventional 

procedures and methods that are currentiy applied to other proteins. For example, a polypeptide 
of the invention can be used to generate an antibody that specifically binds the polypeptide. Such 
antibodies, particularly monoclonal antibodies, are useful for detecting or quantitating the 
polypeptide in tissue. The polypeptides of the invention can also be used as molecular weight 

30 markers, and as a food supplement 

Methods are also provided for preventing, treating, or ameliorating a medical condition 
which comprises the step of administering to a manmmalian subject a thers^utically effective 
amount of a composition comprising a polypeptide of the present mvention and a 
pharmaceutically acceptable carrier. 
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In particular, the poIypq)tides and polynucleotides of the invention can be utilized, for 
example, in methods for the prevention and/or treatment of disorders involving aberrant protein 
expression or biological activity. 

The present invention further relates to methods for detecting the presence of the 
S polynucleotides or polypeptides of the invention in a sample. Such methods can, for example, be 
utilized as part of prognostic and diagnostic evaluation of disorders as recited herein and for the 
identification of subjects e^biting a predisposition to such conditions. The invention provides 
a method for detecting the polynucleotides of the invention in a sample, comprising contacting 
the sample ivith a compound that binds to and forms a complex with the polynucleotide of 

1 0 interest for a period suGGcient to form the complex and under conditions sufficient to form a 
complex and detecting the complex such that if a complex is detected, the polynucleotide of 
interest is detected. The invention also provides a method for detecting the polypeptides of the 
invention in a sample comprising contacting the sample with a compoimd that binds to and fomis 
a complex with the polypeptide under conditions and for a period sufGcient to form the complex 

1 5 and detecting the formation of the complex such that if a complex is formed, the polypeptide is 
detected. 

The invention also provides kits comprising polynucleotide probes and/or monoclonal 
antibodies, and optionally quantitative standards, for carrying out methods of the inventiorL 
Furthermore, the invention provides methods for evaluating the efiScacy of drugs, and 
20 monitoring the progress of patients, involved in clinical trials for the treatment of disorders as 
recited above. 

The invention also provides methods for the identification of compounds that modulate 
increase or decrease) the expression or activity of the polynucleotides and/or polypeptides 
of the invention. Such metiiods can be utilized, for example, for the identification of compounds 
25 that can ameliorate symptoms of disorders as recited herein. Such metiiods can include, but are 
not linuted to, assays for identifying compounds and other substances that interact with (eg:, 
bind to) the polypeptides of the inventioiL The invention provides a method for identifying a 
compound that binds to the polypeptides of the invention comprising contacting the compound 
witii a polypeptide of the invention in a cell for a time sufficient to form a 
30 polypeptide/compound complex, wherein the complex drives expression of a reporter gene 
sequence in the cell; and detecting tiie complex by detecting the reporter gene sequence 
esqpresdon such that if expression of the reporter gene is detected the compound that binds to a 
polypeptide of the invration is identified. 

The methods of the invention also provides methods for treatment which involve the 
35 administration of the polynucleotides or polypeptides of the invention to individuals exhibiting 
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symptoms or tendencies. In addition, the invention encompasses methods for treating diseases or 
disorders as recited herein comprising administering compounds and other substances that 
modulate the overall activity of the target gene products. Compounds and other substances can 
effect such modulation either on the level of target gene/protein expression or target protein 
5 activity. 

The polypeptides of tiie {present invention and the polynucleotides encoding them are also 
usefiil for the same functions known to one of skill in the art as the polypeptides and 
polynucleotides to which th^ have homology (set forth in the sequence listing). If no homology 
is set forth for a sequ^ce, then &e polypq;>tides and polynucleotides of the present invention are 
10 useful for a variety of applications, as described herein, including use in arrays for detection. 



4. DETAILED DESCRIPTION OF THE INVENTION 

15 4.1 DEFINITIONS 

It must be noted that as used herein and in the app&odod claims, the singular forms ^a^, 

' W and "^e" include plural references unless the context clearly dictates otherwise. 

The term "active" refers to fliose forms of the polypeptide which retain the biologic 

and/or immunologic activities of any naturally occurring polypeptide. According to the 
20 invention, the terms "biologically active" or "biological activity" refer to a protein or peptide 

having structural, regulatory or biochemical functions of a naturally occurring molecule. 

Likewise ""immunologicaily active" or "inmumological activity*' refers to the c^iability of the 

natural, recombinant or synthetic polypeptide to induce a specific immune response in 

appropriate animals or cells and to bind with specific antibodies. 
25 The term "activated cells" as used in this application are those cells which are engaged in 

extracellular or intracellular membrane trafBcldng, including the Gxpaxt of secretory or 

en2ymatic moleciiles as part of a normal or disease process. 

The terms ^complementary" or "complementarity" refer to ih& natural binding of 

polynucleotides by base pairing. For example, the sequence 5'-AGT-3' binds to the 
30 complementary sequence 3'-TCA-5*. Complementarity between two single-stranded molecules 

may be "partial" such that only some of the nucleic acids bind or it may be "complete" such that 

total complementarity exists between the single stranded molecules. The degree of 

complementarity between the nucleic acid strands has significant effects on the efficiency and 

strength of the hybridization between the nucleic acid strands. 
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Tlie term ^'embryonic stem cells (ES)"' refers to a cell that can give rise to many 
difierentiated cell types in an embryo or an adult, including the germ cells. The term "^germ line 
stem cells (GSCs)'* refers to stem cells derived fix)m primordial stem cells that provide a steady 
and continuous source of germ cells for the production of gametes. The term ""primordial germ 
5 cells (PGCs)'' refers to a small population of cells set aside from other cell lineages particularly 
from the yolk sac, mesenteries, or gonadal ridges during embryogenesis that have the potential to 
differentiate into germ cells and other cells. PGCs are the source from which GSCs and ES cells 
are derived The PGCs, the GSCs and the ES cells are capable of self-renewal. Thus these cells 
not only populate the germ line and give rise to a plurality of tenninally differentiated cells that 

1 0 comprise the adult specialized organs, but are able to regen^ate themselves. 

The term "expression modulating fragment," EMF, means a series of nucleotides whidi 
modulates the expression of an operably linked ORF or another EMF. 

As used herein, a sequence is said to "modulate the expression of an operably linked 
sequence" when the expression of the sequence is altered by the presence of the EMF. EMFs 

1 5 include, but are not limited to, promoters, and promoter modulating sequences (inducible 
elements). One class of EMFs are nucleic acid fragments which induce the expression of an 
op^bly linked ORF in response to a specific regulatory factor or physiological event 

The tenns "nucleotide sequence" or "nucleic acid" or "polynucleotide" or 
"oligonucleotide" are used interchangeably and refer to a heteropolymer of nucleotides or the 

20 sequence of these nucleotides. These phrases also refer to DNA or RNA of genomic or synthetic 
origin which may be single-stranded or double-stranded and may represent the sense or the 
antisense strand, to peptide nucleic add (PNA) or to any DNA-like or RNA-like material. In the 
sequences herein A is adenine, C is cytosine, T is thymine, G is guanine and N is A, C, G or T 
(U). It is contemplated ^t where the polynucleotide is RNA, the T (thymine) in the sequences 

25 provided herein is substituted with U (uracil). Generally, nucleic acid segments provided by this 
invention may be assembled from fragments of the genome and short oligonucleotide linkers, or 
from a series of oligonucleotides, or from individual nucleotides, to provide a synthetic nucleic 
acid which is capable of being expressed in a recombinant transcriptional unit comprising 
regulatory elements derived from a microbial or viral operon, or a eukaryotic gene. 

30 The terms "oligonucleotide fragment" or a "polynucleotide fragment", "portion," or 

"segment" or "probe" or "primer'' are used interchangeably and refer to a sequence of nucleotide 
residues which are at least about 5 nucleotides, more preferably at least about 7 nucleotides, 
more preferably at least about 9 nucleotides, more preferably at least about 1 1 nucleotides and 
most preferably at least about 1 7 nucleotides. The fragment is preferably less than about 500 

35 nucleotides, preferably less than about 200 nucleotides, more preferably less than aboiit 100 
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nucleotides, more preferably less than about SO nucleotides and most preferably less than 30 
nucleotides. Preferably the probe is born about 6 nucleotides to about 200 nucleotides, 
preferably from about 15 to about 50 nucleotides, more preferably fix)m about 17 to 30 
nucleotides and most preferably from about 20 to 25 nucleotides. Preferably the fragments can 
5 be used in polymerase chain reaction (PGR), various hybridization procedures or microarray 
procedures to identify or amplify identical or related parts of mRNA or DNA molecules. A 
fragment or segment may uniquely identify each polynucleotide sequence of the present 
invention. Preferably the fragment comprises a sequence substantially similar to any one of SEQ 
ID NO: 1-5497. 

10 Probes may, for example, be used to determine v/faether specific mKNA molecules are 

present in a cell or tissue or to isolate similar nucleic acid sequences from chromosomal DNA as 
described by Walsh et al. (Walsh, P.S. et ai., 1992, PGR Methods Appl 1 :241-250). They may 
be labeled by nick translation, Klenow fill-in reaction, PGR, or other methods well known in the 
art Probes of the present invention, their preparation and/or labeling are elaborated in 

15 Sambrook, J. et al., 1989, Molecular Clonmg: A Laboratory Manual, Cold Spring Harbor 
Laboratory, NY; or Ausubel, VM. et al., 1989, Current Protocols in Molecular Biology, John 
Wiley & Sons, New York NY, both of which are incorporated herein by reference in their 
entirety. 

The nucleic acid sequences of the present invention also include the sequence 

20 information from the nucleic acid sequences of SEQ ID NO: 1-5497. The sequence information 
can be a segment of any one of SEQ ID NO: 1 -5497 that uniquely identifies or represents the 
sequence information of that sequence of SEQ ID NO: 1-5497. One such segment can be a 
twenty-mer nucleic acid sequence because the probability tibat a twenty-mer is fiiUy matched in 
tiie human genome is 1 in 300. In the human genome, there are three billion base pairs in one set 

25 of chromosomes. Because 4^^ possible twenty-mers exist, there are 300 times more twenty-mers 
than there are base pairs in a set of human chromosomes. Using the same analysis, the 
probability for a seventeen-m^ to be fiiliy matched in the human genome is ^proximately 1 in 
5. When these segments are used in arrays for expression studies, fifteen-mer segments can be 
used. The probability that the fifteen-mer is fiilly matched in the expressed sequences is also 

30 approximately one in five because expressed sequences comprise less than approximately 5% of 
the entire genome sequence. ^ 

Similarly, v/bssa using sequence information for detecting a single mianatch, a segment can 
be a twenty-five mer. The probability that the twenty-five mer would appear in a human genome 
with a single mismatdi is calculated by multiplying the probability for a fiill match (l-r4^ times the 

35 increased probability for mismatch at each nucleotide position (3 x 25). The probability that an 
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eighteen mer with a single mismatch can be detected in an array for expression studies is 
sqsproximately one in five. The probability that a twenty-mer witha single mismatch can be 
detected in a human genome is approximately one in five. 

The term "open reading fi^e," ORF, means a series of nucleotide triplets coding for 
5 amino acids without any termination codons and is a sequence translatable into protein. 

The terms "operably linked" or "operably associated" refer to fiinctionally related nucleic 
acid sequences. For example, a promoter is operably associated or operably linked with a coding 
sequence if the promoter controls the transcription of the coding sequence. While operably 
linked nucleic add sequences can be contiguous and in the same reading fi:ame, certain genetic 

1 0 elements e,g. repressor genes are not contiguously linked to the coding sequence but still control 
transcription/translation of the coding sequence. 

The term ""pluripotent" refers to the capability of a cell to differentiate into a number of 
dififeientiated cell types that are present in an adidt organism. A pluripotent cell is restricted in 
its difierentiation capability in comparison to a totipotent cell. 

1 5 The terms "polypeptide" or ^^peptide" or "amino acid sequence" refer to an oligopeptide, 

peptide, polypeptide or protein sequence or firagment thereof and to naturally occurring or 
synthetic molecules. A polypeptide "fi:agment," "portion," or "segment" is a stretch of amino 
acid residues of at least about 5 amino acids, preferably at least about 7 amino acids, more 
preferably at least about 9 amino acids and most preferably at least about 17 or more amino 

20 acids. The peptide preferably is not greater than about 200 amino acids, more preferably less 
than 150 amino acids and most preferably less than 100 amino acids. Preferably the peptide is 
fix>m about 5 to about 200 amino acids. To be active, any polypeptide must have sufficient 
length to display biological and/or inmiunological activity. 

The term "naturally occurring polypeptide" refers to polypeptides produced by cells tiiat 

25 have not been genetically engineered and specifically contemplates various polypeptides arising 
from post-translational modifications of the polypeptide including, but not limited to, 
acetylation, carboxylation, glycosylation, phosphorylation, lipidation and acylation. 

The term '%anslated protein coding portion" means a sequence v/inch encodes for the fiill 
length protein which may include any leader sequence or any processing sequence. 

30 The term "tnature protein coding sequence" means a sequence which encodes a peptide 

or protein without a signal or leader sequence. The "mature protein portion'* means that portion 
of the protein which does not include a signal or leader sequence. The peptide may have been 
produced by processing in the cell which rmoves any leader/signal sequence. The mature 
protein portion may or may not include an initial methionine residue. The methionine residue 

35 may be removed firom the protein during processing in the cell. The peptide may be produced 
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synthetically or the protem may have been produced using a polynucleotide only encoding for 
the maturc protein coding sequence. 

The term ""derivative" refers to polypeptides chemically modified by such techniques as 
ubiquitination, labeling {e.g. » with radionuclides or various enzymes), covalent polymer 
S attachment such as pegylation (derivatization with polyethylene glycol) and insertion or 

substitution by chemical synthesis of amino acids such as ornithine, which do not normally occur 
in human proteins. 

The term **variant"(or "analog") refers to any polypeptide differing fiom naturally 
occurring polypeptides by amino acid insertions, deletions, and substitutions, created using, e g., 

10 recombinant DN A techniques. Guidance in determining which amino acid residues may be 
replaced, added or deleted without abolishing activities of interest, may be found by comparing 
the sequence of the particular polypeptide with that of homologous pq)tides and minimizing the 
number of amino acid sequence changes made in regions of high homology (conserved regions) 
or by replacing amino acids with consensus sequence. 

1 S Alternatively, recombinant variants encoding these same or similar polypeptides may be 

synthesized or selected by making use of the "redundancy" in the genetic code. Various codon 
substitutions, such as die silent changes which produce various restriction sites, miay be 
introduced to optimize cloning into a plasmid or viral vector or expression in a particular 
prokaryotic or eukary otic system. Mutations in the polynucleotide sequence may be reflected in 

20 the polypeptide or domains of other peptides added to the polypeptide to modify the properties of 
any part of the polypeptide, to change characteristics such as ligand-binding afSnities, interchain 
afGnities, or degradation/turnover rate. 

Preferably, amino acid "substitutions" are the result of replacing one amino acid with 
another amino acid having similar structural and/or chemical properties, conservative amino 

25 acid replacements. "^Conservative** amino acid substitutions may be made on the basis of 

similarity in polarity, charge, solubility, hydrophobicity, hydrophilicity, and/or the amphipathic 
nature of the residues involved. For example, nonpolar (hydrophobic) amino adds include 
alanine, leucine, isoleucine, valine, proline, phenylalanine, tryptophan, and methionine; polar 
neutral amino acids include glycine, serine, threonine, cysteine, tyrosine, asparagine, and 

30 glutamine; positively charged (basic) amino acids include arginine, lysine, and histidine; and 
negatively charged (acidic) amino acids include aspartic acid and glutamic acid "Insertions" or 
"deletions" are preferably in the range of about 1 to 20 amino acids, more preferably 1 to 10 
amino acids. The variation allowed may be e3q)erimentally determined by systematically making 
insertions, deletions, or substitutions of amino acids in a polypeptide molecule using 

35 recombinant DNA techniques and assaying the resulting recombinant variants for activity. 
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Alternatively, where alteration of function is desired, insertions, deletions or 
non-cons^rvadve alterations can be engineered to produce altered polypeptides. Such alterations 
can, for example, alter one or more of the biological functions or biochemical characteristics of 
the polypeptides of the invention. For example, such alterations may change polypeptide 
5 characteristics such as Ugand-binding afSnities, interchain afOnities, or degradation/turnover 
rate. Further, such alterations can be selected so as to generate polypeptides that are better suited 
for expression, scale up and the like in the host cells chosen for expressioiL For example, 
cysteine residues can be deleted or substituted with another amino acid residue in order to 
eliminate disulfide bridges. 

10 The terms "purified" or "^substantially purified'' as used herein denotes that the indicated 

nucleic acid or polypeptide is present in the substantial absence of other biological 
macromolecules, e.g., polynucleotides, proteins, and the like. In one embodiment, the 
polynucleotide or polypeptide is purified such that it constitutes at least 95% by weight, more 
preferably at least 99% by weight, of the indicated biological macromolecules present (but water, 

15 buffers, and other small molecules, especially molecules having a molecular weight of less than 
1 000 daltons, can be present). 

The term "isolated" as used herein refers to a nucleic acid or polypq)tide separated firom 
at least one other component (e.g., nucleic acid or polypeptide) present with the nucleic acid or 
polypeptide in its natural source. In one embodiment, the nucleic acid or polypeptide is found in 

20 the presence of (if anything) only a solvent, buffer, ion, or other component normally present in a 
solution of the same. The terms "isolated" and "purified" do not encompass nucleic acids or 
polypeptides present in their natural source. 

The term "recombinant," when used herein to refer to a polypeptide or protein, means 
that a polj^ptide or protein is derived tcom recombinant (e,g. , microbial, insect, or m a mm a li an) 

25 expression systems. "Microbial" refers to recombinant polypeptides or proteins made in 
bacterial or fungal (e.g.y yeast) expression systems. As a product, "recombinant microbial" 
defines a polypeptide or protein essentially fiee of native endogenous substances and 
unaccompanied by associated native glycosylation. Polypeptides or proteins expressed in most 
bacterial cultures, e.g., £. colU will be free of glycosylation modifications; polypeptides or 

30 proteins expressed in yeast will have a glycosylation pattern in general different from those 
expressed in mammalian cells: 

The term "recombinant expression vehicle or vector" refers to a plasmid or phage or virus 
or vector, for expressing a polypeptide fix>m a DNA (RNA) sequence. An e?q>ression vehicle can 
comprise a transcriptional unit comprising an assembly of (1) a genetic element or elements 

35 having a regulatory role in gene expression, for example, promoters or enhancers, (2) a structural 
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or coding sequence which is transcribed into mKNA and translated into protein, and (3) 
appropriate transcription initiation and termination sequences. Structural units intended for use 
in yeast or eukaiyotic expression systems preferably include a leader sequence enabling 
extracellular secretion of translated protein by a host cell. Alternatively, Mdiere recombinant 
protein is expressed without a leader or transport sequence, it may include an amino terminal 
mettiionine residiie. This residue may ox may not be subsequently cleaved from the e;q>ressed 
recombinant protein to provide a final product 

The term "recombinant expression system" means host cells which have stably integrated 
a recombinant transcriptional unit into chromosomal DNA or carry the recombinant 
transcriptional unit extrachromosomally. Recombinant expression systems as defined herein will 
egress heterologous polypeptides or proteins upon induction of the regulatory elements linked 
to the DNA segment or synthetic gene to be expressed. This term also means host cells which 
have stably integrated a recombinant genetic element or elements having a regulatory role in 
gene e:q)ression, for example, promoters or enhancers. Recombinant expression systems as 
defined herein will express polypeptides or proteins endogenous to the cell upon induction of the 
regulatory elements linked to the endogenous DNA segment or gene to be expressed. The cells 
can be prokaryotic or eukaryotic. 

The term "secreted" includes a protein that is transported across or through a membrane, 
including transport as a result of signal sequences in its amino acid sequence when it is 
caressed in a suitable host cell. "Secreted" proteins include without limitation proteins secreted 
wholly (e.g,^ soluble proteins) or partially (e,g.y receptors) from the cell in which they are 
expressed. "Secreted" proteins also include without limitation proteins that are transported 
across fte membrane of the endoplasmic reticulum. "Secreted" proteins are also intended to 
include protdns containiiig non-typical signal sequences (e.g. Interleukin-l Beta, see Krasney, 
PA. and Young, P JL (1992) Cytokine 4(2):134 -143) and factors released from damaged cells 
(eg. Interleukin-1 Receptor Antagonist, see Arend, W.P. et al. (1998) Annu. Rev. Immunol. 
16:27-55) 

Where desired, an expression vector may be designed to contain a "signal or leader 
sequence" which will direct the polypeptide through the membrane of a cell. Such a sequence 
may be naturally present on the polypeptides of the present invention or provided from 
heterologous protein sources by recombinant DNA techniques. 

The term "stringent" is used to refer to conditions tiiat are conmionly understood in the 
art as stringent Stringent conditions can include highly stringent conditions (Le. , hybridization 
to filter-bound DNA in 0.5 M NaHP04, 7% sodium dodecyl sulfate (SDS), 1 mM EDTA at 
65X, and washing in O.IX SSC/0.1% SDS at 68**C), and moderately stringent conditions (i.e.. 
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\vashiiig in 0^ SSC/0. 1 % SDS at 42''C). Other exemplary hybridization conditions are 
described herein in the examples. 

In instances of hybridization of deoxyoligonucleotides, additional exemplary stringent 
hybridization conditions include washing in 6X SSC/0.05% sodium pyrophosphate at 37^C (for 
S 14-base oligonucleotides), 48®C (for 17-base oligos), 5S^C (for 20-base oligonucleotidesX and 
60^C (for 23'base oligonucleotides). 

As used herein, "substantially equivalent" can refer both to nucleotide and amino acid 
sequences, for example a mutant sequence, that varies fiom a reference sequence by one or more 
substitutions, deletions, or additions, the net effect of which does not result in an adverse 

1 0 functional dissimilarity between the reference and subject sequences. Typically, such a 

substantially equivalent sequence varies from one of those listed herein by no more than about 
35% (/.e., the number of individual residue substitutions, additions, and/or deletions in a 
substantially equivalent sequmce, as compared to the corresponding reference sequence, divided 
by the total number of residues in the substantially equivalent sequence is about 035 or less). 

15 Such a sequence is said to have 65% sequence identity to the listed sequence. In one 

embodiment, a substantially equivalent, e.g., mutant, sequence of the invention varies from a 
listed sequence by no more than 30% (70% sequence identity); in a variation of this 
embodiment, by no more than 25% (75% sequence identity); and ia a further variation of this 
embodiment, by no more than 20% (80% sequence identity) and in a finther variation of this 

20 embodiment, by no more than 10% (90% sequence identity) and in a fitrther variation of this 
embodiment, by no more that 5% (95% sequence identity). Substantially equivalent, e.g., 
mutant, amino acid sequences according to the invention preferably have at least 80% sequence 
identity with a listed amino acid sequence, more preferably at least 85% sequence identity, more 
pref^bly at least 90% sequence identity, more preferably at least 95% identity, more preferably 

25 at least 98% identity, and most preferably at least 99% identity. Substantially equivalent 
nucleotide sequences of the invention can have lower percent sequence identities, taking into 
account, for example, the redundancy or degeneracy of the genetic code. Preferably, nucleotide 
sequence has at least about 65% identity, more preferably at least about 75% identity, more 
preferably at least about 80% sequence identity, more preferably at least about 85% sequence 

30 identity, more preferably at least about 90% sequence identity, and most preferably at least about 
95% identity, more preferably at least about 98% sequence identity, and most preferably at least 
about 99% sequence identity. For the purposes of the present invention, sequences having 
substantially equivalent biological activity and substantiaUy equivalent expression characteristics 
are considered substantially equivalent. For the purposes of determining equivalence, truncation 

35 of the mature sequence {e.g., via a mutation which creates a spurious stop codon) should be 
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disregarded. Sequence identity may be detennined, e.g.^ using the Jotun Hein method (Hein, J. 
(1990) Methods Enzymol. 183:626-645). Identity between sequences can also be deteimined by 
other methods known in die art, e.g. by varying hybridization conditions. 

The term "totipotent^ refers to the capability of a cell to differentiate into all of the cell 
5 types of an adult organism. 

The term "transformation" means introducing DNA into a suitable host cell so that the 
DNA is rq)licable, either as an extrachromosomal element, or by chromosomal integration. The 
texm "transfisction'* refers to the taking iq) of an expression vector by a suitable host cell, whether 
or not any coding sequences are in fact expressed. The term "infection" refers to the introduction 
1 0 of nucleic acids into a suitable host cell by use of a virus or viral vector. 

As used herein, an "uptake modulating fragment," UMF, means a series of nucleotides 
which mediate the uptake of a linked DNA fragment into a cell. UMFs can be readily identified 
using known UMFs as a target sequence or target motif with the computer-based systems 
described below. The presence and activity of a UMF can be confirmed by attaching the 
IS suspected UMF to a marker sequence. The resulting nucleic acid molecule is then incubated 
with an appropriate host under appropriate conditions and the uptake of the marker sequence is 
detemiined. As described above, a UMF will increase tiie frequency of uptake of a linked 
marker sequence. 

Each of the above terms is meant to encompass all that is described for each, unless the 
20 context dictates otherwise. 

42 NUCLEIC ACroS OF THE INVENTION 

Nucleotide sequences of the invention are set forth in the Sequence Listing. 

The isolated polynucleotides of the invention include a polynucleotide comprising the 

25 nucleotide sequences of SEQ ID NO: 1-5497; a polynucleotide encoding any one of the peptide 
sequences of SEQ ID NO: 5498-10994; and a polynucleotide comprising the nucleotide 
sequence encoding the mature protein coding sequence of the polypeptides of any one of SEQ ID 
NO: 5498-10994. The polynucleotides of the present invention also include, but are not limited 
to, a polynucleotide that hybridizes under stringent conditions to (a) the complement of any of 

30 the nucleotides sequences of SEQ ID NO: 1-5497; (b) nucleotide sequences encoding any one of 
the amino acid sequences set forth in the Sequence Listing; (c) a polynucleotide which is an 
allelic variant of any polynucleotide recited above; (d) a polynucleotide which encodes a species 
homolog of any of the proteins recited above; or (e) a polynucleotide that encodes a polypeptide, 
comprising a specific domain or truncation of the polypeptides of SEQ ID NO: 5498-10994. 

35 Domains of interest may depend on tiie nature of the encoded polypeptide; e.g., domains in 
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receptor-like polypeptides include ligand-binding, extracellular, transmembrane, or cytoplasmic 
domains, or combinations thereof; domains in immunoglobulin-like proteins include the variable 
immunoglobuiin-like domains; domains in enzyme-like polypeptides include catalytic and 
substrate binding domains; and domains in ligand polypeptides include receptor-binding 
S domains. 

The polynucleotides of the invention include naturally occurring or wholly or partially 
synthetic DNA, e,g., cDNA and genomic DNA, and RNA, e.g.^ mKNA. The polynucleotides 
may include all of the coding region of the cDNA or may represent a portion of the coding 
region of the cDNA. 

1 0 The present invention also provides genes corresponding to the cDN A sequences disclosed 

herein. The corresponding genes can be isolated in accordance with known methods using the 
sequence information disclosed herein. Such methods include the preparation of probes or primers 
fix>mthe disclosed sequence information for identificationand/or amplification of genes in 
appropriate genomic libraries or other sources of genomic materials. Further 5' and 3' sequence can 

15 be obtained using methods known in the art For example, fiiU length cDNA or genomic DNA that 
conespondsto ai^ of the polynucleotidesof SEQ ID NO: 1-5497 can be obtained by screening 
appropriate cDNA or genomic DNA libraries under suitable hybridization conditions using any of 
thepolynucleotidesofSEQIDNO: 1-5497 or a portion thereofas a probe. Alternatively, the 
polynucleotides of S£Q ID NO: 1 -5497 may be used as the basis for suitable primer(s) that allow 

20 identificationand/or amplification of genes in appropriate genomic DNA or cDNA libraries. 

The nucleic acid sequences of the invention can be assembled firom ESTs and sequences 
(including cDNA and genomic sequences) obtained fit>m one or more public databases, such as 
dbEST,gbpri,andUniGene. The EST sequences can provide identifying sequence iixfonnatioii, 
representative firagment or segment information, or novel segment information for Hie fidl-lengtb 

25 gene. 

The polynucleotides of the invention also provide polynucleotides including nucleotide 
sequences that are substantially equivalent to the polynucleotides recited above. Polynucleotides 
according to the invention can have, e.^., at least about 65%, at least about 70%, at least about 
75%, at least about 80%, 81%, 82%, 83%, 84%, more ^ically at least about 85%, 86%, 87%, 

30 88%, 89%, more typically at least about 90%, 91%, 92%, 93%, 94%, and even more typically at 
least about 95%, 96%, 97%, 98%, 99%, sequence identity to a polynucleotide recited above. 

Included within the scope of the nucleic acid sequences of the invention are nucleic acid 
sequence firagments that hybridize under stringent conditions to any of the nucleotide sequences 
of SEQ ID NO: 1 -5497, or complements thereof which fiagment is greater than about 5 

35 nucleotides, preferably 7 nucleotides, more preferably greater than 9 nucleotides and most 
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piefeiably greater flian 17 nucleotides. Fragments e.g. IS, 17, or 20 nucleotides or more that 
are selective for specifically hybridize to any one of the polynucleotides of the invention) 
are contemplated. Probes capable of specifically hybridizing to a polynucleotide can 
diff^pentiate polynucleotide sequences of the invention firom other polynucleotide sequences in 
S the same family of genes or can differentiate human genes firom genes of other species, and are 
preferably based on unique nucleotide sequences. 

The sequences falling within the scope of the present uivention are not Umited to these 
specific sequences, but also include allelic and species variations thereof. Allelic and species 
variations can be routinely determined by comparing the sequence provided in SEQ ID NO: 1 -5497, 

* 

10 a representative firagment thereof, or a nudeotide sequence at least 90% identical, preferably 95% 
identical, to SEQ ID NO: 1 -5497 with a sequence fix>m another isolate of the same species. 
Furthermore, to accommodate codon variability, the invention includes nucleic acid molecules 
coding for the same amino acid sequences as do the ^ecific ORFs disclosed herein. In other words, 
in the coding region of an OKF, substitution of one codon for another codon that encodes the same 

15 amino acid is expressly contemplated 

The nearest neighbor or homology result for the nucleic acids of the present invention, 
including SEQ ID NO: 1 -5497 can be obtained by searching a database using an algorithm or a 
program. Preferably, a BLAST which stands for Basic Local Alignment Search Tool is used to 
search for local sequence alignments (Altshul, S JF. J Mol. Evol. 36 290-300 (1993) and Altschul 

20 SJ.etal.J.MoLBioL21:403-410(1990)). Alternatively a FASTA version 3 search against 
Genpept, using Fastxy algorithm. 

Species homologs (or orthologs) of the disclosed polynucleotides and proteins are also 
provided by the present invention. Species homologs may be isolated and identified by making 
suitable probes or primers firom the sequences provided herein and screening a suitable nucleic 

25 acid source fit>m the desired species. 

The invention also encompasses allelic variants of the disclosed polynucleotides or 
proteins; that is, naturally occurring alternative forms of the isolated polynucleotide which also 
encode proteins which are identical, homologous or related to tiiat encoded by the 
polynucleotides. 

30 The nucleic acid sequences of the invention are fiirther directed to sequences which 

encode variants of the described nucleic acids. These amino acid sequence variants may be 
prepared by methods known in the art by introducing appropriate nucleotide changes into a 
native or variant polynucleotide. Th^ are two variables in the construction of amino add 
sequence variants: the location of the mutation and the nature of the mutation. Nucleic acids 

35 encoding the amino acid sequence variants are preferably constructed by mutating the 
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polynucleotide to encode an amino acid sequence that does not occur in nature. These nucleic 
acid alterations can be made at sites that differ in the nucleic acids £rom different species 
(variable positions) or in highly conserved regions (constant regions). Sites at such locations 
will typically be modified in series, e.g., by substituting first vntii conservative choices (e.g:, 
5 hydrophobic amino acid to a different hydrophobic amino acid) and then vdth more distant 
choices (e.g., hydrophobic amino acid to a charged amino acid), and then deletions or insertions 
may be made at the target site. Amino acid sequence deletions generally range Sx)m about 1 to 
30 residues, preferably about 1 to 10 residues, and are typically contiguous. Amino acid 
insertions include amino- and/or carboxyl-terminal fusions ranging in length firom one to one 

1 0 hundred or more residues, as well as intrasequence insertions of single or multiple amino acid 
residues. Intrasequence insertions may range generally from about 1 to 10 amino residues, 
preferably from 1 to 5 residues. Examples of tenninal insertions include the heterologous signal 
sequences necessary for secretion or for intracellular targeting in different host cells and 
sequences such as FLAG or poly-histidine sequences useful for purifying the expressed protein. 

15 In a preferred method, polynucleotides encoding the novel amino acid sequences are 

changed via site-directed mutagenesis. This method uses oligonucleotide sequences to att^ a 

polynucleotide to encode the desired amino acid variant, as well as sufBcient adjacent 

nucleotides on both sides of the changed amino acid to form a stable duplex on either side of the 

« 

site of being changed. In general, the techniques of site-directed mutagenesis are well known to 

20 those of skill in the art and this technique is exemplified by publications such as, Edelman et al., 
DNA 2:183 (1983). A versatile and efBcient method for producing site-specific changes in a 
polynucleotide sequence was published by Zoller and Smith, Nucleic Acids Res. 10:6487-6500 
(1 982). PCR may also be used to create amino acid sequence variants of the novel nucleic acids. 
When small amounts of template DNA are used as starting material, primer(s) that differs 

25 slightiy in sequence from the corresponding region in the template DNA can generate the desired 
amino acid variant PCR amplification results in a population of product DNA firagments that 
differ from the polynucleotide template encoding the polypeptide at the position specified by the 
primer. The product DNA fragments replace the corresponding region in the plasmid and this 
gives a polynucleotide encoding the desired amino acid variant. 

30 A fiirther technique for generating amino acid variants is the cassette mutagenesis 

technique described in Wells et al.. Gene 34:315 (1985); and other mutagenesis techniques well 
known in the art, such as, for example, the techniques in Sambrook et al., supra, and Cwrent 
Protocols in Molecular Biology^ Ausubel et al. Due to the inherent degeneracy of the genetic 
code, other DNA sequences which encode substantially the same or a frmctionally equivalent 

35 amino acid sequence may be used in the practice of the invention for the cloning and e}q>ression 
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of these novel nucleic acids. Such DNA sequences include those >vhich are capable of 
hybridizing to the appropriate novel nucleic acid sequence under stringent conditions. 

Polynucleotides encoding preferred polypeptide truncations of the invention can be used 
to generate polynucleotides encoding chimeric or fusion proteins comprising one or more 
S domains of the invention and heterologous protein sequences. 

The polynucleotides of the invention additionally include the complement of any of the 
polynucleotides recited above. The polynucleotide can be DNA (genomic, cDNA, amplified, or 
synthetic) or KNA. Methods and algorithms for obtaining such polynucleotides are well known 
to those of skill in the art and can include, for example, methods for deteimining hybridization 

1 0 conditions that can routinely isolate polynucleotides of the desired sequence identities. 

In accordance with the invention, polynucleotide sequences comprising the mature 
protein coding sequences corresponding to any one of SEQ ID NO: 1-5497, or functional 
equivalents thereof, may be used to genemte recombinant DNA molecules that direct the 
e:(pression of that nucleic acid, or a functional equivalent thereof, in appropriate host cells. Also 

IS included are the cDNA inserts of any of the clones identified herein. 

A polynucleotide according to the invention can be joined to any of a variety of other 
nucleotide sequences by well-established recombinant DNA techniques (see Sambrook J et al. 
(1989) Molecular Cloning: A Laboratory Manual, Cold Spriiig Harbor Laboratory, NY). Useful 
nucleotide sequences for joining to polynucleotides include an assortment of vectors, e.g., 

20 plasmids, cosmids, lambda phage derivatives, phagemids, and the like, that are well known in the 
art Accordingly, the invention also provides a vector including a polynucleotide of the 
invention and a host cell containing &e polynucleotide. In general, the vector contains an origin 
of replication functional in at least one organism, convenient restriction endonuclease sites, and a 
selectable marker for the host cell. Vectors according to the invention incliide expression 

25 vectors, replication vectors, probe generation vectors, and sequencing vectors. A host cell 
according to the invention can be a prokaryotic or eukaryotic cell and can be a unicellular 
organism or part of a multicellular organism. 

The present invention further provides recombinant constructs comprising a nucleic acid 
having any of the nucleotide sequences of SEQ ID NO: 1-5497 or a firagment thereof or any 

30 other polynucleotides of the invention. In one embodiment, the recombinant constructs of the 
present invention comprise a vector, such as a plasmid or viral vector, into which a nucleic acid 
having any of the nucleotide sequences of SEQ ID NO: 1-5497 or a fragment thereof is inserted, 
in a forward or reverse orientatioiL In the case of a vector comprising one of the ORFs of the 
present invention, the vector may further comprise regulatory sequences, including for example, 

35 a promoter, operably linked to the ORF. Large numbers of suitable vectors and promoters are 
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known to those of skill in the art and aie commercially available for generating the recombinant 
constructs of the present invention. The following vectors are provided by way of example. 
Bacterial: pBs, phagescript, PsiXl 74, pBluescript SK, pBs KS, pNH8a, pNHl 6a, pNHl 8a, 
pNH46a (Stratagene); pTrc99A, pKK223-3, pKK233-3, pDR540, pRIT5 (Phannacia). 
5 Eukaiyotic: pWLneo, pSV2cat, pOG44, PXTI, pSG (Stratagene) pSVK3, pBPV, pMSG, pSVL 
(Phannacia). 

The isolated polynucleotide of the invention may be operably linked to an expression 
control sequmce such as the pMT2 or pED e?q[)ression vectors disclosed in Kaufinan et aL, 
Nucleic Acids Res. 19, 4485-4490 (1991), in order to produce the protein recombinantly. Many 

10 suitable expression control sequences are known in the art Gmeral methods of e)q)ressing 
recombinant proteins are also known and are exemplified in R. Kaufinan, Methods in 
Enzymology 185, 537-566 (1990), As defined herein "operably linked" means that the isolated 
polynucleotide of the invention and an expression control sequence are situated within a vector 
or cell in such a way that the protein is expressed by a host cell has been transformed 

1 5 (transfected) with the ligated polynucleotide/expression control sequence. 

Promoter regions can be selected fix>m any desired gene using CAT (chloramphenicol 
transferase) vectors or other vectors witii selectable markers. Two appropriate vectors are 
pKK232-8 and pCM7. Particular named bacterial promoters include laci, lacZ, T3, T7, gpt, 
lambda PR, and trc. Eukaryotic promoters include CMV immediate early, HSV thynoidine 

20 kinase, early and late SV40, LTRs fi-om retrovirus, and mouse metallothionein-L Selection of 
the appropriate vector and promoter is well within the level of ordinary skill in the art 
Generally, recombinant expression vectors will include origins of replication and selectable 
markers peimitting transformation of the host cell, e.g., Ae aimpicillin resistance gene off. coli 
and & cerevisiae TRPl gene, and a promoter derived fix>m a highly-expressed gene to direct 

25 transcription of a downstream structural sequence. Such promoters can be derived fix>m operons 
encoding glycolytic enzymes such as 3-phosphoglycerate kinase (PGK), a-factor, acid 
phosphatase, or heat shock proteins, among others. The heterologous structural sequence is 
assembled in appropriate phase with translation initiation and termination sequences, and 
preferably, a leader sequence capable of directing secretion of translated protein into the 

30 periplasmic space or extracellular medium. Optionally, the heterologous sequence can encode a 
fusion protein including an amino terminal identification peptide imparting desired 
characteristics, e.g., stabilization or simplified purification of expressed recombinant product 
Usefiil expression vectors for bacterial use are constructed by inserting a structural DNA 
sequence encoding a desired protein together with suitable translation initiation and termination 

35 signals in operable reading phase with a fimctional promoter. The vector will comprise one or 
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more phoiotypic selectable markers and an origin of replication to ensure maintenance of the 
vector and to, if desirable, provide amplification within the host Suitable prokaryotic hosts for 
transformation include E coli. Bacillus subtilis. Salmonella typhimuriian and various species 
within the genera Pseudomonas^ Streptomyces^ and Staphylococcus^ although others may also be 
S employed as a matter of choice. 

As a representative but non-iimitiDg example, useful expression vectors for bacterial use 
can comprise a selectable marker and bacterial origin of replication derived fix>m commercially 
available plasmids comprising genetic elemmts of the well known cloning vector pBR322 
(ATCC 37017). Such commercial vectors include, for example, pKK223-3 (Pharmacia Fine 

1 0 Chemicals, Uppsala, Sweden) and GEM 1 (Promega Biotech, Madison, WI, USA). These 
pBR322 "backbone" sections are combined with an appropriate promoter and the structural 
sequence to be e3q>ressed. Following transformation of a suitable host strain and growth of the 
host strain to an appropriate cell density, the selected promoter is induced or derepressed by 
appropriate means (e.g., temperature shift or chemical induction) and cells are cultured for an 

IS additional period. Cells are typically harvested by centrifugation, disrupted by physical or 
chemical means, and the resulting crude extract retained for further purification. 

Polynucleotides of the invention can also be used to induce inmiune responses. For 
example, as described in Fan et aL, Nat Biotech. 17:870-872 (1999), incorporated herein by 
reference, nucleic acid sequences encoding a polypeptide may be used to generate antibodies 

20 against the encoded polypeptide following topical administration of naked plasmid DNA or 
following injection^ and preferably intramuscular injection of the DNA. The nucleic acid 
sequences are preferably inserted in a recombinant egression vector and may be in the form of 
naked DNA. 



25 43 ANTISENSE 

Another aspect of the invention pertains to isolated antisense nucleic acid molecules that 
are hybridizable to or complementary to the nucleic acid molecule comprising the nucleotide 
sequence of SEQ ID NO: 1-S497, or firagments, analogs or derivatives thereof. An ''antisense** 
nucleic acid comprises a nucleotide sequence that is complementary to a "sense" nucleic acid 

30 encoding a protein, e.g.^ complementary to the coding strand of a double-stranded cDNA 

molecule or complementary to an mRNA sequence. In specific aspects, antisense nucleic acid 
molecules are provided that comprise a sequence complementary to at least about 10, 25, SO, 
100, 250 or 500 nucleotides or an entire coding strand, or to only a portion thereof. Nucleic acid 
molecules encoding firagments, homologs, derivatives and analogs of a protein of any of SEQ ID 
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NO: 5498-10994 or antisense nucleic acids complementaiy to a nucleic acid sequence of SEQ ID 
NO: 1-5497 aie additionally provided. 

In one embodiment, an antisense nucleic acid molecule is antisense to a "coding region" 
of the coding strand of a nucleotide sequence of the invention. The term "coding region" refers 
S to the region of the nucleotide sequence comprising codons which are translated into amino acid 
residues. In another embodiment, the antisense nucleic acid molecule is antisense to a 
"noncoding region" of the coding strand of a nucleotide sequence of the invention. The term 
"noncoding region" refers to 5' and 3' sequences which flank the coding region that are not 
translated into amino acids (/.e., also referred to as 5' and 3' untranslated regions). 

10 Given the coding strand sequences encoding a nucleic acid disclosed herein (e.g., SEQ 

ID NO: 1-5497), antisense nucleic acids of the invention can be designed according to the rules 
of Watson and Crick or Hoogsteen base pairing. The antisense nucleic acid molecule can be 
complementary to the entire coding region of a mKNA, but more preferably is an oligonucleotide 
that is antisense to only a portion of the coding or noncoding region of a mRNA. For example, 

15 the antisense oligonucleotide can be complementary to the region surrounding the translation 
start site of a mRNA. An antisense oligonucleotide can be, for example, about 5, 10, 15, 20, 25, 
30, 35, 40, 45 or 50 nucleotides in length. An antisense nucleic acid of the invention can be 
constructed using chemical synthesis or em^matic ligation reactions using procedures known in 
the art For example, an antisense nucleic acid (e.g., an antisense oligonucleotide) can be 

20 chemically synthesized using naturally occurring nucleotides or variously modified nucleotides 
designed to increase the biological stability of the molecules or to increase the physical stability 
of the duplex formed between the antisense and sense nucleic acids, e.g., phosphorothioate 
derivatives and acridine substituted nucleotides can be used. 

Examples of modified nucleotides that can be used to generate the antisense nucleic acid 

25 include: 5-fluorouracil, 5-bromouracil, 5-chlorouracil, 5-iodouraciI, hypoxanthine, xanthine, 
4-acetylcytosine, 5-(carboxyhydroxylmethyl) uracil, 5-carboxymethylaminomethyl- 
2-thiouridine, 5-carboxymethylanunomethyluracil, dihydrouracil, beta-D-galactosylqueosine, 
inosine, N6-isopentenyladenine, 1-methylguanine, 1-methylinosine, 2,2-dimethylguanine, 
2-methyladenine, 2-methylguanine, 3-methyIcytosine, 5-methylcytosine, N6-adenine, 

30 7-methylguanine, 5-methylaminomethyluracil, 5-methoxyaminomethyl-2-thiouracil, 
betarD-mannosylqueosine, 5 -methoxycarboxymethyluracil, 5-methoxyuracil, 
2-methyltfaio-N6-isopentenyIadenine, uracil-5-oxyacetic acid (v), wybutoxosine, pseudouracil, 
queosine, 2*thiocytosine, 5-metfayl-2-thiouracil, 2-thiouracil, 4-thiouracil, 5-methyluracil, 
uracil-5-oxyacetic acid methylester, uracil-5-oxyacetic acid (v), 5-methyl-2-thiouracil, 

35 3-(3-amino-3-N-2-carboxypropyl) uracil, (acp3)w, and 2,6Hliaminopurine. Alternatively, the 
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antisense nucleic acid can be produced biologically using an expression vector into which a 
nucleic acid has been subcloned in an antisens6 orientation (i.e., RNA transcribed fix>in the 
inserted nucleic acid will be of an antisense orientation to a target nucleic acid of interest, 
described liirther in the following subsection). 
5 The antisense nucleic acid molecules of the invention are typically administered to a 

subject or generated in situ such that they hybridize with or bind to cellular mRNA and/or 
genomic DNA encoding a protein according to the invention to thereby inhibit expression of the 
protein, e.g. , by inhibiting transcription and/or translation. The hybridization can be by 
conventional nucleotide complementarity to form a stable diq>lex, or, for example, in the case of 

10 an antisense nucleic acid molecule that binds to DNA duplexes, through specific interactions in 
the major groove of the double helix. An example of a route of administration of antisense 
nucleic acid molecules of the invention includes direct injection at a tissue site. Alternatively, 
antisense nucleic add molecules can be modified to target selected cells and then administered 
systemically. For example, for systemic administration, antisense molecules can be modified 

15 such that they specifically bind to receptors or antigens expressed on a selected cell surface, 

by linking the antisense nucleic acid molecules to peptides or antibodies tibat bind to cell sur&ce 
receptors or antigens. The antisense nucleic acid molecules can also be delivered to cells using 
the vectors described herein. To achieve sufBcient intracellular concentrations of antisense 
molecules, vector constructs in which the antisense nucleic acid molecule is placed under the 

20 control of a strong pol II or pol III promoter are preferred. 

In yet another embodiment, the antisense nucleic acid molecule of the invention is an 
-a n omeric nucleic acid molecule. An -a nomeric nucleic acid molecule forms specific 
double-stranded hybrids with complementary RNA in which, contrary to the usual -uni ts, the 
strands run parallel to each other (Gaultier et aL (1987) Nucleic Acids Res IS: 6625-6641). The 

25 antisense nucleic acid molecule can also comprise a 2'K>-methyhribonucleotide (Inoue et aL 

(1987) Nucleic Acids Res 15: 6131-6148) or a chimeric RNA -DNA analogue (Inoue et aL (1987) 
FEBS Lett 215: 327-330). 



4.4 RIBOZYMES AND PNA MOIETIES 

30 In still another embodiment, an antisense nucleic acid of the invention is a ribozyme. 

Ribozymes are catalytic RNA molecules with ribonuclease activity that are capable of cleaving a 
single-stranded nucleic acid, such as a mRNA, to which they have a complementary region. 
Thus, ribozymes {e.g,, hammerhead ribozymes (described in HaselhofT and G^lach (1988) 
Nature 334:585-591)) can be used to catalytically cleave a mRNA transcripts to thereby inhibit 

35 translation of a mRNA. A ribozyme having specificity for a nucleic acid of the invention can be 

22 



wo 01/79449 PCT/USOl/08656 

designed based npon the nucleotide sequence of a DNA disclosed h^in SEQ ID NO: 1- 
S497). For example, a derivative of a Tetrahymena L-19 IVS RNA can be constructed in which 
the nucleotide sequence of the active site is complementary to the nucleotide sequence to be 
cleaved in an mRNA of SEQ ID NO: 1-5497 (see, e.g.,Ceche^ a/. U.S. Pat. No. 4,987,071; and 
5 Cech et aL U.S. Pat. No. 5,1 16,742). Alternatively, polynucleotides of the invention can be used 
to select a catalytic RNA having a specific ribonuclease activity fi-om a pool of RNA molecules. 
See, e.g.y Bartel et al., (1993) Science 261:141 1-1418. 

Alternatively, gene expression can be inhibited by targeting nucleotide sequences 
complementary to the regulatory region (e.g., promoter and/or enhancers) to form triple helical 

1 0 structures that prevent transcription of the gene in target cells. See generally, Helene. (1 991 ) 
Anticancer DrugDes. 6: 569-84; Helene. et aL {1992) Ann. N.Y. Acad ScL 660:27-36; and 
Maher (1992) Bioassays 14: 807-15. 

In various embodiments, the nucleic acids of the invention can be modified at the base 
moiety, sugar moiety or phosphate backbone to improve, e.g., the stability, hybridization, or 

15 solubility of the molecule. For example, the deoxyribose phosphate backbone of the nucleic 
acids can be modified to generate peptide nucleic acids (see Hyrup et aL (1996) Bioorg Med 
Chem 4: 5-23). As used herein, the terms "peptide nucleic acids'* or "PNAs" refer to nucleic acid 
mimics, e.g., DNA mimics, in which the deoxyribose phosphate backbone is replaced by a 
pseudbpeptide backbone and only the four natural nucleobases are retained. The neutral 

20 backbone of PNAs has been shown to allow for specific hybridization to DNA and RNA under 
conditions of low ionic strength. The synthesis of PNA oligomers can be performed using 
standard solid phase peptide synthesis protocols as described in Hyrup et aL (1996) above; 
Perry-O'Keefe etaL {1996) PNAS 93\ 14670-675. 

PNAs of the invention can be used in therapeutic and diagnostic applications. For 

25 example, PNAs can be used as antisense or antigene agents for sequence-specific modulation of 
gene expression by, e.g. , inducing transcription or translation arrest or inhibiting replication. 
PNAs of the invention can also be used, e.g. , in the analysis of single base pair mutations in a 
gene by, e.g., PNA directed PGR clamping; as artificial restriction enzymes when used in 
combination with othCT enq^es, e.g., SI nucleases (Hyrq> B. (1996) above); or as probes or 

30 primers for DNA sequence and hybridization (Hyrup et aL (1996), above; Perry-O'Keefe (1996), 
above). 

In another embodiment, PNAs of the invention can be modified, e.g., to enhance their 
stability or cellular uptake, by attaching lipophilic or other helper groiips to PNA, by the 
formation of PNA-DNA chimeras^ or by the use of liposomes or other techniques of drug 
35 delivery known in the art For example, PNA-DNA chimeras can be generated that may 



23 



wo 01/79449 PCTAJS01/086S6 

combine the advantageous properties of PNA and DNA. Such chimeras allow DNA recognition 
enzymes, e.g. , RNase H and DNA polymerases, to interact with the DNA portion while the PNA 
portion would provide high binding afOnity and specificity. PNA-DNA chimeras can be linked 
using linkers of appropriate lengths selected in terms of base stacking, number of bonds between 
S the nucleobases, and orientation (Hyrup (1 996) above). The synthesis of PNA-DNA chimeras 
can be performed as described in Hyrup (1996) above and Finn et aL (1996) Nucl Acids Res 24: 
3357-63. For example, a DNA chain can be synthesized on a solid siq)port using standard 
phosphoramidite coupling chemistry, and modified nucleoside analogs, e,g., 
5-(4-methoxytrityl)amino-5'-deoxy-thymidine pho^horamidite, can be used between the PNA 
10 and the 5* end ofDNA (Mage/ a/. (19S9) Nucl Acid Res 17: 5973-88). PNA monomers are then 
coupled in a stepwise manner to produce a chimeric molecule with a 5' PNA segment and a 3* 
DNA segment (Finn et al. (1996) above). Alternatively, chimeric molecules can be synthesized 
with a 5' DNA segment and a 3' PNA segment. See, Petersen et aL (1975) Bioorg Med Chem 
Lett 5: 1119-11124. 

15 In other embodiments, the oligonucleotide may include other appended groups such as 

peptides (e.g., for targeting host cell receptors in vrvo), or agents facilitating transport across the 
cell membrane (see, e.g., Letsinger et aL, 1989, Proc. Natl. Acad Sci. U.S. A. 86:6553-6556; 
I^maitre etaL, 1987, Proc. Natl. Acad Sci. 84:648-652; PCT Publication No. W088/09810) or 
the blood-brain barrier (see, e.g., PCT Publication No. W089/10134). In addition, 

20 oligonucleotides can be modified with hybridization triggered cleavage agents (See, e.g., Krol et 
aL, 1988, BioTechniques 6:958-976) or intercalating agents (see, e.g., Zon, 1988, Pharm. Res. 
5:539-549). To this end, the oligonucleotide may be conjugated to another molecule, e.g., a 
peptide, a hybridization triggered cross-linking agent, a transport agent, a hybridization-triggered 
cleavage agent, etc. 

25 

4^ HOSTS 

The present invention further provides host cells genetically engineered to contain the 
polynucleotides of the invention. For example, such host cells may contain nucleic acids of the 
invention introduced into the host cell using known transformation, transfection or infection 
30 methods. The present invention still fiirdier provides host cells genetically engineered to express 
the polynucleotides of the invention, wherein such polynucleotides are in operative association 
with a regulatory sequence heterologous to &e host cell which drives expression of tibe 
polynucleotides in the cell. 

Knowledge of nucleic acid sequences allows for modification of cells to permit, or 
35 increase, expression of endogenous polypeptide. Cells can be modified {e.g. , by homologous 

24 
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recombination) to provide increased polypeptide expression by replacing, in vAkAg or in part, the 
naturally occurring promoter vAih all or part of a heterologous promoter so that the cells express 
the polypeptide at higher levels. The heterologous promoter is inserted in such a manner that it 
is operatively linked to the encoding sequences. See, for example, PCT International Publication 

5 No. WO94/12650, PCT International Publication No. WO92/20808, and PCT International 

Publication No. WO91/09955. It is also contemplated that, in addition to heterologous promoter 
DNA, amplifiable marker DNA (e.g., ada, dhfr, and the multifunctional CAD gene ivhich 
encodes carbamyl phosphate synthase, aspartate transcarbamylase, and dihydroorotase) and/or 
intron DNA may be inserted along with the heterologous promoter DNA. If linked to the coding 

10 sequence, amplification of the marker DNA by standard selection methods results in co- 
amplification of the desired protein coding sequences in the cells. 

The host cell can be a higher eukaryotic host cell, such as a mammalian cell, a lower 
eukary otic host cell, such as a yeast cell, or the host cell can be a prokaryotic cell, such as a 
bacterial cell. Introduction of the recombinant construct into the host cell can be effected by 

15 calcium phosphate transfection, DEAE, dextran mediated transfection, or electroporation (Davis, 
L. et al., Basic Methods in Molecular Biology (1 986)). The host cells containing one of the 
polynucleotides of the invention, can be used in conventional manners to produce the gene 
product encoded by the isolated fragment (in the case of an ORF) or can be used to produce a 
heterologous protein under tiie control of the EMF. 

20 Any host/vector system can be used to express one or more of the ORFs of the present 

invention. These include, but are not limited to, eukaryotic hosts such as HcLa cells, Cv-l cell, 
COS cells, 293 cells, and S£9 cells, as well as prokaryotic host such as E. coli and B. subtilis. 
The most prefrared cells are those which do not normally express the particular polypeptide or 
protein or which expresses the polypeptide or protein at low natural level. Mature proteins can 

25 be expressed in mammalian cells, yeast, bacteria, or other cells under the control of appropriate 
promoters. Cell-firee translation systems can also be employed to produce such proteins using 
RNAs derived 6om the DNA constructs of the present invention. Appropriate cloning and 
expression vectors for use with prokaryotic and eukaryotic hosts are described by Sambrook, et 
al., in Molecular Cloning: A Laboratory Manual, Second Edition, Cold Spring Harbor, New 

30 York (1989), the disclosure of which is hereby incorporated by reference. 

Various mammalian cell culture systems can also be employed to express recombinant 
protein. Examples of mammalian expression systems include the COS-7 lines of monkey kidney 
fibroblasts, described by Gluzman, Cell 23:175 (1981). Other cell lines capable of expressing a 
compatible vector are, for example, the C127, monkey COS cells, Chinese Hamster Ovary 

35 (CHO) cells, human kidney 293 cells, human epidermal A43 1 cells, human Colo205 cells, 3T3 
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cells, CV-1 cells, other transfonned primate cell lines, nonnal diploid cells, cell strains derived 
from in vitro culture of primary tissue, primary explants, HeLa cells, mouse L cells, BHK, 
HL-60, U937, HaK or Jurkat cells. Mammalian expression vectors will comprise an origin of 
replication, a suitable promoter and also any necessary ribosome binding sites, polyadenylation 
S site, splice donor and acceptor sites, transcriptional termination sequences, and 5 " flanking 
nontranscribed sequences. DNA sequences derived from the SV40 viral genome^ for example, 
SV40 origin, early promoter, enhancer, splice, and polyadenylation sites may be used to provide 
the required nontranscribed genetic elements. Recombinant polypeptides and proteins produced 
in bacterial culture are usually isolated by initial extraction fiom cell pellets, followed by one or 

1 0 more salting-out, aqueous ion exchange or size exclusion chromatogr^hy steps. Protein 
refolding stqps can be used, as necessary, in completing configumtion of the mature protein. 
Finally, high performance liquid chromatography (HPLC) can be employed for final purification 
steps. Microbial cells employed in expression of proteins can be disrupted by any convenient 
method, including fieeze-thaw cycling, sonication, mechanical disn^tion, or use of cell lysing 

IS agents. 

Alternatively, it may be possible to produce the protein in lower eukaryotes such as yeast 
or insects or in prokaryotes such as bacteria. Potentially suitable yeast strains include 
Saccharomyces cerevisiae^ Schizosaccharomyces pomhe^ Kluyveromyces strains, Candida^ or 
any yeast strain capable of expressing heterologous proteins. Potentially suitable bacterial 

20 strains include Escherichia coli. Bacillus subtilis. Salmonella typhimurium, or any bacterial 

strain capable of expressing heterologous proteins. If the protein is made in yeast or bacteria, it 
may be necessary to modify the protein produced therein, for example by phosphorylation or 
glycosylation of the appropriate sites, in order to obtain the fimctional protein. Such covalent 
attachments may be accomplished using known chemical or enzymatic methods. 

25 In another embodiment of the present invention, cells and tissues may be engineered to 

express an endogenous gene comprising the polynucleotides of the invention under the control of 
inducible regulatory elements, in which case the regulatory sequences of the endogenous gene 
may be replaced by homologous recombination. As described herein, gene targeting can be used 
to replace a gene's existing regulatory region with a regulatory sequence isolated fiom a different 

30 gene or a novel regulatory sequence synthesized by genetic engineering methods. Such 

regulatory sequences rrray be comprised of promoters, enhancers, scaffold-attachment regions, 
negative regulatory elements, transcriptional initiation sites, regulatory protein binding sites or 
combinations of said sequences. Alternatively, sequences which affect the structure or stability 
of the RNA or protein produced may be replaced, removed, added, or otherwise modified by 

35 targeting. These sequence include polyadenylation signals, mRNA stability elements, splice 
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sites, leader sequences for enhancing or modifying transport or secretion properties of the 
protein, or other sequences which alter or improve the function or stability of protein or RNA 
molecules. 

The targeting event may be a simple insertion of the regulatory sequence, placing the 
5 gene under the control of the new regulatory sequence, e.g., inserting a new promoter or 

enhancer or both upstream of a gene. Alternatively, the targeting event may be a simple deletion 
of a regulatory element, such as the deletion of a tissue-specific negative regulatory element 
Alternatively, the targeting event may replace an existing element; for example, a tissue-specific 
enhancer can be replaced by an enhancer that has broader or dififermt cell-type specificity than 

10 the naturally occurring elements. Here, the naturally occurring sequences are deleted and new 
sequences are added. In all cases, the identification of the targeting event may be &cilitated by 
the use of one or more selectable marker genes that are contiguous with the targeting DNA, 
allowing for the selection of cells in which the exogenous DNA has integrated into the host cell 
genome. The identification of the targeting event may also be facilitated by the use of one or 

IS more marker genes exhibiting the property of negative selection, such that the negatively 
selectable marker is linked to the exogenous DNA, but configured such that the negatively 
selectable marker flanks the targeting sequence, and such that a correct homologous 
recombination event with sequences in the host cell genome does not result in the stable 
integration of the negatively selectable marker. Markers useful for this purpose include the 

20 Herpes Simplex Virus thymidine kinase (TK) gene or the bacterial xanthine-guanine 
phosphoribosyl-transferase (gpt) gene. 

The gene targeting or gene activation techniques which can be used in accordance with 
ads aspect of the invention are more particularly described in U.S. Patent No. 5,272,071 to 
Chappel; U.S. Patent No. 5,578,461 to Sherwin et al.; International Application No. 

25 PCT/US92/09627 (WO93/09222) by Selden et al.; and International Application No. 

PCTAJS90/06436 (WO91/06667) by Skoultchi et al., each of which is incorporated by reference 
herein in its entirety. 

4.6 POLYPEPTIDES OF THE INVENTION 

30 The isolated polypeptides of the invention include, but are not limited to, a polypeptide 

comprising: the amino acid sequences set forth as any one of SEQ ID NO: 5498-10994 or an 
amino acid sequence encoded by any one of the nucleotide sequences SEQ ID NO: 1-5497 or the 
corresponding fiill length or mature protein. Polypeptides of the invention also include 
polypeptides preferably with biological or immunological activity that are encoded by: (a) a 

35 polynucleotide having any one of the nucleotide sequences set forth in SEQ ID NO: 1-5497 or 



wo 01/79449 PCTAJSOl/08656 

(b) polynucleotides encoding any one of the amino acid sequences set forth as SEQ ID NO: 
5498-10994 or (c) polynucleotides that hybridize to the complement of the polynucleotides of 
either (a) or (b) under stringent hybridization conditions. The invention also provides 
biologically active or immunologically active variants of any of the amino acid sequences set 
5 forth as SEQ ID NO: 5498-10994 or the corresponding full length or mature protein; and 

"substantial equivalents" thereof (e.g., with at least about 65%, at least about 70%, at least about 
75%, at least about 80%, at least about 85%, 86%, 87%, 88%, 89%, at least about 90%, 91%, 
92%, 93%, 94%, typically at least about 95%, 96%, 97%, more typically at least about 98%, or 
most typically at least about 99% amino acid identity) that retain biological activity. 

10 Polypeptides encoded by allelic variants may have a ^milar, increased, or decreased activity 
compared to polypeptides comprising SEQ ID NO: 5498-1 0994. 

Fragments of the proteins of the present invention which are capable of exhibiting 
biological activity are also encompassed by the present invention. Fragments of the protein may 
be in linear form or they may be cyclized using known methods, for example, as described in H. 

15 U. Saragovi, et al., Bio/Technology 10, 773-778 (1992) and in R. S. McDowell, et al., J. Amer. 
Chem. Soc. 1 14, 9245-9253 (1992), both of ^^ch are incorporated herein by reference. Such 
fiagments may be fused to carrier molecules such as immunoglobulins for many purposes, 
including increasing the valency of protein binding sites. 

The present invention also provides both full-length and mature forms (for example, 

20 without a signal sequence or precursor sequence) of the disclosed proteins. The protein coding 
sequence is identified in the sequence listing by translation of the disclosed nucleotide 
sequences. The mature form of such protein may be obtained by expression of a full-length 
polynucleotide in a suitable mammalian cell or other host cell. The sequence of the mature form 
of the protein is also determinable from the amino acid sequence of the full-length form. Where 

25 proteins of the present invention are membrane bound, soluble forms of the proteins are also 
provided. In such forms, part or all of the regions causing the proteins to be membrane bound 
ate deleted so that the proteins are fully secreted from the cell in which they are expressed. 

Protein compositions of the present invention may further comprise an acceptable carrier, 
such as a hydrophilic, e.^., phaimaceutically acceptable, carrier. 

30 The present invention further provides isolated polypeptides encoded by the nucleic acid 

fragments of the present invention or by degenerate variants of the nucleic acid fragments of the 
present invention. By "degenerate variant" is intended nucleotide fragments which differ from a 
nucleic acid fragment offht present invention (e.g., an ORF) by nucleotide sequence but, due to 
the degeneracy of the genetic code, encode an identical polypeptide sequence. Preferred nucleic 

35 acid fragments of the present invention are the ORFs that encode proteins. 
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A variety of methodologies known in the art can be utilized to obtain any one of the 
isolated polypeptides or proteins of the present invention. At the simplest level, the amino acid 
sequence can be synthesized using commercially available peptide synthesizers. The 
synthetically-constructed protein sequences, by virtue of sharing primary, secondary or tertiary 
5 structural and/or confonnational characteristics with proteins may possess biological properties 
in common therewi^ including protein activity. This technique is particularly useful in 
producing small peptides and fragments of larger polypeptides. Fragments are usefiil, for 
example, in generating antibodies against the native polypeptide. Thus, they may be employed 
as biologically active or immunological substitutes for natural, purified proteins in sopeening of 

10 therapeutic compounds and in inmiunological processes for the development of antibodies. 

The polypeptides and proteins of the present invention can alternatively be purified from 
ceUs which have been altered to express the desired polypeptide or protein. As used herein, a 
cell is said to be altered to express a desired polypeptide or protein when the cell, through genetic 
manipulation, is made to produce a polypeptide or protein which it normally does not produce or 

IS which the cell normally produces at a lower level. One skilled in the art can readily adapt 
procedures for introducing and expressing either recombinant or syntiietic sequences into 
eukaryotic or prokaiyotic cells in order to generate a cell which produces one of flie polypeptides 
or proteins of the present invention.. 

The invention also relates to methods for producing a polypeptide comprising growing a 

20 culture of host cells of the invention in a suitable culture medium, and purifying the protein from 
the cells or the culture in which the cells are grown. For example, the methods of the invention 
include a process for producing a polypeptide in which a host cell containing a smtable 
expression vector that includes a polynucleotide of tiie invention is cultured under conditions that 
allow expression of tibie encoded polypeptide. The polypeptide can be recovered from the 

25 culture, conveniently fix>m the culture medium, or from a lysate prepared from the host cells and 
frirtfa^ purified. Preferred embodiments include those in vAnch tiie protein produced by sudi 
process is a fiiU length or mature form of the protein. 

tn an alternative method, the polypeptide or protein is purified fix>m bacterial cells which 
naturally produce the polypeptide or proteia One skilled in the art can readily follow known 

30 methods for isolating polypeptides and proteins in order to obtain one of the isolated 
polypeptides or proteins of the present invention. These include, but are not limited to, 
immunochromatography, HPLC, size-exclusion chromatography, ion-exchange chromatography, 
and inmiuno-afBnity chromatography. See, e.g.. Scopes, Protein Purification: Principles and 
Practice^ Springer-Verlag (1994); Sambrook, et al., in Molecular Cloning: A Laboratory 

35 Manual; Ausubel et al.. Current Protocols in Molecular Biology. Polypeptide fragments that 
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retain biological/immunological activity include firagments comprising greater than about 100 
amino acids, or greater than about 200 amino acids, and fiiigments that encode specific protein 
domains. 

The purified polypeptides can be used in in vitro binding assays which are well known in 
5 the art to identify molecules which bind to the polypeptides. These molecules include but are not 
limited to, for e.g., smaU molecules, molecules from combinatorial libraries, antibodies or other 
proteins. The molecules identified in the binding assay are then tested for antagonist or agonist 
activity in in vivo tissue culture or animal models that are well known in the art In briei^ the 
molecules are titrated into a plurality of cell cultures or animals and then tested for either 

1 0 cell/animal death or prolonged survival of the animal/cells. 

In addition, the peptides of the invention or molecules capable of binding to the peptides 
may be complexed with toxins, e.g., ricin or cholera, or with other compounds that are toxic to 
cells. The toxin-binding niolecule complex is then targeted to a tumor or other cell by the 
specificity of the binding molecule for SEQ ID NO: 5498-10994. 

1 5 The protein of the invention may also be expressed as a product of transgenic animals, 

e.g., as a component of the milk of transgenic cows, goats, pigs, or sheep which are characterized 
by somatic or germ cells containing a nucleotide sequence encoding the protein. 

The proteins provided herdn also include proteins characterized by amino acid sequences 
similar to those of purified proteins but into which modification are naturally inrovided or 

20 deliberately engineered. For example, modifications in the peptide or DNA sequence can be 

made by those skilled in the art using known techniques. Modifications of interest in the protein 
sequences may include the alteration, substitution, replacement, insertion or deletion of a 
selected amino add residue in tiie coding sequence. For example, one or more of the cysteine 
residues may be deleted or replaced with another amino acid to alter the conformation of the 

25 molecule. Techniques for such alteration, substitution, replacement, insertion or deletion are - 
well known to those skilled in the art (see, e,g., U.S. Pat No. 4,518,584). Pref^bly, such 
alteration, substitution, replacement, insertion or deletion retains the desired activity of the 
protein. Regions of the protein that are important for the protein fimction can be determined by 
various methods known in the art including the alanine-scanning method which involved 

30 systematic substitution of single or strings of amino acids with alanine, followed by testing the 
resulting alanine-containing variant for biological activity. This type of analysis determines the 
importance of the substituted amino acid(s) in biological activity. Regions of the protein that are 
important for protein fimction may be determined by the eMATRIX program. 

Other fifagments and derivatives of the sequences of proteins ^^ch would be e)q)ected to 

35 retain protein activity in whole or in part and are usefiil for screening or other immunological 
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methodologies may also be easily made by those skilled in the art given the disclosures herein. 
Such modifications are encompassed by the present invention. 

The protein may also be produced by operably linking the isolated polynucleotide of the 
invention to suitable control sequences in one or more insect expression vectors, and employing 
S an insect expression system. Materials and methods for baculovirus/insect cell expression 

systems are commercially available in kit form fix)m, Invitrogen, San Diego, Calif., U.S.A. 
(the MaxBat™ kit), and such methods are well known in the art, as described in Smnmers and 
Smith, Texas Agricultural Experimmt Station Bulletin No. ISSS (1987), incorporated herein by 
reference. As used herein, an insect cell capable of expressing a polynucleotide of the present 

1 0 invention is "transfoimed." 

The protein of the invention may be prepared by culturing transformed host cells under 
culture conditions suitable to express the recombinant protein. The resulting expressed protein 
may then be purified firom such culture (z.e., firom culture medium or cell extracts) using known 
purification processes, such as gel filtration and ion exchange chromatography. The purification 

15 of the protein may also include an affinity column containing agents which will bind to the 
protein; one or more column steps over such afSnity resbs as concanavalin A-agarose, 
heparin-toyopearl™ or Cibacrom blue 3GA Sepharose™; one or more steps involving 
hydrophobic interaction chromatography using such resins as phenyl ether, butyl ether, or propyl 
ether; or immunoafiBnity chromatography. 

20 Alternatively^ the protein of the invention may also be expressed in a foim that will 

facilitate purification. For example, it may be e;q)ressed as a fiision protein, such as those of 
maltose binding protein (MBP), glutathione-S-transferase (GST) or thioredoxin (TRX), or as a 
His^tag. Kits for expression and purification of such fiision proteins are commercially available 
fiiom New England BioLab (Beverly, Mass.), Pharmacia (Piscataway, N.J.) and Invitrogen, 

25 respectively. The protein can also be tagged with an epitope and subsequently purified by using 
a specific antibody directed to such epitope. One such epitope ("FLAG®'*) is commercially 
available fiom Kodak ^ew Haven, Conn.). 

Finally, one or more reverse-phase high performance liquid chromatography (RP- HPLC) 
steps employing hydrophobic RP-HPLC media, e.g:, silica gel havmg pendant methyl or other 

30 aliphatic groups, can be employed to fiirther purify the protein. Some or all of the foregoing 
purification steps, in various combinations, can also be employed to provide a substantially 
homogeneous isolated recombinant protein. The protein thus purified is substantially firee of 
other mammalian proteins and is defined in accordance with the present invention as an "isolated 
protein." 
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Hie polypeptides of the invention include analogs (variants). This embraces fragments, 
as well as peptides in which one or more amino acids has been deleted, inserted, or substituted. 
Also, analogs of the polypeptides of the invention embrace fusions of the polypeptides or 
modifications of the polypeptides of the invention, wherein the polypeptide or analog is fused to 
5 another moiety or moieties, e,g. , targeting moiety or another therapeutic agent Such analogs 
may exhibit improved properties such as activity and/or stability. Examples of moieties which 
may be fused to the polypeptide or an analog include, for example, targeting moieties which 
provide for the delivery of polypeptide to pancreatic cells, e.g. , antibodies to pancreatic cells, 
antibodies to inmiune cells such as T-cells, monocytes, dendritic cells, granulocytes, etc., as well 
10 as receptor and ligands expressed on pancreatic or immune cells. Other moieties which may be 
fused to the polypeptide include therapeutic agents which are used for treatment, for example, 
immunosuppressive drugs such as cyclosporin, SK506, azaihioprine, CD3 antibodies and 
steroids. Also, polypeptides may be fused to inmiune modulators, and other cytokines such as 
alpha or beta interferon. 

15 

4.6.1 DETERMINING POLYPEPTIDE AND POLYNUCLEOTIDE IDENTITY 
AND SIMILARITY 

Preferred identity and/or similarity are designed to give flie largest match between the 
sequences tested. Methods to determine identity and similarity are codified in computer 

20 programs including, but are not limited to, the GCG program package, including GAP 

(Devereux, J., et al.. Nucleic Acids Research 12(1):387 (1984); Genetics Computer Group, 
University of Wisconsin, Madison, WI), BLASTP, BLASTN, BLASTX, FASTA (Altschul, SJF. 
et al., J. Molec. Biol. 215:403-410 (1990), PSI-BLAST (Altschul S J. et al.. Nucleic Adds Res. 
vol. 25, pp. 3389-3402, herein incorporated by reference), eMatrix software (Wu et al., J. Comp. 

25 Biol., Vol. 6, pp. 219-235 (1999), herein incorporated by reference), eMotif software (Nevill- 
Maiming et al, ISMB-97, Vol. 4, i^. 202-209, herein incorporated by reference), pFam soft:ware 
(Sonnhammer et al.. Nucleic Acids Res., Vol. 26(1), pp. 320-322 (1998), herein mcoiporated by 
reference) and the Kyte-Doolitde hydrophobocity prediction algorithm (J. Mol Biol, 157, pp. 
105-3 1 (1982), incorporated herein by reference). The BLAST programs are publicly available 

30 fix)m the National Center for Biotechnology Information (NCBI) and other sources (BLAST 
Manual, Altschul, S., et al. NCB NLM NIH Bethesda, MD 20894; Altschul, S., et al., J, Mol. 
Biol. 215:403-410 (1990), 

4.7 CHIMERIC AND FUSION PROTEINS 

The invention also provides chimeric or fusion proteins. As used herein, a "chimeric 

35 protein" or "fiision protein" comprises a polypeptide of the invention operatively linked to 
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another polypqstide. Within a fusion protein the polypeptide according to the invention can 
conespond to all or a portion of a protein according to the invention. In one embodiment, a 
iusion protein comprises at least one biologically active portion of a protein according to the 
invention. In another embodiment, a fusion protein comprises at least two biologically active 
5 ' portions of a protein according to the invention. Within the iusion protein, the term '^operatively 
linked" is intended to indicate that the polypeptide according to the invention and the other 
polypeptide are fused in-frame to each otiier. The polypeptide can be fused to the N-terminus or 
C-terminus. 

For example, in one embodiment a fusion protein comprises a polypeptide according to 

10 the invention operably linked to the extracellular domain of a second protein. 

In another embodiment, the fusion protein is a GST-fusion protein in which the 
polypeptide sequences of the invention are fused to the C-terminus of the GST (le., glutathione 
S-transferase) sequences. 

In another embodiment, the fusion protein is an immimoglobulin fusion protein in which 

15 the polypeptide sequences according to the invention comprises one or more domains are fused 
to sequences derived from a member of the immunoglobulin protein femily. The 
immunoglobulin fusion proteins of the invention can be incorporated into pharmaceutical 
compositions and administered to a subject to inhibit an interaction between a ligand and si 
protein of the invention on the surface of a cell, to thereby suppress signal transduction in vivo. 

20 The immunoglobulin fusion proteins can be used to affect the bioavailability of a cognate ligand. 
Inhibition of the ligand/protein interaction may be useful therapeutically for both the treatment of 
proliferative and differentiative disorders, e,g., cancer as well as modulating (e.g. , promoting or 
inhibiting) cell survival. Moreover, the immunoglobulin fusion proteins of the invention can be 
used as immunogens to produce antibodies in a subj ect, to purify ligands, and in screening assays 

25 to identify molecules that inhibit the interaction of a polypeptide of the invention with a ligand. 

A chimeric or fusion protein of the invention can be produced by standard recombinant 
DNA techniques. For example, DNA fragments coding for the different polypeptide sequences 
are ligated togetiier in-frame in accordance with conventional techniques, e.g.j by employing 
blunt-ended or stagger-ended termini for ligation, restriction enzyme digestion to provide for 

30 appropriate termini, filling-in of cohesive ends as appropriate, alkaline phosphatase treatment to 
avoid undesirable joining, and enzymatic ligation. In another embodiment, the fusion gene can 
be synthesized by conventional techniques including automated DNA synthesizers. 
Alternatively, PGR amplification of gene fragments can be carried out using anchor primers that 
give rise to complementary overhangs between two consecutive gene fragments that can 

35 subsequently be annealed and reamplified to generate a chimeric gene sequence (see, for 
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example, Ansubel et al. (eds.) CURRENT PROTOCOLS IN MOLECULAR BIOLOGY, John Wiley & 
Sons, 1992). Moreover, many expression vectors are commercially available that already encode 
a fusion moiety (e.g:, a GST polypeptide). A nucleic acid encoding a polypeptide of the 
invention can be cloned into such an expression vector such that the fusion moiety is linked 
S in-fiame to the protein of the invention. 

4.8 GENE THERAPY 

* 

Mutations in the polynucleotides of the invention gene may result in loss of normal 
function of the encoded proteisu The invention thus provides gene therapy to restore normal 

1 0 activity of the polypeptides of the invention; or to treat disease states involving polypeptides of 
the invention. Delivery of a functional gene encoding polypeptides of the invention to 
appropriate cells is effected ex vivo, in situ, or in vivo by use of vectors, and more particularly 
viral vectors {e.g. , adenovirus, adeno-associated virus, or a retrovirus), or ex vivo by use of 
physical DNA transfer methods {e.g. , liposomes or chemical treatments). See, for example, 

IS Anderson, Nature, supplement to vol. 392, no. 6679, pp.2S-20 (1998). For additional reviews of 
gene thempy technology see Friedmann, Science, 244: 1275-1281 (1989); Venna, Scientific 
American: 68-84 (1990); and Miller, Nature, 357: 455-460 (1992). Introduction of any one of 
the nucleotides of the present invention or a gene encoding the polypeptides of the present 
invention can also be accomplished with extrachromosomal substrates (transient expression) or 

20 artificial chromosomes (stable expression). Cells may also be cultured ex vivo in the presence of 
proteins of the present invention in order to proliferate or to produce a desired ejffect on or 
activity in such cells. Treated cells can then be introduced in vivo for therapeutic purposes. 
Alternatively, it is contemplated that in other human disease states, preventing the e^qpression of 
or inhibiting the activity of polypeptides of the invention will be useful in treating the disease 

25 states. It is contemplated that antisense therapy or gene therapy could be apphed to negatively 
regulate the expression of polypeptides of the invention. 

Other methods inhibiting e}q)ression of a protein include the introduction of antisense 
molecules to the nucleic acids of the present invention, their complements, or their translated RNA 
sequences, by methods known in the art Further, the polypeptides of the present invention can be 

30 inhibited by using targeted deletion methods, or the insertion of a negative regulatory element such 
as a silencer, which is tissue specific. 

The present invention still fiirther provides cells genetically engineered in vivo to express the 
polynucleotidesof the invention, wherein such polynucleotides are in operative association with a 
regulatory sequence heterologous to the host cell which drives expression of the polynucleotides in 
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fhe ceU. These methods can be used to increase or decrease the expression of the polynucleotides of 
the present inventioa 

Knowledge of DNA sequencesprovided by the invention allows for modification of cells to 
permit, increase, or decrease, expression of endogenous polypeptide. Cells can be modified (e.g. , 
S by homologous recombination) to provide increased polypeptide expression by replacing, in whole 
or in part, the naturally occurringpromoterwith all or part of aheterologous promoter so that the 
cells express the protein at higher levels. The heterologous promoter is inserted in such a manner 
that it is operatively linked to the desired protein encoding sequences. See, for example, PCT 
International PublicationNo. WO 94/12650, PCT IntemationalPublicationNo. WO 92/20808, and 

10 PCT bitemational PublicationNo. WO 91/09955. It is also contemplatedthat, in addition to 
heterolpgouspromoterDNA, amplifiable marker DNA {e.g., ada, dhfi-, and the multifunctional 
CAD gene which encodes carbamyl phosphate synthase, aspartate transcarbamylase, and 
dihydroorotase) and/or intron DNA may be inserted along with the heterologous promoter DNA. If 
linked to the desired protein coding sequence, amplification of the marker DNA by standard 

15 selectionmethods results in co-amplification of the desired protein coding sequences in the cells. 

In another embodiment of Ihe present invention, cells and tissues may be engineered to 
express an endogenous gene comprising the polynucleotides of the invention under the control of 
inducible regulatory elements, in which case the regulatory sequences of the endogenous gene may 
be replaced by homologous recombinatioiL As described herein, gene targeting can be used to 

20 replace a gene's existing regulatory region with a regulatory sequence isolated from a different gene 
or a novel regulatory sequence synthesized by genetic engineering methods. Such regulatory 
sequences may be comprised of promoters, enhancers, scaflfold-attachment regions, negative 
regulatoiy elements, transcriptionalinitiation sites, regulatory protdn binding sites or combinations 
of said sequences. Alternatively, sequences which aJSect the structure or stability of the RNA or 

25 protein produced may be replaced, removed, added, or otherwise modified by targeting. These 
sequences include polyadenylationsignals, mKNA stability elements, splice sites, leader sequences 
for enhancing or modifying transport or secretion properties of the protein, or other sequences 
which alter or improve the fimction or stability of protein or RNA molecules. 

The targeting event may be a simple insertion of the regulatory sequence, placing the gene 

30 under the control of the new regulatory sequence, e.g,, inserting a new promoter or enhancer or both 
upstream of a gme. Alternatively, the targeting event may be a simple deletion of a regulatoiy 
element, such as the deletion of a tissue-specific negative regulatory element Alternatively, fhe 
targeting event may replace an existing element; for example, a tissue-specific chancer can be 
replaced by an chancer that has broader or different cell-type specificity than the naturally 

35 occurring elements. Here, the naturally occurring sequences are deleted and new sequences are 
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added. In all cases, the identification of tbe taigeting event oiiay be facilitated by the use of one or 
more selectable marker genes that are contiguous with the targeting DNA, allowing for the selection 
of cells in which the exogenous DNA has integrated into the cell genome. Hie identification of the 
targeting event may also be facilitated by the use of one or more marker genes exhibiting the 
5 property of negative selection, such that the negatively selectable maricer is linked to the exogenous 
DNA, but configured such that the negatively selectable marker flanks the targeting sequence, and 
such diat a correct homologous recombination event with sequences in the host cell genome does 
not result in the stable integration of the negatively selectable marker. Markers useful for this 
purpose include the Herpes Simplex Virus thymidine kinase (TK) gene or the bacterial 

10 xandiine-guanine phosphoribosyl-transferase (gpt) gene. 

The gene targeting or gene activation techniques which can be used in accordance with this 
aspect ofthe invention are more particularly described in U.S. Patent No. 5,272,071 toChappel; 
U.S. Patent No. 5,578,461 fo Sherwinet al.; International ApplicationNo. PCT/US92/09627 
(WO93/09222)by Selden et al.; and hitemational ApplicationNo. PCT/US90/06436 

15 (WO91/06667) by Skoultchi et al., each of which is incorporated by reference herein in its entirety. 

4.9 TRANSGENIC ANIMALS 

In preferred methods to determine biological functions of the polypeptides of the 
invention in vivo, one or more genes provided by the invention are either over expressed or 

20 inactivated in the germ line of animals using homologous recombination [Capecchi, Science 
244:1288-1292 (1989)]. Animals in which the gene is over expressed, under the regulatory 
control of exogenous or endogenous promoter elements, are known as transgenic animals. 
Animals in which an endogenous gene has been inactivated by homologous recombination are 
referred to as "knockout" animals. Knockout animals, preferably non-human mammals, can be 

25 prepared as described in U.S. Patent No. 5,557,032, incorporated herein by reference. 

Transgenic animals are useful to determine the roles polypeptides of the invention play in 
biological processes, and preferably in disease states. Transgenic animals are usefid as model 
systems to identify compounds that modulate lipid metabolism. Transgenic animals, preferably 
non-human mammals, are produced using methods as described in U.S. Patent No 5,489,743 and 

30 PCT Publication No. W094/28122, incorporated herein by reference. 

Transgenic animals can be prepared \^4ierein all or part of a promoter of the 
polynucleotides of the invention is either activated or inactivated to alter the level of e?q)ression 
of the pol3^peptides of the invention. Inactivation can be carried out using homologous 
recombination methods described above. Activation can be achieved by supplementing or even 

35 replacing the homologous promoter to provide for increased protein e3q)ression. The 
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homologous promoter can be supplemented by insertion of one or more heterologous enhancer 
elements known to confer promoter activation in a particular tissue. 

The polynucleotides of the present invention also make possible the development, 
through, e.g., homologous recombination or knock out strategies, of animals that fail to egress 
S polypeptides of the invention or that express a variant polypeptide. Such animals are useful as 
models for studying the in vivo activities of polypeptide as well as for studying modulators of the 
polypeptides of the invention. 

In preferred methods to determine biological functions of the polypeptides of the 
invention in vfvo, one or more genes provided by the invention are eiflier over expressed or 

1 0 inactivated in the germ line of animals using homologous recombination [Capecchi, Scirace 
244:1288-1292 (1989)]. Animals in which the gene is over expressed, under the regulatory 
control of exogenous or endogenous promoter elements, are known as transgenic animals. 
Animals in which an endogenous gene has been inactivated by homologous recombination are 
referred to as "knockout*^ animals. Knockout animals, preferably non-human mammals, can be 

15 prepared as described in U.S. Patent No. 5,557,032, incorporated herein by reference. 

Transgenic animalg are usefol to determine the roles polypeptides of the invention play in 
biological processes, and preferably in disease states. Transgenic animals are useful as model 
systems to identify compounds that modulate lipid metabolism. Transgenic animals, preferably 
non-human mammals, are produced using methods as described in U.S. Patent No 5,489,743 and 

20 PCT Publication No. W094y28 122, incorporated herein by reference. 

Transgenic animals can be prepared wherein all or part of the polynucleotides of the 
invention promoter is either activated or inactivated to alter the level of expression of the 
polypeptides of the invention. Inactivation can be carried out using homologous recombination 
methods described above. Activation can be achieved by supplementing or even replacing the 

25 homologous promoter to provide for increased protein expressiorL The homologous promoter 
can be suppl^ented by insertion of one or more heterologous enhancer elements known to 
confer promoter activation in a particular tissue. 

4 JO USES AND BIOLOGICAL ACTIVITY 

30 The polynucleotides and proteins of the present invention are expected to exhibit one or 

more of the uses or biological activities (including those associated with assays cited herein) 
identified herein. Uses or activities described for proteins of the present invention may be 
provided by administration or use of such proteins or of polynucleotides encoding such proteins 
(such as, for example, in gene therapies or vectors suitable for introduction of DNA). The 

35 mechanism underlying the particular condition or pathology will dictate whether the 
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polypeptides of the inventioi], tbe polynucleotides of the mvention or modulators (activators or 
inhibitors) thereof would be beneficial to the subject in need of treatment. Thus, "^erapeutic 
compositions of the invention'' include compositions comprising isolated polynucleotides 
(including recombinant DNA molecules, cloned genes and degenerate variants thereof) or 
5 polypeptides of the invention (including full length protein, mature protein and truncations or 
domains thereof), or compounds and other substances that modulate the overall activity of the 
target gene products, either at the level of target gene/protein compression or target protein 
activity. Such modulators include polypeptides, analogs, (variants), including fi:agments and 
fusion proteins, antibodies and other binding proteins; chemical compounds that directly or 

10 indirectly activate or inhibit the polypeptides of the invention (identified, eg., via drug screening 
assays as described herein); antisense polynucleotides and polynucleotides suitable for triple 
helix formation; and in particular antibodies or other binding partners that specifically recognize 
one or more epitopes of the polypeptides of the invention. 

The polypeptides of the present invention may likewise be involved in cellular activation 

15 or in one of the other physiological pathways described herein. 

« 

4.10.1 RESEARCXL USES AND UTIUTIES 

The polynucleotides provided by the present invention can be used by the research 
conununity for various purposes. The polynucleotides can be used to express recombinant 

20 protein for analysis, characterization or therapeutic use; as markers for tissues in which the 

corresponding protein is preferentially expressed (either constitutively or at a particular stage of 
tissue differentiation or development or in disease states); as molecular weight markers on gels; 
as chromosome maricers or tags (when labeled) to identify chromosomes or to map related gene 
positions; to compare with endogenous DNA sequences in patients to identify potential genetic 

25 disorders; as probes to hybridize and thus discover novel, related DNA sequences; as a source of 
information to derive PGR primers for genetic fingerprinting; as a probe to '*subtract-out" known 
sequences in the process of discovering other novel polynucleotides; for selecting and making 
oUgomers for attachment to a "gene chip" or other support, including for examination of 
expression patterns; to raise anti-protein antibodies using DNA immunization techniques; and as 

30 an antigen to raise anti-DNA antibodies or elicit another immune response. Where the 

polynucleotide encodes a protein which binds or potentially binds to another protein (such as, for 
example, in a receptor-ligand interaction), the polynucleotide can also be used in interaction trap 
assays (such as, for example, that described m Gyuris et al.. Cell 75:791-803 (1993)) to identify 
polynucleotides encoding the other protein with which binding occurs or to identify inhibitors of 

35 the binding interaction. 
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The polypeptides provided by the present invention can similarly be used in assays to 
determine biological activity, including in a panel of multiple proteins for high-throughput 
screening; to raise antibodies or to elicit another immune response; as a reagent (including the 
labeled reagent) in assays designed to quantitatively determine levels of the protein (or its 
5 receptor) in biological fluids; as markers for tissues in which the corresponding polypeptide is 
preferentially expressed (either constitutively or at a particular stage of tissue differentiation or 
development or in a disease state); and, of course, to isolate correlative receptors or ligands. 
Proteins involved in these binding interactions can also be used to screen for peptide or small 
molecule inhibitors or agonists of the binding interactioiL 

10 Any or all of these research utilities are c£q)able of being developed into reagent grade or 

kit format for commercialization as research products. 

Methods for performing the uses listed above are well known to those skilled in the art 
References disclosing such methods include without limitation "Molecular Cloning: A 
Laboratory Manual", 2d ed.. Cold Spring Harbor Laboratory Press, Sambrook, L, E. F. Fritsch 

15 and T. Maniatis eds,, 1989, and "Methods in En2ymology: Guide to Molecular Cloning 
Techniques", Academic Press, Berger, S. L. and A. R. Kimmel eds., 1987. 

4.10 J NUromONAL USES 

Polynucleotides and polypeptides of the present invention can also be used as nutritional 
20 sources or supplements. Such uses include without limitation use as a protein or amino add 

supplement, use as a carbon source, use as a nitrogen source and use as a source of carbohydrate. In 
such cases the polypeptide or polynucleotide of the invention can be added to the feed of a 
particular organism or can be administered as a separate solid or liquid preparation, such as in the 
form of powder, pais, solutions, suspensions or capsules. In the case of microorganisms, the 
25 polypeptide or polynucleotide of the invention can be added to the medium in or on which the 
microorganism is cultured 

4.103 CYTOKINE AND CELL PROLIFERATION/DIFFERENTIATION 

AcnvrrY 

30 A polypeptide of the present invention may exhibit activity relating to cytokine, cell 

proliferation (either inducing or inhibiting) or ceU differentiation (either inducing or inhibiting) 
activity or may induce production of other cytokines in certain cell populations. A 
polynucleotide of the invention can encode a polypeptide exhibiting such attributes. Many 
protein factors discovered to date, including all known cytokines, have exhibited actiAdty in one 

35 or more factor-dependent cell proliferation assays, and hence the assays serve as a convenient 
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confinnation of cytokine activity. The activity of ther^iitic compositions of the preset 
invention is evidenced by any one of a number of routine &ctor dependent cell proliferation 
assays for ceU lines including, without limitation, 32D, DA2, DAIG, TIO, B9, B9/1 1, BaF3, 
MC9/G, M-KpreB M+), 2E8, RB5, DAI, 123, Tl 165, HT2, CTLL2, TF-l, Mo7e, CMK, 
5 HUVEC, and Caco. Therapeutic compositions of the invention can be used in the following: 
Assays for T-cell or thymocyte proliferation include without limitation those described 
in: Current Protocols in Immunology, Ed by J. E. Coligan, A. M. Kruisbeek, D. H. Margulies, E. 
M. Shevach, W. Strober, Pub. Greene Publishing Associates and Wiley-Interscience (Chapter 3, 
In Vitro assays for Mouse Lymphocyte Function 3.1-3.19; Chapt^ 7, Immimologic studies in 

10 Humans); Takai et al., J. Immunol. 137:3494-3500, 1986; BertagnolU et al., J. Immunol. 

145:1706-1712, 1990; BertagnoUi et al., CeUular Immunology 133:327-341, 1991; BertagnoUi, 
et al., I. Immunol. 149:3778-3783, 1992; Bowman et al., I. Immunol. 152:1756-1761, 1994. 

Assays for cytokine production and/or proliferation of spleen cells, lymph node cells or 
thymocytes include, without limitation, those described in: Polyclonal T cell stimulation, 

15 Kruisbeek, A. M. and Shevach, E. M. In Current Protocols in Immimology. J. E. e.a. Coligan 
eds. Vol 1 pp. 3.12.1-3.12.14, John Wiley and Sons, Toronto. 1994; and Measurement of mouse 
and human interleutdn-y, Schreiber, R. D. In Current Protocols in Immunology. J. E. e.a. Coligan 
eds. Vol 1 pp. 6.8.1-6.8.8, John Wiley and Sons, Toronto. 1994. 

Assays for proliferation and differentiation of hematopoietic and lymphopoietic cells { 

20 include, without limitation, those described in: Measurement of Human and Murine Interleukin 2 
and Interleukin 4, Bottomly, K., Davis, L. S. and Lipsky, P. E. In Current Protocols in 
Inmiunology. J. E. e.a, Coligan eds. Vol 1 pp. 6.3.1-6.3.12, John Wiley and Sons, Toronto. 1991; 
deVries et al., J. Exp. Med. 173:1205-121 1, 1991; Moreau et al.. Nature 336:690-692, 1988; 
Greenberger et al., Proc. Natl. Acad. Sci. U.SA. 80:2931-2938, 1983; Measurement of mouse 

25 and human interleukin 6— Nordan, R. In Current Protocols in Immunology. J. E. Coligan eds. Vol 
1 pp. 6.6.1-6.6.5, John Wiley and Sons, Toronto. 1991; SmiA et al., Proc. Natl. Aced. Sci. 
U.SA. 83:1857-1861, 1986; Measurement of human Interleukin 1 1-Bemiett, P., Giannotti, J., 
Clark, S. C. and Tumer, K. J. In Current Protocols in Immunology. J. E. Coligan eds. Vol 1 pp. 
6.15.1 John Wiley and Sons, Toronto. 1991; Measurement of mouse and himian Interleukin 

30 9— Ciarletta, A., Giaimotti, J., Clark, S. C. and Tumer, K. J. In Current Protocols in Immunology. 
J. E. Coligan eds. Vol 1 pp. 6.13.1, John Wiley and Sons, Toronto. 1991. 

Assays for T-cell clone responses to antigens (which will identify, among others, proteins 
that affect APC-T cell interactions as well as direct T-cell effects by measuring proliferation and 
cytokine production) include, without limitation, tiiose described in: Current Protocols in 

35 Immunology, Ed by J. E. Coligan, A. M. Kruisbeek, D. H. Margulies, E. M. Shevach, W Strober, 
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Pub. Greene Publishing Associates and Wiley-Interscience (Chapter 3, In Vitro assays for Mouse 
Lymphocyte Function; Chapter 6, Cytokines and their cellular receptors; Chapter 7, 
Immunologic studies in Humans); Weinberger et al., Proc. Natl. Acad. Sci. USA 77:6091-6095, 
1980; Weinberger et al., Eur. J. Immun. 1 1:405-41 1, 1981; Takai et al., J. Immunol. 
5 137:3494-3500, 1986; Takai et al., J. Immunol. 140:508-512, 1988. 



4.10.4 STEM CELL GROWTH FACTOR ACTIVITY 

A polypeptide of the present invention may exhibit stem cell growth £ictor activity and 
be involved in the proliferation^ differentiation and survival of pluripotent and totipotent stem 

10 cells including primordial germ cells, embryonic stem cells, hematopoietic stem cells and/or 
germ line stem cells. Administration of the polypeptide of the invention to stem cells in vivo or 
ex vivo is expected to maintain and expand cell populations in a totipotential or pluripotential 
state which would be usefiil for re-engineering damaged or diseased tissues, transplantation, 
manufacture of bio-pharmaceuticals and the development of bio-sensors. The ability to produce 

IS large quantities of human cells has important working applications for the production of human 
proteins which currently must be obtained from non-human sources or donors, implantation of 
cells to treat diseases such as Parkinson's, Alzheimer's and other neurodegenerative diseases; 
tissues for grafting such as bone marrow, skin, cartilage, tendons, bone, muscle (including 
cardiac muscle), blood vessels, cornea, neural cells, gastrointestinal cells and others; and organs 

20 for transplantation such as kidney, liver, pancreas (including islet cells), heart and lung. 

It is contemplated that multiple different exogenous growth factors and/or cytokines may 
be administered in combination with the polypeptide of the invention to achieve the desired 
effect, including any of the growth factors listed herein, other stem cell maintenance factors, and 
specifically including stem cell &ctor (SCF), leukemia inhibitory fector (LIF), Flt-3 ligand (Fit- 

25 3L), any of the interleukins, recombinant soluble IL-6 receptor fused to TL-C, macrophage 

inflammatory protein 1 -alpha (MIP-1 -alpha), G-CSF, GM-CSF, thrombopoietin (IPO), platelet 
factor 4 (PF-4), platelet-derived growth factor (PDGF), neural growth factors and basic 
fibroblast growth fector (bFGF). 

Since totipotent stem cells can give rise to virtually any mature cell type, expansion of 

30 these cells in culture will facilitate the production of large quantities of mature cells. Techniques 
for culturing stem cells are known in the art and administration of polypeptides of the invention, 
optionally with other growth fiictors and/or cytokines, is expected to enhance the survival and 
proliferation of the stem cell populations. This can be accomplished by direct administration of 
the polypeptide of the invention to the culture mediunL Alternatively, stroma cells transfected 

35 with a polynucleotide that encodes for the polypeptide of the invention can be used as a feeder 
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layer for the stem cell populations in culture or in vivo. Stromal support cells for feeder layers 
may include embryonic bone marrow fibroblasts, bone marrow stromal cells, fetal liver cells, or 
cultured embryonic fibroblasts (see U.S. Patent No. 5,690,926). 

Stem cells themselves can be transfected with a polynucleotide of the invention to induce 
5 autocrine expression of the polypeptide of the invention. This will allow for geneiation of 

undifferentiated totipotential/pluripotential stem cell lines that are usefiil as is or that can then be 
differentiated into the desired mature cell types. These stable cell lines can also serve as a source 
of undifferentiated totipotential/pluripotential mRNA to create cDNA libraries and templates for 
polymerase chain reaction experiments. These studies would allow for the isolation and 

10 identification of differentially expressed genes in stem cell populations that regulate stem cell 
proliferation and/or maintenance. 

Expansion and maintenance of totipotent stem cell populations will be useful in the 
treatment of many pathological conditions. For example, polypeptides of the present invention 
may be used to manipulate stem cells in culture to give rise to neuroepithelial cells that can be 

1 S used to augment or replace cells damaged by illness, autoimmune disease, accidental damage or 
genetic disorders. The polypeptide of the invention may be usefiil for inducing the proliferation 
of neural cells and for the regeneration of nerve and brain tissue, Le. for the treatment of central 
and peripheral nervous system diseases and neuropathies, as well as mechanical and traumatic 
disord^ which involve degeneration, death or trauma to neural cells or nerve tissue. In 

20 addition, the expanded stem cell populations can also be genetically altered for gene therapy 
purposes and to decrease host rejection of replacement tissues after grafting or implantation. 

E^qxression of the polypeptide of the invention and its effect on stem cells can also be 
manipulated to achieve controlled differentiation of the stem cells into more differentiated cell 
types. A broadly applicable method of obtaining pure populations of a specific differentiated 

25 cell type &om undifferentiated stem cell populations involves the use of a cell-type specific 

promoter driving a selectable marker. The selectable marker allows only cells of the desired type 
to survive. For example, stem cells can be induced to differentiate into cardiomyocytes (Wobus 
et al.. Differentiation, 48: 173-182, (1991); Klug et al., J. Clin. Invest, 98(1): 216-224, (1998)) 
or skeletal muscle cells (Browder, L. W. In: Principles of Tissue Engineering eds. Lanza et al., 

30 Academic Press (1997)). Alternatively, directed differentiation of stem cells can be 

accomplished by culturing the stem cells in the presence of a differentiation factor such as 
retinoic acid and an antagonist of the polypeptide of the invention which would inhibit the 
effecte of endogenous stem cell fector activity and allow differentiation to proceed. 

In vitro cultures of stem cells can be used to determine if the polypeptide of the invention 

35 exhibits stem cell growth factor activity. Stem cells are isolated from any one of various cell 
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sources (including hematopoietic stem ceils and embryonic stem cells) and ciiltured on a feeder 
layer, as described by Thompson et al. Proc. Natl. Acad. Sci, U.SA., 92: 7844-7848 (1995), in 
the presence of the polypeptide of the invention alone or in combination with other growth 
factors or cytokines. The ability of the polypeptide of the invmtion to induce stem cells 
5 proliferation is determined by colony formation on semi-solid support e.g. as described by 
Bemstem et al.. Blood, 77: 2316-2321 (1991). 



4.10^ HEM4TOPOIESIS REGUlAXmC ACTIVI^ 

A polypeptide of the present invention may be involved in regulation of hematopoiesis 

10 and, consequently, in the treatment of myeloid or lymphoid cell disorders. Even marginal 

biological activity in support of colony forming cells or of factor-dependent cell lines indicates 
involvement in regulating hematopoiesis, e.g. in supporting the growth and proliferation of 
erjrthroid progenitor cells alone or in combination with other cytokines, thereby indicating 
utility, for example, in treating various anemias or for use in conjunction with 

IS irradiation/chemotherapy to stimulate the production of erythroid precursors and/or erythroid 
cells; in supporting the growtti and proliferation of myeloid cells such as granulocytes and 
monocytes/macrophages (i.e., traditional CSF activity) useful, for example, in conjunction with 
chemotherapy to prevent or treat consequent myelo-suppression; in supporting the growth and 
proliferation of megakaryocytes and consequently of platelets thereby allowing prevention or 

20 treatment of various platelet disorders such as thrombocytopenia, and generally for use in place 
of or complimentary to platelet transfusions; and/or in siQ)porting the growth and proliferation of 
hematopoietic stem cells which are capable of maturing to any and all of the above-mentioned 
hematopoietic cells and therefore find therapeutic utility in various stem cell disorders (such as 
those usually treated with transplantation, including, without limitation, aplastic anemia and 

25 paroxysmal nocturnal hemoglobinuria), as well as in repopulating the stem cell compartment 
post irradiation/chemottierapy, either in-vivo or ex-vrvo (/.e., in conjunction with bone marrow 
transplantation or with peripheral progenitor cell transplantation ^homologous or heterologous)) 
as normal cells or genetically manipulated for gene therapy. 

Ther^utic compositions of the invention can be used in the following: 

30 Suitable assays for proliferation and differentiation of various hematopoietic lines are 

cited above. 

Assays for embryonic stem cell differentiation (which will identify, among others, 
proteins that influence embryonic differentiation hematopoiesis) include, without limitation, 
those described in: Johansson et al. Cellular Biology 15:141-151, 1995; Keller et al., Molecular 
35 and CeUular Biology 13:473-486, 1993; McClanahan et al.. Blood 81:2903-2915, 1993. 
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Assays for stem cell survival and differentiation (which will identify, among others, 
]nx>teins that regulate lympho-hematopoiesis) include, without limitation, those described in: 
Methylcellulose colony forming assays, Freshney, M. G. In Culture of Hematopoietic Cells. R. 1. 
Freshney, et al. eds. Vol pp. 265-268, Wiley-Liss, Inc., New York, N.Y. 1994; Hirayama et al., 
5 Proc. Natl, Acad Sci. USA 89:5907-591 1 , 1 992; Primitive hematopoietic colony forming cells 
with high proliferative potential, McNiece, I. K. and Briddell, R. A. In Culture of Hematopoietic 
Cells. R. I. Freshney, et al. eds. Vol pp. 23-39, Wiley-Liss, Inc., New York, N.Y. 1994; Neben et 
al.. Experimental Hematology 22:353-359, 1994; Cobblestone area forming cell assay, 
Ploemacher, R E. In Culture of Hematopoietic Cells. R. I. Freshney, et al. eds. Vol pp. 1-21, 
1 0 Wiley-Liss, Inc., New York, N.Y. 1 994; Long term bone marrow cultures in the presence of 
stromal cells, Spooncer, £., Dexter, M. and Allen, T. In Culture of Hematopoietic Ceils. R. I. 
Freshney, et al. eds. Vol pp. 163-179, Wiley-Liss, Inc., New York, N.Y. 1994; Long term culture 
initiating cell assay, Sutherland, H. J. In Culture of Hematopoietic Cells. R. I. Freshney, et al. 
eds. Vol pp. 139-162, Wiley-Liss, Inc., New York, N.Y. 1994. 

15 

4.10.6 TISSUE GROWTH ACTIVITY 

A polypeptide of the present invention also may be involved in bone, cartilage, tendon, 
ligament and/or nerve tissue growth or regeneration, as well as in wound healing and tissue 
repair and replacement, and in healing of bums, incisions and ulcers. 

20 A polypeptide of the present invention which induces cartilage and/or bone growth in 

circumstances where bone is not normally formed, has application in the healing of bone 
firactuies and cartilage damage or defects in humans and other animals. Compositions of a 
polypeptide, antibody, binding partner, or oflier modulator of the invention may have 
prophylactic use in closed as well as open fiacture reduction and also in the improved fixation of 

25 artificial joints. De novo bone formation induced by an osteogenic agent contributes to the 
repair of congenital, tmuma induced, or oncologic resection induced craniofacial defects, and 
also is usefiil in cosmetic plastic surgery. 

A polypeptide of this invention may also be involved in attracting bone-forming cells, 
stimulating growth of bone-forming cells, or inducing diiferentiation of progenitors of 

30 bone-forming cells. Treatment of osteoporosis, osteoarthritis, bone degenerative disorders, or 
periodontal disease, such as through stimulation of bone and/or cartilage repair or by blocking 
inflammation or processes of tissue destruction (collagenase activity, osteoclast activity, etc.) 
mediated by inflammatory processes may also be possible using the composition of the 
invention. 
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Another categoiy of tissue regenezatioD activity that may involve the polypeptide of the 
present invention is tendon/ligament formation. Induction of tendon/ligament-Iike tissue or 
other tissue formation in circumstances ^ere such tissue is not nom:ially fomed, has 
application in the healing of tendon or ligament tears, defonnities and other tendon or ligament 
5 defects in himians and other animals. Such a preparation employing a tendon/ligament-like 
tissue inducing protein may have prophylactic use in preventing damage to tendon or ligament 
tissue, as well as use in the improved fixation of tendon or ligament to bone or other tissues, and 
in repairing defects to tendon or ligament tissue. De novo tmdon/ligament-like tissue formation 
induced by a composition of the present invention contributes to the repair of congenital, trauma 

10 induced, or olh^ tendon or ligament defects of other origin, and is also useAil in cosmetic plastic 
suigery for attachment or r^air of tendons or ligaments. The compositions of the picsent 
invention may provide environment to attract tendon- or ligament-forming cells, stimulate 
growth of tendon- or ligament-fomiing cells, induce differentiation of progenitors of tendon- or 
ligament-forming cells, or induce growth of tendon/ligament cells or progenitors ex vivo for 

IS return i/i vrva to efiect tissue repair. The compositions offlie invention may also be usefid in the 
treatment of tradinitis, carpal tunnel syndrome and other tendon or ligamrat defects. The 
compositions may also include an appropriate matrix and/or sequestering agent as a carrier as is 
well known in the art 

The compositions of the present invention may also be useful for proliferation of neural 

20 cells and for regeneration of nerve and brain tissue, i.e, for the treatment of central and peripheral 
nervous system diseases and neuropathies, as well as mechanical and traumatic disorders, which 
involve degeneration, death or trauma to neural cells or nerve tissue. More specifically, a 
composition may be used in the treatment of diseases of the poipheral nervous system, such as 
peripheral nerve injuries, peripheral neuropathy and localized neuropathies, and central nervous 

25 system diseases, such as Alzheimer's, Parkinson's disease, Huntington's disease, amyotrophic 
lateral sclerosis, and Shy-Drager syndrome. Further conditions that may be treated m 
accordance with the present invention include mechanical and traumatic disorders, such as spinal 
cord disorders, head trauma and cerebrovascular diseases such as stroke. Peripheral neuropathies 
resulting from chemotherapy or other medical therapies may also be treatable using a 

30 composition of the invention. 

Compositions of tiie invention may also be usefiil to promote better or faster closure of 
non-healing wounds, including without limitation pressure ulcers, ulcers associated with vascular 
insufficiency, surgical and traumatic wounds, and the like. 

Compositions of the present invention may also be involved in the generation or 

35 regeneration of other tissues, such as organs (including, for example, pancreas, liver, intestine. 
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kidney, sicin, endothelium), muscle (smooth, skeletal or cardiac) and vascular ^eluding vascular 
endothelium) tissue, or for promoting the growth of cells comprising such tissues. Part of the 
desired effects may be by inhibition or modulation of fibrotic scarring may allow normal tissue 
to regenerate. A polypeptide of the present invention may also exhibit angiogenic activity. 
5 A composition of the present invention may also be useful for gut protection or 

regeneration and treatment of lung or liver fibrosis, reperfusion injury in various tissues, and 
conditions resulting from systemic cytokine damage. 

A composition of the present invention may also be useful for promoting or inhibiting 
differentiation of tissues described above from precursor tissues or ceUs; or for inhibiting the 
10 growth of tissues described above. 

Therapeutic compositions of the invention can be used in the following: 

Assays for tissue genemtion activity include, without limitation^ those described in: 
International Patent Publication No. WO95/16035 (bone, cartilage, tendon); International Patent 
Publication No. WO95/05846 (nerve, neuronal); International Patent Publication No. 
15 WO91/07491 (skin, endotheMum). 

Assays for wound healing activity include, without limitation, those described in: Winter, 
Epidermal Wound Healing, pps. 71-1 12 (Maibach, H. L and Rovee, D. T., eds.). Year Book 
Medical Publishers, Inc., Chicago, as modified by Eaglstein and Mertz, J. Invest. Dermatol 
71:382-84(1978). 

20 

4.10.7 IMMUNE STIMULATING OR SUPPRESSING ACnVITY 
A polypeptide of the present invention may also exhibit immune stimulating or iromune 
suppressing activity, including without limitation the activities for which assays are described 
herein. A polynucleotide ofthe invention can encode a polypeptide exhibiting such activities. A 

25 protein may be useful in the treatment of various inunune deficiencies and disorders (including 
severe combined immunodeficiency (SCID)), in regulating (up or down) growth and 
prolifemtion of T and/or B lymphocytes, as well as effecting the cjrtolytic activity of NK cells 
and other cell populations. These immune deficiencies may be genetic or be caused by viral (e.g. , 
HTV) as well as bacterial or fimgal infections, or may result &om autoinounune disorders. More 

30 specifically, infectious diseases causes by viral, bacterial, fimgal or other infection may be 

treatable using a protein ofthe present invention, including infections by HTV, hepatitis viruses, 
herpes viruses, mycobacteria, Leishmania spp., malaria spp. and various fimgal infections such 
as candidiasis. Of course, in this regard, proteins of the present invention may also be usefiil 
vdiere a boost to the immune system gmerally may be desirable, i.e., in the treatment of cancer. 
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» 

Autoimmune disorders which may be treated using a protein of the present invention 
include, for example, connective tissue disease, multiple sclerosis, systemic lupus erythematosus, 
ifaeumatoid ar&ritis, autoimmune pulmonary inflammation, Guillain-Barre syndrome, 
autoinunune thyroiditis, insulin dependent diabetes melUtis, myasthenia gravis, graft-versus-host 
S disease and autoimmune inflammatory eye disease. Such a protein (or antagonists thereof, 
including antibodies) of the present invention may also to be useful in the treatment of allergic 
reactions and conditions (e.g., anaphylaxis, serum sickness, drug reactions, food allergies, insect 
venom allergies, mastocytosis, allelic rhinitis, hypersensitivity pneumonitis, urticaria, 
angioedema, eczema, atopic dermatitis, allergic contact dermatitis, erythema multiforme, 

10 Stevens- Johnson syndrome, allergic conjunctivitis, atopic keratoconjunctivitis, venereal 
keratoconjunctivitis, giant papillary conjunctivitis and contact allergies), such as asthma 
(particularly allergic asthma) or other respiratory problems. Other conditions, in which immune 
suppression is desired (iricluding, for example, organ transplantation), may also be treatable 
using a protein (or antagonists thereof) of the present inventiorL The therapeutic effects of the 

IS polypeptides or antagonists thereof on allergic reactions can be evaluated by in vivo animals 

models such as the cumulative contact enhancement test (Lastbom et al.. Toxicology 125: 59-66, 
1998), skin prick test (Hoffinaim et al.. Allergy 54: 446-54, 1999), guinea pig skin sensitization 
test (Vohr et al.. Arch. ToxocoL 73: 501-9), and murine local lymph node assay (Kimber et al., 
J, Toxicol. EnviroiL Health 53: 563-79). 

20 Using the proteins of the invention it may also be possible to modulate inmiune 

responses, in a number of ways. Down regulation may be in the form of inhibiting or blocking 
an inmiime response already in progress or may involve preventing the induction of an immune 
response. The functions of activated T ceUsmay be inhibited by suppressing T cell responses or 
by inducing specific tolerance in T cells, or both. Inmiunosuppression of T cell responses is 

25 generally an active, non-antigen-specific, process which requires continuous exposure of the T 
cells to the siq>pressive agent Tolerance, which involves inducing non-responsiveness or anergy 
in T cells, is distinguishable firom inmiunosuppression in that it is generally antigen-specific and 
persists after exposixre to the tolerizing agent has ceased. Operationally, tolerance can be 
demonstrated by the lack of a T cell response upon reexposure to specific antigen in the absence 

30 of the tolerizing agent 

Down regulating or preventing one or more antigen fimctions (including without 
limitation B lymphocyte antigen functions (such as, for example, B7)), e.g., preventing high 
level lymphokine synthesis by activated T cells, will be useful in situations of tissue, skin and 
organ transplantation and in grafl-versus-host disease (GVHD). For example, blockage of T cell 

35 function should result in reduced tissue destruction in tissue transplantatioiL Typically, in tissue 
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tran^lants, rejection of the tzansplant is initiated tbiough its recognition as foreign by T cells, 
followed by an immune reaction that destroys the transplant The administration of a therapeutic 
composition of the invention may prevent cytokine synthesis by immune cells, such as T cells, 
and thus acts as an immunosuppressant. Moreover, a lack of costimulation may also be 
S sufficient to anergize the T cells^ thereby inducing tolerance in a subject Induction of long-term 
tolerance by B lymphocyte antigen-blocking reagents may avoid the necessity of repeated 
administration of these blocking reagents. To achieve sufficient immunosuppression or 
tolerance in a subject, it may also be necessary to block the function of a combination of B 
lymphocyte antigens. 

1 0 The efficacy of particular therapeutic compositions in preventing organ transplant 

rejection or GVHD can be assessed using animal models that are predictive of efficacy in 
humans. Examples of appropriate systems which can be used include allogeneic cardiac grafts in 
rats and xenogeneic pancxeadc islet cell grafts in mice, both of which have been used to examine 
the immunosuppressive effects of CTLA4Ig fusion proteins in vivo as described in Lenschow et 

15 al.. Science 257:789-792 (1992) and Turka et al., Proc. Natl. Acad. Sci USA, 89:11 102-1 1 105 
(1992). In addition, murine models of GVHD (see Paul ed.. Fundamental Immunology, Raven 
Press, New York, 1989, pp. 846-847) can be used to determine the effect of therapeutic 
compositions of the invention on the development of that disease. 

Blocking antigen function may also be therapeutically useful for treating autoimmune 

20 diseases. Many autoimmune disorders are the result of inappropriate activation of T cells that 
are reactive against self-tissue and which promote the production of cytokines and 
autoantibodies involved in the pathology of the diseases. Preventing the activation of 
autoreactive T cells may reduce or eliminate disease symptoms. Administration of reagents 
which block stimulation of T cells can be used to inhibit T cell activation and prevent production 

25 of autoantibodies or T cell-derived cytokines vAnch may be involved in the disease process. 
Additionally, blocking reagents may induce antigen-specific tolerance of autoreactive T cells 
which could lead to long-term relief from the disease. The efficacy of blocking reagents in 
preventing or alleviating autoimmune disorders can be determined using a number of 
well-*characterized animal models of human autoimmune diseases. Examples include murine 

30 e?q)erimental autoimmune encephalitis, systemic lupus erythmatosis in MRL/lpi/lpr mice or 

NZB hybrid mice, murine autoimmune collagen arthritis, diabetes mellitus in NOD mice and BB 
rats, and murine e?qperimental myasthenia gravis (see Paul ed., Fimdamental Immunology, Raven 
Press, New York, 1989, pp. 840-856). 

Upregulation of an antigen function (e.g., a B lymphocyte antigen function), as a means 

35 of up regulating immune responses, may also be useful in therapy. Upregulation of immune 
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responses may be in the fonn of enhancing an existing immune response or eliciting an initial 
inomune response. For example, enhancing an immune response may be useful in cases of viral 
infection, including systemic viral diseases such as influenza, the common cold, and 
encephalitis. 

5 Alternatively, anti-viral immune responses may be enhanced in an infected patient by 

removing T cells fiom the patient, costimulating the T cells in vitro with viral antigen-pulsed 
APCs either expressing a peptide of the present invention or together with a stimulatory form of 
a soluble peptide of the present invention and reintroducing the in vitro activated T cells into the 
patient Another method of enhancing anti-viral immune responses would be to isolate infected 

1 0 cells from a patient, transfect them with a nucleic acid encoding a protein of the present 

invention as described herein such that the cells express all or a portion of the protein on their 
surface, and reintroduce the transfected cells into the patient The infected cells would now be 
capable of dehvering a costimulatory signal to, and thereby activate, T cells in vivo. 

A polypeptide of the present invention may provide the necessary stimulation signal to T 

1 S cells to induce a T cell mediated immune response against the transfected tumor cells. In 
addition, tumor cells which lack MHC class I or MHC class n molecules, or which fail to 
reexpress sufBcient mounts of MHC class I or MHC class 11 molecules, can be transfected with 
nucleic acid encoding all or a portion of (e.g., a cytoplasmic-domain truncated portion) of an 
MHC class I alpha chain protein and P2 microglobulin protein or an MHC class II alpha chain 

20 protein and an MHC class n beta chain protein to thereby e?^ress MHC class I or MHC class II 
proteins on the cell surface. Expression of the appropriate class I or class II MHC in conjunction 
with a peptide having the activity of a B lymphocyte antigen (e.g.y B7-1, B7-2, B7-3) induces a T 
ceU mediated inunune response against the transfected tumor cell. Optionally, a gene encoding 
an antisense construct which blocks expression of an MHC class n associated protein, such as 

25 the invariant chain, can also be cotransfected with a DN A encoding a peptide having the activity 
of a B lymphocyte antigen to promote presentation of tumor associated antigens and induce 
tumor specific immimity. Thus, the induction of a T cell mediated immune response in a himoan 
subject may be sufScient to overcome tumor-specific tolerance in the subject 

The activity of a protein of the invention may, among other means, be measured by the 

30 following methods: 

Suitable assays for thymocyte or splenocyte cytotoxicity include, without limitation, 
those described in: Current Protocols in Immunology, Ed by J. £. Coligan, A. M. Kruisbeek, D. 
H. Margulies, E. M. Shevach, W. Strober, Pub. Greene Publishing Associates and 
Wiley-Interscience (Chapter 3, In Vitro assays for Mouse Lymphocyte Function 3.1-3.19; 

35 Chapter 7, Immunologic studies in Himians); Herrmann et al., Proc. Natl. Acad. Sci. USA 
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78:2488-2492, 1981; Hernnaim et al.. J. Immunol. 128:1968-1974, 1982; Handa et al., J. 
Immunol. 135:1564-1572, 1985; Takai et al., 1. Immunol. 137:3494-3500, 1986; Takai et al., J. 
Inununol. 140:508-512, 1988; Bowman et al., J. Virology 61:1992-1998; BertagnoUi et al.. 
Cellular Immunology 133:327-341, 1991; Brown et al., J. Immunol. 153:3079-3092, 1994. 
5 Assays for T-cell-dependent immimoglobulin responses and isotype switching (which 

will identify, among others, proteins that modulate T-cell dependent antibody responses and that 
affect Thl/Th2 profiles) include, without limitation, those described in: Maliszewski, J. 
Immunol. 144:3028-3033, 1990; and Assays for B cell function: In vitro antibody production, 
Mond, J. J. and Brunswick, M. In Current Protocols in Immunology. J. E. e.a. Coligan eds. Vol 1 

10 pp. 3.8.1-3.8.16, John Wiley and Sons, Toronto. 1994. 

Mixed lymphocyte reaction (MLR) assays (which will identify, among oth^ proteins 
that generate predominantly Thl and CTL responses) include, without limitation, those described 
in: Current Protocols in Inmmnology, Ed by J. E. Coligan, A. M. Kruisbeek, D. H. Margulies, E. 
M. Shevach, W. Strobor, Pub. Greene Publishing Associates and Wiley-Interscience (Chapter 3, 

15 In Vitro assays for Mouse Lymphocyte Function 3.1-3.19; Chapter 7, Inununologic studies in 
Humans); Takai et al., J. Immunol. 137:3494-3500, 1986; Takai et al., J. Immunol. 140:508-512, 
1988; BertagnoUi et al., J. InununoL 149:3778-3783, 1992. 

Dendritic cell-dependent assays (which will identify, among others, proteins expressed 
by dendritic ceUs that activate imive T-cells) include, without limitation, those described in: 

20 Query et al., J. Immunol. 134:536-544, 1995; Inaba et al.. Journal of Experimental Medicine 

173:549-559, 1991; Macatonia et al.. Journal of Immunology 154:5071-5079, 1995; Porgador et 
al.. Journal of Experimental Medicine 1 82:255-260, 1995; Nair et al.. Journal of Virology 
67:4062-4069, 1993; Huang et al.. Science 264:961-965, 1994; Macatonia et al.. Journal of 
Experimental Medicine 169:1255-1264, 1989; Bhardwaj et ai.. Journal of Clinical Investigation 

25 94:797-807, 1994; and Inaba et al.. Journal of Experimental Medicine 172:631-640, 1990. 

Assays for lymphocyte survival/apoptosis (which will identify, among others, proteins 
that prevent apoptosis after siq>erantigen induction and proteins that regulate lymphocyte 
homeostasis) include, without tlmitation, those described in: Darzynkiewicz et al.. Cytometry 
13:795-808, 1992; Gorczyca et al.. Leukemia 7:659-670, 1993; Gorczyca et al.. Cancer Research 

30 53:1945-1951, 1993; Itoh et al., CeU 66:233-243, 1991; Zacharchuk, Journal of Immunology 
145:4037-4045, 1990; Zamai et al.. Cytometry 14:891-897, 1993; Gorczyca et al.. International 
Journal of Oncology 1:639-648, 1992. 

Assays for proteins that influence early steps of T-cell conmutment and development 
include, without limitation, those described in: Antica et al.. Blood 84:1 1 1-117, 1994; Fine et 
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al., CeUular Immunology 155:1 1 1-122, 1994; Galy et al.. Blood 85:2770-2778, 1995; Told et al., 
Pioc. Nat. Acad Sci. USA 88:7548-7551, 1991. 

4.10.8 ACTIVIN/INHIBIN ACTIVITY 

5 A polypeptide of the present invention may also exhibit activin- or inhibin*related 

activities. A polynucleotide of the invention may encode a polypeptide exhibiting such 
characteristics. Inhibins are characterized by their ability to inhibit the release of follicle 
stimulating hormone (FSH), while activins and are characterized by their ability to stimulate the 
release of follicle stimulating hormone (FSH). Thus, a polypeptide of the present invention, 

10 alone or in heterodimers >vith a member of the inhibin family, may be useful as a contraceptive 
based on the ability of inhibins to decrease fertility in female mammals and decrease 
spermatogenesis in male mammals. Adniimstration of sufScient amounts of other inhibins can 
induce infertility in these mammals. Alternatively, the polypeptide of the invention, as a 
homodimer or as a heterodimer with other protein subunits of the inhibin group, may be useful as 

IS a fertility inducing therapeutic, based upon the ability of activin molecules in stimulating FSH 
release fiom cells of the anterior pituitary. See, fcnr example, U.S. Pat No. 4,798,885. A 
polypeptide of the invention may also be useful for advancement of the onset of fertility in 
sexually inmiature mammals, so as to increase the lifetime reproductive performance of domestic 
animals such as, but not limited to, cows, sheep and pigs. 

20 The activity of a polypq)tide of the invention may, among other means, be measured by 

the following methods. 

Assays for activin^ihibin activity include, without limitation, those described in: Vale et 
al.. Endocrinology 91:562-572, 1972; Ling etal.. Nature 321:779-782, 1986; Vale etal.. Nature 
321:776-779, 1986; Mason et al.. Nature 318:659-663, 1985; Forage et al., Proc. NaU. Acad. Sci. 

25 USA 83:3091-3095, 1986. 

4.10^ CHmOTACTIC/CmMOKINETICACTIVn^ 

A polypeptide of the present invention may be involved in chemotactic or chemokinetic 
activity for mammalian cells, including, for example, monocytes, fibroblasts, neutrophils, 

30 T-cells, mast cells, eosinophils, epithelial and/or endothelial cells. A polynucleotide of the 
invention can encode a polypeptide exhibiting such attributes. Chemotactic and chemokinetic 
receptor activation can be used to mobilize or attract a desired cell population to a desired site of 
action. Chemotactic or chemokinetic compositions (e.g, proteins, antibodies, binding partners, 
or modulators of the invention) provide particular advantages in treatment of wounds and other 

35 trauma to tissues, as well as in treatment of localized infections. For example, attraction of 
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lymphocytes, monocytes or neutrophils to tumors or sites of infection may result in improved 
immune responses against the tumor or infecting agent 

A protein or peptide has chemotactic activity for a particular cell population if it can 
stimulate, directly or indirectly, the directed orientation or movement of such cell population. 
5 Preferably, the protein or pq>tide has the ability to directly stimulate directed movement of cells. 
Whether a particular protein has chemotactic activity for a population of cells can be readily 
determined by employing such protein or peptide in any known assay for cell chemotaxis. 
Ther^utic compositions of the invention can be used in the following: 
Assays for chemotactic activity (which will identify proteins that induce or prevent 
10 chemotaxis) consist of assays that measure the ability of a protein to induce the migration of 
cells across a membrane as well as the ability of a protein to induce the adhesion of one cell 
population to another cell population. Suitable assays for movement and adhesion include, 
without limitation, those described in: Current Protocols in Immunology, Ed by J. E. Coligan, A. 
M. Kruisbeek, D. H, Maiguiles, E. M. Shevach, W, Strober, Pub. Greene Publishing Associates 
1 5 and Wiley-Interscience (Chapter 6. 1 2, Measurement of alpha and beta Chemokines 

6.12.1^6.12.28; Taub et al. J. Clin. Invest 95:1370-1376, 1995; Lindetal. APMIS 103:140-146, 
1995; Muller et al Eur. J. Immunol. 25:1744-1748; Gruber et al. J. of Immunol. 152:5860-5867, 
1994; Johnston et al. J. of Immunol. 153:1762-1768, 1994. 

4.10.10 HEMOSTATIC AND THROMBOLYTIC ACTIVITY 
A polypeptide of the invention may also be involved in hemostatis or thrombolysis or 
thrombosis. A polynucleotide of the invention can encode a polypeptide exhibiting such 
attributes. Compositions may be useful in treatment of various coagulation disorders (including 
hereditary disorders, such as hemophilias) or to enhance coagulation and oth^ hemostatic events 
in treating wounds resulting firom trauma, surgery or other causes. A composition of the 
invention may also be useful for dissolving or inhibiting formation of thromboses and for 
treatment and prevention of conditions resulting therefrom (such as, for example, in&rction of 
cardiac and central nervous system vessels (e.g., stroke). 

Therapeutic compositions of the invention can be used in the following: 
Assay for hemostatic and thrombolytic activity include, without limitation, those 
described in: Linet et al., J. Chn. Pharmacol. 26:131-140, 1986; Burdick et al.. Thrombosis Res. 
45:413-419, 1987; Humphrey et al.. Fibrinolysis 5:71-79 (1991); Schaub, Prostaglandins 
35:467-474, 1988. 

35 4.10.11 CANCER DIAGNOSIS AND THERAPY 
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Polypq)tides of the invention may be involved in cancer cell genetation» proliferation or 
metastasis. Detection of the presence or amount of polynucleotides or polypeptides of the 
invention may be useful for the diagnosis and/or prognosis of one or more types of cancer. For 
example, the presence or increased expression of a polynucleotide/polypeptide of the invention 
5 may indicate a hereditary risk of cancer, a precancerous condition, or an ongoing malignancy. 
Conversely, a defect in the gene or absence of the polypeptide may be associated with a cancer 
condition. Identification of single nucleotide polymorphisms associated with cancer or a 
predisposition to cancer may also be useful for diagnosis or prognosis. 

Cancer treatments promote tumor regression by inhibiting tumor cell proliferation, 

10 inhibiting angiogenesis (growth of new blood vessels that is necessary to support tumor growth) 
and/or prohibiting metastasis by reducing tumor cell motility or invasiveness. Therapeutic 
compositions of the invention may be effective in adult and pediatric oncology including in solid 
phase tumors/malignancies, locally advanced tumors, human soft tissue sarcomas, metastatic 
cancer, including lymphatic metastases, blood cell malignancies including multiple myeloma, 

1 5 acute and chronic leukemias, and lymphomas, head and neck cancers including mouth cancer, 
larynx cancer and thyroid cancer, lung cancers including small cell carcinoma and non-small cell 
cancers, breast cancers including small cell carcinoma and ductal carcinoma, gastrointestinal 
cancers including esophageal cancer, stomach cancer, colon cancer, colorectal cancer and polyps 
associated with colorectal neoplasia, pancreatic cancers, liver cancer, urologic cancers including 

20 bladder cancer and prostate cancer, malignancies of the female gecital tract including ovarian 
carcinoma, uterine (including endometrial) cancers, and solid tumor in the ovarian follicle, 
kidney cancers including renal cell carcinoma, brain cancers including intrinsic brain tumors, 
neuroblastoma, astrocytic brain tumors, gliomas, metastatic tumor cell invasion in the central 
nervous system, bone cancers including osteomas, skin cancers including malignant melanoma, 

25 tumor progression of human skin kemtinocytes, squamous ceU carcinoma, basal cell carcinoma, 
hemangiopericytoma and Karposi's sarcoma. 

Polypeptides, polynucleotides, or modulators of polypeptides of the invention (including 
inhibitors and stimulators of the biological activity of the polypeptide of the invention) may be 
administered to treat cancer. Therapeutic compositions can be adiiiinistered in therapeutically 

30 effective dosages alone or in combination with adjuvant cancer therapy such as surgery, 

chemotherapy, radiotherapy, thermotherapy, and laser therapy, and may provide abmeficial 
effect, e.g. reducing tumor size, slowing rate of tumor growth, inhibiting metastasis, or otherwise 
improving overall clinical condition, without necessarily eradicating the cancer. 

The composition can also be administered in therapeutically effective amounts as a 

35 portion of an anti-cancer cocktail. An anti-cancer cocktail is a mixture of the polypeptide or 
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modulator of the invention with one or more anti-cancer drugs in addition to a pbaimaceutically 
acceptable carrier for delivery.' The use of anti-cancer cocktails as a cancer treatment is routine. 
Anti-cancer drugs that are well known in the art and can be used as a treatment in combination 
with the polypeptide or modulator of the invention include: Actinomycin D, 
5 Aminoglutetfaimide, Asparaginase, Bleomycin, Busulfan, Carboplatin, Carmustine, 

Chlorambucil, CisplatiLn (cis-DDP), Cyclophosphamide, Cytarabine HCl (Cytosine arabinoside), 
Dacarbazine, Dactinomycin, Daunorubicin HCl, Doxorubicin HCl, Estiamusdne phosphate 
sodium, Etoposide (VI 6-213)9 Floxuridine, S-Fluorouracil (S-Fu), Fliitamide^ Hydroxyurea 
Obtydroxycarbamide), Ifosfamide, Intofeion Alpha-2a, Interferon Alpha-2b, Leuprolide acetate 

10 (LHRH-releasing factor analog), Lomustine, Mechlorethamine HCl (nitrogen mustarcQ, 
Melphalan, Mercaptopurine, Mesna, Methotrexate (MTX), Mitomycin, Mitoxantrone HCl, 
Octreotide, Plicamycin, Procarbazine HCl, Streptozocin^ Tamoxifen citrate, Thioguanine, 
Thiotepa, Vinblastine sulfate. Vincristine sulfate, Amsacrine, Azacitidine, Hexamethylmelamine, 
Interleukin-2, Mitoguazone, Pentostatin, Semustine, Teniposide, and Vindesine sulfate. 

IS In addition, therapeutic compositions of the invention may be used for prophylactic 

treatment of cancer. There are hereditary conditions and/or environmental situations (e.g. 
exposure to carcinogens) known in the art that predispose an individual to developing cancers. 
Under these circumstances, it may be beneficial to treat these individuals with therapeutically 
efTective doses of the polypeptide of the invention to reduce the risk of developing cancers. 

20 Jn vitro models can be used to determine the effective doses of the polypeptide of the 

invention as a potential cancer treatment. These in vitro models include proliferation assays of 
cultured tumor cells, growth of cultured tumor cells in soft agar (see Freshney, (1987) Culture of 
Animal Cells: A Manual of Basic Technique, Wily-Liss, New Yoric, NY Ch 18 and Ch 21), 
tumor systems in nude mice as described in Giovanella et al., J. Natl. Can. Inst, 52: 921-30 

25 (1974), mobility and invasive potential of tumor cells in Boyden Chamber assays as described in 
Pilkington et al.. Anticancer Res., 17: 4107-9 (1997), and angiogenesis assays such as induction 
of vascularization of the chick chorioallantoic membrane or induction of vascular endothelial 
cell migration as described in Ribatta et al., Intl. J. Dev. Biol., 40: 1 189-97 (1999) and Li et al., 
Clin. Exp. Metastasis, 17:423-9 (1999), respectively. Suitable tumor cells lines are available, 

30 e.g. from American Type Tissue Culture Collection catalogs. 



4.10.12 RECEPTOR/UGAND ACnVTTY 

A polypeptide of the present invention may also demonstrate activity as receptor, 
receptor ligand or inhibitor or agonist of recqitor/ligand interactions. A polynucleotide of the 
35 inveution can encode a polypeptide exhibiting such characteristics. Examples of such receptors 
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and ligands include, wdthout limitation, cytokine receptors and their ligands, receptor kinases and 
their ligands, receptor phosphatases and their ligands, receptors involved in cell-cell interactions 
and their ligands (including without limitation, cellular adhesion molecules (such as selectins, 
integrins and their ligands) and receptor/ligand pairs involved in antigen presentation, antigen 
S recognition and development of cellular and humoral immune responses. Receptors and ligands 
are also useful for screening of potential peptide or small molecule inhibitors of the relevant 
receptoi/ligand interaction. A protein of the present invention (including, without limitation, 
fragments of receptors and ligands) may th^nselves be useful as inhibitors of receptor/ligand 
interactions. 

10 The activity of a polypeptide of the invention may, among other means, be measured by 

the following methods: 

Suitable assays for receptor-ligand activity include without limitation those described in: 

Current Protocols in Inmiunology, Ed by J. E. Coligan, A. M. Kruisbeek, D. H. Margulies, E. M. 

Shevach, W. Strober, Pub. Greene Publishing Associates and Wiley- Interscience (Chapter 7.28, 
1 5 Measurement of Cellular Adtesion under static conditions 7.28. 1- 7.28.22), Takai et al., Proc. 

Natl. Acad. Sci. USA 84:6864-6868, 1987; Bierer et al., J. Exp. Med. 168:1145-1 156, 1988; 

Rosenstein et al., J. Exp. Med 169:149-160 1989; Stoltenborg et al., J. Immunol. Methods 

175:59-68, 1994; Stitt et al.. Cell 80:661-670, 1995. 

By way of example, the polypeptides of the invention may be used as a receptor for a 
20 ligand(s) thereby transmitting the biological activity of that ligand(s). Ligands may be identified 

through binding assays, aBinity chromatography, dihybrid screening assays, BIAcore assays, gel 

overlay assays, or other methods known in the art. 

Studies characterizing drugs or proteins as agonist or antagonist or partial agonists or a 

partial antagonist require the use of other proteins as competing ligands. The polypeptides of the 
25 present invention or ligand(s) thereof may be labeled by being coupled to radioisotopes, 

colorimetric molecules or toxin molecules by conventional methods. ('*Guide to Protein 

Purification" Murray P. Deutscher (ed) Methods in Enzymology Vol. 182 (1990) Academic 

Press, Inc. San Diego). Examples of radioisotopes include, but are not limited to', tritium and 

carbon-14. Examples of colorimetric molecules include, but are not limited to, fluorescent 
30 molecules such as fluorescamine, or rhodamine or other colorimetric molecules. Examples of 

toxins include, but are not limited, to ricin. 

4.1013 DRUG SCREENING 

This invention is particularly usefiil for screening chemical compounds by using the 
35 novel polypeptides or binding fragments thereof in any of a variety of drug screening techniques. 
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The polypq)tides or fragments employed in such a test may either be free in solution, afiEbced to a 
solid siq[>port, borne on a cell surface or located intracellularly. One method of drug screening 
utilizes eukaiyotic or prokaryotic host cells which are stably transformed with recombinant 
nucleic acids expressing the polypeptide or a fragment thereof. Drugs are screened against such 
5 transformed cells in competitive binding assays. Such cells, either in viable or fixed form, can 
be used for standard binding assays. One may measure, for example, the formation of 
complexes between polypeptides of the invention or fragments and the agent being tested or 
examine the diminution in complex formation between the novel polypeptides and an 
appropriate cell line, which are well known in the art 

10 Sources for test compounds that may be screened for ability to bind to or modulate (ie,, 

increase or decrease) the activity of polypeptides of the invention include (1) inorganic and 
organic chemical libraries, (2) natural product Ubraries, and (3) combinatorial libraries 
comprised of either random or mimetic peptides, oligonucleotides or organic molecules* 
Chemical libraries may be readily synthesized or purchased from a number of 

IS commercial sources, and may include structural analogs of known compounds or compoimds 
that are identified as "hits" or ^'leads'' via natural product screening. 

The sources of natural product libraries are microorganisms (including bacteria and 
fimgi), animals, plants or other vegetation, or marine organisms, and Ubraries of mixtures for 
screening may be created by: (1) fermentation and extraction of broths from soil, plant or marine 

20 microorganisms or (2) extraction of the organisms themselves. Natural product libraries include 
polyketides, non-ribosomal peptides, and (non-naturally occurring) variants thereof. For a 
review, see &je/7c^ 282:6i-G& (1998). 

Combinatorial libraries are composed of large numbers of peptides, oligonucleotides or 
organic compounds and can be readily prepared by traditional automated synthesis methods, 

25 PGR, cloning or proprietary synthetic methods. Ofparticular interest are peptide and 

oligonucleotide combinatorial libraries. Still other libraries of interest include peptide, protein, 
peptidomimetic, multiparallel synthetic collection, recombinatorial, and polypeptide libraries. 
For a review of combinatorial chemistry and libraries created therefix)m, see Myers, Curr, Opin 
Biotechnol 8:701-707 (1997). For reviews and examples of peptidomimetic libraries, see 

30 Al-Obeidi et al., Mol Biotechnol 9(3):205-23 (1 998); Hruby et al., Curr Opin Chem Biol, 

1(1):1 14-19 (1997); Domer et al., Bioorg Med Chem, 4(5):709-15 (1996) (alkylated dipeptides). 

Identification of modulators through use of the various libraries desoibed herein permits 
modification of the candidate 'lut** (or "lead") to optimize the capacity of the "hit" to bind a 
polypeptide of the invention. The molecules identified in the binding assay are thai tested for 

35 antagonist or agonist activity in m vivo tissue culture or animal models that are well known in the 
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art. In brief, the molecules are titrated into a plurality of cell cultures or animals and then tested 
for either cell/animal death or prolonged survival of the animal/cells. 

The binding molecules thus identified may be complexed with toxins, e.g., ricin or 
cholera, or with other compounds that are toxic to cells such as radioisotopes. The toxin-binding 
S molecule complex is then targeted to a tumor or other cell by the spedfidty of the binding 
molecule for a polypeptide of the invention. Alternatively, the binding molecules may be 
complexed with imaging agents for targeting and imaging purposes. 



4.10.14 ASSAY FOR RECEPTOR ACTIVITY 

10 The invention also provides methods to detect specific binding of a polypeptide e.g. a 

ligand or a receptor. The art provides numerous assays particularly usefiil for identifying 
previously unknown binding partners for receptor polypeptides of the invention. For example, 
e>q>ression cloning using mammalian or bacterial cells, or dihybrid screening assays can be used 
to identify polynucleotides encoding binding partners. As another example, afSnity 

1 S chn>matogi:q)hy with the appropriate inmiobilized polypeptide of ihe invention can be used to 
isolate polypeptides that recognize and bind polypeptides of the invention. There are a number 
of different libraries used for the identification of compounds, and in particular small molecules, 
that modulate (i.e., increase or decrease) biological activity of a polypeptide of the invention. 
Ligands for receptor polypeptides of the invention can also be identified by adding exogenous 

20 ligands, or cocktails of ligands to two cells populations that are genetically identical except for 
the expression of the receptor of the invention: one cell population expresses the receptor of the 
invention whereas the otiier does not The responses of the two cell populations to the addition 
of ligands(s) are then compared. Alternatively, an oqpression library can be co-expressed with 
the polypeptide of the invention in cells and assayed for an autocrine response to identify 

25 potential ligand(s). As still another example, BIAcore assays, gel overlay assays, or other 
methods known in the art can be used to identify binding partner polypeptides, including, (1) 
organic and inorganic chemical libraries, (2) natural product libraries, and (3) combinatorial 
libraries comprised of random peptides, oligonucleotides or organic molecules. 

The role of downstream intracellular signaling molecules in the signaling cascade of the 

30 polypeptide of the invention can be determined. For example, a chuneric protein in which the 
c}rtoplasmic domain of the polypeptide of flie invention is fiised to the ^ctracellular portion of a 
protein, whose ligand has been identified, is produced in a host cell. The cell is then incubated 
with the ligand specific for the extracellular portion of the chimeric protein, thereby activating 
the chimeric receptor. Known downstream proteins involved in intracellular signaling can then 
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be assayed for expected modifications i.e. phosphorylation. Other methods known to those in 
the art can also be used to identify signaling molecules involved in receptor activity. 



4.10.15 ANn-INFLAMMATORY ACTIVITY 

5 Compositions of the present invention may also exhibit anti-inflammatoiy activity. The 

anti-inflammatory activity may be achieved by providing a stimulus to cells involved in the 
inflammatory response, by inhibiting or promoting cell-cell interactions (such as, for example, 
cell adhesion), by inhibiting or promoting chraiotaxis of cells involved in the inflammatory 
process, inhibiting or promoting cell extravasation, or by stimulating or suppressing production * 

10 of other factors which more directly inhibit or promote an inflammatory response. Compositions 
with such activities can be used to treat inflammatory conditions including chronic or acute 
conditions), including without limitation intimation associated with infection (such as septic 
shock, sepsis or systemic inflammatory response syndrome (SIRS)), ischemia-reperfiision injuiy, 
endotoxin lethality, arthritis, complement-mediated hyperacute rejection, nephritis, cytokine or 

IS chemokine-induced lung injury, inflammatory bowel disease, Crohn's disease or resulting from 
over production of cytokines such as TNF or IL-1 . Compositions of the invention may also be 
useful to treat anaphylaxis and hypersensitivity to an antigenic substance or material. 
Compositions of this invention may be utilized to prevent or treat conditions such as, but not 
limited to, sepsis, acute pancreatitis, endotoxin shock, cytokine induced shock, rheumatoid 

20 arthritis, chronic inflammatory arthritis, pancreatic cell damage from diabetes mellitus type 1 , 
graft versus host disease, inflammatory bowel disease, inflamation associated with pulmonary 
disease, other autoimmune disease or inflammatory disease, an antiproliferative agent such as for 
acute or chronic mylegenous leukemia or in the prevention of premature labor secondary to 
intrauterine infections. 

25 

4.10.16 LEUKEMIAS 

Leukemias and related disorders may be treated or prevented by administration of a 
therapeutic that promotes or inhibits function of the polynucleotides and/or polypeptides of the 
invention. Such leukemias and related disorders include but are not limited to acute leukemia, 
30 acute lymphocytic leukemia, acute myelocytic leukemia, myeloblastic, promyelocytic, 
myelomonocytic, monocytic, erythroleukemia, chronic leukemia, chronic myelocytic 
(granulocytic) leukemia and chronic lymphocytic leukemia (for a review of such disorders, see 
Fishmaft et al., 1985, Medicine, 2d Ed., J.B. Lippincott Co., Philadelphia). 



35 4.10.17 NERVOUS SYSTEM DISORDERS 
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Nervous system disorders, involving cell types which can be tested for efficacy of 
intervention with compounds that modulate the activity of the polynucleotides and/or 
polypeptides of the invention, and which can be treated upon thus observing an indication of 
therapeutic utility, include but are not limited to nervous system injuries, and diseases or 
5 disorders which result in either a disconnection of axons, a diminution or degeneration of 

neurons, or demyelination. Nervous system lesions vdiich may be treated in a patient (including 
human and non-human marumalian patients) according to the invention include but are not 
limited to the following lesions of either tibe central (including spinal cord, brain) or peripheral 
nervous systems: 

10 (i) tmumatic lesions, including lesions caused by physical injury or associated with 

surgery, for example, lesions which sever a portion of the nervous system, or compression 
injuries; 

(ii) ischemic lesions, in which a lack of oxygen in a portion of the nervous system 
results in neuronal injury or death, including cerebral infarction or ischemia, or spinal cord 

1 5 infarction or ischemia; 

(iii) infectious lesions, in which a portion of the nervous syst^ is destroyed or 
injured as a result of infection, for example, by an abscess or associated with infection by human 
immunodeficiency virus, herpes zoster, or herpes simplex virus or with Lyme disease, 
tuberculosis, syphilis; 

20 (iv) degenerative lesions, in which a portion of the nervous system is destroyed or 

injured as a result of a degenerative process including but not limited to degeneration associated 
with Paikinson's disease, Alzheimer's disease, Huntington's chorea, or amyotrophic lateral 
sclerosis; 

(v) lesions associated with nutritional diseases or disorders, in which a portion of the 
2S nervous system is destroyed or injured by a nutritional disorder or disorder of metabolism 

including but not limited to, vitamin B12 deficiency, folic acid deficiency, Wernicke disease, 
tobacco-alcohol amblyopia, Marchiafava*-Bignami disease (primary degeneration of the corpus 
callosum), and alcoholic cerebellar degeneration; 

(vi) neurological lesions associated with systemic diseases including but not limited to 
30 diabetes (diabetic neuropathy. Bell's palsy), systemic lupus erythematosus, carcinoma, or 

sarcoidosis; 

(vii) lesions caused by toxic substances including alcohol, lead, or particular 
neurotoxins; and 

(viii) demyelinated lesions in which a portion of the nervous system is destroyed or 
35 injured by a demyelinaring disease including but not limited to multiple sclerosis, human 
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inunuQodeficiency viius-associated myelopathy, transverse myelopathy or various etiologies, 
progressive multifocal leukoencephalopathy, and central pontine myelinolysis. 

Ther^utics which are useful according to the invention for treatment of a nervous 
system disorder may be selected by testing for biological activity in promoting the survival or 
S dififerentiation of neurons. For example, and not by way of limitation, therapeutics which elicit 
any of the following effects may be useful according to the invention: 

(i) increased survival time of neurons in culture; 

(ii) increased sprouting of neurons in culture or in vivo; 

(iii) increased production of a neuron-associated molecule in culture or in vivo, e.g., 
1 0 choline acetyltransferase or acetylcholinesterase with respect to motor neurons; or 

(iv) decreased symptoms of neuron dysfunction in vivo. 

Such effects may be measured by any method known in the art In preferred, 
non-limiting embodiments, increased survival of neurons may be measured by the method set 
forth in Arakawa et al. (1990, J. Neurosci. 10:3507-3515); increased sprouting of neurons may 

15 be detected by methods set forth in Pestronk et al. (1 980, Exp. Neurol. 70:65-82) or Brown et al. 
(1981, Aim. Rev. Neurosci. 4:17-42); increased production of neuron-associated molecules may 
be measured by bioassay, enzymatic assay, antibody binding. Northern blot assay, etc., 
depending on the molecule to be measured; and motor neuron dysfunction may be measured by 
assessing the physical manifestation of motor neuron disorder, e.g. , weakness, motor neuron 

20 conduction velocity, or functional disability. 

In specific embodiments, motor neuron disorders that may be treated according to the 
invention include but are not limited to disorders such as infarction, infection, exposure to toxin, 
trauma, surgical damage, degenerative disease or nudignancy that may afifect motor neurons as 
well as other components of the nervous system, as well as disorders that selectively affect 

25 neurons such as amyotrophic lateral sclerosis, and including but not lintiited to progressive spinal 
muscular atrophy, progressive bulbar palsy, primary lateral sclerosis, infantile and juvenile 
muscular atrophy, progressive bulbar paralysis of childhood Q^azio-Londe syndrome), 
poliomyelitis and the post polio syndrome, and Hereditary Motorsensory Neuropathy 
(Charcot-Marie-Tooth Disease). 

30 

4.10.18 OTHER ACTIVITIES 

A polypeptide of the invention may also exhibit one or more of flie following additional 
activities or effects: inhibiting the growth, infection or function of, or killing, infectious agents, 
including, widiout limitation, bacteria, viruses, fungi and other parasites; effecting (suppressing 
35 or enhancing) bodily characteristics, including, without limitation, height, weight, hair color, eye 
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color, skin, fat to lean lado or other tissue pigmentation, or organ or body part size or shape 
(such as, for example, breast augmentation or diminution, change in bone form or shape); 
effecting biorhythms or circadian cycles or rhythms; effecting the fertility of male or female 
subjects; effecting the metabolism, catabolism, anabolism, processing, utilization, storage or 
5 elimination of dietary fat, lipid, protein, carbohydrate, vitamins, minerals, co-&ctors or other 
nutritional factors or component(s); effecting behavioral characteristics, includmg, without 
limitation, appetite, libido, stress, cognition (including cognitive disorders), depression 
(including depressive disorders) and violent behaviors; imviding analgesic effects or other pain 
reducing effects; promoting differentiation and growth of embryonic stem cells in lineage other 

1 0 than hematopoietic lineages; hormonal or endocrine activity; in the case of Gozymts, correcting 
deficiencies of the enzyme and treating deficiency-related diseases; treatment of 
hyperproliferadve disorders (such as, for example, psoriasis); immunoglobulin-like activity (such 
as, for example, the ability to bind antigens or complement); and the ability to act as an antigen 
in a vaccine composition to raise an immune response against such protein or another material or 

1 S entity v/hich is cross-reactive with such protein. 



4.10.19 IDENTIFICATION OF POLYMORPHISMS 

The demonstration of polymorphisms makes possible the identification of such 
polymorphisms in human subjects and the pharmacogenetic use of this information for diagnosis 

20 and treatment Such polymorphisms may be associated with, e.g., differential predisposition or 
susceptibility to various disease states (such as disorders involving inflammation or immime 
response) or a differential response to drug administration, and this genetic information can be 
used to tailor preventive or therapeutic treatment appropriately. For example, the existence of a 
polymorphism associated with a predisposition to inflanomation or autoimmune disease makes 

25 possible the diagnosis of this condition in humans by identiiying the presence of the 
polymorphism. 

Polymorphisms can be identified in a variety of ways known in the art which aU 
generally involve obtaining a sample fix>m a patient, analyzing DNA fixjm the sample, optionally 
involving isolation or amplification of the DNA, and identifying the presence of flie 

30 polymorphism in the DNA. For example, PGR may be used to amplify an appropriate jfragment 
of genomic DNA which may then be sequenced. Alternatively, the DNA may be subjected to 
allele-specific oligonucleotide hybridization Qn which appropriate oligonucleotides are 
hybridized to the DNA under conditions permitting detection of a single base mismatch) or to a 
single nucleotide extension assay (in which an oligonucleotide that hybridizes inunediately 

35 adjacent to the position of the polymoiphism is extended with one or more labeled nucleotides). 
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In addition, traditional restriction fragment length polymorphism analysis (using restriction 
enzymes that provide differential digestion of the genomic DNA depending on the presence or 
absence of the polymorphism) may be performed. Arrays with nucleotide sequences of the 
present invention can be used to detect polymorphisms. The array can comprise modified 
5 nucleotide sequences of the present invention in order to detect the nucleotide sequences of the 
present invention. In the alternative, any one of the nucleotide sequences of the present 
invention can be placed on the array to detect changes from those sequences. 

Alternatively a polymorphism resulting in a change in the amino acid sequence could 
also be detected by detecting a corresponding change in amino acid sequence of the protein, e.g., 
10 by an antibody specific to the variant sequence. 

4.10J50 ARTHRITIS AND INFLAMMATION 

The immunosuppressive effects of the compositions of the invention against rheumatoid 
arthritis are determined in an experimental animal model system. The e^qperimental model 

1 5 system is adjuvant induced arthritis in rats, and the protocol is described by J. Holoshitz, et at, 
1983, Science, 219:56, or by B. Waksman et al., 1963, Int Arch. Allergy Appl. Immunol., 
23:129. Induction of the disease can be caused by a single injection, generally intradermally, of a 
suspension of killed Mycobacterium tuberculosis in complete Freund's adjuvant (CFA). The 
route of injection can vary, but rats may be injected at the base of the tail with an adjuvant 

20 mixture. The polypeptide is administered in phosphate buffered solution (PBS) at a dose of 
about 1-5 mg/kg. The control consists of administering PBS only. 

The procedure for testing the effects of the test compoimd would consist of intradermally 
injecting killed Mycobacterium tuberculosis in CFA followed by immediately administering the 
test compound and subsequent treatment every other day until day 24. At 14, IS, 18, 20, 22, and 

25 24 days after injection of Mycobacterium CFA, an overall arthritis score may be obtained as 
described by J. Holoskitz above. An analysis of the data would reveal that the test compound 
would have a dramatic affect on the swelling of the joints as measured by a decrease of the 
arthritis score. 

30 4.11 TBOERAPEUTIC METHODS 

The compositions (including polypeptide fragments, analogs, variants and antibodies or 
other binding partners or modulators including antisense polynucleotides) of the invention have 
numerous applications in a variety of therapeutic methods. Examples of therapeutic applications 
include, but are not limited to, those exemplified hereirL 

35 



62 



wo 01/79449 PCTAJSOl/08656 

4.11.1 EXAMPLE 

One embodiment of the inventioii is the administration of an effective amount of the 
polypeptides or other composition of the invention to individuals affected by a disease or 
disorder that can be modidated by regulating the peptides of the invention. While the mode of 
S administration is not particularly important, parenteral administration is preferr^ An 
exemplary mode of administration is to deliver an intravenous boliis. The dosage of the 
polypeptides or other composition of the invention will nomially be detennined by the 
prescribing physician. It is to be expected that the dosage will vaiy according to the age, weight, 
condition and response of the individual patient Typically, the amount of polypeptide 

10 administered per dose will be iu the range of about O.Ol^g/kg to 100 mg/kg of body weight, with 
the preferred dose being about 0. 1 ^g/kg to 1 0 mg/kg of patient body weight For parenteral 
administration, polypeptides of the invention will be formulated in an injectable form combined 
with a phamiaceutically acceptable parenteral vehicle. Such vehicles are well known in the art 
and examples include water, saline. Ringer's solution, dextrose solution, and solutions consisting 

15 of small amounts of the human serum albumin. The vehicle may contain minor amounts of 

additives that maintain the isotonicity and stability of the polypeptide or other active ingredient 
The preparation of such solutions is wifldn the skill of the art 

4.12 PHARMACEUTICAL FORMULATIONS AND ROUTES OF 
20 ADMINISTRATION 

A protein or other composition of the present invention (from whatever source derived, 
including without limitation from recombinant and non-recombinant sources and including 
antibodies and other binding partners of the polypeptides of the invention) may be administered 
to a patient in need, by itself, or ia pharmaceutical compositions where it is mixed with suitable 

25 carriers or mcipient(s) at doses to treat or ameliorate a variety of disorders. Such a composition 
may optionally contain (in addition to protein or other active iagredient and a carrier) diluents, 
fiUers, salts, buffers, stabilizers, solubilizers, and other materials well known in the art The term 
"pharmaceutically acceptable" means a non-toxic material that does not interfere with the 
effectiveness of the biological activity of tibe active ingredient(s). The characteristics of the 

30 carrier will depend on the route of administration. The pharmaceutical composition of the 
invention may also contain cytokines, lymphokines, or other hematopoietic factors such as 
M-CSF, GM-CSF, TNF, IL-1, IL-2, IL-3, IL-4, IL-5, IL-6, BL-?, IL-8, IL-9, IL-10, IL-1 1, IL-12, 
IL.13, IL-14, IL-15, IFN, TNFO, TNFl, TNF2, G-CSF, Meg-CSF, thrombopoietin, stem cell 
&ctor, and erythropoietirL In further compositions, proteins of the invention may be combined 

35 with other agents beneficial to the treatment of the disease or disorder in quesdort These agents 
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include various growth factors such as epidennal growth &ctor (EGF), platelet-derived growth 
factor (PDGF), ttansforming growth* factors (TGF-a and TGF-P), insulin-like growth factor 
(IGF), as well as cytokines described herein. 

The pharmaceutical composition may further contain other agents which either enhance 
5 the activity of the protein or other active ingredient or complement its activity or use in 
treatment. Such additional factors and/or agents may be included in the pharmaceutical 
composition to produce a synergistic effect with protein or other active ingredient of the 
invention, or to minimize side effects. Conversely, protein or other active ingredient of the 
present invention may be included in formulations of the particular clotting factor, cytokine, 

10 lymphokine, other hematopoietic factor, thrombolytic or anti-thrombotic factor, or anti- 
inflammatory agent to minimize side effects of the clotting factor, cytokine, lymphokine, other 
hematopoietic factor, thrombolytic or anti-thrombotic factor, or anti-inflammatory agent (such as 
IL-lRa, IL-1 Hyl, IL-1 Hy2, anti-TNF, corticosteroids, inununosuppressive agents). A protein 
of the present invention may be active in multimers (e.g.y heterodimers or homodimers) or 

1 S complexes with itself or other proteins. As a result, pharmaceutical compositions of the 
invention may comjmse a protein of the invention in such multimeric or complexed form. 

As an alternative to being included in a pharmaceutical composition of tiie invention 
including a first protein, a second {HOtein or a therapeutic agent may be concurrentiy 
administered with the first protein (e.g. , at the same time, or at differing times provided that 

20 therapeutic concentrations of the combination of agents is achieved at the treatment site). 

Techniques for formulation and administration of the compounds of the instant application may 
be found in "Remington's Pharmaceutical Sciences," Mack Publishing Co., Easton, PA, latest 
edition. A therapeutically effective dose further refers to that amount of the compound sufficient 
to result in amelioration of symptoms, e.g., treatment, healing, prevention or amelioration of the 

25 relevant medical condition, or an increase in rate of treatment, healing, prevention or 

amelioration of such conditions. When applied to an individual active ingredient, administered 
alone, a therapeutically effective dose refers to that ingredient alone. When applied to a 
combination, a therapeutically effective dose refers to combined amounts of the active 
ingredients that result in the ther^utic effect, whether administered in combination, serially or 

30 simultaneously. 

In practicing the method of treatment or use of the present invention, a therapeutically 
effective amount of protein or oiher active ingredient of the present invention is administered to 
a mammal having a condition to be treated. Protein or other active ingredient of the present 
invention may be administered in accordance with the method of the invention either alone or in 

35 combination with other therapies such as treatments employing cytokines, lymphokines or other 
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hematopoietic factors. When co- administered with one or more cytokines, lymphokines or other 
hematopoietic factors, protein or other active ingredient of the present invention may be 
administered either simultaneously with the cyto]dne(sX lymphokine(s), other hematopoietic 
factor(s), thrombolytic or anti-thrombotic factors, or sequentially. If administered sequentially^ 
5 the attending physician will decide on the appropriate sequence of administering protein or other 
active ingredient of the present invention in combination with cytokine(s), lympholdne(s), other 
hematopoietic &ctor(s), thrombolytic or anti-thrombotic factors. 

4.12.1 ROUTES OF ADMINISTRATION 

1 0 Suitable routes of administration may, for example, include oral, rectal, transmucosal, or 

intestinal administration; parenteral delivery^ including intramuscular, subcutaneous, 
intramedullary injections, as well as intrathecal, direct intraventricular, intravenous, 
intraperitoneal, intranasal, or intraocular injections. Administration of protein or other active 
ingredient of the present invention used in the pharmaceutical composition or to practice the 

IS method of the present invention can be carried out in a variety of conventional ways, such as oral 
ingestion, inhalation^ topical application or cutaneous, subcutaneous, intraperitoneal, parenteral 
or intravenous injection. Intravenous administration to the patient is preferred. 

Alternately, one may administer the compound in a local rather than systemic maimer, for 
example, via injection of the compound directly into a arthritic joints or in fibrotic tissue, often 

20 in a depot or sustained release formulation. In order to prevent the scarring process frequently 
occurring as complication of glaucoma surgery, the compounds may be administered topically, 
for example, as eye drops. Furthermore, one may administer the drug in a targeted drug delivery 
system, for example, in a liposome coated with a specific antibody, targeting, for example, 
arthritic or fibrotic tissue. The liposomes will be targeted to and taken up selectively by the 

25 a£Qicted tissue. 

The polypeptides of the invention are administered by any route that delivers an effective 
dosage to the desired site of action. The determination of a suitable route of administration and 
an effective dosage for a particular indication is within the level of skill in the art. Preferably for 
wound treatment, one administers the therapeutic compound directly to the site. Suitable dosage 
30 ranges for the polypeptides of the invention can be extrapolated from these dosages or from 
similar studies in appropriate animal models. Dosages can then be adjusted as necessary by the 
clinician to provide maximal therapeutic benefit 

4.12.2 COlMDPOSmONS/FORMULATIONS 
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Phannaceutical con4>ositions for use in accordance witii the present invention thus may 
be fonnulated in a conventional manner using one or more physiologically acceptable carriers 
comprising excipients and auxiliaries vMch facilitate processing of the active compounds into 
preparations which can be used pharmaceutically . These pharmaceutical compositions may be 
S manufactured in a manner that is itself known, e.g. , by means of conventional mixing, 

dissolving, granidating, dragee-making, levigating, emulsifying, encapsulating, entrq>ping or 
lyophilizing processes. Proper formulation is dependent upon the route of administration 
chosen. When a therapeutically effective amount of protdua or other active ingredimt of the 
present invention is administered orally, protein or other active ingredient of the present 

10 invention will be in the form of a tablet, c^sule, powder, solution or elixir. When admiuistered 
in tablet form, the phannaceutical composition of the invention may additionally contain a solid 
carrier such as a gelatin or an adjuvant The tablet, capsule, and powder contain fiom about 5 to 
95% protein or other active iagredient of the present invention, and preferably from about 25 to 
90% protein or other active ingredient of the present invention. When administered in liquid 

IS form, a liquid carrier such as wat^, petroleum, oils of animal or plant origin such as peanut oil, 
mineral oU, soybean oil, or sesame oil, or synthetic oils may be added. The liquid form of the 
pharmaceutical composition may fiirther contain physiological saline solution, dextrose or other 
saccharide solution, or glycols such as ethylene glycol, propylene glycol or polyethylene glycol. 
When administered in liquid form, the pharmaceutical composition contains firom about 0.5 to 

20 90% by weight of protein or other active iagredient of the present invention, and preferably from 
about 1 to 50% protein or other active iagredient of the present invention. 

When a therapeutically effective amount of protein or other active ingredient of the 
present invention is administered by intravenous, cutaneous or subcutaneous injection, protein or 
other active ingredient of the present invention will be in the form of a pyrogen-fiee, parenterally 

25 acceptable aqueous solution. The prq)aration of such parenterally acceptable protein or other 
active ingredient solutions, having due regard to pH, isotonicity, stability, and the like, is within 
the skill in the art A preferred pharmaceutical composition for intravenous, cutaneous, or 
subcutaneous injection should contain, in addition to protein or other active ingredient of the 
. present invention, an isotonic vehicle such as Sodium Chloride Injection, Ringer's Injection, 

30 Dextrose Injection, Dextrose and Sodium Chloride Injection, Lactated Ringer's Injection, or 

other vehicle as known in the art The pharmaceutical composition of the present invention may 

» 

also contain stabilizers, preservatives, buffers, antioxidants, or other additives known to those of 
skill in the art For injection, the agents of the invention m^ be formulated in aqueous 
solutions, preferably in physiologically compatible buffers such as Hanks's solution. Ringer's 
35 solution, or physiological saline buffer. For ttansmucosal administration, penetrants appropriate 
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to tfae barrier to be permeated are used in the formulation. Such penetrants are generally known 
in the art 

For oral administration, the compounds can be formulated readily by combining the 
active compounds with pharmaceutically acceptable carriers well known in the art Such carriers 
5 enable the compounds of the invention to be formulated as tablets, pills, dragees, capsules, 
liquids, gels, syrups, slurries, suspensions and tfae like, for oral ingestion by a patient to be 
treated. Pharmaceutical preparations for oral use can be obtained fiom a solid excipient, 
optionally grinding a resulting mixture, and processing flie mixture of granules, after adding 
suitable auxiliaries, if desired, to obtain tablets or dragee cores. Suitable excipients are, in 

10 particular, fillers such as sugars, including lactose, sucrose, mannitol, or sorbitol; cellulose 

preparations such as, for example, maize starch, wheat starch, rice starch, potato starch, gelatiii, 
gum tragacanth, methyl cellulose, hydroxypropylmethyl-cellulose, sodium 
carboxymethylcellulose, and/or polyvinylpyrrolidone (PVP). If desired, disintegrating agents 
may be added, such as the cross-linked polyvinyl pyrrolidone, agar, or alginic acid or a salt 

1 S thereof such as sodium alginate. Dragee cores are provided with suitable coatrngs. For this 
purpose, concentrated sugar solutions may be used, which may optionally contain gum arabic, 
talc, polyvinyl pyrrolidone, carbopol gel, polyethylene glycol, and/or titanium dioxide, lacquer 
solutions, and suitable organic solvents or solvent mixtures. Dyestuffs or pigments may be 
added to the tablets or dragee coatings for identification or to characterize different combinations 

20 of active compound doses. 

Pharmaceutical preparations which can be used orally include push-fit capsules made of 
gelatin, as well as soft, sealed capsules made of gelatin and a plastidzer, such as glycerol or 
sorbitol. The push-fit csipsules can contain the active ingredients in admixture with filler such as 
lactose, binders such as starches, and/or lubricants such as talc or magnesium stearate and, 

25 optionally, stabilizers. In soft capsules, the active compounds may be dissolved or suspended in 
suitable liquids, such as fatty oils, liquid paraffin, or liquid polyethylene glycols. In addition, 
stabilizers may be added. All formulations for oral administration should be in dosages suitable 
for sudi administration. For buccal administration, the compositions may take the form of 
tablets or lozenges formulated in conventional manner. 

30 For administration by inhalation, the compounds for iise according to the present 

invention are convenientiy delivered in the form of an aerosol spray presentation fix>m 
pressurized packs or a nebuliser, with the use of a suitable propellant, e.g., 
dichlorodifluoromethane, trichlorofluoromethane, dichlorotetrafluoroetfaane, carbon dioxide or 
other suitable gas. In tiie case of a pressurized aerosol the dosage unit may be determined by 

35 providing a valve to deliver a metered amount Capsules and cartridges o^ e.g., gelatin for use 
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in an inhaler or insufQator may be formulated containing a powder mix of the compound and a 
suitable powder base such as lactose or starch. The compounds may be formulated for parenteral 
administration by injection, by bolus injection or continuous infusion. Formulations for 
injection may be presented in unit dosage form, e.g. , in ampules or in multi-dose containers, with 

- 5 an added preservative. The compositions may take such forms as suspensions, solutions or 
emulsions in oily or aqueous vehicles, and may contain formulatory agents such as suspending, 
stabilizing and/or dispersing agents. 

Pharmaceutical formulations for parenteral administration include aqueous solutions of 
the active compounds in water-soluble form. Additionally, suspensions of the active compounds 

10 may be prepared as appropriate oily injection suspensions. Suitable lipophilic solvents or 

vehicles include fatty oils such as sesame oil, or synthetic fatty acid esters, such as ethyl oleate or 
triglycerides, or liposomes. Aqueous injection suspensions may contain substances which 
increase the viscosity of the suspension, such as sodium carboxymethyl cellulose, sorbitol, or 
dextran. Optionally, the suspension may also contain suitable stabilizers or agents which 

15 increase the solubility of the compounds to allow for the preparation of highly concentrated 
solutions. Alternatively, the active ingredient may be in powder form for constitution with a 
suitable vehicle, e.^., sterile pyrogen-firee water, before use. 

The compounds may also be formulated in rectal compositions such as suppositories or 
retention enemas, e.g., containing conventional suppository bases such as cocoa butter or other 

20 glycerides. In addition to the formulations described previously, the compounds may also be 
formulated as a depot preparation. Such long acting formulations may be administered by 
implantation (for example subcutaneously or intramuscularly) or by intramuscular injection. 
Thus, for example, the compounds may be formulated with suitable polymeric or hydrophobic 
materials (for example as an aonulsion in an acceptable oil) or ion exchange resins, or as 

25 sparingly soluble derivatives, for example, as a sparingly soluble salt 

A pharmaceutical carrier for the hydrophobic compounds of the invention is a co-solvent 
system comprising benzyl alcohol, a nonpolar surfactant a water-miscible organic polymer, and 
an aqueous phase. The co-solvent system may be the VPD co-solvent system. VPD is a solution 
of 3% w/v benzyl alcohol, 8% wAr of the nonpolar surfactant polysorbate 80, and 65% w/v 

30 polyethylene glycol 300, made up to volume in absolute ethanol. The VPD co-solvent system 
(VPD:5W) consists of VPD diluted 1:1 wiA a 5% dextrose m water solution. This co-solvent 
system dissolves hydrophobic compounds well, and itself produces low toxicity upon systemic 
administration. Naturally, the proportions of a co-solvent system may be varied considerably 
widiout destroying its solubility and toxicity characteristics. Furthemiore, the identity of the 

35 co-solvent components may be varied: for example, other low-toxicity nonpolar surfactants may 
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be used instead of polysorbate 80; the fraction size of polyethylene glycol may be varied; other 
biocompatible polymers may replace polyethylene glycol, e.g. polyvinyl pynolidone; and other 
sugars or polysaccharides may substitute for dextrose. Alternatively, other delivery systems for 
hydrophobic pharmaceutical compounds may be employed. Liposomes and emulsions are well 
5 known examples of delivery vehicles or carriers for hydrophobic drugs. Certain organic solvents 
such as dime&ylsulfoxide also may be employed, although usually at the cost of greater toxicity. 
Additionally, the compoimds may be delivered using a sustained-release system, such as 
semipermeable matrices of solid hydrophobic polymers containing the ther2q)eutic agent 
Various types of sustained-release materials have been established and are well known by those 

1 0 skilled in the arL Sustained-release capsules may, depending on their chemical nature, release the 
compounds for a few weeks up to over 100 days. Depending on the chemical nature and the 
biological stability of the therapeutic reagent, additional strategies for protein or other active 
ingredient stabilization may be employed. 

The pharmaceutical compositions also may comprise suitable solid or gel phase carriers 

15 or excipients. Examples of such carriers or excipients include but are not limited to calcium 
carix>nate, calcium phosphate, various sugars, starches, cellulose derivatives, gelatin, and 
polymers such as polyethylme glycols. Many of the active ingredients of the invention may be 
providedassalts with pharmaceutically compatible counter ions. Such pharmaceutically 
acceptable base addition salts are those salts which retain the biological effectiveness and 

20 properties of the free acids and which are obtained by reaction with inorganic or organic bases 
such as sodium hydroxide, magnesium hydroxide, ammonia, trialkylamine, dialkylamine, 
monoalkylamine, dibasic amino acids, sodium acetate, potassium benzoate, triethanol amine and 
the like. 

The pharmaceutical composition of the invention may be in die form of a complex of the 
25 protein(s) or other active ingredient(s) of present invention along with protein or peptide 

antigens. The protein and/or peptide antigen will deliver a stimulatory signal to both B and T 
lymphocytes. B-lymphocytes will respond to antigen through their sur&ce immunoglobulin 
receptor. T lymphocytes will respond to antigen through the T cell receptor (TCR) following 
presentation of the antigen by MHC proteins. MHC and structurally related proteins including 
30 those encoded by class I and class II MHC genes on host cells will serve to present the peptide 
antigen(s) to T lymphocytes. The antigen components could also be supplied as purified 
MHC-peptide complies alone or with co-stimulatory molecules tiiat can directiy signal T cells. 
Alternatively antibodies able to bind surface inununoglobulin and other molecules on B cells as 
well as antibodies able to bind the TCR and other molecules on T cells can be combined with the 
35 pharmaceutical composition of the invention. 
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The phaimaceutical composition of the invention may be in the fonn of a liposome in 
which protein of the present invention is combined, in addition to other pharmaceutically 
acceptable carriers, with amphipathic agents such as lipids which exist in aggregated form as 
micelles, insoluble monolayers, liquid crystals, or lamellar layers in aqueous solution. Suitable 
5 lipids for liposomal formulation include, without limitation, monoglycerides, diglycerides, 
sulfiitides, lysoledthins, phospholipids, saponin, bile acids, and the like. Preparation of such 
liposomal formulations is within the level of skill in the art, as disclosed, for example, in U.S. 
Patent Nos. 4,235,871; 4,501,728; 4,837,028; and 4,737,323, all of which are incorporated 
herein by reference. 

1 0 The amount of protein or other active iiigredient of the present invention in the 

pharmaceutical composition of the present invention will dq)end upon the nature and severity of 
the condition being treated, and on the nature of prior treatments which the patient has 
undergone. Ultimately, the attending physician will decide the amount of protein or other active 
ingredient of the present invention with which to treat each individual patient. Initially, the 

1 5 attending physician will administer low doses of protein or oth^ active ingredient of the present 
invention and observe the patient's response. Larger doses of protein or other active ingredient 
of tile present invention may be administered until the optimal therapeutic effect is obtained for 
the patient, and at that point the dosage is not increased further. It is contemplated that the 
various pharmaceutical compositions used to practice the method of the present invention should 

20 contain about 0.01 \ig to about 100 mg (preferably about 0.1 ^g to about 10 mg, more preferably 
about 0.1 |ig to about 1 mg) of protein or other active ingredient of the present invention per kg 
. body weight. For compositions of the present invention which are useful for bone, cartilage, 
tendon or ligament regeneration, the therapeutic method includes administering the composition 
topically, systematically, or locally as an implant or device. When administered, the therapeutic 

25 composition for use in this invention is, of course, in a pyrogen-firee, physiologically acceptable 
form. Further, the composition may desirably be encapsulated or injected in a viscous form for 
delivery to the site of bone, cartilage or tissue damage. Topical administration may be suitable 
for wound healing and tissue repair. Therapeutically useful agents other than a protein or other 
active ingredient of the invention which may also optionally be included in the composition as 

30 described above, may alternatively or additionally, be administered simultaneously or 

sequentially with the composition in the methods of (he invention. Preferably for bone and/or 
cartilage formation, the composition would include a matrix capable of delivering the 
protein-containing or other active ingredient-containing composition to the site of bone and/or 
cartilage damage, providing a structure for the developing bone and cartilage and optimally 
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capable of being resorbed into the body. Such matrices may be fonned of materials presently in 
use for other implanted medical applications. 

The choice of matrix material is based on biocompatibility, biodegradability» mechanical 
properties, cosmetic appearance and interface properties. The particular application of the 
compositions will define the appropriate formulation. Potential matrices for the compositions 
may be biodegradable and chemically defined calcium sulfate, tricalcium phosphate, 
hydroxyapatite, polylactic acid, polyglycolic acid and polyanhydrides. Other potential materials 
are biodegradable and biologically well-defined, such as bone or dermal collagen. Further 
nmtrices are comprised ofpure proteins or extraceUular matrix components. Other potential 
matrices are nonbiodegradable and chemically defined, such as sintered hydro}Qrapatite, bioglass, 
alimiinates, or other ceramics. Matrices may be comprised of combinations of any of the above- 
mentioned types of material, such as polylactic acid and hydroxyapatite or collagen and 
tricalcium phosphate. The bioceramics may be altered in composition, such as in 
caldum-aluminate-phosphate and processing to alter pore size, particle size, particle shape, and 
biodegradability. Presently preferred is a 50:50 (mole weight) copolymer of lactic acid and 
glycolic acid in the form of porous particles having diameters ranging fiom 1 50 to 800 micmns. 
In some applications, it will be useful to utilize a sequestering agent, such as carboxymetfayl 
cellulose or autologous blood clot, to prevent the protein compositions from disassociating from 
the matrix. 

A preferred family of sequestering agents is cellulosic materials such as alkylcelluloses 
(including hydroxyalkylcelluloses), including methylcellulose, ethylcellulose, 
hydroxyethylcellulose, hydroxypropylcellulose, hydroxypropyl-methylcellulose, and 
carboxymethylceUulose, the most prefenred being cationic salts of carfooxymethylw^ 
(CMC). Other prefenred sequestering agents include hyaluronic acid, sodium alginate, 
poly(ethylene glycol), polyoxyethylene oxide, carboxyvinyl polymer and poly(vinyl alcohol). 
The amount of sequestering agent usefiil herein is 0.5-20 wt %, preferably 1-10 wt % based on 
total formulation weight, which represents the amount necessary to prevent desorption of the 
protein 6om tiie polymer matrix and to provide appropriate handling of the composition, yet not 
so much that the progenitor cells are prevented firom mfiltrating the matrix, thereby providing the 
protein the opportunity to assist the osteogenic activity of the progenitor cells. In finther 
compositions, proteins or other active ingredients of the invention may be combined with other 
agents beneficial to the treatment of the bone and/or cartilage defect, wound, or tissue m 
question. These agents include various growth factors such as epidermal growth factor (EOF), 
platelet derived growth factor (PDGF), transforming growtii factors (TGF-a and TGF-P), and 
insulin-Uke growth factor QGF), 
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The therapeutic compositioiis are also presently valuable for veterinary applications. 
Particularly domestic animals and thoroughbred horses^ in addition to humans, are desired 
patients for such treatment with proteins or other active ingredients of the present invention. The 
dosage regimen of a protein-containing pharmaceutical composition to be used in tissue 
S regeneration will be determined by the attending physician considering various factors which 
modify the action of the proteins, e.g., amount of tissue weight desired to be formed, the site of 
damage, the condition of the damaged tissue, the size of a wound, type of damaged tissue (e.g., 
bone), the patient's age, sex, and diet, the severity of any infection, time of administration and 
other clinical factors. The dosage may vary with the type of matrix used in the reconstitution 
10 and with inclusion of other proteins in the pharmaceutical composition. For example, the 

addition of other known growth factors, such as IGF I (insulin like growth &ctor I), to the final 
composition, may also effect the dosage. Progress can be monitored by periodic assessment of 
tissue/bone growth and/or repair, for example. X-rays, histomorphometric determinations and 
tetracycline labeling. 

1 S Polynucleotides of the present invention can also be used for gene therapy. Such 

polynucleotides can be introduced either in vivo or ex vivo into cells for expression in a 
mammalian subject Polynucleotides of the invention may also be administered by other known 
methods for introduction of nucleic acid into a cell or organism (including, without limitation, in 
the form of viral vectors or naked DNA). Cells may also be cultured ex vivo in the presence of 

20 proteins of the present invention in order to proliferate or to produce a desired effect on or 
activity in such cells. Treated cells can then be introduced in vivo for therapeutic purposes. 

4.123 EFFECTIVE DOSAGE 

Pharmaceutical compositions suitable for use in the present invention include 
25 compositions wherem tiie active ingredients are contained in an effective amount to achieve its 
intended purpose. More specifically, a therapeutically effective amount means an amount 
effective to prevent development of or to alleviate the existing symptoms of the subject being 
treated. Detemiination of the effective amoimt is well within the capability of those skilled in 
the art, especially in light of the detailed disclosure provided herein. For any compound used in 
30 the method of the invention^ the therapeutically effective dose can be estimated initially firom 

appropriate in vitro assays. For example, a dose can be formulated in animal models to achieve a 
circulating concentration range that can be used to more accurately determine useful doses in 
humans. For example, a dose can be formulated in animal models to achieve a circulating 
concratration range that includes the IC50 as determined in ceU culture (i.e., the concentration of 
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the test compound which achieves a half-maximal inhibition of the protein's biological activity). 
Such information can be used to more accurately determine iiseiul doses in humans. 

A therapeutically effective dose refers to that amount of the compound that results in 
ameHoration of symptoms or a prolongation of survival in a patient Toxicity and therapeutic 
S efScacy of such compounds can be determined by standard pharmaceutical procedures in cell 
cultures or e;q)erimental animals, e.g., for determioing the LD50 (the dose lethal to 50% of the 
population) and the EDso (the dose therapeutically effective in 50% of the population). The dose 
ratio between toxic and therapeutic effects is the tiierapeutic index and it can be exprtssed as the 
ratio betweoi LD50 and ED50. Compounds which exhibit high therapeutic indices are preferred. 

10 The data obtained from these cell culture assays and animal studies can be used in formulating a 
range of dosage for use in human. The dosage of such compoimds lies preferably within a range 
of circulating concentrations that include the EDso with litUe or no toxicity. The dosage may 
vary within this range depending upon the dosage form employed and the route of administration 
utilized The exact formulation, route of administration and dosage can be chosen by the 

1 5 individual physician in view of the patient's condition. See, e.g. , Fingl et al., 1975, in "The 

Pharmacological Basis of Therapeutics'*, Ch. 1 p.l. Dosage amount and interval may be adjusted 
individually to provide plasma levels of tibie acdve moiety which are sufficient to maintain the 
desired effects, or fniniTnal effective concentration (MEC). The MEC will vary for each 
compound but can be estimated fix>m in vitro data. Dosages necessary to achieve the MEC will 

20 depend on individual characteristics and route of administration. However, HPLC assays or 
bioassays can be iised to determine plasma concentrations. 

Dosage intervals can also be determined using MEC value. Compounds should be 
administered using a regimen tiiat maintains plasma levels above the MEC for 1 0-90% of the 
time, preferably between 30-90% and most preferably between 50-90%. In cases of local 

25 administration or selective uptake, the effective local concentration of the drug may not be 
related to plasma concentration. 

An exemplary dosage regimen for polypeptides or other compositions of the invention 
will be in the range of about 0.01 ^g/kgto lOOmg/kgof body weight daily, with the preferred 
dose being about 0.1 )ig/kg to 25 mg/kg of patient body weight daily, varjdng in adults and 

30 children. Dosing may be once daily, or equivalent doses may be delivered at longer or shorter 
intervals. 

The amount of composition administered will, of course, be dependent on the subject 
being treated, on the subject's age and weight, the severity of the affliction, the manner of 
administration and the judgment of the prescribing physiciaiL 

35 
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4 J2.4 PACKAGING 

The compositions may, if desired, be presented in a pack or dispenser device which may 
contain one or more unit dosage fomis containing the active ingredient The pack may, for 
example, comprise metal or plastic foil, such as a blister pack. The pack or dispenser device may 
5 be accompanied by instructions for administration. Compositions comprising a compound of the 
invention fonnulated in a compatible pharmaceutical carrier may also be prepared, placed in an 
appropriate container, and labeled for treatment of an indicated condition. 

4.13 ANTIBODIES 

1 0 Also included in the invention are antibodies to proteins, or fragments of proteins of the 

invention. The term "antibody" as used herein refers to inomunoglobulin molecules and 
immunologically active portions of immimoglobulin (Ig) molecules, molecules that contain 
an antigen-binding site that specifically binds (immimoreacts with) an antigen. Such antibodies 
include, but are not limited to, polyclonal, monoclonal, chimeric, single chain. Fab, Fab* and F(aV)2 

15 fiagments, and an Fab expression library. In general, an antibody molecule obtained fiom 

humans relates to any of the classes IgG, IgM, IgA, IgE and IgD, which di£fer fiom one another 
by the nature of the heavy chain present in the molecule. Certain classes have subclasses as well, 
such as IgGi, IgG2, and others. Furthermore, in humans, the light chain may be a kappa chain or 
a lambda chain. Reference herein to antibodies includes a reference to all such classes, 

20 subclasses and types of human antibody species. 

An isolated related protein of the invention may be intended to serve as an antigen, or a 
portion or fragment thereof, and additionally can be used as an inmiunogen to generate 
antibodies that immunospecifically bind the antigen, using standard techniques for polyclonal 
and monoclonal antibody prqparation. The full-length protein can be used or, alternatively, the 

25 invention provides antigenic peptide fi:agments of the antigen for use as inununogens. An 

antigenic peptide fi:agment comprises at least 6 amino acid residues of the amino add sequence 
of any of the full length proteins of the invention, and encompasses an epitope thereof such that 
an antibody raised against the peptide forms a specific immune complex with the fidi length 
protein or with any fragment that contains the epitope. Preferably, the antigenic peptide 

30 comprises at least 10 amino acid residues, or at least IS amino acid residues, or at least 20 amino 
acid residues, or at least 30 amino acid residues. Preferred epitopes encompassed by the 
antigenic peptide are regions of the protein that are located on its surface; commonly these are 
hydrophilic regions. 

In certain embodiments of the invention, at least one epitope encompassed by the 
35 antigenic peptide is a region on the surface of the protein of the inventiont, e.g. , a hydrophilic 
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region. A hydrophobicity analysis of the hiiman related protein sequence will indicate which 
regions of a related protein are particularly hydrophilic and, therefore, are likely to encode 
sur&ce residues useful for targeting antibody production. As a means for targeting antibody 
production, hydropathy plots showing regions of hydrophilicity and hydrophobicity may be 
5 graerated by any method well known in the art, including, for example, the Kyte Doolittle or the 
Hopp Woods methods, either with or without Fourier transformation. See, e.g., Hopp and 
Woods, 1981, Proc. Nat Acad Set. USA 78: 3824-3828; Kyte and Doolittle 1982, J. MoL Biol 
157: 105-142, each of which is incorporated herein by reference in its entirety. Antibodies that 
are specific for one or more domains within an antigenic protein, or derivatives, fragments, 

1 0 analogs or homologs thereof, are also provided herein. 

A protein of the invention, or a derivative, fragment, analog, homolog or ortholog 
thereof, may be utilized as an immunogen in the generation of antibodies that 
immimospecifically bind these protein components. 

Various procedures known within the art may be used for the production of polyclonal or 

1 S monoclonal antibodies directed against a protein of the invention, or against derivatives, 

fiagments, analogs homologs or orthologs thereof (see, for example. Antibodies: A Laboratory 
Manual, Harlow E, and Lane D, 1988, Cold Spring Harbor Laboratory Press, Cold Spring 
Harbor, NY, incorporated herein by reference). Some of these antibodies are discussed below. 



20 5.13.1 Polyclonal Antibodies 

For the production of polyclonal antibodies, various suitable host animals rabbit, 
goat, mouse or other mammal) may be immunized by one or more injections with the native 
protein, a synthetic variant thereof, or a derivative of the foregoing. An appropriate 
immunogenic preparation can contain, for example, the naturally occurring immunogenic 

25 protein, a chemically synthesized polypeptide representing the immunogenic protein, or a 

recombinantly expressed immimogenic protein. Furthermore, the protein may be conjugated to 
a second protein known to be immunogenic in the mammal being immunized. Examples of such 
immunogenic proteins include but are not limited to keyhole limpet hemocyanin, serum albumin, 
bovine thyroglobulin, and soybean trypsin inhibitor. The preparation can fiirther include an 

30 adjuvant Various adjuvants used to increase the immunological refuse include, but are not 
limited to, Freund's (complete and incomplete), mineral gels (e.g., aluminum hydroxide), sur&ce 
active substances (e.g., lysolecitfain, pluronic polyols, polyanions, peptides, oil emulsions, 
dinitrophenol, etc.), adjuvants usable in humans such as Bacille Calmette-<juerin and 
Corynebacterium parvum, or similar immunostimulatory agents. Additional examples of 
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adjuvants wbich can be employed include MPL-TDM adjuvant (monophosphoryl Lipid A, 
synthetic trehalose dicorynomycolate). 

The polyclonal antibody molecules directed against the immunogenic protein can be 
isolated from the mammal from the blood) and further purified by well known techniques, 
such as affinity chromatography using protein A or protein G, v/bich provide primarily the IgG 
fraction of immune serum. Subsequently, or ahematively, the specific antigen which is the 
target of the immunoglobulin sought, or an epitope thereoj^ may be inunobilized on a column to 
purify the immune specific antibocfy by inmiunoaffinity chromatography. Purification of 
immunoglobulins is discussed, for example, by D. Wilkinson (The Scientist, published by The 
Scientist, Inc., Philadelphia PA, Vol. 14, No. 8 (April 17, 2000), pp. 25-28). 

5.13.2 Monoclonal Antibodies 

The term "monoclonal antibody" (MAb) or "monoclonal antibody composition", as used 
herein, refers to a population of antibody molecules that contain only one molecular species of 
antibody molecule consisting of a unique light chain gene product and a unique heavy chain 
gene product In particular, the complementarity detemiining regions (CDRs) of the monoclonal 
antibody are identical in all the molecules of the population. MAbs thus contain an antigen- 
binding site capable of immunoieacting with a particular epitope of the antigen characterized by 
a unique binding affinity for it 

Monoclonal antibodies can be prepared using hybridoma methods, such as those 
described by Kohler and Milstein, Nature, 256:495 (1975). In a hybridoma method, a mouse, 
hamster, or other appropriate host animal, is typically immunized with an imniiiniTing agent to 
elicit lymphocytes that produce or are capable of producing antibodies that will specifically bind 
to the immunizing agent Alternatively, the lymphocytes can be immunized in vitro. 

The immunizing agent will typically include the protein anfigen, a fi:agment thereof or a 
fiision protein thereof. GeneraDy , either peripheral blood lymphocytes are used if cells of human 
origin are desired, or spleen cells or lymph node cells are used if non-human maminali fl n sources 
are desired. The lymphocytes are then fiised with an immortalized cell line using a suitable 
fiising agent, such as polyethylene glycol, to form a hybridoma cell (Coding, Monoclonal 
Antibodies: Principles and Practice. Academic Press, (1986) pp. 59-103). Immortalized cell 
lines are usually transformed mammalian cells, particularly myeloma cells of rodent, bovine and 
human origin. Usually, rat or mouse myeloma cell lines are employed. The hybridoma cells can 
be cultured in a suitable culture medium that preferably contains one or more substances that 
inhibit the growth or survival of the unfiised, immortalized cells. For example, if the parental 
cells lack the enzyme hypoxanthine guanine phosphoribosyl transferase (HGPRT or HPRT), the 
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culture medium for the hybridomas typically will include hypoxanthine, aminopterin, and 
thymidine ("HAT medium"), which substances prevent the growth of HGPRT-deficient cells. 

Preferred immortalized cell lines are those that fuse efficiently, support stable high level 
expression of antibody by the selected antibody-producing cells, and are sensitive to a mediimi 
5 such as HAT medium. More preferred immortalized cell lines are murine myeloma lines, which 
can be obtained, for instance, from the Salk Institute Cell Distribution Center, San Diego, 
California and the American Type Culture Collection, Manassas, Virginia Human myeloma and 
mouse-human heteromyeloma cell lines also have been described for the production of human 
monoclonal antibodies (Kozbor, J Tmmunnl^ 133:3001 (1984); Brodeur et al.. Monoclonal 
10 Antibodv Production T echniques and Applications, Marcel Dekker, Inc., New York, (1987) pp. 
51-63). 

The culture medium in \^dl^ch the hybridoma cells are cultured can then be assayed for 
the presence of monoclonal antibodies directed against the antigen. Preferably, the binding 
specificity of monoclonal antibodies produced by the hybridoma cells is determined by 

1 5 inmiunoprecipitation or by an in vitro binding assay, such as radioimmunoassay (RIA) or 

enzyme-linked immunoabsorbent assay (ELISA). Such techniques and assays are known in the 
art The binding afiSnity of the monoclonal antibody can, for example, be determined by the 
Scatchard analysis of Munson and Pollard, Anal. Biochem.> 107:220 (1980). Preferably, 
antibodies having a high degree of specificity and a high binding afOnity for the target antigen 

20 are isolated. 

Aft^ the desired hybridoma cells are identified, the clones can be subcloned by limiting 
dilution procedures and grown by standard methods. Suitable culture media for this purpose 
include, for example, Dulbecco's Modified Eagle's Medium and RPMI-1640 medium. 
Alternatively, the hybridoma cells can be grown in vivo as ascites in a manomal. 

25 The monoclonal antibodies secreted by the subclones can be isolated or purified fcom the 

culture medium or ascites fluid by conventional immunoglobulin purification procedures such 
as, for example, protein A-Sepharose, hydroxylapatite chromatography, gel electrophoresis, 
dialysis, or afBnity chromatography. 

The monoclonal antibodies can also be made by recombinant DNA methods, such as 

30 those described in U.S. Patent No. 4,816,567. DNA encoding the monoclonal antibodies of the 
invention can be readily isolated and sequenced using conventional procedures (e.g:, by using 
oligonucleotide probes that are capable of binding specifically to genes encoding the heavy and 
light chains of murine antibodies). The hybridoma cells of the invention serve as a preferred 
source of such DNA. Once isolated, the DNA can be placed into expression vectors, which are 

35 then transfected into host cells such as simian COS cells, Chinese hamster ovary (CHO) cells, or 



77 



wo 01/79449 PCTAJSOl/08656 

myeloma cells that do not otherwise produce immunoglobulin protein, to obtain the synthesis of 
monoclonal antibodies in the recombinant host cells. The DNA also can be modified, for 
example, by substituting the coding sequence for human heavy and light chain constant domains 
in place of the homologous murine sequences (U.S* Patent No. 4,81 6,567; Morrison, Nature 368. 
5 812-13 (1994)) or by covalently joining to the immunoglobulin coding sequence all or part of the 
coding sequence for a non-immunoglobulin polypeptide. Such a non-immunoglobulin 
polypeptide can be substituted for the constant domains of an antibody of the invention, or can 
be substituted for the variable domains of one antigen-combinii^ site of an antibody of the 
invention to create a chimeric bivalent antibody. 

10 

5.13^ Humanized Antibodies 

The antibodies directed against the protein antigens of the invention can further comprise 
humanized antibodies or human antibodies. These antibodies are suitable for administration to 
hmnans without engendering an inmiime response by the hun[ian against the administered 

IS inununoglobulin. Humanized fonns of antibodies are chimeric immunoglobulins, 

immunoglobulin chains or fiagments thereof (such as Fv, Fab, Fab', F(ab')2 or other antigen- 
binding subsequences of antibodies) that are principally comprised of the sequence of a human 
immunoglobulin, and contain minimal sequence derived from a non-human immunoglobulin. 
Humanization can be performed following the method of Winter and co-workers (Jones et al., 

20 Nature, 321:522-525 (1986); Riechmann et al.. Nature^ 332:323-327 (1988); Verhoeyen et al.. 
Science. 239:1534-1536 (1988)), by substituting rodent CDRs or CDR sequences for the 
corresponding sequences of a human antibody. (See also U.S. Patent No. 5,225,539.) In some 
instances, Fv fiamework residues of the human immunoglobulin are replaced by corresponding 
non-human residues. Humanize antibodies can also comprise residues which are found neither 

25 in the recipient antibody nor in the imported CDR or fiamework sequences. In general, the 
humanized antibody will comprise substantially all of at least one, and typically two, variable 
domains, in which all or substantially all of the CDR regions correspond to those of a non-human 
immimoglobulin and all or substantially all of the fiamework regions are those of a human 
inunimoglobulin consensus sequence. The humanized antibody optimally also will comprise at 

30 least a portion of an immunoglobulin constant region (Fc), typically that of a human 

inununoglobulin (Jones et al., 1986; Riechmann et al., 1988; and Presta, Curr. Op. Struct. BioL. 
2:593-596(1992)). 

5 J33 Human Antibodies 
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Fully human antibodies relate to antibody molecules in which essentially the entire 
sequences of both the light chain and the heavy chain, including the CDRs, arise Scorn himian 
genes. Such antibodies axe tenned '"human antibodies'^ or 'fully human antibodies'' herein. 
Human monoclonal antibodies can be prepared by the trioma technique; the human B-cell 
5 hybridoma technique (see Kozbor, et al., 1983 Immunol Today 4: 72) and the EBV hybridoma 
technique to produce human monoclonal antibodies (see Cole, et al., 1985 In: Monoclonal 
Antibodies and Cancer therapy, Alan R. Liss» Inc., pp. 77-96). Human monoclonal 
antibodies may be utilized in the practice of the present invention and may be produced by using 
human hybridomas (see Cote, et al., 1983. Proc Natl Acad Sci USA 80: 2026-2030) or by 
10 transforming human B-cells with Epstein Bair Virus in vitro (see Cole, et al., 1 985 In: 
Monoclonal Antibodies and Cancer Therapy, Alan R. Liss, Inc., pp. 77-96). 

In addition, human antibodies can also be produced using additional techniques, 
including phage display libraries (Hoogenboom and Winter, J. Mol. Biol., 227:381 (1991); 
Marks et al., J. MoL Biol.. 222:581 (1991)). Sunilarly, human antibodies can be made by 

1 S introducing human immunoglobulin loci into transgenic animals, e.g. , mice in which the 
endogenous immunoglobulin genes have been partially or completely inactivated. Upon 
challenge, human antibody production is observed, which closely resembles that seen in humans 
in all respects, including gene rearrangement, assembly, and antibody repertoire. This approach 
is described, for example, in U.S. Patent Nos. 5,545,807; 5,545,806; 5,569,825; 5,625,126; 

20 5,633,425; 5,661,016, and in Marks et al. (BioATechnologv 10, 779-783 (1992)); Lonberg et al. 
(Nature 368 856-859 (1994)); Morrison ( Nature 368, 812-13 (1994)); Fishwild et al,( Nature 
Biotechnology 14> 845-51 (1996));Neuberger mature Biotechnology 14, 826 (1996)); and 
Lonberg and Huszar flntenu Rev . Immunol. 13 65-93 (1995)). 

Human antibodies may additionally be produced using transgenic nonhuman animals 

25 which are modified so as to produce fully human antibodies rather than the animal's endogenous 
antibodies in response to challenge by an antigen. (See PCT publication WO94/02602). The 
endogenous genes encoding tiie heavy and light immunoglobulin chains in the nonhuman host 
have been incapacitated, and active loci encoding human heavy and light chain inmiunoglobulins 
are inserted into the host's genome. The human genes are incorporated, for example, using yeast 

30 artificial clm>mosomes contaiiiing the requisite human DNA segments. An animal which 

provides all the desired modifications is fhen obtained as progeny by crossbreeding intermediate 
transgenic animals containing fewer than the full complement of the modifications. The 
preferred embodiment of such a nonhuman animal is a mouse, and is termed the Xenomouse™ 
as disclosed in PCT publications WO 96/33735 and WO 96/34096. This animal produces B 

35 cells which secrete fiilly human immunoglobulins. The antibodies can be obtained directiy from 
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the animal after immunization with an immimogen of interest, as, for example, a preparation of a 
polyclonal antibody, or alternatively from immortalized B cells derived firom the animal, such as 
hybridomas producing monoclonal antibodies. Additionally, the genes encoding the 
immunoglobulins with human variable regions can be recovered and caressed to obtain the 
antibodies directly, or can be furdier modified to obtain analogs of antibodies such as, for 
example, single chain Fv molecules. 

An example of a mettiod of producing a nonhuman host, ex^plified as a mouse, lacking 
e^qiression of an endogenous immunoglobulin heavy chain is disclosed in U.S. Patent No. 
5,939,598. It can be obtained by a method including deleting the J segment genes from at least 
one endogenous heavy chain locus in an embryonic stem cell to prevent reairangement of the 
locus and to pxevent formation of a transcript of a rearranged immimoglobulin heavy chain locus, 
the deletion being effected by a targeting vector containing a gene encoding a selectable marker; 
and producing from the embryonic stem cell a transgenic mouse ^vhose somatic and germ cells 
contain the gene encoding the selectable marker. 

A method for producing an antibody of interest, such as a human antibody , is disclosed in 
U.S. Patent No. 5,916,771 . It includes introducing an expression vector that contains a 
nucleotide sequence encoding a heavy chain into one mammalian host cell in culture, introducing 
an expression vector containing a nucleotide sequence encoding a light chain into another 
mammqlian host cell, and fusing the two cells to form a hybrid cell. The hybrid cell expresses an 
antibody containing the heavy chain and the light chain. 

In a further improvement on this procedure, a method for identifying a clinically relevant 
epitope on an immunogen, and a correlative method for selecting an antibody that binds 
immunospecifically to the relevant epitope with high a£5nity, are disclosed in PCT publication 
WO 99/53049. 



5.13.4 Fab Fragments and Single Chain Antibodies 

According to the invention, techniques can be adapted for the production of single-chain 
antibodies specific to an antigenic protein of the invention (see ^.g., U.S. Patent No. 4,946,778). 
In addition, methods can be adapted for the construction of Fab expression libraries (see e.g. , 
Huse, et al., 1989 Science 246: 1275-1281) to allow rapid and effective identification of 
monoclonal Fab firagments with the desired specificity for a protein or derivatives, fragments, 
analogs or homologs thereof. Antibody firagments that contain the idiotypes to a protein antigen 
may be produced by techniques known in the art including, but not limited to: (i) an F(Bb')2 
fiagment produced by pepsin digestion of an antibody molecule; (ii) an Fab fiagment generated 
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by leducing the disulfide bridges of an F(ab72 firagment; (iii) an Feb fi:agment generated by the 
treatment of the antibody molecule with papain and a reducing agent and (iv) Fy fiagments. 



Hip. 



5.13.5 Bispecific Antibodies 
S Bispecific antibodies are monoclonal, preferably human or himianized, antibodies that 

have binding specificities for at least two different antigens. In the present case, one of the 
binding specificities is for an antigenic protein of the invention. The second binding target is any 
other antigen, and advantageously is a cell-sur&ce protein or receptor or receptor subunit 
Methods for making bispecific antibodies are known in tiie art Traditionally, the 

10 recombinant production of bispecific antibodies is based on the co-e7q>ression of two 

immunoglobulin heavy*chain/light-chain pairs, where the two heavy chains have different 
specificities (Milstein and Cuello, Nature. 305:537-539 (1 983)). Because of the random 
assortment of immunoglobulin heavy and light chains, these hybridomas (quadromas) produce a 
potential mixture of ten different antibody molecules, of which only one has the correct 

1 S bispecific structure. Hie purification of the correct molecule is usually accomplished by afiSnity 
chromatography steps. Similar procedures are disclosed in WO 93/08829, published 13 May 
1993,andinTrauneckere/a/., 1991 EMBOJ., 10:3655-3659. 

Antibody variable domains with the desired binding specificities (antibody-antigen 
combining sites) can be fiised to immimoglobulin constant domain sequences. The fiision 

20 preferably is with an immimoglobulin heavy-chain constant domain^ comprising at least part of 
the hinge, CH2, and CH3 regions. It is preferred to have the first heavy-chain constant region 
(CHI) containing the site necessary for light-chain binding present in at least one of the fiisions. 
DNAs encoding the immunoglobulin heavy-chain fiisions and, if desired, the immunoglobulin 
light chain, are inserted into separate expression vectors, and are co-transfected into a suitable 

25 host organism. For fiuther details of generating bispecific antibodies see, for example, Suresh et 
al., Methods in Enzvmoloev. 121:210 (1986). 

According to another approach described in WO 96/2701 1 , the iaterface between a pair 
of antibody molecules can be engineered to maximize the percentage of heterodimers which are 
recovered fiom recombinant cell culture. The preferred interface comprises at least a part of the 

30 CH3 region of an antibody constant domain. In this method, one or more small amino add side 
chains finom the inter&ce of the first antibody molecule are replaced with larger side chains (e.g. 
tyrosine or tryptophan). Compensatory "cavities" of identical or similar size to the large side 
chain(s) are created on the inter&ce of the second antibody molecule by replacii^ large amino 
acid side chains with smaller ones {e.g. alanine or tiireonine). This provides a mechanism for 

35 increasing the yield of the heterodimer over other unwanted end-products such as homodimers. 
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Bispecific antibodies can be prepared as full length antibodies or antibody fr^ments (e.g. 
F(ab')2 bispecific antibodies). Techniques for generating bispecific antibodies fiom antibody 
fi:agnients have been described in the literature. For example, bispecific antibodies can be 
prepared using chemical linkage. Brennan et al.. Science 229:81 (198S) describe a procedure 
5 wherein intact antibodies are proteolytically cleaved to generate F(ab')2 firagments. These 
fiBgments are reduced in the presence of the dithiol complexing agent sodium arsenite to 
stabilize vicinal ditfaiols and prevent intemiolecular disulfide formation. The Fab' firagments 
generated are then converted to thionitrobenzoate (TNB) derivatives. One of the Fab'-TNB 
derivatives is then reconverted to the Fab'-diiol by reduction with mercaptoethylamine and is 

1 0 mixed with an equimolar amount of the other Fab'-TNB derivative to form the bispecific 
antibody. The bispecific antibodies produced can be used as agents for the selective 
immobilization of enzymes. 

Additionally, Fab' fragments can be directly recovered from E. coli and chemically 
coiq)led to form bispecific antibodies. Shalaby et al., J. Exp. Med. 175:217-225 (1992) describe 

15 the production of a fully humanized bispecific antibody F(ab')2 molecule. Each Fab' fragment 
was separately secreted fiiom E. coli and subjected to directed chemical coupling in vitro to form 
the bispecific antibody. The bispecific antibody thus formed was able to bind to cells 
overexpressing the Eri>B2 recq>tor and noxmal human T cells, as well as trigger the lytic activity 
of human cytotoxic lymphocytes against human breast tumor targets. 

20 Various techniques for making and isolating bispecific antibody fragments directiy fiiom 

recombinant cell culture have also been described. For example, bispecific antibodies have been 
produced using leucine zippers. Kostelny et al., J. Immunol. 148(5):1547-1553 (1992). The 
leucine zipper peptides from the Fos and Jun proteins were linked to the Fab' portions of two 
different antibodies by gene fusion. The antibody homodimers were reduced at the hinge region 

25 to form monomers and then re-oxidized to form the antibody heterodimers. This method can 
also be utilized for the production of antibody homodimers. The "^diabody" technology 
described by HolKnger et al., Proc. Nati. Acad. Sci. USA 90:6444-6448 (1993) has provided an 
alternative mechanism for making bispecific antibody fragments. The firagments comprise a 
heavy-chain variable domain (Vh) coimected to a light-chain variable domain (VO by a linker 

30 which is too short to allow pairing between the two domains on the same chain. Acconlingly, 
the Vh and Vl domains of one fragment are forced to pair with the complementary Vl and Vh 
domains of another fragment, thereby fonning two antigen-binding sites. Anotiier strategy for 
making bispecific antibody firagments by the use of single-chain Fv (sFv) dimers has also been 
reported. See. Gmber et al., J. Immunol. 152:5368 (1994^ 
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Antibodies with more than two valencies are contemplated. For example, trispecific 
antibodies can be prepared. Tutt et al.» J. TmmunnI- 147:60 (1991). 
Exemplary bispeciiic antibodies can bind to two different epitopes, at least one of which 
originates in the protein antigen of the invention. Alternatively, an anti-antigenic arm of an 
S immunoglobulin molecule can be combined with an arm which binds to a triggering molecule on 
a leukocyte such as a T-cell receptor molecule (e,g, CD2, CDS, CD28, or B7), or Fc receptors for 
IgG CPcyR), such as FcyRI (CD64), FcyRII (CD32) and FcyRHI (CDl 6) so as to focus ceUular 
defense mechanisms to the cell e>q)ressing the particular antigen. Bispecific antibodies can also 
be used to direct cytotoxic agents to cells which express a particular antigen. These antibodies 
1 0 possess an antigen-binding arm and an arm which binds a cytotoxic agent or a radionuclide 
chelator, such as EOTUBE, DPTA, DOTA, or TETA. Another bispecific antibody of interest 
binds the protein antigen described herein and further binds tissue &ctor (TP). 

#■ 

5.13.6 Heteroconjugate Antibodies 

1 5 Heteroconjugate antibodies are also within the scope of the present invention. 

Heteroconjugate antibodies are composed of two covalently joined antibodies. Such antibodies 
have, for example, been proposed to target immune system cells to unwanted cells (U.S. Patent 
No. 4,676,980), and for treatment of HTV infection (WO 91/00360; WO 92/200373; EP 03089). 
It is contemplated that the antibodies can be prepared in vitro using known methods in synthetic 

20 protein chemistry, including those involving crosslinking agents. For example, immunotoxins 
can be constructed using a disulfide exchange reaction or by forming a thioether bond. 
Examples of suitable reagents for this purpose include iminothiolate and methyl-4- 
mercaptobutyrimidate and those disclosed, for example, in U.S. Patent No. 4,676,980. 

25 5.13.7 Effector Function Engineering 

It can be desirable to modify the antibody of the invention with respect to effector 
function, so as to enhance, , the effectiveness of the antibody in treating cancer. For 
ocample, cysteine residue(s) can be introduced into the Fc region, tiiereby allowing interchain 
disulfide bond formation in this region. The homodimeric antibody thus generated can have 

30 improved internalization capability and/or increased complement-mediated cell killing and 
antibody-dependent cellular cytotoxicity (ADCC). See Caron et al., J. Exp Med., 176: 1 191- 
1 195 (1992) and Shopes, J. Immunol., 148: 2918-2922 (1992). Homodimeric antibodies with 
enhanced anti-tumor activity can also be prepared using heterobifunctional cross-linkers as 
described in Wolff et al. Cancer Research, S3: 2S60-2S6S (1993). Alternatively, an antibody can 
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be engineered that has dual Fc regions and can thereby have enhanced complement lysis and 
ADCC capabilities. See Stevenson et al., Anti-Cancer Drug Design, 3: 219-230 (1989). 

5.13^ Immunoconjugates 

5 The invention also pertains to immunoconjugates comprising an antibody conjugated to a 

cytotoxic agent such as a chemottierapeutic agent, toxin (e.g., an enzymadcally active toxin of 
bacterial, fungal, plant, or animal origm, or fragments thereof), or a radioactive isotope (/. e. , a 
radioconjugate). 

Chemotherapeutic agents usefiil in the generation of sxich immunoconjugates have been 

1 0 described above. EnzymaticaUy active toxins and fragments thereof that can be used include 
diphtheria A chain, nonbinding active fragments of diphtheria toxin, exotoxin A chain (from 
Pseudomonas aeruginosa), ricin A chain, abrin A chain, modeccm A chain, alpha-sarcin, 
Aleurites fordii proteins, diantfam proteins, Phytolaca americana proteins (PAPI, PAPII, and 
PAP-S), momordica chaiantia inhibitor, curcin, crotin, s^aonaria officinalis inhibitor, gelonin, 

15 mitogellin, restrictocin, phenomycin, enomycin, and the tricothecenes. A variety of 

radionuchdes are available for the production of radioconjugated antibodies. Examples include 
^'^Bi,'^»I,>^V'^,and>^e. 

Conjugates of the antibody and cytotoxic agent are made using a variety of bifunctional 
protein-coupling agents such as N-succiiumidyl--3-(2-pyridyldithiol) propionate (SPDP), 

20 iminothiolane (IT), bifunctional derivatives of imidoesters (such as dimethyl adipimidate HCL), 
active esters (such as disuccinimidyl suberate), aldehydes (such as glutareldehyde), bis-azido 
compounds (such as bis (p-azidobenzoyl) hexanediamine), bis-diazonium derivatives (such as 
bis-(p-diazoniumbenzoyl)-ethylenediamine), diisocyanates (such as tolyene 2,6-diisocyanate), 
and bis-active fluorine conq>ounds (such as l,5-difluoro-2,4-dinitrobenzraie). For example, a 

25 ricin immunotoxin can be prepared as described in Vitetta et al.. Science, 238: 1098 (1987). 
Carbon-14-labeled l-isothiocyanatoben2yl-3-methyldiethylene triaminepentaacetic acid (MX- 
DTPA) is an exemplary chelating agent for conjugation of radionucleotide to the antibody. See 
WO94/11026. 
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30 streptavidin) for utili2ation in tumor pretargeting wherem the antibody-receptor conjugate is 
administered to the patient, followed by removal of unbound conjugate fix)m the cm:ulation 
using a clearing agent and then admmistration of a "ligand" (e.g., avidin) that is in turn 
conjugated to a cytotoxic agent. 



35 4.14 COMPUTER READABLE SEQUENCES 
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In one application of this embodiment, a nucleotide sequence of the present invention can 
be recorded on computer readable media. As used herein, ''computer readable media" refers to 
any medium which can be read and accessed directly by a computer. Such media include, but 
are not limited to: magnetic storage media, such as floppy discs, hard disc storage medium, and 
5 magnetic tape; optical storage media such as CD-ROM; electrical storage media such as RAM 
and ROM; and hybrids of these categories such as magnetic/optical storage media A skilled 

■ 

artisan can readily appreciate how any of the presently known computer readable mediums can 
be used to create a manufacture comprising computer readable medium having recorded thereon 
a nucleotide sequence of the present inventioiL As used herein, "recorded" refers to a process for 

10 storing information on computer readable medium. A skilled artisan can readily adopt any of the 
presently known methods for recording information on computer readable medium to generate 
manufactures comprising the nucleotide sequence information of the present invention. 

A variety of data storage structures are available to a skilled artisan for creating a 
computer readable medium having recorded thereon a nucleotide sequence of the present 

1 5 invention. The choice of the data storage structure will generally be based on the means chosen 
to access tiie stored information. In addition, a variety of data processor programs and formats 
can be used to store the nucleotide sequence information of the present invention on computer 
readable medium. The sequence information can be represented in a word processing text file, 
formatted in commercially-available software such as WordPerfect and Microsoft Word, or 

20 represented in the form of an ASCII file, stored in a database application, such as DB2, Sybase, 
Oracle, or the like. A skilled artisan can readily adapt any number of data processor structuring 
formats (e.g, text file or database) in order to obtain computer readable medium having recorded 
thereon the nucleotide sequence information of the present invention. 

By providing any of the nucleotide sequences SEQ ID NO: 1-5497 or a rq>resentative 

25 fi:agment thereof; or a nucleotide sequence at least 95% identical to any of the nucleotide 
sequences of SEQ ID NO: 1-5497 in computer readable form, a skilled artisan can routinely 
access the sequence information for a variety of purposes. Computer software is publicly 
available which allows a skilled artisan to access sequence information provided in a computer 
readable mediimi. The examples which follow demonstrate how software which implements the 

30 BLAST (Altschul et al., J. Mol. Biol. 215:403-410 (1990)) and BLAZE (Brutlag et al., Comp. 
Chem. 17:203-207 (1993)) search algoriduns on a Sybase system is used to identify open reading 
firames (ORFs) within a nucleic acid sequence. Such ORFs may be protein encoding fragments 
and may be useful in producing commercially important proteins such as enzymes used in 
fermentation reactions and in the production of commercially useful metabolites. 
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As used herein, '*a computer-based system" refers to the hardware means, software 
means, and data storage means used to analyze the nucleotide sequence information of the 
present invention. The minimum hardware means of the computer-based systems of the present 
invention comprises a central processing unit (CPU), input means, output means, and data 
3 storage means. A skilled artisan can readily appreciate that any one of the currently available 
con[q>uter-based systems are suitable for use in the present invention. As stated above, the 
computer-based systems of the present invention comprise a data storage means having stored 
therein a nucleotide sequence of the present invention and the necessary hardware means and 
software means for supporting and implementing a search means. As used herein, "data storage 

10 means" refers to memory which can store nucleotide sequence information of the present 

invention, or a memory access means which can access manufactures having recorded thereon 
the nucleotide sequence information of the present invention. 

As used herein, "search means" refers to one or more programs which are implemented 
on the computer-based system to compare a taiget sequence or target structural motif with the 

IS sequence information stored within the data storage means. Search means are used to identify 
fragments or regions of a known sequence which match a particular target sequence or target 
motif. A variety of known algorithms are disclosed publicly and a variety of commercially 
available software for conducting search means are and can be used in the computer-based 
systems of the present invention. Examples of such software includes, but is not limited to, 

20 Smith-Waterman, MacPattem (EMBL), BLASIN and BLASTA (iSIPOLYPEPTIDEIA), A 
skilled artisan can readily recognize fliat any one of the available algorithms or implementing 
software packages for conducting homology searches can be ad^ted for use in the present 
computer-based systems. As used herein, a "target sequence" can be any nucleic acid or amino 
add sequence of six or more nucleotides or two or more amino acids. A skilled artisan can 

25 readily recognize that the longer a target sequence is, the less likely a target sequence will be 
present as a random occurrence in the database. The most preferred sequence length of a target 
sequence is from about 1 0 to 300 amino acids, more preferably from about 30 to 100 nucleotide 
residues. However, it is well recognized that searches for conunercially important fragments, 
such as sequence fragments involved in gene expression and protein processing, may be of 

30 shorter length. 

As used herein, "a target structural motif," or "target motif," refers to any rationally 
selected sequence or combination of sequences in which the sequence(s) are chosen based on a 
three-dimensional configuration which is formed upon the folding of the taiget motif. There are 
a variety of target moti& known in the art Protein target motifs include, but are not limited to, 
35 enzyme active sites and signal sequences. Nucleic acid target moti& include, but are not limited 
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to, promoter sequences, hairpin structures and inducible e3q)ression elements (protein binding 
sequences). 



4.15 TRIPLE HELIX FORMATION 

S In addition, the fragments of the present invention, as broadly described, can be used to 

control gene expression through triple helix formation or antisense DNA or RNA, both of which 
. methods are based on the binding of a polynucleotide sequence to DNA or RNA* 
Polynucleotides suitable for use in these methods are preferably 20 to 40 bases in length and are 
designed to be complementary to a region of the gene involved in transoiption (triple helix - see 

10 Lee et al., NucL Acids Res. 6:3073 (1979); Cooney et al.. Science 15241:456 (1988); and Dervan 
et al.. Science 251:1360 (1991)) or to the mRNA itself (antisense - Ohnno, J. Neurochem. 
56:560 (1991); Oligodeoxynucleotides as Antisense Inhibitory of Gene Expression, CRC Press, 
Boca Raton, FL (1 988)). Triple helix-fonnation optimally results in a shut-off of RNA 
transcription from DNA, vMIq antisense RNA hybridization blocks translation of an mRNA 

15 molecule into polypeptide. Both techiiiques have been demonstrated to be effective in model 
systems. Information contained in the sequences of the present invmtion is necessary for the 
design of an antisense or triple helix oligonucleotide. 

4.16 DIAGNOSTIC ASSAYS AND KITS 

20 The present invention further provides methods to identify the presence or e?q>ression of 

one of the ORFs of the present invention, or homolog thereof, in a test sample, using a nucleic 
acid probe or antibodies of the present invention, optionally conjugated or otherwise associated 
with a suitable label. 

In general, methods for detecting a polynucleotide of the invention can comprise 

25 contacting a sample with a compound that binds to and forms a complex with the polynucleotide 
for a period sufiScient to form the complex, and detecting the complex, so that if a complex is 
detected, a polynucleotide of the invention is detected in the sample. Such methods can also 
comprise contacting a sample under stringent hybridization conditions with nucleic acid primers 
that anneal to a polynucleotide of the invention under such conditions, and amplifying annealed 

30 polynucleotides, so that if a polynucleotide is amplified, a polynucleotide of the invention is 
detected in the sample. 

In general, methods for detecting a polypeptide of the invention can comprise contacting 
a sample with a compound that binds to and forms a complex with the polypeptide for a period 
sufBcient to form the complex, and detecting the complex, so that if a complex is detected, a 

35 polypeptide of the invention is detected in the sample. 
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In detail, such methods comprise incubating a test sample with one or more of the 
antibodies or one or more of the nucleic acid probes of the present invention and assaying for 
binding of the nucleic acid probes or antibodies to components within the test sample. 

Conditions for incubating a nucleic acid probe or antibody with a test sample vary. 
S Incubation conditions depend on the format employed in the assay, the detection methods 

employed, and the type and nature of the nucleic acid probe or antibody used in the assay. One 
skilled in the art will recognize that any one of tiie commonly available hybridization, 
amplification or inmnmological assay formats can leadily be adapted to employ ib& nucleic acid 
probes or antibodies of the present invention. Examples of such assays can be found in Chard, 

10 T., An Introduction to Radioimmunoassay and Related Techniques, Elsevier Science Publishers, 
Amsterdam, The Netherlands (1986); Bullock, G.R. et al.. Techniques in Immunocytochemistry, 
Academic Press, Orlando, FL Vol. 1 (1982), Vol. 2 (1983), Vol. 3 (1985); Tijssen, P., Practice 
and Theory of immunoassays: Laboratory Techniques in Biochemistry and Molecular Biology, 
Elsevier Science Publishers, Amsterdam, The Netherlands (1985). The test samples of the 

1 5 present invention include cells, protein or membrane extracts of cells, or biological JQmds such as 
sputum, blood, serum, plasma, or urine. The test sample used in the above-described method 
will vary based on the assay format, nature of the detection method and the tissues, cells or 
extracts used as the sample to be assayed. Methods for preparing protein extracts or membrane 
extracts of cells are well known in the art and can be readily be adapted in order to obtain a 

20 sample which is compatible with the system utilized. 

In another embodiment of the present invention, kits are provided which contain the 
necessary reagents to carry out the assays of the present invention. Specifically, the invention 
provides a compartment kit to receive, in close confinement, one or more containers which 
comprises: (a) a first container comprising one of the probes or antibodies of the present 

25 invention; and (b) one or more other containers comprising one or more of the following: wash 
reagents, reagents capable of detecting presence of a bound probe or antibody. 

In detail, a compartment kit includes any kit in which reagents are contained in separate 
containers. Such containers include small glass containers, plastic containers or strips of plastic 
or paper. Such containers allows one to efficientiy transfer reagents from one compartment to 

30 another compartment such that the samples and reagents are not cross-contaminated, and the 
agents or solutions of each container can be added in a quantitative fashion from one 
compartment to another. Such containers will include a container which will accept the test 
sample, a container which contains the antibodies used in the assay, containers which contain 
wash reagents (such as phosphate buffered saline, Tris-buffers, etc.), and containers which 

35 contain the reagents used to detect the boimd antibody or probe. Types of detection reagents 
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include labeled nucleic acid probes, labeled secondary antibodies, or in the alternative, if the 
primary antibody is labeled, the en^miatic, or antibody binding reagents which are capable of 
reacting with the labeled antibody. One skilled m the art will readily recognize that the disclosed 
probes and antibodies of the present invention can be readily incorporated into one of the 
established kit formats which are well known in the art 

4.17 MEDICAL IMAGING 

The novel polypeptides and binding partners of the invention are use&l in medical 
imaging of sites expressing the molecules of the invention where the polypeptide of the 
invention is involved in the immune response, for imaging sites of inflammation or infection). 
See, e.g„ Kunkel et al., U.S. Pat NO. 5,413,778. Such methods involve chemical attachment of 
a labeling or imaging agent, administration of the labeled polypeptide to a subject in a 
pharmaceutically acceptable carrier, and imaging the labeled polypeptide in vivo at the target 
site. 

4.18 SCREENING ASSAYS 

Using the isolated proteins and polynucleotides of the invention, the present invention 
further provides methods of obtaining and identifying agents which bind to a polypeptide 
encoded by an ORF corresponding to any of the nucleotide sequences set forth in SEQ ID NO: 
1-5497, or bind to a specific domain of the polypeptide encoded by the nucleic acid. In detail, 
said method comprises the steps of: 

(a) contacting an agent with an isolated protein encoded by an ORF of the present 
invention, or nucleic acid of the invention; and 

(b) detennining whether the agent binds to said protein or said nucleic add. 
In general, therefore, such methods for identifying compounds that bind to a 

polynucleotide of the invention can comprise contacting a compound with a polynucleotide of 
the invention for a time sufBcient to form a polynucleotide/compound complex, and detecting 
the complex, so that if a polynucleotide/compound complex is detected, a compound that binds 
to a polynucleotide of the invention is identified. 

Likewise, in general, therefore, such methods for identifying compounds that bind to a 
polypeptide of the invention can comprise contacting a compound with a polypeptide of the 
invention for a time sufficient to form a polypeptide/compound complex, and detecting the 
complex, so that if a polypeptide/compoxmd complex is detected, a compound that binds to a 
polynucleotide of the invention is identified. 
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Methods for identifying compounds that bind to a polypeptide of the invention can also 
comprise contacting a compoimd with a polypeptide of the invention in a cell for a time 
sufGcient to form a polypeptide/compound complex, wherein the complex drives expression of a 
receptor gene sequence in the cell, and detecting the complex by detecting reporter gene 
5 sequence expression, so that if a polypeptide/compound complex is detected, a compound that 
binds a polypeptide of the invention is identified. 

Compounds identified via such methods can include compounds which modulate the 
activity of a polypeptide of the invention (that is, increase or decrease its activity, relative to 
activity observed in the absence of the compound). Alternatively, compounds identified via such 

10 methods can include compounds which modulate the expression of a polynucleotide of the 
invention (that is, increase or decrease expression relative to expression levels observed in the 
absence of the compound). Compounds, such as compounds identified via the methods of the 
invention, can be tested using standard assays well known to those of skill in the art for their 
ability to modulate activity/expression. 

15 The agents screened in the above assay can be, but are not limited to, peptides, 

carbohydrates, vitamin derivatives, or other pharmaceutical agents. The agents can be selected 
and screened at random or rationally selected or designed using protein modeling techniques. 

For random screening, agents such as peptides, carbohydrates, pharmaceutical agents and 
the like are selected at random and are assayed for their ability to bind to the protein encoded by 

20 the ORF of the present invention. Alternatively, agents may be mtionally selected or designed. 
As used hereiD, an agent is said to be ''rationally selected or designed" when the agent is chosen 
based on the configuration of the particular protein. For example, one skilled in the art can 
readily adapt currentiy available procedures to generate peptides, pharmaceutical agents and the 
like, capable of binding to a specific peptide sequence, in order to generate rationally designed 

25 antipeptide peptides, for example see Hurby et al., AppUcation of Synthetic Pq)tides: Antisense 
Peptides," In Syntiietic Peptides, A User's Guide, WJL Freeman, NY (1992), pp. 289-307, and 
Kaspczak et al.. Biochemistry 28:9230-8 (1989), or pharmaceutical agents, or the like. 

In addition to the foregoing, one class of agents of the present invention, as broadly 
described, can be used to control gene expression through binding to one of the ORFs or EMFs 

30 of the present invention. As described above, such agents can be randomly screened or 
rationally designed/selected. Targeting the ORF or EMF allows a skilled artisan to design 
sequence specific or element specific agents, modulating the expression of either a single ORF or 
multiple ORFs which rely on the same EMF for e)q>ression control. One class of DNA binding 
agents are agents which contain base residues which hybridize or form a triple helix formation 

35 by binding to DNA or RNA. Such agents can be based on the classic phosphodiester, 
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ribonucleic acid backbone, or can be a variety of sulihydryl or polymeric derivatives which have 

base attachment capacity. 

Agents suitable for use in these methods preferably contain 20 to 40 bases and are 

designed to be complementary to a region of the gene involved in transcription (triple helix - see 
5 Lee et al., Nucl. Acids Res. 6:3073 (1979); Cooney et al., Science 241 :456 (1988); and Dervan et 

al.. Science 251:1360 (1991)) or to the mRNA itself (antisense - Okano, J. Neurochem. 56:560 

(1991); Oligodeoxynucleotides as Antisense Inhibitors of Gene Expression, CRC Press, Boca 

Raton» FL (1988)). Triple helix-formation optimally results in a shut-off of RNA transcription 

from DNA, while antisense RNA hybridization blocks translation of an mRNA molecule into 
10 polypeptide. Both techniques have been demonstrated to be effective in model systems. 

Information contained in the sequences of the present invention is necessary for the design of an 

antisense or triple helix oligonucleotide and other DNA binding agents. 

Agents that bind to a protein encoded by one of the ORFs of the present invention can be 

used as a diagnostic agent. Agents vAnch bind to a protein encoded by one of the ORFs of the 
1 5 present invention can be fomiulated using known techniques to generate a phamtiaceutical 

composition. 



4.19 USE OF NUCLEIC ACIDS AS PROBES 

Another aspect of the subject invention is to provide for poiypeptide-specific nucleic acid 

20 hybridization probes capable of hybridizing with naturally occurring nucleotide sequences. The 
hybridization probes of the subject invention may be derived from any of the nucleotide 
sequences SEQ ED NO: 1-5497. Because the corresponding gene is only expressed in a limited 
number of tissues, a hybridization probe derived from of any of the nucleotide sequences SEQ 
ID NO: 1-5497 can be used as an indicator of the presence of RNA of cell type of such a tissue 

25 in a sample. 

Any suitable hybridization technique can be employed, such as, for example, in situ 
hybridization. PGR as desmbed in US Patents Nos. 4,683,195 and 4,965,188 provides 
additional uses for oligonucleotides based upon the nucleotide sequences. Such probes used in 
PGR may be of recombinant origin, may be chemically synthesized, or a mixture of both. The 

30 probe will comprise a discrete nucleotide sequence for the detection of identical sequences or a 
degenerate pool of possible sequences for identification of closely related genomic sequences. 

Other means for producing specific hybridization probes for nucleic acids include the 
cloning of nucleic acid sequences into vectors for the production of mRNA probes. Such vectors 
are known in the art and are commercially available and may be used to synthesize RNA probes 

35 in vitro by means of the addition of the appropriate RNA polymerase as T7 or SP6 RNA 
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polymerase and the appropriate radioactively labeled nucleotides. The nucleotide sequences may 
be used ta construct hybridization probes for mapping their respective genomic sequences. The 
nucleotide sequence provided herein may be mapped to a chromosome or specific regions of a 
chromosome using well known genetic and/or chromosomal mapping techniques. These 
techniques include in situ hybridization, linkage analysis against known chromosomal markers, 
hybridization scre^iing with libraries or flow-sorted chromosomal preparations specific to 
known chromosomes, and the like. The technique of fluorescent in situ hybridization of 
chromosome spreads has been desoibed, among other places, in Verma et al (1988) Human 
Chromosomes: A Manual of Basic Techniques, Pergamon Press, New York NY. 

Fluorescent in situ hybridization of chromosomal preparations and other physical 
chromosome mapping techniques may be correlated with additional genetic map data. Examples 
of genetic map data can be found in the 1994 Genome Issue of Science (26S:1981Q. Correlation 
between the location of a nucleic acid on a physical chromosomal map and a specific disease (or 
predisposition to a specific disease) may help delimit the region of DNA associated with that 
genetic disease. The nucleotide sequences of the subject invention may be used to detect 
differences in gene sequences between normal, carrier or affected individuals. 

4^0 PREPARATION OF SUPPORT BOUND OUGONUCLEOHDES 
Oligonucleotides, ie. , small nucleic acid segments, may be readily prepared by, for 
example, directiy synthesizing the oligonucleotide by chenoical means, as is commonly practiced 
20 using an automated oligonucleotide synthesizer. 

Support bound ohgonucleotidesmay be prepared by any of the methods known to those of 
skill in the art using any suitable support such as glass, polystyrene or Tefion. One strategy is to 
precisely spot oligonucleotides synthesized by standard syntiiesizers. Immobilization can be 
achieved using passive adsorption (Inouye & Hondo, (1 990) J. Clin. Microbiol. 28(6) 1 46^72); 
25 using UVUght(Nagatae/ai, 1985;Dahlene/fl/., 1987;Morrissey& Collins, (1989) Mol. Cell 
Probes3(2)189-207)orbycovalentbindii^ofbasemodifiedDNA(KeUere/ai:, 1988; 1989); all 
references being specificaUyincoiporatedherein. 

Another strategy that may be employed is the use of the strong biotin-strq)tavidin 
interaction as a hnker. For example, Broude et aL (1 994) Proc. Nati. Acad. Sci, USA 91 (8) 3072-6, 
30 describe the use of biotinylated probes, although these are duplex probes, that are immobilized on 
streptavidin-coated magnetic beads. Streptavidin-coated beads may be purchased firom Dynal, 
Oslo. Of course, this same linking chemistry is applicable to coating any surfece with streptavidin. 
Biotinylated probes may be purchased fix>m various sources, such as, e.g. , Operon Technologies 
(Alameda, CA). 
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Nunc Laboratories(Naperville, IL) is also selling suitable material that could be used l^mic 
Laboratories have developed a method by which DNA can be covalently bound to the microwell 
surface termed CovalinkNH. CovaLinkNH is a polystyrene surfece grafted with secondary amino 
groups (>NH) that serve as bridge-heads for further covalent coupling. CovaLink Modules may be 
purchased from Nunc Laboratories. DNA molecules may be bound to CovaLink exclusively at the 
S'-end by a phosphoramidatebond, allowing immobilization of more than 1 pmol of DNA 
(Rasmussene/a/., (1991) Anal. Biochem. 198(1) 138-42). 

The use of CovaLink NH strips for covalent binding of DNA molecules at the S'-end has 
been described (Rasmussen et al., (1 991 ). In this technology, a phosphoramidate bond is enq>loyed 
(Chu et al., (1983) Nucleic Acids Res. 1 1(8) 65 13-29). This is beneficial as immobili2ationusmg 
only a single covalent bond is preferred. The phosphoramidate bond joins the DNA to the 
CovaLinkNH secondary amino groups that are positioned at the end of spacer aims covalent^ 
grafted onto the polystyrene surface through a 2 nm long spacer arm. To link an ohgonucleotide to 
CovaLinkNH via an phosphoramidatebond, the oligonucleotide terminus must have a 5'-end 
phosphate group. It is, perhaps, even possible for biotin to be covalently bound to CovaLink and 
then streptavidinused to bind the probes. 

More specifically, the Mnkage method includes dissolving DNA in water (7.5 ngAil) and 
denaturingfor 1 Omin. at 95**C and cooling on ice for 10 min. Ice-cold 0.1 M l-me%limidazole, 
pH 7,0 (1 -Melmy), is then added to a final concentration of 1 0 mM 1 -Melmy. A ss DNA solution is 
then disp^ised into CovaLink NH strips (75 ul/well) standing on ice. 

Carbodiimide 0.2 M 1 -ethyl-3-P-dinKthylaminopropyl)-carbodiimide (EDC), dissolved in 
lOmM 1 -Melmv, is made fiesh and 25 ul added per well. The strips are incubated for 5 hours at 
50^C. Afterincubationthe strips are washed using, ^.^.,Nunc-InHnunoWas^ 
washed 3 times, then they are soaked widi washing solution for 5 min., and finally they are washed 
3 times (where in the washing solution is 0.4 N NaOH, 0.25% SDS heated to 50*'C). 

It is contemplated that a fiirther suitable method for use with the present invention is that 
described in PCT Patent Application WO 90/03382 (Southern & Maskos), incoiporatedherein by 
reference. This metiiod of preparing an oligonucleotide bound to a siy)poit involves attaching a 
nucleoside 3 -reagent through the phosphate group by a covalent phosphodiester link to aliphatic 
hydroxyl groups carried by the support The oligonucleotide is then synthesized on the si^ported 
nucleoside and protecting groups removed fix)m tiie synthetic oligonucleotide chain under standard 
conditions that do not cleave the oligonucleotide fcom the support Suitable reagents include 
nucleoside phosphoramidite and nucleoside hydrogen phosphorate. 

An on-ohip strategy for the preparation of DNA probe for the preparation of DNA probe 
arrays may be employed. For example, addressable laser-activated photodeprotectionmay be 
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employed in the chemical synthesis of oligonucleotides directly on a glass suiface, as described by 
FodoxetaL (1991) Science 251(4995) 767-73,incoiporatedherein by reference. Probesmay also 
be immobilized on nylon supports as described by Van Ness a/. (1 99 1) Nucleic Acids Res. 
1 9(1 2) 3345-50; or linked to Teflon using the method of Duncan & Cavalier (1 988) Anal. Biochem. 
5 169(1) 104-8; all references being specijGcally incorporatedhereia 

To link an oligonucleotide to a nylon support, as described by Van Ness etoL (\991X 
requires activation of the nylon surface via alkylation and selective activation of the 5 -amine of 
oli^nucleotides with cyanmic chloride. 

One particular way to prepare support bound oligonucleotides is to utilize the 

10 Ugfat-generated synthesis described by Peases/ a/., (1994)PNAS USA 91(1 1)5022-6, incorporated 
herein by reference). These authors used current photolithogmphic techniques to generate arrays of 
immobilized oligonucleotide probes (DNA chips). These methods, in which light is used to direct 
the synthesis of oligonucleotide probes in high-density, miniaturized arrays, utilize photolabile 
5'-protected iV-acyl-deoxynucleosidephosphoramidites, surface linker chemistry and versatile 

1 S combinatorial synthesis strategies. A matrix of 256 spadally defined oligonucleotideprobes may be 
generated in this manner. 

4:11 PREPARATION OF NUCLEIC ACID FRAGMENTS 

The nucleic acids may be obtained from any appropriate source, such as cDN As, genomic 

DNA, chromosomal DNA, microdissected chromosome bands, cosmid or YAC inserts, and RNA, 
20 including mRNA without any amplification steps. For example, Sambrook et aL (1 989) describes 

three protocols for the isolation of high molecular weight DNA from mammalian cells (p. 

9.14-9.23). 

DNA fiagments may be prepared as clones in Ml 3, plasmid or lambda vectors and/or 
prepared directly from genomic DNA or cDNA by PGR or other amplificationmethods. Samples 

25 may be prepared or dispensed in muMwell plates. About 100-1000 ng of DNA samples may be 
prepared in 2-500 ml of final volume. 

The nucleic acids would then be firagmentedby any of the methods known to those of skill 
in the art including, for example, using restriction enzymes as described at 924-9 J28 of Sambrook et 
al (1 989X shearing by ultrasound and NaOH treatment 

30 Low pressure shearingis also appropriate, as described by Schriefer a/. (1990) Nucleic 

Acids Res. 1 8(24) 7455-6, incorporated herein by reference). In this method, DNA samples are 
passed through a small French pressure cell at a variety of low to intermediate pressures. A lever 
device allows controlled application of low to intermediate pressures to the ceU. The results of 
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ihsse studies indicate that low-pressure shearing is a useful alternative to sonic and enzymatic DNA 
fiagmentationmethods. 

One particularly suitable way for firagmenting DNA is contemplated to be that using the two 
base recognition endonuclease, CvUl, described by Fitzgerald et oL (1992) Nucldc Acids Res. 
5 20(14) 3753-62. These authors described an approach for the rapid fragmentationand fi:actionation 
of DNA into particular sizes that they contemplated to be suitable for shotgun cloning and 
sequencing. 

The restriction endonuclease CvUl normally cleaves the recognition sequence PuGCPy 
between &e G and C to leave blunt ends. Atypical reaction conditions^ which alter the specificity of 

10 this enzyme (CvOl**), yield a quasi-random distribution of DNA firagmrats form the small 
molecule pUC19 (2688 base pairs). Fitzgerald et al. (1992) quantitatively evaluated the 
randomness of ftds fi:agmentation strategy, using a CvUI** digest of pUC19 that was size 
firactionatedby a rapid gel filtration method and directly ligated, without end repair, to a lac Z minus 
Ml 3 cloning vector. Sequence analysis of 76 clones showed that CviJl* ♦ restricts pyGCPy and 

IS PuGCPu, in addition to PuGCPy sites, and that new sequence data is accumulated at a rate 
consistent with random firagmentation. 

As reported in the literature, advantages of this approach compared to sonication and 
agarose gel fractionation include: smaller amounts of DNA are required (0.2-O.S ug instead of 2-5 
ug); and fewer stq>s are involved (no preligation, end rq>air, chemical extraction, or agarose gel 

20 electrophoresisand elution are needed 

Irrespective of the manner in wiiich the nucleic acid fiagments are obtained or prepared, it is 
important to denature ihc DNA to give single stranded pieces available for hybridizatiorL This is 
achieved by incubating the DNA solution for 2-5 minutes at 80-90*'C. The solution is then cooled 
quickly to 2^C to prevent renaturation of the DNA fragments before tiiey are contacted with the 

25 chip. Pho^hate groups must also be removed from genomic DNA by methods known in the art 

422 PREPARATION OF DNA ARRAYS 

Arrays may be prepared by spotting DNA samples on a support such as a nylon membrane. 
Spotting may be performed by using arrays of metal pins (the positions of which correspond to an 
array of wells in a microtiterplate) to rq>eated by transfer of about 20 nl of a DNA solution to a 
30 nylon membrane. By ofi^t printing, a density of dots higher than the density of the wells is 

achieved. One to 25 dots may be accommodated in 1 mm^, depending on the type of label used. By 
avoiding spotting in some preselected number of rows and colimms, separate subsets (subarray s) 
may be formed. Samples in one subarray may be the same genomic segment of DNA (or the same 
gene) from different individuals, or may be different, overl^ped genomic clones. Each of the 
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subanays may represent leplica spotting of the same samples. In one example, a selected gene 
segment may be amplified firom 64 patients. For each patient, the amplified gene segment may be 
in one 96-welI plate (all 96 wells containing the same sample). A plate for each of the 64 patients is 
prepared. By using a 96-pin device, all samples may be spotted on one 8 x 12 cm membrane. 
S Subarrays may contain 64 sanq>les, one finom each patient Where the 96 subanays are identical, the 
dotspanmaybe 1 mm^ and there may be a 1 mm space between subarrays. 

Another approach is to use membranes or plates (available fix>m NUNC, Nq)erville, Illinois) 
which may be partitioned by physical spacers eg, a plastic grid molded over the membrane, flie grid 
being similar to the sort of membrane applied to the bottom of multiwell plates, or hydrophobic 
1 0 strips. A fixed physical spacer is not preferred for imaging by exposure to flat phosphor-storage 
screens or x-ray films. 

The present invention is illustrated in the following examples. Upon consideration of the 
present disclosure, one of skill in the art will appreciate that many other embodiments and variations 
may be made in the scope of the present inv&a&oiL Accordingly, it is intended ibat the broads 
1 5 aspects of the present invCTtion not be limited to the disclosure of the following examples. The 
present invention is not to be limited in scope by the exemplified embodiments which are intended 
as illustrationsof single aspects of the invention, and compositions and methods which are 
fimctionally equivalent are within the scope of the invention. Indeed, numerous modifications and 
variations in the practice of the invention are expected to occur to those skilled in the art upon 
20 considerationof the present preferred embodiments. Consequently, the only limitations which 
should be placed i^n the scope of the invention are those vAAch appear in the appended claims. 

All references cited within the body of the instant specification are hereby incorporated by 
reference in their entirety. 

5.0 EXAMPLES 

25 5-1 EXAMPLE 1 

Novel Nucleic Acid Sequences Obtained From Various Libraries 
A plurality of novel nucleic acids were obtained firom cDNA libraries prepared firom various 
human tissues and in some cases isolated firom a genomic library derived firom human chromosome 
using standard PCR, SBH sequence signature analysis and Sanger sequencing techniques. The 

30 inserts of the library were amplified with PCR using primers specific for the vector sequences 
which flank the inserts. Clones firom cDNA libraries were spotted on nylon membrane filters and 
screened with oligonucleotide probes (e.g. , 7-mers) to obtain signature sequences. The clones were 
clustered into groups of similar or identical sequences. Representative clones were selected for 
sequencing. 
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In some cases, the 5' sequence of the amplified inserts was then deduced using a typical 
Sanger sequencing protocol. PGR products were purified and subjected to fluorescent dye 
terminator cyde sequencing, Smgle pass gel sequencing was done using a 377 Applied Biosystems 
(ABI) sequencerto obtain the novel nucleic acid sequences. In some cases RACE (Rapid 
Amplificationof cDNA Ends) was performed to fiuther extend flie sequence in the 5* direction. 



52 EXAMPLE 2 

Novel Contifi s 

The novel contigs of the invention were assembled fiom sequences that were obtained fiom 
a cDNA library by methods described in Example 1 above» and in some cases sequences obtained 
from one or more public databases. The sequences for the resulting nucleic acid contigs are 
designated as SEQ ID NO: 1 -5497 and are provided in the attached Sequence Listing. The contigs 
were assembled using an EST sequence as a seed. Then a recursive algorithm was used to extend 
the seed EST mto an extended assemblage, by pullmg additional sequences fix)m difiFerent databases 
(/.e., Hyseq'sdatabasecontaining EST sequences, dbEST version 115,gbpri 115,andUniGene 
version 1 03, and exons from public domain genomic sequences predicted by GenScan) that belong 
to this assemblage. The algorithm terminated when there was no additional sequences from the 
above databases that would extend the assemblage. Further, the inclusion of component sequences 
into the assemblage was based on a BL ASTN hit to the extending assemblage with BLAST score 
greater than 300 and percent identity greater than 95%. 

The novel predicted polypeptides including proteins) encoded by the novel polynucleotides 
(SEQ ID NO: 1 -5497) of the present invention are incorporatedin the attached Sequence Listing. A 
subset of the predicted polypeptide sequences contain an unknown amino acid; a stop codon; a 
possible nucleotide deletion; or a possible nucleotide insertioiL These sequences have also been 
shown in their entirety in Table 2. Table 2 also shows the corresponding start and stop nucleotide 
locations to each of SEQ ID NO: 1 -5497. Table 2 also indicates the method by which die 
polypeptide was predicted. Method A refers to a polypeptide obtained by using a software program 
called F ASTY (available from http://festa.bioch.virginia,edu) vAnch selects a polypeptide based on 
a comparison of the translated novel polynucleotide to known polynucleotides (W.R. Peaison, 
Methods in Enzymology, 183:63-98 (1990), hereinincoiporatedby reference). MethodB refereto 
a polypeptide obtained by using a software program called GenScan for human/vertebrate 
sequences (available from Stanford University, Office of Technology Licensing) that predicts the 
polypq>tide based on a probabilisticmodel of gene structure/compositionalproperties (C. Burge 
and S. Karlin, J. Mol. BioL, 268:78-94 (1997), incorporated herem by reference). MetfiodC refers 



97 



wo 01/79449 PCTAJSOl/08656 

to a polypq>tide obtained by using a Hyseq proprietary software program that translates the novel 
polynucleotide and its complementary strand into six possible amino acid sequences (forward and 
reverse fiames) and chooses Hit polypeptide with the longest open reading frame. 

The nearest neighbor results for SEQ ID NO: 1-5497 were obtained by a BLASTX 
5 version 2.0al 1 9MP-WashU search against Genpept release 1 22 and Geneseq release 2001 05 
(Derwent), using BLAST algorithm. The nearest neighbor result showed the closest homologue 
for SEQ ID NO: 1-5497. The nearest neighbor results for SEQ ID NO: 1-5497 are incorporated 
in the attached Sequence Listing. 

Using eMatrix software package (Stanford University, Stanford, CA) (Wu et al., J. 

10 Comp. Biol., Vol. 6 pp. 219-235 (1999) herein incorporated by reference), all the sequences were 
examined to determine whether they had identifiable signature regions. The attached Sequence 
Listing provides the results obtained by eMatrix analysis for each polypeptide as follows: the 
signature region foimd in the indicated polypeptide sequences, the description of the signature, 
the eMatrix p-value(s) and the position(s) of the signature within the polypeptide sequence. 

1 5 Using the pFam software program (Sonnhanmier et al.. Nucleic Acids Res., Vol. 26(1 ) 

pp. 320-322 (1998) herein incorporated by reference) all the polypeptide sequences were 
examined for domains with homology to certain peptide domains. The attached Sequence 
Listing provides the results obtained by pFam analysis for each polypeptide, namely: the name of 
the domain found, the description, the p-value and the pFam score for the identified domain 

20 widiin the sequence. 

Tables 1 and 2 follow. Table 1 showsthe various tissue sources of SEQ ID NO: 1-5497. 
Table 2 shows the start and stop imcleotides for the translated amino acid sequence for which each 
assemblage eacodes. Table 2 also provides a correlation between the amino acid sequences set forth 
in Ifae Sequence Listing, the nucleotide sequmces set forth in the Sequence Listing and the SEQ ID 

25 NO: in USSN 09/770,160. 
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Table 1 



PCT/US01/08d56 



Tissoe 

• • 
onsan 



adult 
brain 



RNA 
Source 



GIBCO 



adult 
brain 



GIBCO 



Libraiy 
Name 



AB3001 



ABD003 



SEQ ID NOS: 



81-82 126 136 154-156 175-177 213-215 
278-283 346-349 445-446 459 491-492 543 
561-562 652-653 709-711 755-757 794-795 
822-823 899 924 971-988 995 997-998 1017- 
1021 1026-1027 1036-1037 1048 1085 1128 
1143 1154 1173 1202-1204 1269-1270 1290- 
1291 1300-1301 1320-1321 1353-1355 1357- 
1359 1363-1371 1388 1394-1396 1410 1415- 
1417 1422-1424 1426 1455-1456 1465-1470 
1508-1510 1533-1535 1541-1546 1550 1580- 
1581 1585 1588-1589 1592 1603-1608 1648 
1655 1663 1674-1682 1685 1709 1719-1721 
1723 1727-1734 1746 1753 1755-1756 1773- 
1774 1805-1806 1827-1829 1839^1847 1876- 
1877 1915-1918 1951 2005 2021-2024 2027- 
2034 2042-2043 2054 2057 2072-2074 2092 
2096-2097 21 18 2144-2145 2177 2188-2190 
2193-2195 2208-22102214-2215 2251-2252 
2281-2283 2288-2291 2294-2299 2331 2344 
2382 2417-2420 2422 2430 2437 2439-2441 
2446 2456 2483 2496 2499 2510-2513 2552 
2656 2686 2741-2743 2746-2747 2774-2778 
2783 2786 2842-2843 2857-2860 2865 2873- 
2874 2879-2881 2883-2884 2960-2962 2976- 
2977 3009 3136-3137 3139-3148 3167-3168 
3170-3171 3174 3198 3207 3213-3214 3220- 
3222 3230 3240 3257-3259 3276-3277 3280- 
3282 3289-3290 3304-3307 3323-3324 3345- 
3346 3394-3395 3456 3477-3478 3536-3543 
3558-3562 3587 3689 3694-3696 3729-3730 
3737-3738 3772 3822-3825 3831-3833 3864- 
3865 3891 3963-3965 4001 4055-4056 4060- 
4061 4093 4098 4112-4113 4123 4125 4136- 
4141 4230-4231 4273-42744291-42954520 
4546-4548 4569-4571 4575-4576 4691-4692 
4740-4741 47964797 4804-4805 4864-4865 
4900 4907-4909 5148-5149 5276-5277 5295- 
5296 5298-5302 5464-5466 



1-11 52 64 81-82 123 154-156 175-177 233 
248 258-260 278-283 313-315 335 339 354 
357-361 365 379-380 388-390 394 459 491- 
492 557 561-562 574-577 582 597-598 607 
652-653 670-671 677-678 682-684 719-722 
743-744 794-795 799-800 814-816 818 822- 
823 840-844 863-869 873-875 878 882-886 
889-897 909-914 916-920 924 927 930-936 
944-960 964-966 969 971-988 993-995 997- 
999 1008-1009 1017-1021 1023-1027 1036- 
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Tissue 

origin 


RNA 

Source 


Library 

Name 


SEQ D> NOS: 








1037 1042-1048 1050-1051 1053-1054 1063- 
10681070-1071 1075 1089-1091 1110-1113 
1117-1121 1128-1136 1143 1154 1156 1159- 
1164 1172 1175 1180-1184 1198-1204 1217- 
1218 1235-1236 1244-1246 1249-1255 1269- 
1273 1281-1282 1297 1300-1301 1307 1315- 
1316 1319-1322 1349-1350 1352-1355 1357- 
1358 1374 1388-1393 1398-1399 1410 1413 
1422-1424 1426 1438-1441 1446-1449 1451- 
1456 1463-1466 1473 1478-1479 1485 1498- 
1499 1507-1510 1516-1517 1532 1536-1539 
1541-1546 1551-1552 1559-1560 1580-1581 
1588-1589 1605-1608 1612 1620-1623 1639 
1648 1654 1661-1663 1665 1671-1673 1685 
1688-1690 1694-1699 1703-1704 1708-1709 
1715-1716 1719-1721 1723 1727 1737-1739 
1743-1746 1753-1756 1765-1769 1780-1783 
1805-1817 1831-1838 1845-1851 1860 1870- 
1875 1878 1900-1911 1915-1922 1926-1927 
1951-1962 1964-1965 1978-1979 1981-1983 
1990-1991 2000-2002 2005 2010-2013 2027- 
2030 2038 2042-2043 2048 2050-2051 2057- 
2061 2066-2067 2072-2074 2083-2084 2086- 
2087 2092-2093 2096-2102 2107 2115-21 16 
2118 2125-2130 2144 2146-2147 2177 2186- 
2188 2214-2215 2223 2230-2232 2251-2252 
2254 2258-2260 2267-2270 2273 2281-2282 
2284 2288-2291 2296-2299 2310 2318-2320 
2324 2331 2333-2334 2377-2382 2389-2390 
2403-2404 241 6-241 7 2419-2424 2430 2439- 
2441 2444 2446-2447 2467 2469 2475 2483 
2488 2499 2510-2513 2536-2538 2573-2575 
2592 2594-2595 2597 2603-2604 2628-2632 
2644-2648 2656 2666 2668 2672-2674 2677- 
2680 2686 2696-2697 2726 2734 2745-2748 
2751 2760 2763-2764 2768-2771 2777-2778 
2780-2783 2786 2805-2806 2814 2820 2824- 
2826 2828 2836-2839 2843 2854 2857-2860 
2865 2894-2897 2906 2914-2917 2925-2929 
2954 2960 2964 2969-2973 2996-2998 3009 
3035-3036 3054 3084-3085 3088-3089 3094- 
3095 3100 31 10 3133-3135 3139-3148 3151- 
3152 3158 3167-3168 3170-3173 3189-3191 
3195 3199 3203-3204 3213-3214 3219 3223 
3226-3228 3230-3233 3253-3255 3257-3259 
3276-3277 3280-3282 3288-3290 3310-3311 
3313 3323-3324 3331-3332 3339-3340 3345- 
3346 3372-3373 3409-3417 3442 3477-3478 
3491-3495 3505-3506 3536-3543 3554-3556 
3558-3560 3576 3587-3589 3599-3601 3628- 
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Tissue 
origin 


RNA 
Source 


Library 
Name 


SEQ ID NOS: 








3630 3638-3640 3693 3729-3730 3810 3815- 
3821 3830-3833 3867-3869 3882-3883 3911- 
3919 3941-3942 3955-3957 3959-3960 3962 
4014-4015 4040-4045 4055-4056 4062-4064 
4076 4087-4093 4101-4102 41 12-41 16 4123 
4125 4127-41304136-41374140-41414241- 
4242 4252-4253 4285-4286 4291-4295 4335- 
4337 4439 4546-4549 4552 4570-4571 4598- 
4601 4616-4621 4652-4653 4679 4691-4692 
4740-4741 4764-4766 4796-4797 4807-4808 
4862-4863 4907-4909 4971 4976-4979 5021- 
5023 5137-51405177-5179 5181-5183 5276- 
5277 5284-5289 5291 5295-5296 5308-5309 
5389-5391 5399-5401 5421-5422 5427-5429 
5443-5444 5464-5466 5485 5490-5491 


adult 
brain 


Clontech 


ABROOl 


3-11 70 137 175-177 478 491-492 597-598 
755-757 796 852-854 910-914 964-966 1026- 
1027 1049 1158-1159 1173 1198-1201 1271 
1274 1281-1282 1297 1351 1363-1371 1389 
1479 1671-1673 1685 1719-1721 1784-1790 
1870-1875 1900-1902 1919-1922 1926-1927 
2035 2072-2074 2224-2228 2298-2299 2305- 
2306 2404 2419-2420 2436 2528-2531 2644 
2713-2714 2751 2762 2774-2776 2786 2978 
3113 3151-3152 3181-3183 3213-32143424- 
3427 3,554-3556 3577-3582 3587 3595-3596 
3638-3640 3663 3742-3744 3853 3911-3919 
3931 3941-3942 3962 4036-4039 4077-4079 
4125 4220-4223 4320 4545 4549 4570-4571 
4672-4674 4738-4739 4764-4766 4781 4815 
4910 5001-5003 5435-5437 5464-5466 


adult 
brain 


Clontech 


ABR006 


47 126 130 154-156 278-283 395 561-562 
583-590 661-662 709-711 855-856 889-897 
903-905 909 945 961-962 1063-1067 1069 
1088 1095 1154-1155 1235-1236 1281-1282 
1349-1350 1360-1362 1394 1418-1420 1580- 
1584 1626 1634-1637 1671-1673 1688-1689 
1694-1698 1715-1716 1728-1734 1763-1764 
1770-1771 1773-1774 1839-1844 1903-1911 
1913-1914 2027-2030 2035 2054-2056 2076- 
2077 2121-2124 2145 2163-2168 2188 2197- 
2199 2214-2215 2445 2591-2592 2598 2650 
2686 2737-2738 2745 2774-2778 2857-2860 
3323-3324 3328-3330 3342-3344 3354 3396- 
3398 3498-3501 3536-3543 3658-3660 3856- 
3857 4300-4308 4379-4380 4410-4412 4451- 
4452 4481-4489 4549 4624-4626 4660 4824- 
4826 4832-4834 4967-4970 5050-5052 5278- 
5279 


adult 


Clontedi 


ABR008 


30-31 39-40 45-46 62 74-77 81-82 1 16-1 19 
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Tissae 
origm 


RNA 
Sonrce 


Library 
Name 


SEQ ID NOS: 


brain 




* 


129-130 136-137 143-148 154-156 175-177 
187-190 195-196 216-218 227-230 254 258- 
260 294-295 301-303 313-315 340 388-390 
395-398 400-404 407-410 413-414 435 449 
465 493-495 499 509 520-521 531-532 545 
557-560 579-581 592-594 602-603 607 611 
629-630 647-649 652-653 659-660 675-676 
685 697-698 709-71 1 747-750 758-759 796 
804-808 817-818 829-831 836-837 840-844 
885-886 903-905 909-914 916-918 924 944 
946-949 957-960 971-974 993-994 997-1002 
1017-1021 1028 1038-1040 1042-1049 1053- 
1054 1070-1072 1076 1095 1117-1119 1128- 
11361139-1143 1151-11541160-1164 1175 
1182-1184 1192 1202-1204 1222-1223 1228 
1230-1232 1235-1236 1271 1278-1282 1285 
1294-1296 1320-1321 1323-1327 1349-1350 
1353-1354 1357-1359 1380 1383-1384 1386- 
1387 1389 1398-1401 1403-1404 1407 1411 
1421-1423 1426-1432 1446-1449 1451-1456 
1463-1464 1479-1480 1485 1488 1491-1494 
1508-1510 1527-1538 1547-1548 1557 1580- 
1584 1605-1608 1629-1632 1634-1638 1640- 
1645 1648 1667-1670 1685 1691-1692 1694- 
1698 1701-1704 1706-1709 1715-1716 1724 
1727 1737-1739 1742-1746 1754 1765-1769 
1773-1774 1780-1783 1796-1817 1827-1829 
1839-1844 1848-1851 1870-1875 1879-1885 
1896-1897 1900-1911 1915-1922 1926-1927 
1950 1952-1962 1966-1974 1978-1979 1981- 
1983 1990-1991 2005-2007 2010-2013 2017- 
2020 2025-2030 2040-2041 2044 2048 2052- 
2053 2055-2056 2058-2059 2062-2064 2068- 
2074 2076-2079 2095 2118 2134-2136 2138- 
2142 2144-2147 2161-2162 2174-2177 2186- 
2188 2191-2199 2204-2215 2223-2233 2254- 
2257 2281-2282 2286-2291 2347-2356 2362 
2380-2381 2419-2420 2437 2456 2464 2496 
2511-2513 2534-2536 2548 2554-2556 2592 
2596 2603-2604 2626 2629-2631 2633-2637 
2645-2647 2650-2655 2657-2658 2665 2669- 
2671 2675-2680 2696-2697 2702-2705 2709- 
271 1 2728-2729 2749-2750 2762 2777-2778 
2784 2828-2829 2843 2846-2850 2857-2862 
2865 2869-2870 2885-2888 2904 2925-2929 
2931-2939 2945-2946 2955 2969-2973 3084- 
3085 3118 3136-3137 3172-3173 3196 3208- 
3209 3213-3216 3219 3229-3230 3234 3240 
3243 3304-3307 3312 3331-3332 3342-3346 
3371 3403-3404 3406-3407 3424-3427 3444- 
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Tissue 


RNA 
Source 


Library 
Name 


SEQ ID NOS: 








3445 3466-3468 3477-3478 3498-3504 3514 
3516-3517 3535 3554-3556 3577-3580 3583 
3591-3593 3606-3607 3629-3630 3652 3729- 
3730 3742-3744 3760 3810 3817-3821 3831- 
3833 3845 3856-3857 3941-3942 3959-3960 
3963-3965 40364039 4077-4079 4082-4084 
4098-4099 4108 4114-4116 4125 4132-4133 
41574158 4211 42914295 43294331 4335- 
4337 43434347 43764377 4391 4393 4403 
44204424 4461-4464 4480 45424544 4549 
4552 45704571 4574 45814582 4614-4615 
4622-4623 46334635 4660 4672-4674 4691- 
4692 47404741 47484749 47514755 4764- 
4766 47684771 4785 4789 4823 4845 4882 
4886 4900 4903 49054906 4910 49184920 
4928 4946 4952 49674970 5000-5003 5024 
5050-5052 5109 5123-5124 5190-5192 5222- 
5224 5241-5242 5259 5275 5278-5279 5298- 
5302 5329-5330 5381-5383 5387-5391 5448- 
5450 5458 


adult 
biain 


Clontech 


ABROll 


154-156 388-390 1076 1128 1182-1184 1193 
1202-1204 1422-1424 2072-2074 2144 2251- 
2252 2549-2550 40624064 5298-5302 


adult 
brain 


BioChain 


ABR012 


440441 602-603 889-897 997-998 1582- 
1584 1719-1721 1780-1783 2072-2074 2186- 
2187 2223 2377-2379 3394-3395 42914295 
45814582 5123-5124 


adult 
brain 


Invitrogen 


ABR013 


341-344 491492 1205-1207 1580-1581 
1599-1602 1857-1859 1925 2072-20742186- 
2187 2208-2210 2377-2379 2469 3250-3252 
3304-3307 42674270 47964797 


adult 
brain 


Invitrogen 


ABT004 


12-13 38 52 70 92-95 126 175-177 255-257 
291 341-344 346-349 354 478 557 583-590 
612-620 675 789-793 796 840-844 871-872 
879-884 909 919-920 964-966 997-998 1017- 
1021 1026-1027 1042-1043 1051 1070-1071 
1076 1088 1108 1151-1153 1160-1164 1193 
1217-1218 1228-1229 1269-1270 1281-1282 
1320-1321 1349-1350 1385 1427-1431 1467- 
1469 1485 1532 1575-1576 1626 1629-1632 
1640-1645 1708 1715-1716 1727 1742-1746 
1773-1774 1799-1804 1807-1813 1852 1860 
1865-1875 1900-1911 1948-1949 1954-1962 
1964-1965 1981-1983 1990-1991 2010-2013 
2036-2037 2054 2072-2074 2078-2082 2086- 
2087 2143-2147 2174-2176 2186-2187 2224- 
2228 2231-2232 2255-2257 2264 2284 2310- 
2312 2369-2375 2397-2399 2419-2420 2436 
2526-2527 2592 2604 2624 2626 2629-2631 
2696-2697 2734 2751 2785 2813 2857-2860 



103 



wo 01/79449 



PCT/US01/086S6 



Tissue 
origiii 


RNA 

Source 


Libraiy 

Name 


SEQ ID NOS: 








2886-2887 2925-2929 2981-2984 3124-3128 
3195 3212-3214 3219-3222 3253-3255 3258- 
3259 3313 3339-3340 3403-3404 3411-3417 
3466-3468 3508-3513 3554-3556 3599-3601 
3661-3662 3693 3835 3959-3960 3997-3998 
4036-4039 4060-4061 4068-4069 4077-4079 
4093 4124 4131 4291-4295 4297-4299 4330- 
4331 4379-4380 4391-4393 4542-4544 4549 
4569 4672-4674 4861 4870 4900 4923-4925 
5000 5021-5023 5222-5224 5282 5387-5388 


cultured 

pieadipoc 

ytes 


Stratagene 


ADPOOl 


74-77 134 154-156 175-177 201-205 213-215 
278-283 313-315 489-492 520-521 652-653 
670-671 680-684 736-740 743-744 784-786 
796 814-816 822-823 857-859 885-886 944 
950 964-966 994 1028 1042-1043 1052 1069- 
1071 1089-1091 1129-11301143 11541156 
1172 1198-1204 1249-1255 1278-1280 1317- 
1318 1320-1321 1351 1359 1380 1410 1455- 
1456 1473 1507 1532-1535 1547-1548 1553- 
1556 155^1560 1588-1589 1611 1617-1619 
1640-1645 1648 1663 1666 1723-1724 1727 
1746 1755-1756 1765-1769 1773-1774 1780- 
1783 1839-1844 1870-1877 1925 1990-1991 
2060-2061 2118 2193-2195 2197-21992223 
2234-2242 2298-2299 2310 2331 2380-2381 
2443 2452-2454 2524-2525 2572-2573 2591- 
2592 2594-2595 2604 2672-2674 2709-271 1 
2734 2739 2819 2843-2847 2861-2862 2899- 
2900 2913 2925-2929 2979 2985 3013-3014 
3159-3162 3181-3183 3189-3191 3220-3222 
3253-3255 3285 3310-3311 3462 3486-3487 
3587 3638-3640 3673-3677 3754 3804-3806 
3815-3816 3871-3872 3969-3971 4014-4015 
4036-4039 4068-4069 4140-4141 4241-4242 
4254 4341 4534 4554-4555 4570-4571 4581- 
4582 4622-4623 4740-4741 4864-4865 4910 
5001-5003 5038-5039 5095-5097 5137-5140 


adrenal 
gland 


Clontech 


ADR002 


1-2 12-13 35 52 62 100-106 121-122 140-142 
153-156 191-192 213-215 221 232 301-303 
306 313-315 341-344 366-367 394 459 491- 
492 513 551-553 583-590 592-595 652-653 
670-671 719-722 728-733 743-744 747-750 
755-757 772 784-786 814-816 847 849-851 
889-897 909-914 916-920 944 946-949 961- 
962 993-995 997-999 1049 1070-1071 1078 
1089-1091 1117-1119 1128 1151-1153 1160- 
1164 1175 1182-1184 1193 1220-1221 1269- 
1270 1272-1273 1287 1307 1352 1355 1357- 
1359 1407 1415-1417 1422-1423 1480 1485 
1498-1499 1505 1507-1510 1526 1541-1546 
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Tissue 
origin 


RNA 
Source 


Library 
Name 


SEQ ID NOS: 1 




* 




1553-1556 1580-1581 1585 1597 1613-1619 
1638-1639 1649-1652 1656 1683-1684 1701- 
1704 1708 1715-1717 1727-1736 1747-1751 
1753 1770-1771 1799-1806 1835-1838 1870- 
1877 1896 1903-1911 1915-1922 1950-1951 
1 992 2000-2002 201 0-201 3 2025-2026 2038 
2050-205 1 2057-2059 2062-2064 2072-2074 
2086-2087 21 1 5 2144 21 53-21 55 21 79-2 181 
2186-2187 2196-2199 2208-2210 2214-2215 
2224-2228 2234-2242 2258-2260 2262 2264 
2267-2270 2296-2299 2324 2327-2330 2347- 
2348 2360 2368 2389-2390 2419-2420 2425- 
2426 2465 2499 251 1-2513 2523 2560 2573 
2650 2665 2668 2672-2674 2726 2735 2741- 
2743 2800-2801 2813 2824-2826 2840-2841 
2844-2845 2852-2854 2861-2862 2871-2872 
2894-2895 2898 2909-291 1 2925-2929 2931- 
2939 2945-2946 2961-2962 2992 3013-3014 
3017-3022 3026-3027 3035-3036 3054 3076- 
3078 3172-3173 3189-3191 3195 3218 3229 
3242 3250-3252 3285 3309 33 1 6-33 1 8 3323- 
3324 3342-3344 3396-3398 3428-3429 3444- 
3445 3472-3473 3477-3478 3519 3561-3562 
3588 3602-3604 3621 -3625 3637 3667 3673- 
3677 3689 3691 3693 3699 3724-3725 3784- 
3786 3807 3851 3860-3861 3877 3936 3955- 
3957 3969-3971 4024-4025 4027 4055-4056 
4060-4061 4076 4082-4084 4100 41 12-41 16 
4123 4138-4139 4219 4228 4230-4231 4243- 
4244 4287-4288 4330-4331 4342 4382 4391- 
4393 4410-4412 4473 4529 4537-4541 4546- 
4548 4581-4582 4629-4632 4796-4798 4835 
4864-4865 4905^910 5001-5003 5034-5036 
5190-5192 5210 5234 5278-5279 | 


adult 
heart 


GIBCO 


AHROOl 


45-46 52 56 100-106 133-134 140-142 154- | 
156 173 175-177 192 195-196 201-205 212- 
218 227-230 235 278-283 286-287 301-303 
313-315 323 332-333 341-344 346-352 366- 
367 379-380 395 400-404 413-414 436 469 
478 491-492 511 520-521 531-532 551-553 
557 574-577 583-590 599-601 604 607 612- 
620 652-653 675 677-678 680-685 697 707 
743-744 784-786 789-796 799-800 814-816 
822-823 847 885-886 889-897 91 5-920 924- 
929 93 1 -936 944-945 950 957-960 964-966 
969 971-979 992 994-1002 1017-1027 1044- 
1050 1052-1054 1056-1057 1063-1067 1070- 
1071 1075 1110-1113 1117-1119 1127-1136 
1139-1143 1154 1156 1159 1172-1173 1182- 
1185 1 192-1 193 1202-1207 1220-1221 1228 | 



105 



wo 01/79449 



PCTAJSOl/08656 



Tissue 
origin 


RNA 
Source 


Library 
Name 


SEQ ID NOS: 








1230-1232 1235-1236 1244-1246 1249-1255 
1264 1271 1281-1282 1287 1297 1300-1301 
1315-1319 1322-1327 1330-1331 1349-1350 
1353-1355 1357-1362 1374 1386-1387 1389 
1397 1403-1407 1414 1422-1423 1438 1440- 
1443 1450-1462 1465-1466 1478-1479 1481- 
1485 1489 1498-1499 1507 1515 1524 1532 
1539 1541-1546 1550-1556 1569-1576 1579 
1585 1588-1589 1591 1605-1608 1611 1629- 
1632 1639-1652 1663-1664 1666-1673 1685 
1691-1692 1694-1698 1701-1704 1707 1709 
1715-1716 1719-1721 1723-1724 1728-1739 
1746 1753-1756 1765-1769 1780-1783 1792- 
1798 1805-1817 1831-1834 1839-1851 1853 
1860 1865-1869 1876-1877 1879-1885 1897 
1919-1922 1925-1927 1948-1962 1978-1979 
1981-1983 2004-2005 2035-2038 2042-2043 
2045-2047 2050-2057 2060-2064 2072-2074 
2086-2091 2096-2097 21 1 1-21 14 2116 21 18 
2144 2146-2147 2151-2160 2173 2179-2183 
2188-2195 2208-2213 2216-2221 2223 2229- 
2232 2234-2242 2251-2252 2254-2257 2262 
2267-2270 2281-2282 2284 2288-2291 2296- 
2297 2303-2304 2310 2318-2320 2327-2331 
2369-2375 2382 2388 2405-2413 2418 2443 
2452-2454 2467 2470-2472 2488 2499 2510- 
2513 2534-2538 2558-2559 2574-2575 2579- 
2584 2592 2598 2604 2629-2631 2633-2636 
2645-2647 2649 2656-2658 2665 2667 2700 
2747-2748 2752-2753 2760-2761 2774-2776 
2781 2785 2800-2801 2808-2809 2818-2819 
2824-2826 2843-2847 2865 2888 2898 2901- 
2903 2914-2917 2931-2939 2944 2954 2960- 
2962 2965-2973 2990 2992 2996-2998 3013- 
3014 3017-3020 3025-3027 3031-3032 3035- 
3036 3054 3075 3084-3085 3096-3097 3100 
3139-3147 3156-3157 3159-3162 3167-3168 
3170-3173 3181-3184 3189-3191 3195 3204 
3210-3211 3224-3228 3240 3276-3277 3289- 
3290 3302 3310-331 1 3323-3324 3336-3338 
3341 3420 3428-3429 3444-3445 3451-3455 
3470-3471 3505-3506 3558-3560 3595-3596 
3606-3607 3619-3625 3632-3634 3663 3670- 
3671 3689 3691 3699 3707 3724-3725 3729- 
3730 3735 3742-3744 3747 3795-3800 3804- 
3806 3854 3858-3859 3864-3865 3882-3883 
3959-3960 3962 3969-3971 4014-4015 4030- 
4031 4033-4034 4040-4042 4055-4056 4060- 
4064 4068-4069 4087-4089 4101-4102 41 14- 
41 16 4123 4126 4137 4140-4141 4157-4158 
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Tissue 

• • 
ongni 


RNA 
Source 


. Library 
Name 


SEQ ID NOS: 








4220-4223 4228 4230-4235 4291-4295 4320 
4322 4335-4337 4404-4407 4420-4424 4581- 
4586 4613 4627 4633-4634 4652-4653 4672- 
4674 4740-4741 4761-4766 4768-4771 4776 
4796-4797 4835 4862-4865 4886 4900 4907- 
4910 4912 4956-4957 4967-4970 4994-4995 
5000-5003 5021-5023 5085-5088 5095-5097 
5122 5135 5148-5149 5151-5152 5166-5167 
5190-5192 5222-5224 5260 5280 5303-5305 
5329-5330 5387-5391 5399-5401 5421-5422 
5427-5429 5464-5466 5485 5492-5495 


adult 
kidney 


GIBCO 


AKDOOl 


32-34 36-37 39-40 42 45-47 74-78 87 100- 
106 116-119 136 165 175-177213-218 220 
223-231 235 244 252-253 258-260 278-283 
298-300 313-320 324-325 332-333 341-344 
346-349 364 366-367 379-380 394 396-398 
419 436 440-441 445-446 452 474 491-492 
498 519 548-553 557 574-577 583-590 602- 
603 607 629-630 652-653 677-678 682-684 
707 709-71 1 719-722 728-733 736-740 778- 
786 789-793 799-800 806-808 814-816 822- 
823 836-838 840-844 852-854 857-859 871- 
875 879-886 889-897 899-905 909-915 919- 
920 924-926 931-936 944-962 964-966 969- 
974 980-988 994-995 997-998 1000-1009 
1017-1021 1026-1027 1036-1040 1042-1043 
1049-1050 1052 1063-1071 1075-1076 1078- 
1079 1081-1082 1085 1088-1091 1110-1113 
1116-1121 1127-1130 1137-1142 1151-1155 
1159 1172-1173 1182-1184 1189-1193 1198- 
1207 1217-1218 1220-1221 1230-1232 1235- 
1236 1249-1260 126^1271 1278-1280 1287 
1294-1297 1300-1301 1307 1315-1321 1328 
1334-1335 1349-1350 1352-1354 1357-1362 
1374 1385-1389 1397-1399 1403-1407 1410 
1414-1420 1422-1423 1425-1426 1435-1436 
1438 1440-1441 1444 1451-1462 1465-1466 
1470-1472 1475-1477 1479 1481-1485 1488- 
1489 1498-1499 1504-1505 1507-1510 1515- 
1517 1524 1527-1532 1536-1538 1540-1548 
1551-1557 1561-1563 1569-1576 1579-1589 
1591 1597 1603-1608 1611-1619 1625-1626 
1634-1648 1653-1654 1656 1663-1665 1667- 
1682 1685 1688-1692 1694-1698 1701-1704 
1707-1708 1710-1716 1719-1721 1723-1724 
1727-1739 1743-1746 1753 1755-1758 1763- 
1771 1773-1783 1796-1798 1805-1806 1814- 
1817 1830-1847 1857-1860 1865-1877 1882- 
1885 1903-1911 1913-1922 1925-1927 1948- 
1953 1964-1974 1978-1979 1981-1983 1993- 
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Tissue 

• • 
ongin 


RNA 
Source 


Libraiy 
Name 


SEQ n> NOS: 


• 






1998 2004-2005 2010-2013 2021-2038 2042- 
2043 2045-2047 2055-2061 2068-2083 2086- 
2087 2092 2094 2096-2100 21 1 1-21 14 2116 
21 18 2125-2133 2137-2142 2144 2146-2147 
2151-2152 2156-2160 2173-2181 2186-2188 
2191-2195 2197-2199 2202-2203 2208-2213 
2216-2221 2223-2230 2234-2242 2244-2248 
2251-2252 2254-2257 2261 2267-2270 2272- 
2273 2280-2282 2284 2288-2291 2296-2297 
2302 2310 2318-2320 2331 2333-2334 2338- 
2340 2368 2377-2382 2386 2388-2392 2403 
2405-2415 2422-2424 2427 2430 2440-2441 
2446-2447 2451 2467-2472 2475 2483-2485 
2488 2490-2491 2496 2499 2510-2513 2521- 
2525 2528-2531 2536 2546 2554-2556 2564- 
2572 2574-2575 2579-2584 2591-2592 2596 
2604 2629-2637 2645-2649 2672-2676 2693 
2696-2697 2702-2706 2709-271 1 2716-2718 
2721 2726 2730 2734 2747-2748 2754-2758 
2760-2761 2763 2768-2772 2774-2778 2781 
2785 2800-2801 2805-2806 2809 2814 2818 
2828 2836-2839 2842-2843 2854-2863 2865 
2873-2874 2888 2894-2898 2901-2903 2913 
2925-2929 2931-2939 2945-2946 2960-2962 
2969-2976 2979 3009 3013-3014 3017-3022 
3026-3027 3054 3076-3078 3082 3098-3100 
3102-3105 3109 3136-3137 3139-3147 3151- 
3162 3167-3168 3170-3174 3189-3191 3195 
3204 3215-3216 3218 3224-3230 3234 3240 
3242 3256-3267 3276-3277 3280-3282 3285 
3288-3290 3292-3293 3296-3299 3313 3323- 
3324 3331-3335 3339-3340 3342-3344 3367- 
3368 3374-3382 3394-3398 3403-3404 3406- 
3407 3409-3410 3428-3429 3438-3441 3443- 
3445 3456 3462 3466-3468 3470-3471 3519 
3535-3543 3554-3556 3561-3562 3576-3580 
3589 3605 3610-3613 3619-3625 3628 3632- 
3634 3638-3640 3664-3665 3667 3670-3671 
3673-3677 3684 3686-3691 3716 3724-3725 
3742-3744 3747 3760-3761 3780-3781 3815- 
3816 3822-3824 3826 3830 3837-3838 3870 
3880 3882-3883 3895 3897-3905 391 1-3919 
3939-3951 3955-3957 3959-3960 3966-3971 
3997-3998 4014-4015 4036-4039 4055-4056 
4060-4064 4071-4075 4077-4079 4082-4084 
4093 4098 4101-4102 41 14-41 16 4119-4123 
41364138-4143 4220-4223 4230-4235 4243- 
4244 4252-4253 4255-4257 4260 4267-4270 
4285-4288 4322 4335-4337 4342 4363 4383- 
4384 4391-4393 4400 4430-4432 4439 4451- 
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Tissue 
origiD 


RNA 
Source 


Library 
Name 


SEQ ID NOS: 


• 






4452 4477 4520 4534 4546-4548 4561 4563 
4569-4571 4598-4601 4604 4613 4616-4621 
4629-4634 4636-4637 4652-4653 4668^71 
4679-4683 4691-4692 4740-4741 4751-4753 
47564757 47644766 4768-4771 47964797 
4815 4817 4824-4826 4832-4834 4845 4862- 
4865 4878-4879 4900 4907-4910 4912 4923- 
4926 4967-4970 5001-5003 5021-5023 5038- 
5039 5045 5050-5052 5074 5078 5082-5083 
5085-5088 5109 51 15 5123-5124 5137-5141 
5148-5149 5154-5157 5184-5187 5241-5242 
5261-5267 5284-5289 5298-5302 5308-5309 
5372-5373 5387-5391 5393 5421-5422 5435- 
5437 5455 5464-5466 5485 5489 


adult 
kidney 


Invitrogen 

ft 


AKT002 


1-2 70 278-283 313-315 379-380 457 491- 
492 574-577 582 604 652-653 699-701 707 
709-711 719-722 764-771 794-795 814-816 
822-823 840-844 906-909 924 944 950 963 
975-988 993 995 1017-1021 1042-1043 1063- 
1067 1070-1071 1076 1079 1110-1113 1117- 
1119 1128 1137-1143 1172 1182-1184 1193 
1208-1212 1220-1221 1235-1242 1278-1280 
1287 1297 1315-1318 1323-1328 1355 1357- 
1358 1360-1371 1374 1397 1405-1406 1414 
1418-1420 1425 1457-1462 1488 1507 1515 
1536-1538 1547-1548 1551-1552 1559-1560 
1579 1626 1656 1664 1674-1682 1685-1689 
1691-1693 1706 1708 1710-1716 1719-1721 
1728-1734 1737-1739 1753 1773-1774 1845- 
1851 1870-1875 1897 1903-1911 1913-1914 
1925 1948-1949 1951-1953 1978-1979 1981- 
1983 1990-1991 2004-2005 2017-2020 2027- 
2030 2038 2048 2054 2062-2064 2072-2074 
2076-2077 21 162118 2125-2133 2156-2160 
2174-21762179-2181 2186-2188 2208-2210 
2214-2215 2224-2228 2275 2277 2296-2297 
2321 2377-2379 2391 2397-2399 2421 2428 
2452-2454 2473-2474 2492-2494 2499 2528- 
2531 2536 2560 2579-2584 2592 2594-2595 
2608-2616 2706 2734 2781 2785 2818 2843- 
2845 2854 2861-2862 2886-2887 2974-2975 
2979 2984 2996-2998 3008 3100 3139-3147 
3149 3151-3152 3156-3157 3184 3195 3218 
3250-3252 3260-3267 3269 3313 3325-3327 
3336-3338 3341-3344 3424-3427 3550-3552 

1CC/f OCC/C KQA OiCOyI liOC OiOO 'SiCCO 1i^Cf\ 

3663 3693 3791 3822-3824 3943-3948 4004 
4040-4042 4055-4056 4076 4093 4109-41 1 1 
4232-4235 4241-4242 4275-4277 4534 4549 
4622-4623 4633-4634 4740-4741 4764-4766 
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Tissue 
origin 


RNA 
Source 


Library 
Name 


SEQIIXNOS: 








4796-4797 481 1 4864-4865 4907-4909 4912 
4994-4995 5109 5137-5140 5148-5150 5154- 
5157 5194 5222-5224 5259 5261-5267 5272- 
5274 5276-5277 5298-5302 5329-5330 5367- 
5368 5387-5388 5435-5437 5485 


adult lung 


GIBCO 


ALGOOl 

* 

• 


78 136 138-139 175-177 313-315 324-325 
341-344 413-414 440-441 456 491-492 511 
557652-653 677-678 728-733 784-786 794- 
795 822-823 849-851 855-856 885-886 919- 
920 954-960 975-988 992-993 997-999 1003- 
1006 1017-1021 1026-1027 1042-1043 1053- 
1054 1075 1088 1129-1130 1143 1182-1184 
1189-1191 1198-1201 1208-1212 1271 1297 
1300-1301 1317-1318 1352-1355 1374 1407 
1422-1423 1455-1462 1481-1484 1488-1489 
1497 1507-1512 1516-1517 1532-1535 1541- 
1548 1551-1556 1582-1584 1588-1589 1591 
1603-1604 1611 1617-1619 1663 1723 1727- 
1734 1742-1746 1753 1780-1783 1814-1817 
1831-1834 1852 1870-1875 1919-1922 1925 
1951 2005-2007 2038 2058-2061 2072-2074 
2086-2087 2116 2118 2121-2136 2144 2153- 
2155 2163-2168 2179-2181 2186-21872214- 
2215 2223-2228 2230 2234-2242 2277 2283 
2296-2299 2331 2380-2382 2389-2390 2467- 
2469 2473-2474 2499 2536 2553 2564-2571 
2574-2575 2604 2672-2674 2677-2680 2749- 
2750 2759 2761 2774-2776 2843 2855-2856 
2913 2957 2960 2969-2973 3081 3084-3085 
3098-3099 3156-3157 3167-3168 3213-3214 
3220-3222 3226-3228 3238 3256 3280-3282 
3289-3290 3319-3322 3333-3335 3409-3410 
3442 3466-3468 3558-3560 3588 3621-3625 
3628 3689 3776-3777 3815-3816 3893 3908 
4040-4042 4068-4069 41 14-41 16 4136 4232- 
4235 4291-4295 4335-4337 4404-4407 4439 
4545 4672-4674 4756-4757 4796-4797 4804- 
4805 4886 4907-4909 5001-5003 5046-5047 
5095-5097 5142-5143 5387-5388 5464-5466 


lymph 
node 


Clontech 


ALNOOl 


39-40 143-148 154-156269278-283 313-315 
445-446 728-733 736-742 764-771 814-816 
822-823 931-936 950 961-962 994 1000-1002 
1017-1021 1129-1130 1139-1142 1151-1153 
1182-1184 1198-1204 1244-1246 1256 1319 
1359 1398-1399 1425 1438 1455-1462 1478 
1504 1507 1511-1512 1532 1539 1547-1549 
1553-1556 1575-1576 1617-1619 1648 1659- 
1660 1663 1719-1721 1735-1736 1753 1755- 
1756 1839-1844 1857-1859 1919-1922 1925 
1951 1993-19982004 2038 2042-2043 2048 
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Tissue 
origiii 


RNA 

Source 


1 Library 

Name 


S£Q ID NOS: 








2060-2061 2086-2087 2107 211 1-21 14 21 18 
2125-2130 2137 2144-2145 2191-2195 2208- 
2210 2214-2215 2223 2254 2277 2288-2291 
2296-2297 2394 2470-2472 2483 2526-2527 
2554-2556 2649 2774-2776 2852-2854 2861- 
2862 2865 2888 2896-2897 2965-2968 3029 
3133-3135 3189-3191 3242 3250-3252 3280- 
3282 3289-3290 3312 3333-3335 3411-3417 
3577-3580 3638-3640 3716 3817-3821 3878- 
3879 3962 4023 4090-4092 4134 4140-4141 
4219 4285-4286 4581-4582 4796-4797 4864- 
4865 4907-4909 5001-5003 5261-5267 5272- 
5274 5323-5325 5332-5333 5335-5343 5423- 
5425 5444 


young 
liver 


GIBCO 


ALVOOl 


48-50 78 100-110 210-211 255-257 261-266 
278-283 286-287 313-320 332-333 381-383 
395 419 435-436 491-492 548-553 574-577 
652-653 677-678 709-711 755-757 784-786 
789-793 799-803 806-808 822-823 840-844 
852-854 910-914 916-918 924 944 969 995 
997-998 1056-1057 1063-1068 1085 1089- 
1091 1116 1120-1121 1128-1130 1139-1142 
1151-1155 1172 1177-1179 1182-1184 1189- 
1191 1198-1201 1205-12071217-12181220- 
1221 1230-1232 1249-1256 1269-1273 1290- 
1291 1300-1301 1310-1314 1323-1328 1357- 
1358 1360-1362 1374 1410 1418-1420 1479- 
1484 1497 1507 1516-1517 1527-1531 1541- 
1546 1551-1552 1557 1579-1581 1585 1590 
1592 1613-1619 1626 1656 1664 1685 1691- 
1692 1694-1698 1701-1702 1708-1709 1723 
1725-1726 1735-1739 1753 1759-1762 1765- 
1771 1773-1774 1780-1790 1796-1798 1827- 
1829 1835-1838 1848-1852 1865-1875 1882- 
1885 1903-1911 1913-1914 1919-1922 1925 
1951 1964-1965 1978-19792005 2031-2034 
2060-2061 2075 2086-2091 2096-2097 21 18 
2144 2153-2160 2174-2176 2188 2200-2201 
2223-2228 2234-2242 2244-2245 2281-2282 
2288-2291 2321 2358 2380-2382 2414-2415 
2423-2424 2427 2447 2451 2469 2477-2479 
2484-2485 2503-2504 25102533 2543-2544 
2560 2564-2571 2579-2584 2587 2648 2761 
2836-2839 2843 2865 2873-2874 2879-2881 
2945-2946 2951-2952 2957 2974-2975 3013- 
3014 3076-3078 3139-3147 3151-3152 3156- 
3157 3181-3183 3195 3226-3228 3242 3250- 
3252 3280-3282 3299 3310-331 1 3328-3330 
3345-3346 3403-3404 3456 3462 3561-3562 
3599-3601 3619-3625 3628 3654-3657 3815- 
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PCT/USOl/08656 



Tissue 


RNA 
Source 


Library 
Name 


SEQ ID NOS: 








3816 3828 3969-3971 4023 4062-4064 4090- 
4092 4121-4122 4228 4373-4375 4403 4451- 
4452 4563 4622-4623 4635-4637 4738-4739 
4768-4771 4796-4797 4815 4899 4907-4909 
4915-4916 4998-4999 5001-5003 5045 5075- 
5077 5082-5083 5130-5131 5166-5167 5226 
5335-5343 5399-5403 5414-5415 5452-5453 
5456-5457 5464-5466 


adult 
liver 


Invitrogen 


ALV002 


35-37 62 70 107-110 131-132 175-177 192 
233 255-257 261-266 278-283 313-315 337 
354 365 374-375 445-446 450-451 478 491- 
492 652-653 801-803 840-844 848 852-854 
903-905 944 954-956 995 997-998 1003-1006 
1026-1027 1032-1034 1042-1047 1049 1056- 
1060 1063-1071 10781089-1091 1117-1119 
1139-1143 1151-11541158-1159 1177-1181 
1188-1191 1193 1205-1207 1217-1218 1230- 
1232 1278-1282 1307 1310-1314 1323-1327 
1337-1345 1351 1360-1371 1380 1451-1454 
1485 1533-1535 1547-1548 1569-1574 1592 
1626 1640-1647 1656 1663 1691-1692 1708- 
1709 1723 1725-1726 1735-1739 1759-1762 
1770-1771 1773-1774 1827-1829 1835-1844 
1913-1914 1919-1922 1925 1948-1949 1954- 
1962 1981-1983 2010-2013 2025-2026 2054 
2060-2061 2118 2171 2174-2176 2186-2190 
2193-2195 2208-2210 2223 2254 2267-2270 
2276-2277 2296-2297 2308 2322 2338-2340 
2380-2381 2499 2533 2536 2543-2544 2560 
2579-2584 2629-2631 2648 2659-2662 2665 
2741-2743 2800-2801 2828 2843 2865 2879- 
2882 2905 2914-2917 2925-2929 2957 2960- 
2962 2974-2975 3013-3014 3054 3089 3156- 
3157 3181-3183 31993220-3222 32293310- 
331 1 3328-3330 3371-3373 3462 3466-3469 
3472-3473 3536-3543 3577-3580 3667 3749- 
3752 3793 3997-3998 4014-4015 4036-4039 
4082-4084 4096-4097 4282 4330-4331 4376- 
4377 4381 4451-4452 4616-4621 4633-4634 
4636-4637 4649 4687-4689 4738-4739 4754- 
4755 4768-4771 4796-4797 5050-5052 5057- 
5065 5082-5083 5130-5131 5145 5148-5149 
5164-5167 5229-5231 5335-5343 5367-5368 
5387-5391 5414-5415 5451-5453 


adult 
liver 


Clontech 


ALV003 


341-344 370-371 849-851 946-949 1177- 
1 179 1202-1204 1626 1759-1762 1770-1771 
1913-1914 2484-2485 3328-3330 4403 4998- 
4999 5130-5131 


adult 

ovary 


Invitrogen 


AOVOOl 


12-13 32-34 39-40 42 44 47-50 52 63-64 70 
74-78 87 100-1 10 1 16-1 19 133 135-139 153 
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Tissue 
origin 


RNA 
Source 


Libraiy 
Name 


SEQ ID NOS: 






* 


173 175-177 185 201-205 212-215 220 222 
227-230 233 245 267-268 277-283 286-287 
291 301-303 313-315 321 341-344 357-361 
364 372 376-377 379-380 394 396-398 436 
445-446 459 462 474 478 491-495 509 51 1 
520-524 538 543 545 551-553 561-562 574- 
577 583-594 604-607 61 1-620 629-630 641 
652-653 677-678 682-684 697 699-703 707- 
71 1 719-722 728-733 743-744 747-750 755- 
757 764-771 784-786 789-795 801-803 806- 
808 814-816 822-825 836-837 840-844 855- 
856 863-869 871-875 879-886 889-897 899- 
908 910-914 916-920 924 927 930-936 944 
950-962 964-966 969 971-988 990-995 997- 
1006 1008-1009 1017-1027 1032-1040 1042- 
1047 1049 1052-1054 1068 1070-1071 1075- 
1076 1078-1079 1081-1082 1089-1091 1095 
1108 1117-1121 1128-1142 1151-1156 1158- 
1164 1171-1173 1175 1180-1185 1189-1193 
1198-1207 1217-1218 1220-1221 1228-1232 
1235-1242 1244-1246 1249-1256 1269-1271 
1278-1280 1287 1290-1293 1297-1301 1307 
1315-1328 1332-1335 1348-1359 1363-1371 
1374 1380 1383-1384 1386-1389 1395-1396 
1398-1399 1403-1410 1413-1417 1421-1423 
1426 1432 1435-1436 1438-1444 1446-1449 
1451-1464 1467-1473 1475-1480 1485 1488 
1491-1494 1498-1499 1504-1505 1507-1512 
1515-1517 1520 1527-1538 1541-1548 1550- 
1557 1569-1576 1580-1589 1591 1603-1608 
1611-1612 1617-1619 1621-1623 1625 1629- 
1632 1638-1645 1648-1654 1656-1658 1663- 
1664 1666-1670 1674-1682 1685-1686 1688- 
1692 1694-1698 1701-1702 1707-1709 1717 
1719-1721 1723 1727-1739 1743-1746 1753 
1755-1756 1758 1763-1769 1780-1783 1792- 
1817 1827-1830 1835-1838 1848-1853 1860 
1865-1877 1879-1885 1900-1911 1915-1922 
1925-1936 1948-1953 1964-1965 1978-1979 
1981-1983 1990-1991 1993-1998 2000-2002 
2004-2005 2017-2024 2027-2037 2042-2043 
2045-2048 2052-2061 2066-2067 2076-2077 
2080-2082 2086-2091 2093-2094 2096-2100 
2111-2115 2118 2125-2133 2138-2147 2151- 
2160 2174-2177 2179-2181 218&-2187 2189- 
2195 2197-2201 2204-2215 2223 2229 2231- 
2232 2234-2242 2251-2252 2254-2262 2264- 
2265 2267-2271 2273 2275 2277 2281-2284 
2286-2291 2296-2300 2321 2331 2380-2381 
2386-2392 2395 2397-2399 2403 2414-2415 
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Tissue 
origm 


RNA 
Source 


Library 
Name 


SEQ ID NOS: 








2421-2424 2427 2433 2437 2440-2441 2443 
2445 2451-2454 2456 2463 2465 2467-2469 
2473-2474 2483 2488 2492-2494 2499 2502 
2510-2513 2521 2523 2536-2538 2546 2548- 
2550 2552 2558-2562 2574-2575 2587 2591- 
2595 2598 2604 2626 2628-2636 2639-2642 
2645-2648 2650 2656-2662 2664-2665 2668 
2675-2680 2686 2693 2696-2697 2702-2706 
2721 2726 2734-2735 2739 2741-2743 2746- 
2747 2754-2758 2760-2761 2763-2764 2768- 
2771 2774-2778 2781 2783 2785-2789 2800- 
2801 2807 2809 2814 2818-2820 2824-2826 
2828-2829 2831-2832 2842-2843 2854-2862 
2865-2867 2871-2874 2883-2884 2886-2888 
2894-2900 2905 2914-2917 2931-2939 2945- 
2947 2951-2952 2954 2961-2962 2965-2975 
2979 2985 2989-2990 2996-2998 3000 3008- 
3009 3011-3012 3017-3020 3030-3032 3035- 
3036 3054 3068 3070 3084-3085 3089 3098- 
31003102-3105 3109-31103121 31303133- 
3138 3151-3152 3158 3166 3170-3174 3181- 
3183 3192 3195 3197 3199-3203 3210-3216 
3218-3230 3234 3240 3242-3243 3245 3250- 
3259 3269 3276-3277 3280-3282 3285 3289- 
3290 3302 3310-3312 3323-3327 3331-3340 
3342-3344 3394-3395 3403-3404 3409-3417 
3422 3424-3429 3438-3442 3446-3449 3456 
3462 3466-3468 3470-3473 3477-3478 3480 
3491-3495 3516-3517 3519 3522 3535-3543 
3546 3550-3553 3558-3562 3577-3580 3586 
3588 3591-3593 3621-3623 3628-3630 3632- 
3634 3658-3662 3666-3667 3673-3677 3680 
3689 3691 3701 3714 3723-3725 3735 3737- 
3738 3761 3763 3770-3772 3784-3788 3795- 
3800 3803-3807 3810 3815-3816 3822-3824 
3828 3835 3837-3838 3870-3872 3878-3880 
3882-3883 3897-3905 3911-3919 3925-3926 
3931 3941-3942 3955-3957 3959-3960 3963- 
3971 4001 4014-4018 4021 4023 4036-4045 
4055-4056 4060-4061 4068-4069 4071-4079 
4082-4084 4087-4089 4093 4096-4098 4100- 
4102 4104-4105 4109-4116 4121-4123 4126- 
4131 4136-4143 4145-4153 4215-4217 4220- 
4223 4228 42304235 4241-4244 4252-4253 
4255-4257 426M266 4272-4277 4285-4286 
4291-4295 4326 4335-4337 4341 43744375 
4379-4381 4383-4384 4391-4393 4425 4430- 
4432 4438-4439 4461-4464 4481-4489 4501 
4533 4542-4544 4549-4550 4598-4601 461 1 
I 4613 4616-4623 4642 4652-4653 4663 4668- 
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origm 


RNA 
Source 


Library 
Name 


SEQ ID NOS: 








4674 4681-4683 469M692 4740-4741 4748- 
4749 4751-4753 4764-4766 4777-4780 4784- 
4786 4796-4797 4804-4805 4812 4820 4854 
4861-4865 4874-4875 4886 4902 4907-4910 
4912 4918-4920 4923-4925 4953 4956-4957 
4976-4979 5001-5003 5025 5040 5050-5052 
5057-5065 5085-5088 5095-5097 5109 5115 
5123-5127 5148-5149 5154-5157 5173 5222- 
5224 5241-5242 5251 5259 5261-5267 5276- 
5277 5281 5284-5289 5308-5309 5329-5330 
5335-5343 5367-5368 5387-5391 5399-5401 
5408-5410 5421-5425 5427-5429 5431-5433 
5439 5455 5464-5466 5485 5490-5491 


adult 
placenta 


Clontech 


APLOOl 


313-315 491-492 605-606 719-722 736-740 
834-835 950971-979 1017-1022 1151-1153 
1182-1184 1215-1216 1410 1418-1420 1532 
1539-1540 1564-1566 1639 1719-1721 1747- 
1751 1870-1875 1925 1966-1974 19842101- 
2102 2230 2424 2510 2524-2525 2574-2575 
2645-2647 2668 2818 2873-2874 3323-3324 
3462 3483 4040-4042 4101-4102 4581-4582 
4793-4795 5188-5189 5376 


placenta 


Invitrogen 


APL002 


12-13 192 364 491-492 520-521 709-71 1 
755-757 789-793 840-844 885-886 975-979 
1026-1027 1042-1043 1050 1070-1071 1076 
1117-1119 1160-1164 1202-1207 1215-1216 
1272-1273 1320-1321 1351 1360-1362 1380 
1400-1401 1442-1443 1473 1553-1556 1564- 
1566 1603-1608 1621-1623 1694-1698 1724 
1737-1739 1743-1745 1747-1751 1780-1783 
1860 1948-1949 2062-2064 2072-2074 2101- 
2102 21 1 1-21 14 2146-2147 21 86-2187 2204- 
2207 2310 2434-2435 2470-2472 2488 251 1- 
2513 2594-2595 2645-2647 2677-2680 2696- 
2697 2737-2738 2831-2832 2836-2839 2899- 
2900 2925-2929 2954 3065-3067 3195 3199 
3220-3222 3288 3313 3336-3338 3391 3403- 
3404 3466-3468 3536-3543 3624-3625 3638- 
3640 3932-3933 4082-4084 4273-4274 4291- 
4295 4410-4412 4701-4709 4740^741 5431- 
5433 5435-5437 


adult 
spleen 


GIBCO 


ASPOOl 


78 137 154-156 175-177 213-215 274278- 
283 313-315 324-325 332-333 341-344 346- 
349 420 456 479-480 491-492 51 1 530 557 
612-620 652-653 659-660 677-678 699-701 
728-733 741-744 764-771 784-786 814-816 
822-823 849-851 924 944 950 964-966 975- 
988 994-995 997-998 1000-1002 1008-1009 
1049 1052 1070-1071 1078 1088-1091 1128- 
1136 1151-1153 1171-1172 1193 1195-1196 
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Tissue 

• • 
ongm 


RNA 
Source 


Library 
Name 


SEQ ID NOS: 








1202-1204 1217-1218 1220-1221 1256 1269- 
1271 1287 1294-1297 1315-1318 1332-1333 
1349-1350 1352-1354 1359 1363-1371 1374 
1383-1384 1386-1387 1397 1408-1409 1414 
1418-1420 1422-1423 1425 1440-1441 1446- 
1449 1486 1497 1507-1512 1514 1516-1517 
1527-1532 1540-1548 1551-1552 1575-1576 
1586-1589 1597 1603-1604 1612 1617-1619 
1621-1623 1629-1632 1634-1637 1640-1645 
1654 1656 1663 1686 1691-1692 1708 1710- 
1714 1719-1721 1723-1724 1727 1737-1739 
1746 1753 1765-1769 1773-1774 1780-1783 
1796-1798 1807-1817 1827-1834 1853 1857- 
1859 1870-1885 1903-1911 1913-1914 1919- 
1922 1948-1949 1951 1964-1965 1978-1979 
2025-2026 2035 2038 2040-2043 2045-2047 
2054 2060-2061 2072-2074 2076-2079 2086- 
2087 2111-21 14 21 16 21 18 2131-2133 2137 
2144 2148-2150 2153-2155 2178 2182-2183 
2214-2215 2223 2230 2234-2242 2281-2283 
2298-2299 2303-2304 2310 2331 2380-2382 
2405-2413 2421 2440-2441 2452-24542456 
2461 2469-2472 2488 2510-2513 2551 2560 
2573 2603-2604 2608-2616 2650 2696-2697 
2719-2720 2726 2747 2754-2758 2803 2818 
2831-2832 2843-2845 2854 2861-2862 2873- 
2874 2914-2917 2945-2946 2974-2976 3153 
3158 3167-3168 3170-3171 3195 3210-3211 
3215-3216 3226-3228 3250-3252 3258-3259 
3280-3282 3289-3290 3336-3338 3385 3403- 
3404 3428-3429 3466-3468 3536-3543 3561- 
3562 3591-3593 3621-3625 3629-3630 3632- 
3634 3716 3784-3786 3792 3815-3816 3878- 
3879 3886 3935 3966-3971 4014-4015 4023 
4036-4039 4060-4061 4077-4079 4090-4092 
4098 4100 4126 4142-4143 4228 4232-4235 
4239-4240 4335-4337 4374-4375 4400 4404- 
4407 4451-4452 4554-4555 4598-4601 4622- 
4623 4662 4668-4671 4740-4741 4796-4797 
4832-4834 4864-4865 4907-4909 4912 4956- 
4957 5001-5003 5034-5036 5074 5095-5097 
5123-5124 5148-5149 5154-5157 5241-5242 
5261-5267 5272-5274 5298-5302 5310-531 1 
5329-5330 5335-5343 5427-5429 5440-5441 
5485 


testis 


GIBCO 


ATSOOl 


47 81-82 123 136 154-156 175-177 179 227- 
230 278-283 313-315 341-344 366-367 379- 
380 456 491-492 574-577 604 652-653 677- 
678 682-684 699-701 743-744 764-771 784- 
786 811-816 822-823 826-828 879-881 885- 
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Tissue 

origin 


RNA 

Source 


Library 

Name 


SEQ ID NOS: 








886 906-908 931-936 944-945 950 957-960 
969 971-974 993-995 997-1002 1008-1009 
1026-1027 1032-1034 1036-1037 1042-1043 
1075-1076 1080 1108 1137-1138 1173 1189- 
1191 1198-1204 1230-1232 1235-1236 1271 
1278-1282 1297 1310-1314 1317-1319 1334- 
1335 1349-1350 1357-1358 1374 1397 1403- 
1404 1413 1418-1420 1422-1423 1435-1436 
1451-1462 1485 1507 1516-1517 1547-1548 
1551-1552 1561-1563 1611 1629-1632 1640- 
1645 1648 1663 1667-1670 1685 1694-1698 
1703-1704 1708 1715-1716 1719-1721 1724 
1746 1753 1755-1756 1758 1770-1771 1780- 
1783 1814-1817 1827-1829 1848-1851 1853 
1865-1869 1882-1885 1898 1925-1927 1948- 
1949 1951 1966-1974 1981-1983 2021-2024 
2027-2030 2038 2042-2043 2052-2056 2060- 
2064 2072-2074 2080-2082 2086-2087 2096- 
2100 2118 2144 2146-2147 2153-2155 2177 
2186-21872216-2221 2231-2232 2234-2242 
2254 2267-2270 2275 2283 2310 2331 2380- 
2382 2387 2424 2447 2452-2454 2456 2468 
2473-2474 2499 2510 2536 2548 2573 2592 
2604 2644 2657-2658 2706 2715-2718 2747 
2754-2758 2761 2763-2764 2768-2771 2774- 
2776 2783 2824-2826 2843 2865-2867 2894- 
2895 2898 2945-2946 2961-2962 2989-2990 
3008 3013-3014 3017-3020 3029 3139-3147 
3167-3168 3195 3204 3212-3214 3217-3218 
3226-3228 3242-3243 3256 3285 3289-3290 
3304-3307 3339-3340 3442 3558-3562 3576 
3588 3595-3596 3628 3689 3691 3707 3723 
3735 3795-3800 3810 3871-3872 4014-4015 
4040-4042 4060-4061 4071-4075 41 14-41 16 
4121-4123 4126 4136 4142-4143 4230-4231 
4241-4242 4252-4253 4335-4337 4379-4380 
4449 4465 4542-4544 4549 4581-4586 4598- 
4601 4740-4741 4796-4797 4832-4834 4864- 
4865 4907-4910 5021-5023 5038-5039 5046- 
5047 5107-5108 5284-5289 5372-5373 5387- 
5391 5399-5401 


Genomic 
DNAfrom 
BAC 
63118 


Research 
Genetics . 
(CITB 
BAC 

Library) 


BACOOl 


3895 


Genomic 
DNAfrom 
BAC 
39316 


Research 

Genetics 

(CITB 

BAC 

Libraiy) 


BAC002 


2639-2642 
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Tissue 
origin 


RNA 
Scarce 


Library 
Name 


SEQ n> NOS: 


aduh 
bladder 


Invitrogen 


BLDOOl 

• 


154-156 175-177 301-303 341-344 652-653 
659-660 950 980-988 997-998 1 042- 1 043 
1069 1075 1139-1142 1160-1164 1193 1244- 
1246 1307 1508-1510 1575-1576 1717 1728- 
1734 1746 1805-1806 1870-1875 1882-1885 
1903-1911 1981-1983 2004 2006-2007 2038 
2060-2061 2072-2074 21 18 2191-2192 2273 
2283 2294-2295 2344 263^2642 2721 2747 
2818-2819 2914-2917 31 12 3212 3280-3282 
3424-3427 3470-3471 3536-3543 3664-3665 
3691 3760 3791 3795-3800 4014-4015 4082- 
4084 4335-4337 4613 4796-4797 4864-4865 
4960 5001-5003 5241-5242 5387-5388 5431- 
5433 


bone 
marrow 


Clontech 

t 


BMDOOl 


30-31 42 48-50 74-78 114-115 120-123 137 
143-165 175-177 213-215 227-230 232 235 
278-290 297-303 305-309 313-315 324-325 
335 341-344 354 379-380 394-398 435-438 
440-441 447-455 462-471 491-492 513 516 
520-521 538 551-553 557 561-562641 652- 
653 661-671 674 677-678 680-684 699-701 
709-760 763-772 794-795 822-823 849-851 
857-859 863-869 882-886 889-897 909-914 
916-918 921 924-926 931-936 944-945 950- 
956 969 980-988 992-995 997-1021 1026- 
1027 1032-1034 1038-1040 1049 1053-1055 
1070-1071 1075 1079 1108 1110-1113 1128- 
11361139-1143 1151-11541173 1182-1184 
1186-1187 1193 1198-1204 1217-1218 1220- 
1221 1228 1230-1232 1249-1256 1264 1269- 
1271 1274 1281-1282 1290-1291 1294-1297 
1317-1319 1322-1345 1348-1362 1374-1379 
1386-1387 1397-1399 1405-1407 1414-1417 
1422-1423 1425 1437-1438 1440-1441 1444 
1451-1464 1470 1479 1485-1489 1497-1500 
1504-1505 1507-1512 1514-1515 1518-1520 
1522-1526 1532-1563 1567-1576 1582-1585 
1588-1589 1603-1608 1612 1621-1623 1625 
1629-1632 1634-1637 1646-1648 1655-16S6 
1659-1660 1663-1664 1666-1670 1685-1690 
1694-1698 1701-1702 1707-1708 1710-1716 
1719-1721 1723-1724 1728-1739 1746 1752- 
1753 1755-1756 1765-1771 1773-1779 1805- 
1813 1830-1838 1853 1857-1860 1870-ft75 
1879-1881 1894-1896 1913-1922 1925-1936 
1948-1951 1963 1966-1974 1978-1979 1993- 
1998 2000-2003 2005 2017-2020 2027-2030 
2036-2056 2060-2064 2066-2067 2080-2082 
2086-2087 2095 2098-2102 2107-2108 21 1 1- 
21 18 2121-2150 2153-2168 2172 2174-2177 
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origin 


RNA 

Source 


Library 
Name 


SEQ ID NOS: 






* 


2191-2195 2202-2203 2214-2221 ?7?3 2229 
2231-2242 2246-2248 2254 2262 2264 2273 
2283 2288-2291 2294-2299 2302 231 1-2312 
2327-2330 2358 2377-2379 2387-2403 2418 
2422-2424 2427 2440-2441 2443 2448-2465 
2467-2469 2473-2474 2480 2488 2495 2510- 
2513 2519-25202528-2531 25602572 2592 
2598 2604 2628 2644-2648 2650 2656 2677- 
2680 2686 2698-2699 2715 2719-2720 2722- 
2744 2749-2750 2754-2758 2760-2761 2768- 
2771 2774-2776 2781 2783 2785 2793-2820 
2824-2826 2829 2843 2846-2847 2863-2867 
2873-2874 2888 2891 2894-2895 2904-2905 
2931-2939 2945-2946 2965-2973 2976 3008 
301 1-3012 3017-3022 3029 3041-3049 3054 
3100 3102-3105 3150 3166-3175 3181-3186 
3188-3194 3204 3208-3209 3212 3220-3222 
3226-3230 3235-3243 3245-3252 3256-3273 
3276-3277 3280-3283 3285 3289-3290 3299 
3304-3307 3319-3322 3341-3346 3372-3373 
3402 3406-3407 3422 3424-3427 3438-3441 
3446-3449 3456 3466-3468 3470-3471 3486- 
3487 3491-3495 3505-3506 3508-3513 3536- 
3543 3550-3552 3557-3562 3566-3573 3576 
3598-3607 3609-3614 3616-3628 3663-3665 
3673-3677 3682 3707 3724-3725 3729-3730 
3742-3744 3754 3761 3792 3794-3809 3817- 
3821 3826 3828 3836-3861 3867-3869 3878- 
3879 3881-3884 3897-3905 391 1-3919 3955- 
3957 3969-3971 4023 4028-4029 4052 4055- 
4056 4082-4084 4094-4095 4101-4107 4109- 
4120 4136 4142-4153 4156-4159 4167-4178 
4208-421 1 4215-4223 4227-4247 4267-4270 
4275-4277 4285-4286 4291-4296 4383-4384 
4430-4432 4494-4496 4501-4503 4517-4529 
4531-4536 4554-4555 4572-4591 4596-4601 
4624-4626 4649 4651 4662 4664-4665 4691- 
4692 4729 4738-4741 4761-4780 4793-4810 
4832-4834 4862-4865 4884 4907-4910 4923- 
4928 4930-4931 4933-4935 4937-4943 4945 
4961-4985 5001-5003 5038-5039 5050-5052 
5080 5114-5115 5137-5141 5148-5149 5153- 
5157 5180 5190-5192 5241-5242 5250 5252 
5254-5277 5303-5305 5307-5325 5327-5343 
5345-5354 5367-5374 5376-5379 5381-5385 
5387-5388 5397-5398 5444 5460-5461 5464- 
5466 5485 


bone 
marrow 


Clontech 


BMD002 


175-177 249-250 254 258-260 301-303 313- 
315 324-325 413-414 440-441 491-492 540 
574-577 580-581 592-594 599-601 612-620 
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Tissue 
origin 


RNA 

Source 


Library 

Name 


SEQ ID NOS: 








652-653 724-733 741-750 804-805 814-816 
846 849-851 889-897 903-905 910-914 957- 
960 970 992 994 997-998 1010-1014 1023- 
1027 1038-1040 1089-1091 1095 1110-1113 
1128 1202-1207 1217-1218 1235-1236 1256 
1271 1297 1319 1330-1333 1348-1350 1352- 
1354 1357-1358 1383-1384 1397 1457-1462 
1479 1491-1494 1497 1504 1507-1512 1532 
1547-1548 1551-1552 1575-1576 1621-1623 
1646-1647 1686 1719-1721 1727 1743-1745 
1753-1754 1763-1764 1773-1779 1796-1798 
1805-1806 1814-1817 1827-1830 1839-1844 
1848-1851 1913-1918 1925 1993-1998 2040- 
2043 2048 2052-2054 2060-2061 2078-2079 
2088-2091 21 16-21 18 2131-2142 2148-2150 
2172 2174-21762191-2195 2223 2246-2248 
2318-2320 2537-2538 2553 2604 2638 2702- 
2705 2709-2711 2713-2714 2739 2781 2796- 
2798 2803 2931-2939 2961-2962 3026-3027 
3055 3130 315^3162 3181-3183 3246 3250- 
3252 3304-3307 3402 3536-3543 3793 3847- 
3849 3925-3926 4024-4025 4060-4061 4209- 
4210 4228 4252-4253 4267-4270 4574 4581- 
4582 4729 4787 4796-4797 4858 4907-4909 
4974 4991-4993 5021-5023 5050-5052 5056 
5148-5149 5260-5267 5272-5275 5278-5279 
5335-5343 5377-5378 5416 5423-5425 5485 


bone 
marrow 


Clontech 


BMD004 


728-733 849-851 1349-1350 1486 1860 2050- 
2051 2134-2136 2148-2150 2234-2242 2803 
4209-42104598-4601 4652-4653 4907-4909 

5261-5267 5272-5274 


bone 
marrow 


Clontech 


BMD007 


396-398 440-441 453-455 491-492 712-718 
764-771 814-816 846 849-851 1096-1104 
1146-1147 1315-1316 1486 1497 1522-1523 
.2134-2136 2148-2150 2223 2803 3250-3252 
4598-4601 5001-5003 5050-5052 5310-5311 


adult 
colon 

- 


Invitrogen 


CLNOOl 

- 


1-2 32-34 64 175-177 251 278-283 452 478 
814-816 832 870 889-897 944 957-960 1044- 
10471069 1117-1119 1128 1139-1142 1195- 
1196 1217-1218 1317-1318 1386-1387 1511- 
1512 1547-1548 1640-1645 1709 1770-1771 
1860 1870-1875 1882-1885 1948-1949 1952- 
1953 1981-1983 2088-2091 2146-2147 2156- 
2160 2174-2176 2208-2210 2254 2347-2348 
2511-2513 2604 2629-2631 2737-2738 2831- 
2832 2852-2853 2865 3035-3036 3156-3157 
3220-3222 3246 3339-3340 3554-3556 3632- 
3634 3663 3673-3677 3693 3780-3781 3870 
3949-3951 4272 4275-4277 4330-4331 4534 
4636-4637 4651 4668-4674 4776 4796-4797 
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Tissue 
origin 


RNA 

Source 


Library 

Name 


S£Q ID NOS: 


Mixture 
of 16 
tissues- 
mRNAs* 


Various 
Vendors* 


CTL016 


210-211 910-914 995 1128 1479 1617-1619 
1626 1784-1790 1913-1914 2901-2903 2979 
3831-3833 4796-4797 5001-5003 5075-5077 
5154-5157 5414-5415 


Mixture 
of 16 
tissues — 
mRNAs* 


Various 
Vendors* 


CIL021 


175-177 237-240 652-653 801-803 849-851 
950 993 1042-1043 1063-1067 1156 1310- 
1314 1332-1333 1485 1511-1512 1533-1535 
1746 2148-2150 2182-2183 2186-2187 2223- 
2228 2233 2253 2484-2485 2843 2979 3189- 
3191 3250-3252 4796-4797 4907-4909 5001- 
5003 5050-5052 5196 5226 


adult 
cervix 


BioChain 


CVXOOl 


1-2 32-34 52 56 70 107-1 10 123 125 133-134 
137 140-142 153-156 175-177 195-196212 
227-230 233 278-283 288-290 301-303 313- 
315 324-325 335 341-344 365 379-380 394 
396-398 491-492 514 520-521 539 583-590 
597-598 611 682-684 697 699-701 708 719- 
722 810 814-816 822-823 840-844 857-859 
863-870 873-875 879-881 885-886 889-897 
899 903-905 909 915 919-920 925-926 931- 
936 950-953 957-962 975-988 992-995 997- 
998 1000-1002 1022 1032-1034 1044-1047 
1049 1052 1069 1075 1110-1113 1129-1130 
1144-1145 1154-1155 1165-1170 1172-1173 
1182-1184 1198-1204 1215-1216 1220-1221 
1256 1263 1271 1287 1297 1300-1301 1319- 
1321 1323-1328 1352-1355 1360-1371 1374 
1397 1400-1401 1410 1413 1421 1440-1444 
1455-1464 1470 1475-1477 1479-1480 1487 
1491-1494 1504 1507-1510 1515-1517 1524 
1547-1548 1551-1552 1557 1569-1574 1599- 
1608 1611 1^0 1625 1639 1648 1653-1654 
1657-1658 1663 1683-1685 1690 1715-1716 
1723 1735-1736 1753-1756 1763-1764 1780- 
1783 1792-1795 1805-1806 1827-1829 1835- 
1844 1852 1870-1877 1879-1881 1896 1925- 
1927 1951 1964-1965 1993-1998 2000-2002 
2005 2021-2024 2031-2035 2038 2042-2043 
2048 2050-2056 2058-2059 2062-2064 2066- 
2067 2072-2074 2078-2079 2086-2087 2096- 
2100 2111-211421162118 2137 2143-2144 
2146-2147 21 56-21 60 21 77-21 81 2191 -21 92 
2216-2221 2223-2228 2234-2242 2249 2251- 
2252 2254-2257 2273 2275 2277 2280-2282 
2296-2299 2302 2327-2331 2333-2334 2341 
2344 2349-2356 2358 2368 2377-2381 2389- 
2390 2423-2424 2456 2467 2483 2490-2494 
2499 2510-2513 2546 2549-2550 2560 2563 
2573-2575 2591 2594-2595 2597 2603-2604 
2628-2631 2645-2647 2651-2655 2706 2713- 
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Tissue 
origin 


RNA 
Source 


Library 
Name 


SEQIDNOS: 






• 


2715 2726 2752-2758 2760 2763 2768-2771 
2774-2776 2783 2807 2809 2820 2824-2826 
2829 2831-2832 2836-2839 2843-2845 2854 
2865-2867 2871-2872 2898 2905 2925-2929 
2931-2939 2945-2947 2954 2961-2962 2969- 
2976 2979 2981-2983 2985 2989 3009 3017- 
3020 3030 3080 3089 3093 3096-3097 3100 
3109 3112 3130 3149 3156-3158 3170-3173 
3181-3183 3195 3199 3206 3213-3214 3220- 
3222 3224-3225 3247-3248 3253-3256 3258- 
3267 3280-3282 3285 3289-3290 3292-3293 
3310-3311 3319-3324 3341 3345-33463349- 
3352 3394-3398 3403-3405 3409-3410 3420 
3424-3427 3437-3441 3446-3449 3456 3462 
3491-3495 3535-3543 3558-3560 3628-3630 
3654-3657 3673-3677 3680 3691 3707 3714 
3735-3736 3760 3772 3778 3795-3800 3807 
3822-3824 3830 3870-3872 3882-3883 3891 
3925-3926 3959-3960 3969-3971 4076 4098 
4100-4102 41 12-41 16 4127-4130 4219-4223 
4230-4231 4241-4242 4245 4289-4295 4322 
4382 4391-4393 4403 4435-4437 4550 4581- 
4582 4616-4621 4629-4632 4663 4675 4679 
4681-4683 4761-4766 4785 4796-4797 4884 
4910 4913 4953 4956-4957 4976-4979 5151- 
5152 5177-5179 5272-5274 5284-5289 5293 
5303-5305 5335-5343 5421-5425 5431-5433 
5464-5466 


di^hrag 
m 


BioChain 


DIA002 


574-577 1230-1232 1524 1605-16082116 
2143 2843 3795-3800 4060-4061 4598-4601 


ejodotheli 
al cells 


Stratagene 


EDTOOl 


1-2 32-34 38 45-46 56 70 74-77 137 140-142 
165 173 175-177 187-190 195-196213-215 
220 231 278-283 294-295 313-315 330 332- 
333 341-344 346-349 364 366-367 379-380 
395 445-446 474 491-495 511 520-521 531- 
532 545 548-553 574-577 612-620 652-653 
682-684 697 704-706 709-711 719-722 801- 
803 811-816 822-823 836-837 863-872 879- 
881 885-886 889-897 899 903-914 919-920 
927 930-936 944 950 954-962 964-966 969 
971-988 993-995 997-998 1000-1002 1007- 
1014 1017-1021 1026-1027 1032-1034 1036- 
1040 1042-1052 1068-1071 1075-1076 1079 
1089-1091 1095 1110-1113 1117-11191128- 
1136 1139-1143 1151-1153 1155-1156 1160- 
1164 1172 1192-1193 1198-1204 1217-1218 
1220-1221 1235-1242 1244-1246 1249-1255 
1281-1282 1287 1294-1297 1300-1301 1315- 
1319 1328 1337-1345 1349-1355 1357-1359 
1374 1380 1386-1387 1390-1393 1397-1401 
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Tissue 
origin 


RNA 

Source 


Library 
Name 


1 SEQ ID NOS: 








1403-1406 1408-1409 1418-1420 1422-1423 
1432 1438 1440-1443 1446-1449 1451-1456 
1467-1472 1475-1477 1479-1480 1485 1488- 
1489 1504 1507 1516-1517 1524 1527-1535 
1541-1546 1551-1557 1569-1574 1579 1582- 
1587 1591 1605-1608 1611-1612 1617-1620 
1625 1629-1632 1634-1648 1656 1663 1667- 
1670 1685 1687-1689 1691-1698 1701-1704 
1706 1708-1714 1717 1719-1721 1723-1724 
1727 1737-1739 1743-1746 1753 1755-1756 
1758 1763-1771 1773-1774 1780-1783 1796- 
1804 1807-1817 1830-1844 1857-1860 1870- 
1875 1878 1882-1885 1900-1911 1915-1922 
1925-1927 1948-1962 1964-1974 1978-1979 
1981-1983 1993-1998 2004-2005 2010-2013 
2017-2020 2025-2026 2031-2038 2042-2043 
2045-2048 2052-2054 2058-2061 2068-2071 
2080-2082 2086-2091 2093 2096-2097 2101- 
2102 21 1 1-21 14 21 18 2121-2124 2138-2142 
2144-21472153-21602171 2173-2176 2178- 
2181 2186-21872189-2192 2197-2199 2204- 
2213 2216-2221 2223-2228 2230-2232 2234- 
2242 2251-2252 2254-2257 2267-2271 2278 
2280-2283 2288-2291 2341 2365 2369-2375 
2377-2381 2386 2389-2390 2414-2415 2423 
2452-2454 2456 2469-2474 2492-2494 2496 
2499-2502 2510-2513 2526-2531 2536-2538 
2548 2560-2575 2587 2592 2594-2595 2603- 
2604 2626 2628-2631 2639-2642 2645-2647 
2657-2662 2665 2672-2674 2696-2697 2702- 
2706 2721 2726 2728-2730 2737-2738 2741- 
2743 2748 2754-2758 2760-2761 2774-2778 
2781 2785 2800-2801 2807 2813-2814 2818- 
2819 2821-2826 2829 2831-2832 2836-2841 
2843 2846-2850 2854-2862 2865 2871-2872 
2886-2887 2896-2898 2914-2918 2925-2929 
2931-2939 2945-2946 2960 2969-2975 2977 
2981-2983 2990 3008 3017-3020 3026-3027 
3098-3099 3102-3105 3136-3137 3149 3156- 
3157 3159-3162 3167-3168 3170-3174 3189- 
3191 3195 3213-3214 3218 3229 3231-3233 
3240 3242 3247-3248 3257 3260-3267 3269 
3280-3282 3285 3289-3290 3297-3298 33(a 
3312 3319-3324 3331-3335 3349-3352 3396- 
3398 3409-3410 3424-3429 3438-3441 3444- 
3445 3466-3468 3470-3473 3480 3491-3495 
3498-3501 3505-3506 3522 3536-3543 3554- 
3556 3558-3562 3576-3580 3586 3588-3590 
3605 3616-3617 3619-3625 3628 3632-3634 
3638-3640 3658-3660 3664-3665 3667 3670- 
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Tissue 
origin 


RNA 
Source 


Library 

Name 


SEQ n> NOS: 








3671 3673-3677 3680 3684 3689 3691 3693 
3707 3717-3723 3754 3780-3781 3787-3788 
3792-3793 3804-3807 381 1-3816 3860-3861 
3871-3872 3882-3883 3941-3942 3959-3960 
3969-3971 3997-3998 4014-4015 4040-4042 
4062-4064 4068-4069 4071-4075 4077-4079 
4082-4084 4090-4092 4100 41 1441 16 4121- 
4122 4140-4144 4215-4217 4220-4223 4239- 
4244 4255-4257 4267-4270 4273-4274 4291- 
4295 4341 4374-4377 4379-4380 4383-4384 
4391-4393 4397 4430-4432 4549 4570-4571 
4583-4586 4598-4601 4604 4633-4634 4636- 
4637 4651 4672-4674 4748-4749 4764-4766 
4796-4797 4804-4805 4812 4864-4865 4907- 
49104953 5038-5039 5046-5047 5050-5052 
5095-5097 5107-5108 51 19 5123-5124 5137- 
5140 5142-5143 5148-5150 5177-5179 5184- 
5187 5235 5255 5276-5277 5367-5368 5387- 
5391 5399-5401 5408-5410 5423-5425 5427- 
5429 5442 5497 


Genomic 
clones 
finmthe 
short arm 
of 

chromoso 
me 8 


Genomic 
DNA 
from 
Genetic 

Research 


EPMOOl 


2639-2642 

• 


esophagu 
s 


BioChain 


ESO002 


885-886 1639 2223 


fetal 
biain 


Clontech 


FBROOl 


153 278-283 863-869 1 156 1400-1401 1626 
1691-1692 1727 21 18 2229 2604 2645-2647 
2844-2845 3174 3763 3780-3781 4090-4092 
4140-4141 4545 4835 


fetal 
brain 


Clontech 


FBR004 


855-856 1017-1021 1470 1580-1581 1839- 
1844 1978-1979 2052-2053 2084 2171 2249 
3197 3451-3455 3713 4960 


fetal 
brain 


Clontech 


FBR006 


30-31 39-40 74-77 116-119 130 137 143-148 
175-177 187-190 195-196216-218223-226 
366-367 388-390 400-404 465 491-492 520- 
521 557 602-603 607 647-649 652-653 670- 
671 676 680-681 685 698 724-727 743-744 
760 763 789-793 814-817 824-825 829-831 
836-837 849-851 855-856 885-886 889-897 
944 994 997-998 1000-1002 1017-1021 1026- 
1027 1042-1043 1068-1069 1076 1089-1091 
1095 1139-11421151-1153 1156 1176 1182- 
1185 1192 1220-1221 1228 1230-1232 1332- 
1333 1349-1350 1357-1358 1389 1394 1400- 
1401 1403-1404 1408-1409 1413 1455-1456 
1507-1510 1520 1605-1608 1617-1619 1629- 
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Tissue 
origin 


RNA 
Source 


Library 

Name 


SEQ m NOS: 

* 








1632 1634-1637 1640-1645 1667-1670 1691- 
1692 1694-1698 1707 1715-1716 1727 1735- 
1736 1743-1745 1754 1763-1769 1773-1779 
1792-1804 1814-1817 1870-1875 1900-1902 
1915-1918 1926-1927 1952-1962 2010-2013 
2021-2026 2045-2048 2057 2072-2074 2084 
2088-2091 2095 2118 2131-2133 2188 2191- 
2192 2197-2199 2223 2229-2230 2234-2242 
2255-2257 2288-2291 2386 2419-2420 2432 
2436-2437 2440-2441 2502 2511-2513 2579- 
2584 2597 2604 2650 2657-2658 2669-2671 
2688-2689 2709-271 1 2728-2729 2740 2749- 
2750 2752-2753 2777-2778 2785 2807 2829 
2846-2850 2857-2860 2888 2925-2929 2969- 
2975 3013-3014 3081 3089 3172-3173 3213- 
3214 3226-3228 3289-3290 3342-3344 3394- 
3395 3402 3406-3407 3438-3441 3466-3468 
3498-3501 3536-3543 3583 3629-3630 3658- 
3663 3729-3730 3742-3744 3780-3781 3867- 
3869 3882-3883 4100 4125 4132-4133 4291- 
4295 4297-4299 4376-4377 4461-4464 4480 
4534 4546-4549 4581-4586 4614-4615 4629- 
4632 4691-4692 4729 4905-4906 4946 4967- 
4970 5001-5003 5026 5057-5065 5137-5140 
5194 5222-5224 5247 5260 5298-5302 5329- 
5330 5381-5382 5389-5391 5396 


fetal 
brain 


Clontech 


FBRs03 


1870-1875 1878 3424-3427 3554-3556 4907- 
4909 5137-5140 


fetal 
brain 


Invitrogen 


FBT002 


32-34 59-60 92-96 124 128 137 180-182 192 
195-196 278-283 341-344 436 491-492 520- 
521 583-590 607 647-649 652-653 677-678 
778-783 789-793 822-825 849-854 882-884 
950 957-960 964-966 971-974 980-988 1026- 
1028 1038-1040 1042-1043 1050 1070-1071 
1076 1127 1156 1205-1207 1230-1232 1271 
1281-1282 1322 1337-1345 1349-1350 1360- 
1371 1386-1387 1400-1401 1414-1417 1427- 
1431 1435-1436 1470 1507-1510 1532 1603- 
1604 1617-1620 1633 1649-1653 1674-1682 
1691-1692 1694-1698 1708 1710-1714 1727 
1737-1739 1765-1769 1773-1774 1780-1783 
1805-1806 1839-1844 1852 1870-1875 1882- 
1885 1896 1925 1964-1965 1978-1979 1990- 
1991 1993-1998 2031-2034 2058-2059 2084 
2109-2110 2118 2173 2186-2187 2193-2195 
2202-2203 2208-2210 2233 2254 2278 2288- 
2291 2305-2306 2414-2415 2496 251 1-2513 
2537-2538 2558-2559 2573 2579-2584 2590 
2597 2604 2629-2631 2639-2642 2659-2662 
2672-2674 2696-2697 2719-2720 2741-2743 
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Tissue 
ongin 


RNA 
Source 


Library 
Name 


SEQ m NOS: 








2751 2762 2777-2778 2782 2787-2789 2792 
2843 2865 2886-2887 2945-2946 2951-2952 
2961-2962 3035-3036 3082 3109-31 10 3149 
3195 3199 3205 3212 3310-3311 3339-3340 
3411-3417 3424-3427 3444-3445 3498-3501 
3516-3517 3577-3580 3629-3630 3632-3634 
3638-3640 3658-3660 3684 3693 3714 3716 
3871-3872 3930 4004 4019 4082-4084 4098 
4100 4104-4105 4126 4145-4153 4241-4242 
4520 4549 4569 4616-4621 4672-4674 4761- 
4763 4861 5137-5140 5148-5149 5298-5302 
5310-5311 5328 5408-5410 5485 


fetal heart 


Invitrogen 


FHROOl 


909 1089-1091 1128 1256 1514 1621-1623 
3354 4228 


fetal 
kidn^ 


Clontech 


FKDOOl 


30-31 137 154-156212278-283 313-315 
326-327 370-371 379-380 49M92 551-553 
595 602-604 665-667 680-681 736-740 743- 
744 822-823 900-902 950-956 995 1023-1025 
1035 1085 1089-1091 1182-1184 1230-1232 
1300-1301 1332-1333 1353-1354 1357-1359 
1386-1387 1446-1449 1457-1462 1479 1515 
1532 1551-1552 1580-1581 1588-1589 1612 
1617-1619 1629-1632 1663 1667-1670 1719- 
1721 1724 1746 1752-1754 1796-1798 1831- 
1834 1845-1847 1896-1897 1925-1927 1951 
1981-1983 1993-1998 2035 2045-2047 2111- 
21 14 21 18 2144 2224-2228 2253 2360 2422 
2440-2441 250225102526-2527 2549-2550 
2645-2647 2650 2693 2763 2774-2776 2781 
2831-2832 2844-2845 2879-2881 2898 2913 
2960 2974-2975 2979 3031-3032 3054 3198 
3230 3276-3277 3304-3307 3372-3373 3442 
3446-3449 3491-3495 3536-3543 3714 3780- 
3781 3853 40304031 4055-4056 4093 4581- 
4582 4679 4864-4865 4907-4910 5001-5003 
5038-5039 5050-5052 5142-5143 5148-5149 
5329-5330 5372-5374 


fetal 
kidney 


Clontech 


FKD002 


313-315 551-553 699-701 743-744 784-786 
1017-1021 1173 1182-1184 1403-1404 1753 
2055-2056 21 16 21 18 2223 2253 4598-4601 
4907-4909 5001-5003 


fetal 
kidney 


Invitrogen 


FKD007 


45-46 491-492 849-851 950953 1507 1575- 
1576 1746 2060-2061 2086-20872134-2136 
2204-2207 2223-2228 2380-2381 2579-2584 
3242 4581-4582 


fetal lung 


Clontedi 


FLGOOl 


64 350352 453-455 551-553 736-740 822- 
823 863-869 997-998 1000-1002 1035 1042- 
1043 1193 1275-1277 1317-1318 1374 1648 
1674-1682 1707 1727 1746 1753 1830 1835- 
1844 1852 1870-1875 1951 2004 2066-2071 
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PCT/USOl/08656 



Tissue 

• • 
origin 


RNA 
Source 


Libraiy 
Name 


SEQ ID NOS: 








2134-2136 2148-2150 2253 2276 2386 2397- 
2399 2452-2454 2522 2645-2647 2657-2658 
2677-2680 2713-2714 2739 2774-2776 2831- 
2832 2866-2867 2873-2874 3013-3014 3100 
3535 3548-3549 3666 3686-3688 4126 4136 
4569 5188-5189 5389-5391 


fetal lung 


Invitrogen 


FLG003 


195-196 278-283 341-344 388-390 395 
450-451 491-492 849-851 879-881 885-886 
950 971-979 995 1128 1193 1237-1242 1269- 
1270 1386-1387 1450 1507 1514 1605-1608 
1709 1746 1780-1783 1830 1835-1838 1848- 
1852 1860 1865-1875 1990-1991 2010-2013 
2060-2061 2072-2074 2094 2174-2176 2233 
2253 2283 2526-2527 2579-2584 2594-2595 
2836-2839 2844-2845 2888 2896-2897 2913 
2951-2952 2979 2985 3008 3123 3149 3200- 
3202 3212 3258-3259 3280-3282 3466-3468 
3508-3513 3536-3543 3605 3629-3630 3691 
3749-3752 3793 3840-3841 4016-4018 4114- 
41 16 4258 4330-4331 4598-4601 4897 5102- 
5104 5119 5276-5277 


fetal lung 


Clontech 


FLG004 


154-156 971-974 1070-1071 1182-1184 
1527-1531 1701-1702 1753 1896 3462 3629- 
3630 5001-5003 5241-5242 


fetal 
liver- 
spleen 


Columbia 
University 


FLSOOl 


1-13 24-27 29-50 52-99 1 11-113 115 126 
133-134 136 140-142 154-156 166-192 195- 
222 227-230 232-236 241-283 286-287 291 
307-310 313-327 330-334 336-361 365-367 
369-375 379-383 386-394 396-420 422-431 
435^6 453-456 461 474-475 478-481 483- 
505 507-532 534-545 548-553 557 561-562 
565-567 569-577 580-581 583-607 61 1-620 
629-631 633-650 652-653 655-662 682-684 
699-701 704-706 709-711 724-727 736-740 
743-744 747-750 755-759 773-829 832-835 
839-854 857-877 882-886 889-905 909-921 
924 927-966 968-969 971-988 990-995 997- 
1014 1017-1050 1052-1055 1058-1059 1063- 
1074 1076 1078-1082 1085-1088 1092 1094 
1096-1104 1107-1108 1110-1113 1115-1121 
1124 1127-1145 1148 1150-1175 1177-1223 
1225-1256 1263-1289 1292-1301 1307-1327 
1332-1335 1337-1345 1349-1350 1352-1355 
1357-1371 1374-1379 1386-1387 1389-1393 
1395-1397 1400-1401 1403-1406 1408-1410 
1414-1423 1425 1432 1434 1437-1438 1440- 
1444 1446-1462 1467-1473 1479-1480 1485- 
1486 1495-1500 1504 1507-1510 1513-1514 
1518-1519 1522-1524 1527-1538 1540-1548 
1551-1557 1559-1576 1579-1608 1611-1623 
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PCT/USOl/08656 



Tissue 
origin 


RNA 
Source 


Libraiy 
Name 


SEQ ID NOS: 








1625-1682 1686 1688-1740 1742 1746-1756 
1759-1806 1814-1819 1822-1830 1835-1852 
1857-1860 1865-1887 1894-1895 1897-1927 
1948-1974 1978-1984 1988-2030 2036-2037 
2042-2043 2045-2048 2052-2056 2058-2064 
2078-2079 2084 2086-2087 2095 2098-2102 
21 1 1-21 14 21 16 21 18 2134-2136 2138-2150 
2153-21 84 2186-2213 2216-2257 2262 2264- 
2273 2275-2307 2310-2323 2326-2368 2376- 
2381 2383-2386 2388 2395 2405-2413 2419- 
2420 2440-2441 2449 2452-2454 2456-2457 
2465 2467 2469-2480 2482-2504 2506 2509- 
2520 2524-2544 2546-2562 2564-2590 2592 
2594-2596 2600-2616 2626-2697 2706-2708 
2712-2718 2721 2726 2728-2732 2748 2752- 
2758 2761-2762 2764 2774-2776 2784 2787- 
2789 2796-2798 2800-2801 2803 2807 2816- 
2819 2821-2839 2842-2862 2864 2868-2875 
2879-2885 2888-2893 2896-2897 2899-2900 
2904-2906 2909-2922 2925-2939 2942-2943 
2945-2947 2951-2955 2957 2959-2963 2969- 
2976 2978-2979 2981-2984 2986-2992 2995- 
2999 3001-3014 3016-3037 3041-3049 3054- 
3059 3065-3072 3074-3137 3139-3147 3150- 
3168 3172-3174 3181-3183 3195 3197 3200- 
3202 3210-3212 3215-3218 3220-3222 3224- 
3225 3240-3241 3253-3255 3258-3267 3270- 
3295 3297-3340 3342-3344 3347-3348 3353- 
3360 3363-3368 3370-3382 3384-3422 3424- 
3432 3435-3450 3458-3460 3462-3469 3472- 
3501 3505-3519 3522-3532 3535-3556 3561- 
3565 3572 3574-3576 3588 3590-3593 3605 
3621-3623 3628-3641 3650-3652 3654-3685 
3691-3693 3697-3705 3707-3716 3723-3726 
3729-3730 3735 3737-3739 3741-3782 3791- 
3793 3804-3806 3811-3816 3822-3824 3826 
3835 3845 3847-3849 3856-3857 3860-3880 
3885-3896 3906 3908 391 1-3919 3924-3951 
3955-3960 3962-3972 3997-4000 4002-4018 
4020 4024-4032 4035-4056 4059-4081 4090- 
4100 4104-4105 41 14-41 16 4136 4144-4153 
4157-4158 4167-4168 4209-4210 4219-4223 
4228 4239-4244 4248 4250-4258 4260-4295 
4297-4299 4320-4326 4329-4339 4341 4343- 
4351 4353 4355-4356 4358-4359 4363 4367- 
4384 4386-4394 4397 4399-4400 4402-4412 
4414 4419-4465 4467-4470 4472-4476 4479- 
4489 4537-4541 4554-4555 4566 4570-4571 
4575-4577 4581-4586 4598-4604 4606 461 1- 
4621 46244644 4648-4659 4661-4675 4677- 
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Tissue 
ongin 


RNA 
Source 


Library 
Name 


S£Q ID NOS: 








4678 4684-4689 4691-4696 4698 4701-4709 
4729-4760 4764-4766 4768^771 4777-4780 
4796-4797 4807-4808 4811-4818 4820-4836 
4838-4839 4841 4843-4848 4852-4853 4855- 
4858 4861 4864-4865 4867-48794881-4891 
4893-4925 4963 4976-4979 4987-5013 5019- 
5041 5043-5065 5071-5073 5075-5088 5092- 
51045107-5111 5114-5115 5117-5118 5120- 
5121 5123-5128 5130-5131 5137-51405145 
5147-5152 5154-5162 5164-5176 5180-5197 
5201 5208 5210-5236 5240-5243 5246-5247 
5250-5251 5268-5269 5276-5277 5295-5296 
5298-5302 5310-5311 5317-5320 5323-5325 
5335-5343 5346-5354 5372-5373 5384 5386- 
5391 5393-5398 5402-5410 5413-5415 5417- 
5420 5423-5462 5467-5476 5482-5483 5485- 
5497 


fetal 
liver- 
spleen 


Columbia 
University 


FLS002 


3-1 1 24-27 35 38 42 44 48-50 57 67 70 73-77 
85 8898 107-111 136-142 151-153 165 173 
195-196 198 201-205 210-215 219 222 232- 
234 236 245 252-254 258-266 277 291 316- 
320 332-333 337 354 357-361 365 374-375 
381-383 394 406 415-416 418 436-438 445- 
446 461 478-480 486 489-490 520-521 527 
538 540 543 548-553 574-577 599-601 607 
612-620 647-649 677-678 682-685 699-706 
709-71 1 736-740 747-750 755-759 777 788- 
793 814-816 818 822-828 833 852-854 863- 
869 873-877 885-886 889-897 899-902 906- 
914 916-920 924 927-936 946-949 951-956 
961-962 969 975-988 990-991 993-995 999- 
1014 1023-1037 1041-1047 1052 1055 1063- 
1067 1070-1071 1076 1080 1085 1088 1108 
1110-1119 1124 1128-1142 1144-1145 1148 
1151-1156 1158 1160-1170 1172-1175 1177- 
11841186-11871192-1193 1195-11971202- 
1204 1208-1212 1215-1218 1220-1221 1225- 
1227 1235-1236 1244-1246 1249-1256 1263 
1266-1273 1278-1280 1285-1291 1297-1301 
1307 1315-1316 1320^1327 1332-1333 1349- 
1350 1352-1355 1357-1371 1374-1379 1385- 
1387 1389 1395-1397 1405-1406 1410 1414- 
1417 1421-1423 1425 1427-1432 1437 1442- 
1444 1451-1456 1463-1464 1470-1473 1475- 
1477 1479-1480 1485 1498-1499 1515 1536- 
1538 1540-1546 1550-1557 1559-1560 1580- 
1585 1597 1603-1608 1612-1616 1620 1625- 
1627 1629-1632 1638-1653 1656 1661-1662 
1664 1667-1682 1685 1691-1692 1694-1699 
1701-1704 1706-1707 1709-1714 1717 1719- 
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Tissue 
origin 


RNA 
Source 


Library 
Name 


SEQ m NOS: 








1721 1725-1734 1737-1739 1747-1751 1753- 
1756 1759-1769 1772 1775-1795 1799-1813 
1819 1827-1844 1852 1857-1859 1865-1875 
1879-1881 1888-1893 1896 1900-1902 1913- 
1918 1926-1927 1948-1950 1952-1962 1966- 
1974 1988-1992 2000-2007 2010-2020 2025- 
2030 2040-2044 2048-2054 2062-2064 2068- 
2071 2080-2082 2086-2091 2095 2107 2111- 
2116 21 18 2121-2133 2143 2145-2150 2153- 
2160 2171 2179-2181 2188-21902196-2201 
2204-2210 2216-2221 2223-2229 2231-2233 
2244-2248 2251-2252 2254-2257 2261-2262 
2266 2271 2275-2277 2281-2284 2286-2293 
2298-2299 2301-2302 2305-2306 2311-2312 
2314-2320 2326-2332 2336-2340 2342-2356 
2358-2361 2364-2368 2380-2381 2385 2388- 
2391 2395-2399 2414-2415 2421 2427 2440- 
2441 2449 2452-2454 2456 2459-2460 2465 
2467-2468 2473-2475 2477-2479 2482-2491 
2497-2504 251 1-2518 2521-2522 2524-2525 
2528-2535 2537-2538 2542 2546 2548 2552 
2554-2571 2573-2578 2586 2592 2594-2595 
2604 2624 2626-2627 2629-2632 2637 2643 
2645-2648 2656 2659-2662 2665-2680 2686- 
2692 2694-2695 2706 2709-2718 2726 2731- 
2732 2734-2735 2741-2743 2747-2750 2754- 
2759 2761 2774-2776 2781 2787-2789 2793 
2800-2801 2808 2813 2818 2824-2826 2834- 
2842 2846-2847 2854-2862 2865 2869-2874 
2883-2889 2892 2896-2897 2899-2900 2914- 
2917 2921-2922 2925-2929 2951-2952 2954 
2957 2959 2961-2962 2974-2975 2978-2979 
2995 3001-3005 3007-3009 3013-3014 3017- 
3023 3025-3027 3029 3041-3049 3056-3059 
3065-3068 3071 3075-3079 3082 3088 3093- 
3095 3098-3100 3102-3105 3117-3118 3122 
3132 3139-3148 3150-3153 3167-3168 3172- 
3174 3195 3197 3199-3202 3213-3216 3220- 
3222 3224-3225 3229 3237 3240 3243 3269- 
3273 3276-3277 3283-3284 3288 3291 3294 
3297-3299 3301 3304-3311 3313 3316-3322 
3326-3330 3333-3338 3342-3344 3348 3355 
3359 3372-3373 3386 3390 3394-3398 3402 
3409-3410 3418 3424-3429 3431-3432 3435- 
3436 3438-3441 3456 3459-3460 3466-3468 
3477-3478 3480 3482 3484-3489 3491-3495 
3498-3501 3519 3523-3532 3535-3556 3561- 
3562 3574-3575 3577-3580 3583-3585 3590 
3608 3610-3613 3616-3617 3621-3625 3628- 
3630 3638-3641 3658-3660 3663 3672-3677 
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Tissue 
origm 


RNA 
Source 


Library 
Name 


SEQ ID NOS: 








3682 3691 3693 3697 3699 3704-3705 3707- 
3708 3714-3716 3723-3725 3735-3736 3745- 
3747 3749-3752 3754 3758-3762 3765 3768 
3770-3773 3775-3777 3782 3784-3786 3792 
3808 3822-3824 3826 3828 3834-3835 3846 
3853 3856-3857 3864-3865 3870 3875 3878- 
3883 3886 3889 3894 3897-3906 3908 3911- 
3919 3925-3927 3931-3933 3935-3936 3955- 
3958 3963-3971 3973-3983 4014-4015 4021 
4023 4027-4029 4040^5 4048-4052 4060- 
4064 4067 4076-4080 4085-4086 4093 4096- 
4098 4100 4104-4105 4109-4111 4114-4116 
4121-4122 4136 4157-4158 4220-4223 4227- 
4228 4232-4235 4243-4244 42504253 4255- 
4257 4260 4273-4277 4289-4295 4322 4342 
4348 4359 4376-4377 4396 4410-4412 4430- 
4432 4442 4450-4452 4456 4461-4464 4468 
4533 4569-4571 4577 4581-4582 4613 4616- 
4621 4629-4632 4638 4640 4643 4649 4651- 
4653 4657 4659 4664-4665 4693-4694 4701- 
4709 4729 4731-4732 4737-4741 4744-4746 
4750 4764-4766 4768-4771 4777-4780 4785- 
4786 4807-4808 4820-4821 4824-4826 4832- 
4834 4836 4854 4856 4859-4860 4872 4874- 
4875 4882-4883 4885-4886 4888-4889 4896 
4898 4904-4909 4926 4953 4967-4970 4998- 
4999 5034-5036 5055-5056 5073 5075-5078 
5082-5083 5095-5099 5107-5108 5123-5124 
5137-5140 5145 5166-5167 5169 5174-5175 
5180 5188-5192 5208 5222-5224 5227 5244- 
5245 5323-5325 5372-5373 5386-5391 5393 
5399-5403 5414-5418 5427-5429 5431-5433 
5440-5441 5448-5451 5455 5458 5467-5476 
5489 


fetal 
liver- 
spleen 


Columbia 
Universitv 


FLS003 


210-211 341-344 849-851 1089-1091 1177- 
11791310-1314 1320-1321 1349-13501440- 
1441 1514 1557 1624 1648 2042-2043 2134- 
2136 2223 2253-2254 251 1-2513 2533 2843 
2979 4163-4166 4273-4274 4687-4689 4738- 
4739 4998-4999 5075-5077 5414-5415 5452- 
5453 


fetal liver 


Invitrogen 


FLVOOl 


3-1 1 52 246-247 255-260 278-283 291 341- 
344 491-492 596 652-653 709-71 1 724-727 
778-783 814-816 840-844 849-851 882-886 
903-905 946-949 964-966 971-988 997-998 
1003-1006 1010-1014 1026-1027 1038-1040 
1044-1047 1063-1068 1070-1071 1089-1091 
1137-11381143 1171 1177-11791182-1184 
1193 1198-1201 1205-1207 1310-1314 1317- 
1318 1320-1321 1337-1345 1349-1350 1360- 
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RNA 
Source 


Library 
Name 


SEQ ID NOS: 








1362 1414 1421 1425 1446-1449 1470 1479 
1488 1507 1513-1514 1540 1547-1548 1550 
1575>1576 1603-1604 1621-1623 1626 1694- 
1698 1703-1704 1708-1714 1717 1743-1746 
1773-1779 1796-1804 1835-1844 1860 1870- 
1875 1888-1893 1913-1914 1925-1927 1954- 
1962 1978-1979 1981-1983 2101-2102 2111- 
21 14 2118 2134-2136 2146-2147 2161-2162 
2174-2176 2184 2186-2188 2200-2201 2233 
2253 2258-2260 2276 2284 2310 2338-2340 
2380-2381 2388 2S26-2S27 2629-2631 2672- 
2676 2800-2801 2829 2857-2860 2864 2879- 
2882 2951-2952 2957 2976 2979 2992 3246 
3253-3255 3288 3297-3298 3328-3332 3391 
3488 3561-3562 3624-3625 3632-3634 3638- 
3640 3661-3662 3760 3784-3786 3828 3847- 
3849 4004 4036-4039 4060-4061 4068-4069 
4209-4210 4241-4242 4275-4277 4291-4295 
.4335-4337 4391-4393 4410-4412 4451-4452 
4477 4616-4621 4633-4634 4636-4637 4651 
4672-4674 4687-4689 4729 4738-4739 4754- 
4755 4796-4797 5075-5077 5082-5083 5102- 
5104 5130-5131 5148-5149 5241-5242 5310- 
5311 5383 5387-5388 5452-5453 5467 5485 


fetal liver 


Clontech 


FLV002 


1411 1605-1608 1625 4581-4582 5323-5325 


fetal liv^ 


Clontech 


FLV004 


210-211 258-260 313-315 652-653 852-854 
863-869971-974 1116 1128 1171 1177-1179 
1182-1184 1192 1205-1207 1374 1422-1423 
1605-1608 1613-1616 1626 1648 1701-1702 
1725-1726 1775-1779 1913-1914 21 16 2134- 
2136 2188 2223 2253 2484-2487 2677-2680 
3076-3078 3328-3330 4451-4452 4777-4780 
4998-4999 5050-5052 5082-5083 5310-5311 
5387-5388 5414-5415 


fetal 
muscle 


Invitrogen 


FMSOOl 


3-11 154-156216-218 278-283 313-315 341- 
344 388-390 395 478 491-495 51 1 591 652- 
653 704-706 814-816 822-823 889-897 903- 
908 925-926 928-929 931-936 946-950 957- 
960 980-988 993 1017-1021 1048-1050 1063- 
1068 1171 1297-1299 1307 1320-1321 1359 
1444 1507-1510 1514 1533-1535 1540 1553- 
1556 1585 1605-1608 1639 1694-1698 1710- 
1714 1717 1746 1753 1773-1774 1780-1783 
1805-1813 1860 1879-1885 1915-1918 2004 
2042-2043 2107 2118 2134-2136 2148-2150 
2161-2162 2197-2199 2254-2257 2281-2282 
2503-2504 2665 2686 2824-2826 2843 2852- 
2853 2896-2897 2979 2985 3054 3058-3059 
3159-3162 3213-3214 3226-3228 3280-3282 
3299 3323-3324 3365-3366 3372-3373 3658- 
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RNA 

Source 


Library 
Name 


SEQ ID NOS: 








3660 4391-4393 4410-4412 4558 4560 4613 
4622-4623 4635 4796-4797 4862-4865 4870 
4904 4907-4909 4967-4970 5025 5137-5140 
5387-5388 5393 


fetal 
muscle 


Invitrogeu 


FMS0Q2 


341-344652-653 1298-1299 1389 1400-1401 
1507 1727 1746 1753 2042-2043 2191-2192 
2224-2228 2761 2979 3123 3257 4285-4286 
4410-4412 


fetal skin 


Invitrogen 


FSKOOl 


1-2 39-40 70 92-95 137 157-159 175-177 
213-215 246-247 278-283 291 298-300 313- 
315 341-344 365 370-371 388-390 419 445- 
446 452 478^80 511 516 522-524 538-539 
548-553 580-581 597-598 602-603 633-634 
647-649 652-653 677-678 685 709-71 1 784- 
786 789-793 814-816 824-829 849-851 863- 
870 879-884 903-905 909 919-920 925-926 
946-949 957-960 980-988 992-994 997-1002 
1010-1014 1017-1021 1035 1042-1047 1050- 
1051 10761078 1110-1113 1117-1119 1129- 
11301151-1155 1160-1164 1182-1184 1198- 
1204 1237-1243 1256 1271 1290-1291 1307 
1310-1314 1320-1321 1323-1327 1351 1355 
1357-1359 1380 1385 1390-1393 1400-1401 
1414 1418-1420 1432 1435-1436 1450 1457- 
1462 1479 1488-1489 1507-1510 1524 1533- 
1535 1547-1548 1550-1552 1567-1568 1575- 
1576 1579 1585 1588-1589 1611 1617-1619 
1621-1623 1653-1655 1663 1686 1688-1689 
1691-1692 1694-1698 1703-1704 1710-1714 
1743-1746 1753 1765-1771 1773-1774 1780- 
1783 1807-1813 1830-1834 1848-1852 1865- 
1878 1882-1885 1903-1911 1915-1918 1925- 
1927 1954-1962 1964-1965 1981-1983 1990- 
1991 2006-2007 2017-2030 2038 2054 2068- 
2071 2076-2079 2088-2091 2098-2100 2107 
2118 2145 2153-2155 2173 2177 2179-2181 
2188 2191-2192 2204-2210 2214-2215 2246- 
2248 2251-2253 2267-2271 2277 2280 2286- 
2291 2305-2306 2310 2338-2340 2376 2386 
2432 2434-2435 2437 2469 2483 2490-2491 
2510-2513 2526-2527 2560 2563 2572-2573 
2588-2589 2594-2595 2603 2628 2659-2662 
2696-2697 2734 2741-2743 2754-2758 2782 
2787-2789 2813 2819 2824-2826 2828 2831- 
2832 2843-2845 2855-2860 2865 2873-2874 
2905 2914-2917 2925-2929 2945-2946 2951- 
2952 2955 2961-2962 2965-2975 2979 2981- 
2983 2985 2989 2996-2998 3000 3008 3023 
3082 3109-3110 3151-3153 3156-3157 3167- 
3168 3195 3213-3216 3220-3222 3234 3247- 
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3248 3253-3255 3258-3259 3280-3282 3288- 
3290 3299 3310-3311 3313 3354 3396-3398 
3406-3407 3424-3427 3442 3451-3455 3462 
3472-3473 3536-3545 3550-3552 3576 3595- 
35963599-3601 3624-3625 3627 3632-3634 
3658-3660 3691 3714 3716 3760 3791-3792 
3815-3816 3871-3872 3897-3905 3908 3925- 
3926 3941-3942 3959-3960 3966-3968 4068- 
4069 4071-4075 4077-4079 4082-4086 4100 
4108 4123 4131 4137 4209-4210 4228 4272 
4275-4277 4330-4331 4335-4337 4376-4377 
4379-4380 4410-4412 4537-4541 4558 4581- 
4582 4652-4653 4672-4674 4691-4692 4740- 
4741 4764-4766 4776 4796-4797 48044805 
4815 4832-4834 4864-4865 4907-4910 4921 
49394940 4967-4970 5095-5097 5137-5140 
5148-5149 5154-5157 5235 5310-5311 5329- 
5330 5367-5368 5423-5425 5427-5429 5431- 
5433 


fetal skin 


Invitrogen 

■ 


FSK002 


313-315 341-344 366-367 551-553 971-974 
1038-1040 1151-1153 1271 1353-1354 1507- 
1510 1588-1589 1755-1756 1870-1875 1903- 
1911 1926-1927 1952-1953 2017-2020 2027- 
2030 2078-2079 2197-2199 2377-2379 2669- 
2671 2677-2680 2931-2939 3167-3168 3189- 
3191 4082-4084 4613 4907-4909 5423-5425 


fetal 
spleen 


BioChain 


FSPOOl 


175-177 743-744 1171 1202-1204 1457-1462 
1753 2060-2061 2116 2143 2223 2253 2728- 
2729 4167-4168 5001-5003 5335-5343 5444 


umbilical 
cord 


BioChain 


FUCOOl 


1-2 30-31 47 52 70 74-77 100-106 154-156 
191 201-205 258-260 267-268 270-272 277- 
283 298-303 341-344 370-371 379-380 388- 
390 445-446 457 461 478-480 491-492 557 
592-594 605-606 652-653 677-678 743-744 
814-816 822-823 847 849-851 863-869 903- 
905 909-914 919-920 944 950 957-960 970- 
974 980-988 994-995 1038-1040 1042-1043 
1049 1052 1069-1071 1075 1108 1117-1119 
1128-1130 1151-1154 1160-1170 1173 1182- 
1184 1189-1191 1198-1207 1220-1221 1230- 
1232 1256 1269-1270 1294-1301 1320-1321 
1349-1350 1355 1357-1358 1363-1371 1374 
1389 1397 1410 1422-1423 1439-1443 1450- 
1454 1470 1473 1479 1486 1488 1497-1499 
1507-1510 1514 1522-1523 1532-1535 1551- 
1552 1569-1574 1577-1578 1599-1602 1611 
1620 1648-1652 1661-1663 1671-1673 1688- 
1689 1694-1699 1703-1704 1706-1707 1710- 
1716 1719-1721 1724 1737-1739 1746 1753 
1755-1756 1773-1774 1780-1783 1796-1798 
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Tissue 


RNA 
Source 


Library 
Name 


SEQ ID NOS: 








1831-1838 1848-1851 1860 1870-1875 1882- 
1885 1903-1912 1915-1918 1925 1951 1990- 
1991 2000-2002 2021-2024 2027-2034 2038 
2042-2043 2045-2047 2050-2051 2054-2056 
2060-2061 2080-2082 2086-2087 2096-2100 
21182125-21302134-2136 21442146-2147 
2156-21602163-2168 2170 2177 2193-2195 
2202-2207 2223-2230 2234-2242 2251-2253 
2267-2270 2273 2275 2278 2284 2294-2295 
2298-2299 2318-2320 2347-2348 2386 2392 
2404 2417-2418 2422 2425 2431 2440-2441 
2452-2454 2465 2499-2501 2510 2519-2520 
2528-2531 2536 2546 2558-2562 2574-2575 
2579-2584 2592 2594-2595 2645-2647 2650 
2659-2662 2686 2696-2697 2702-2706 2762- 
2763 2768-2771 2774-2778 2781 2800-2801 
2803 2805-2807 2820 2824-2829 2831-2832 
2843 2846-2847 2854 2865 2894-2895 2905 
2974-2976 2979 2981-2984 3008 301 1-3014 
3084-3085 3100 3139-3147 3159-3162 3167- 
3168 3172-3173 3181-3183 3189-3191 3204 
3212-3214 3218 3226-3228 3243 3253-3255 
3260-3267 3280-3282 3299 3304-3307 3310- 
3311 3313-3314 3331-3335 3342-33443365- 
3366 3402-3404 3409-3410 3418 3428-3429 
3451-3455 3466-3468 3486-3487 3491-3495 
3522 3577-3580 3595-3596 3616-3617 3619- 
3620 3624-3625 3628 3635 3638-3640 3663 
3691 3723 3735 3780-3781 3792 3795-3800 
3830 3847-3849 3853 3870 3882-3883 3955- 
3957 3959-3960 3969-3971 4001 4005-4007 
4014-4015 4043-4045 4060-4064 4098 4126 
414(M141 4167-4169 4209-42104239-4242 
4267-4270 4326 4342 4391-4393 4410-4412 
4581-4582 4624-4626 4629-4634 4638 4693- 
4694 473 1-4732 4740-4741 4748-4749 4756- 
4757 4785 4796-4797 4807-4808 4864^865 
4886 4907-4910 4994-4995 5095-5097 5142- 
5143 5154-5157 5177-5179 5222-5224 5310- 
5311 5367-5368 5387-5388 


fetal 
brain 


Gmco 


HFBOOl 


3-11 32-34 39-40 42 78 81-82 100-110 116- 
119 124-142 154-156 165 175-177 195-196 
201-205 212-218 220 278-283 286-287 291- 
296 313-315 335 341-344 346-349 366-367 
379-380 388-390 396-398 419 456-461 491- 
492 511 551-553 557 561-562 574-577 583- 
590 651-653 676-679 682-694 697-71 1 743- 
744 784-786 804-805 814-816 822-825 848- 
851 855-859 863-869 871-872 882-884 899- 
902 915-918 927 930-936 944-945 951-953 
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Tissue 
origin 


RNA 
Source 


Library 
Name 


SEQ ID NOS: 








957-962 964-966 969 971-988 990-995 997- 
1002 1008-1009 1017-1027 1036-1040 1042- 
1043 1049-1050 1053-1054 1069-1071 1076 
1079 1085 1095 1 1 10-1 1 13 1 1 17-1 1 19 1 127- 
11301143 1154-115611591173 1175 1182- 
1184 1193 1198-1207 1228-1232 1235-1236 
1281-1282 1287 1290-1306 1315-1316 1320- 
1321 1328 1349-1350 1352 1355 1357-1362 
1385-1417 1421-1441 1444-1445 1450 1455- 
1464 1467-1485 1498-1499 1507 1515-1517 
1520 1524 1536-1538 1540 1547-1548 1551- 
1552 1586-1587 1605-1608 1617-1620 1625 
1634-1637 1639 1649-1653 1656 1663 1665 
1667-1673 1691-1692 1694-1698 1701-1702 
1706-1708 1710-1714 1719-1721 1723-1724 
1728-1739 1743-1746 1753-1756 1758 1763- 
1771 1773-1774 1780-1790 1792-1798 1805- 
1806 1814-1817 1830-1838 1852 1860 1870- 
1877 1879-1881 1903-1911 1915-1918 1926- 
1927 1948-1951 1954-1962 1964-1974 1978- 
1979 1981-1983 1993-1998 2000-2002 2010- 
2013 2021-2038 2042-2043 2045-2048 2052- 
2082 2084-2100 21 1 1-21 14 21 18 2131-2136 
2144-2147 2153-2160 2174-2177 2179-2181 
2186-2188 2204-2210 2214-2215 2223-2228 
2230 2234-2242 2254-2260 2266 2273 2275 
2278 2296-2299 2310 2331 2333-2334 2341 
2380-2382 2391-2392 2403-2435 2437-2447 
2450 2456 2467 2469 2473-2474 2483 2488 
2499 2502 2514-2516 2519-2520 2522-2523 
2536 2549-2550 2573-2575 2586 2592 2596 
2598 2603-2604 2628 2644-2648 2650 2659- 
2662 2677-2680 2700 2702-2706 2726 2745- 
2765 2768-2789 2791-2792 2820 2824-2826 
2843 2855-2860 2865 2894-2895 2898 2945- 
2946 2954 2964-2973 2978 2981-2983 3017- 
3020 3026-3027 3084-3085 3100 3102-3105 
31 10 3130 3136-3162 3167-3168 3170-3174 
3181-3183 3189-3191 3195-3197 3199-3234 
3240 3242 3247-3248 3253-3255 3257 3280- 
3282 3285 3289-3290 3299 3302 3310-331 1 
3326-3327 3339-3340 3372-3373 3394-3395 
3424-3427 3446-3449 3457 3519 3522 3524- 
3532 3544-3545 3553-3556 3558-3560 3574- 
3597 3599-3601 3616-3617 3619-3620 3628- 
3630 3638-3640 3680 3689 3693 3701 3716 
3729-3730 3760 3778 3784-3786 3791 3810- 
3828 3830-3835 3864-3865 3882-3884 3891 
3911-3919 3925-3926 3928 3941-3942 3955- 
3957 3972 4004 4023 4027 4043-4045 4055- 
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Tissue 
origin 


RNA 
Source 


Library 
Name 


SEQ ID NOS: 








4056 4062-4064 4071-4075 4077-4079 4082- 
4093 4098 4100-4102 4114^1164121-4134 
4136-4144 4157-4158 4220-4223 42304235 
4245 4252-4253 4285-4288 4291-4295 4322 
4379-4380 4477-4478 4534 4537-4552 4554- 
4571 4598-4601 4616-4623 4691-46944740- 
4741 4781 4783-4788 4790-4791 4864-4865 
4873 4907-4910 4946-4947 4950-4960 5000- 
5003 5085-5088 5123-5124 5137-5140 5142- 
5143 5148-5149 5151-5152 5163 5190-5192 
5222-5224 5278-5292 5294-5306 5329-5330 
5346-5354 5367-5368 5387-5391 5416 5427- 
5429 5485 5490-5491 5497 


macropha 
ge 


Invitrogen 


HMPOOl 


244 278-283 440-441 445-446 794-795 855- 
856 995 999 1017-1021 1353-1354 1507 
1582-1584 2223 4228 4864-4865 5490-5491 


infant 
brain 


Columbia 
Univmit/ 


IB2002 


32-35 39-40 45-47 64 70 74-77 81-82 92-95 
100-110 116-119 124 126 136 154-156 175- 
177 180-182 195-196 213-218 227-230 246- 
247 254 278-283 291 296 340 346-352 362 
364-365 388-390 413-414 419 445-446 459 
491-492 509 511 551-553 574-577 579-590 
592-594 607 652-653 675-676 680-681 743- 
744 755-757 789-793 796 806-808 824-825 
832 849-851 855-859 863-872 900-918 924 
927 944 951-956 964-966 971-988 990-995 
997-998 1008-1009 1022 1026-1027 1036- 
1040 1042-1043 1049-1054 1069-1071 1088- 
1091 1110-1113 1117-1121 1127 1129-1130 
1139-1143 1154-1155 1159 1172-1173 1175 
1180-1181 1192-1193 1198-1207 1217-1218 
1220-1221 1230-1232 1235-1236 1256 1263 
1274 1281-1282 1290-1291 1297 1300-1301 
1307 1315-1316 1319-1321 1328 1334-1335 
1349-1350 1357-1359 1363-1371 1394-1399 
1402-1404 1410-1411 1413-1420 1422-1424 
1427-1431 1437 1439-1441 1444 1451-1462 
1465-1470 1479 1485 1498-1499 1507-1510 
1540 1547-1548 1550-1552 1580-1584 1586- 
1587 1592 1603-1608 1617-1620 1638-1639 
1646-1648 1653 1656 1664-1673 1693-1699 
1719-1721 1727-1734 1737-1739 1743-1745 
1752-1756 1763-1769 1773-1774 1780-1783 
1805-1806 1814-1817 1830-1834 1848-1852 
1865-1885 1896-1897 1899 1903-1911 1926- 
1927 1951-1962 1964-1974 1978-1979 1990- 
1991 2000-2003 2010-2013 2017-2020 2025- 
2030 2052-2056 2058-2061 2066-2067 2092 
2098-2100 2131-2133 2138-2144 2151-2152 
2161-2162 2171 2177 2186-2190 2200-2201 
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Tissue 

• • 
ongm 


RNA 
Source 


Libraiy 
Name 


S£Q ID NOS: 


* 






2208-2210 2214-2215 2224-2228 2244-2245 
2249 2251-2253 2273 2288-2291 2296-2299 
2303-2304 2310-2312 2333-2334 2361 2386 
2414-2415 2417-2423 2427 2430 2432 2437 
2439 2465 2499 251 1-2513 2526-2527 2536 
2548-2550 2552 2558-2559 2574-2575 2579- 
2584 2587 2590-2597 2603 2626 2628 2637 
2644 2648 2656 2659-2662 2664 2677-2680 
2686 2692 2702-2705 2734 2741-2743 2745 
2747-2748 2751-2753 2779 2781 2784 2786 
2813 2818-2819 2821-2823 2828 2843 2848- 
2850 2863 2865 2869-2870 2896-2898 2913 
2925-2929 2931-2939 2951-2952 2965-2976 
2978 2981-2983 2996-2998 3009 3017-3020 
3026-3027 3031-3032 3082 3084-3085 3090 
3096-3097 3102-3105 3110 3136-3137 3174 
3189-3191 3198-3199 3203 3208-32093212- 
3216 3219-3222 3229 3243 3260-3267 3312 
3315 3319-3322 3325 3328-3330 3354 3372- 
3373 3394-3398 3424-3427 3442 3462 3472- 
3473 3477-3478 3505-3506 3514 3524-3532 
3535-3543 3554-3556 3558-3560 3574-3580 
3586-3588 3590 3599-3601 3624-3625 3628 
3638-3640 3658-3663 3668-3669 3690-3691 
3693 3699 3701 3707 3723 3728 3747 3761 
3780-3781 3828 3864-3865 3871-3872 3891 
391 1-3919 3955-3958 3966-3974 3997-3998 
4027 4030-4031 4040-4045 4048-4051 4055- 
4056 4068-4069 4071-4075 4077-4079 4081- 
4084 4087-4089 4098-4099 4124-4126 4131 
4137-4139 4157-4158 4220-4223 4230-4235 
4275-4277 4291-4295 4322 4329 4335-4337 
4383-4385 4400 4425 4461-4464 4481-4489 
4545-4548 4550 4554-4555 4558 4570-4571 
4581-4582 4628 4633-4634 4636-4637 4652- 
4653 4676 4776 4817 4907-4909 4946 4960 
5000-5003 5046-5047 5075-5077 5095-5097 
5100-5101 5116 5137-5140 5142-5143 5150- 
5152 5154-5157 5184-5187 5234 5241-5242 
5276-5279 5291 5310-5311 5414-5415 5445- 
5447 5452-5453 5485 5497 


infant 
brain 


Columbia 
University 


IB2003 


35 39-40 126 180-182 195-196 244 278-283 
296 341-344 350-352 388-390 400-404 413- 
414 551-553 557 561-562 583-590 675 794- 
796 832 855-856 863-869 900-902 906-908 
944 964-966 969 971-974 980-988 997-999 
1008-1009 1026-1027 1036-1037 1042-1043 
1049 1069 1089-1091 1095 1110-1113 1128- 
1130 1139-1142 1155 1173 1193 1202-1204 
1297 1315-1316 1334-1335 1349-1350 1353- 
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Tissue 
origin 


RNA 
Source 


Library 
Name 


SEQ ID NOS: 








1354 1359 1383-1384 1394 1403-1404 1413 
1424 1427-1431 1470 1479 1488 1620 1638 
1640-1645 1648 1656 1685 1688-1689 1691- 
1692 1694-1698 1753 1755-1756 1765-1769 
1799-1804 1830 1848-1853 1870-1875 1896 
1903-1911 1915-1918 1952-19621978-1979 
2010-2013 2025-2030 2055-2056 2095-2097 
2144 2146-2147 2151-2152 2174-21762188- 
2190 2214-2215 2251-2252 2266 2276 2284 
2305-2306 2310 2313 2324 2365 2380-2381 
2391 2427 2432 2450 2473-2474 2483 2496 
2499 2521 2574-2575 2592 2594-2595 2657- 
2658 2665 2696-2697 2702-2705 2734 2754- 
2758 2774-2776 2813 2829 2842 2905 2931- 
2939 2965-2968 2996-2998 3090 3195 3212 
3215-3216 3220-3222 3224-3225 3257 3310- 
3313 3354 3466-3468 3477-3478 3505-3506 
3536-3543 3553 3576 3595-3596 3614 3638- 
3640 3658-3660 3663 3723 3737-3738 3742- 
3744 3831-3833 3864-3865 3941-3942 4040- 
4042 4093 4098 4124 4138-4139 4230-4231 
4243-4244 4252-4253 4291-4295 4335-4337 
4546-4548 4556-4557 4570-4571 4633-4634 
4784 4817 4907-4909 5001-5003 5046-5047 
5054 5137-5140 5260 


infant 
brain 


Columbia 
University 


IBM002 


133 491-492 682-684 743-744 889-897 1038- 
1040 1427-1431 1474 1580-1581 1633 1903- 
191 1 2025-2026 2146-2147 2188 2310 2376 
2726 2787-2789 2904 2992 3212-3214 3224- 
3225 3325 3477-3478 3638-3640 3827 3966- 
3968 4055-4056 41 18 4131 4275-4277 4643 
5044 


infant 
brain 


Columbia 
Univasity 


msooi 


153 197 350-352 459 574-577 743-744 826- 
828 871-872 903-905 969 995 997-998 1042- 
1043 1068 1127 1151-1153 1287 1349-1350 
1559-1560 1694-1698 1773-1774 1848-1851 
1978-1979 2054-2056 21 1 1-21 14 2143 2200- 
2201 2365 2521 2664 2707-2708 2843 2945- 
2946 2978 3260-3267 3424-3427 3599-3601 
3624-3625 3737-3738 3891 4114-4116 4125 
4245 4291-4295 4635 4907^909 


lung, 
fibroblast 


Stratagene 


LFBOOl 


137 313-315 435 491-492 579 822-823 885- 
886 910-914 944 950 961-962 994-995 997- 
998 1000-1002 1026-1027 1049-1050 1052 
1068 1075 1079 1110-1113 1129-1130 1143 
1172 1182-1185 1192 1202-1204 1266-1267 
1274 1287 1294-1296 1298-1299 1307 1315- 
1318 1351 1374 1395-1396 1400-1401 1407 
1411 1418-1420 1444 1455-1456 1473 1485 
1507 1516-1517 1532-1535 1547-1548 1553- 
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Tissue 


RNA 
Source • 


Library 
Name 


SEQ ID NOS: 






• 


1556 1611 1620 1648 1659-1660 1663 1688- 
1689 1691-1692 1701-1702 1708 1710-1714 
1719-1721 1735-1739 1758 1765-1769 1780- 
1783 1796-1798 1860 1915-1918 1925 1978- 
1979 1981-1983 1993-1998 2038-2039 2048 
2050-2054 2060-2061 2107 21 18 2144 2156- 
2160 2179-2181 2204-2210 2223 2230 2234- 
2242 2251-2252 2254 2283 231 8-2320 233 1 
2349-2356 2388 2414-2415 2418 2499 2558- 
2559 2574-2575 2594-2595 2644-2647 2672- 
2674 2726 2772 2774-2776 2824-2826 2843 
2861-2862 2865-2868 2888 2898 2925-2929 
2960 2978 3151-3152 3199 3253-3255 3260- 
3267 3280-3282 3333-3335 3394-3395 3424- 
3427 3442 3466-3468 3505-3506 3561-3562 
3590 3619-3620 3628 3632-3634 3638-3640 
3673-3677 3680 3684 3735 3754 3810 3815- 
3816 3825 3840-3841 3853 3870 3882-3883 
396^3971 4023 4055-4056 4140-4141 4220- 
4223 4250-4253 4285-4286 4549-4550 4777- 
4780 4956-4957 4967-4970 5148-5149 5298- 
5302 5308-5309 5497 


lung 
tumor 


Invitrogen 


LGT002 


32-34 42 45-46 67 96 100-106 1 16-120 136- 
139 153 175-177 179 195-196213-218 227- 
230 278-283 298-300 313-315 324-325 332- 
333 341-344 346-349 357-361 365 379-380 
393-394 400-404 420 436 474 478 483-485 
491-492 513-514 538 548-550 557 574-577 
580-581 605-607 611 652-653 682-684 699- 
701 709-711 723 728-733 743-744 764-771 
778-783 799-803 840-844 852-854 857-859 
873-875 885-886 889-897 909-920 924 946- 
956 964-966 969 971-979 992-995 997-1006 
1008-1009 1023-1027 1036-1040 1042-1043 
1048-1050 1063-1067 1088-1091 1110-1113 
1 1 17-1 1 19 1 128-1 130 1 139-1 143 1 151-1 153 
1155-1156 1160-1164 1172-1173 1185 1193 
1202-1212 1217-1218 1220-1221 1229-1232 
1235-1236 1244-1246 1269-1271 1300-1301 
1315-1318 1323-1328 1330-1333 1349-1355 
1357-1359 1363-1371 1374 1397 1403-1404 
1408-1409 1418-1423 1432 1434 1438 1440- 
1441 1446-1449 1463-1464 1467-1470 1473 
1480 1491-1494 1505 1507-1512 1533-1535 
1541-1548 1550-1557 1569-1574 1585 1591 
1611-1612 1617-1619 1621-1623 1625 1629- 
1632 1639-1645 1648 1654-1655 1657-1660 
1663-1664 1671-1673 1685 1687-1689 1691- 
1692 1694-1698 1706-1707 1710-1716 1719- 
1721 1727-1739 1743-1746 1763-1771 1780- 
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Tissue 
origiB 


RNA 
Source 


Library 
Name 


SEQ ID NOS: 








1783 1807-1817 1830-1838 1852 1857-1859 
1870-1877 1882-1885 1903-1911 1913-1922 
1925 1948-1953 1964-1965 1981-1983 1992- 
1998 2000-2002 2004 2035 2038 2042-2043 
2048 2055-2056 2058-2061 2068-2071 2076- 
2082 2086-2087 2103-2104 21 16 2118 2125- 
2133 2138-2145 2156-2160 2163-2168 2178- 
2181 2186-2187 2191-2195 2214-2221 2223- 
2228 2231-2232 2234-2242 2249 2254 2258- 
2260 2271 2278 2281-2283 2288-2291 2302 
2310 2315 2331 2333-2334 2338-2340 2377- 
2381 2391 2417-2418 2427 2452-2454 2465 
2468 2470-2472 2488 2497 2499-2502 251 1- 
2513 2517 2519-2520 2536-2538 2542 2548 
2560-2562 2573 2579-2584 2604 2608-2616 
2626 2628-2631 2644 2665 2693 2696-2697 
2706 2734 2754-2758 2787-2789 2813 2819 
2836-2839 2843-2845 2848-2850 2854 2861- 
2862 2865 2873-2874 288^2887 2896-2897 
2901-2903 2919-2920 2925-2929 2931-2939 
2951-2952 2954 2961-2962 2964-2973 2976 
3008-3009 3013-3014 3017-3020 3041-3049 
3081 3100 3102-3105 3138-3147 3150 3156- 
3162 3167-3168 3172-3173 3181-3183 3189- 
3191 3207 3210-3211 3213-3214 3220-3222 
3229-3230 3240 3250-3255 3258-3259 3280- 
3283 3285 3289-3290 3310-3314 3323-3324 
3333-3338 3342-3344 3374-3382 3391 3396- 
3398 3403-3404 3422 3424-3427 3442-3443 
3462 3466-3468 3505-3506 3516-3517 3536- 
3543 3550-3552 3554-3556 3576 3590 3624- 
3625 3628-3630 3632-3634 3638-3640 3661- 
3662 3667 3673-3677 3684 3707 3723 3735 
3760-3761 3778 3780-3781 3787-3788 3791 
3811-3816 3822-3824 3835 3867-3869 3871- 
3872 3882-3883 3897-3905 3937-3938 3941- 
3942 3959-3960 3962 3969-3971 4014-4015 
4023 4040-4042 4060-4061 4068-4069 4071- 
4075 4082-4084 4100 4104-4105 41 14-41 16 
4121-4123 4134 4136 4142-4143 4227-4228 
4230-4231 4241-4244 4255-4257 4260 4272 
4275-4277 4289-4295 4322 4335-4337 4379- 
4380 4399 4451-4452 4534 4564 4583-4586 
4598-4601 4613 4622-4623 4649 4651-4653 
4668-4674 4740-4741 4764-4766 4777-4780 
4787 4796-4797 4807-4808 4862-4863 4867 
4884 4918-4920 4953 4956-4957 4967-4970 
5034-5036 5046-5047 5085-5088 5092 5117- 
5118 5137-5140 5142-5143 5148-5149 5151- 
5152 5214-5221 5241-5242 5255 5261-5267 
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Tissue 

• > 
or^m 


RNA 
Source 


Library 
Name 


SEQ ID NOS: 








5272-5274 5335-5343 5367-5368 5389-5391 
5427-5429 5431-5433 5438 5485-5488 5497 


lymphocy 
tes 


ATCC 


LPCOOl 


1-2 70 136 212-215 278-283 291 341-344 
388-390 450-451 462 551-553 558-560 602- 
603 607 641 652-653 675 743-744 755-757 
789-793 817 849-851 903-905 915 930 944 
951-953 992-993 995 999 1026-1027 1032- 
1034 1038-1040 1044-1047 1053-1054 1070- 
1071 1076 1089-1091 1117-1119 1139-1142 
1275-1277 1290-1291 1300-1301 1317-1318 
1330-1331 1349-1351 1355 1357-1358 1374 
1397 1411 1438 1444 1473 1491-1494 1507 
1516-1517 1539 1547-1548 1551-1552 1575- 
1576 1617-1619 1634-1637 1648 1656 1674- 
1682 1686 1719-1721 1727 1737-1739 1742- 
1746 1753 1758 1780-1783 1807-1817 1830 
1835-1838 1870-1877 1915-1918 1925 1978- 
1979 2017-2020 2025-2026 2038 2045-2047 
2052-2053 2072-2074 2086-2087 2095 2098- 
2100 21 1 1-21 14 21 16 2125-2133 2144 2146- 
2147 2174-2176 2234-2242 2255-2257 2267- 
2270 2275 2294-2295 2298-2299 2303-2304 
2310 2341 2347-2348 2386 2428 2432 2440- 
2441 2456 2467-2468 2499 2560 2644 2650 
2665 2672-2674 2709-271 1 2728-2729 2741- 
2743 2760 2763 2781 2785 2807 2857-2860 
2873-2874 3009 3026-3027 3084-3085 3092 
3136-3137 3170-3171 3174 3199 3224-3225 
3258-3259 3269 3372-3373 3403-3404 3459- 
3460 3466-3468 3491-3495 3519 3536-3543 
3547 3554-3556 3561-3562 3588 3628-3630 
3664-3665 3691 3716 3791-3792 3807 3815- 
3816 3930 4068-4069 4118 4137 4228 4230- 
4235 4291-4295 4322 4341 4426 4498-4500 
4568 4597 4603 4643 4652-4653 4662 4678 
4740-4741 4796-4797 4907-4909 5085-5088 
5095-5097 5148-5149 5180 5188-5189 5268 
5448-5450 5467 


leukocyte 


GIBCO 


LUCOOl 


1-2 12-22 39-40 45-47 70 78 107-110 135- 
136 154-156 165 175-177212-215 223-226 
231 258-260 267-268 278-283 286-287 313- 
315 324-325 332-333 341-344 364 379-380 
388-390 394-395 415-416 419 437-438 450- 
451 456 462 465 478-480 49M92 511 520- 
524 531-532 538 551-553 557 561-562 574- 
577 583-590 597-598 602-603 612-620 633- 
634 641 652-653 668-669 677-685 699-701 
704-711 719-722 728-733 743-744 754-757 
760 763-771 784-786 794-796 81 1-816 822- 
828 840-844 847 849-851 855-856 879-886 
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Tissue 
origin 


RNA 
Source 


Library 
Name 


SEQ ID NOS: 


* 






889-897 903-908 910-914 919-920 924-927 
930-936 944-945 950 954-960 963 969 971- 
988 990-995 997-1009 1017-1021 1023-1027 
1036-1040 1042-1049 1053-1054 1063-1067 
1070-1071 1075-1076 1079-1080 1089-1091 
1095 1110-1113 1117-1121 1128-1136 1139- 
1 142 1 154-1 155 1 159 1 173 1 175 1 182-1 184 
1192-1193 1198-1212 1220-1221 1225-1228 
1230-1232 1235-1236 1266-1267 1271 1275- 
1277 1290-1291 1297-1301 1315-1319 1330- 
1333 1349-1355 1357-1362 1374 1380 1383- 
1384 1389 1397-1399 1410-1411 1414-1417 
1422-1423 1432 1438 1440-1441 1444 1450- 
1470 1479-1485 1489 1491-1494 1497 1500 
1507-1512 1514 1516-1517 1521 1524 1532- 
1548 1550-1556 1567-1574 1582-1585 1588- 
1589 1591 1597 1603-1608 161 1 1617-1619 
1625 1629-1632 1634-1637 1639-1648 1654 
1656 1659-1664 1666-1673 1683-1686 1688- 
1689 1691-1692 1694-1698 1701-1702 1706- 
1716 1719-1721 1723 1727-1739 1743-1746 
1753-1756 1763-1771 1773-1783 1796-1798 
1807-1817 1827-1852 1857-1860 1870-1877 
1879-1885 1898 1900-1911 1913-1922 1925- 
1927 1950-1962 1964-1974 1978-1979 1992 
2000-2002 2004-2007 2010-2013 2017-2024 
2027-2030 2035 2038-2039 2042-2043 2045- 
2047 2050-2056 2058-2064 2075-2077 2080- 
2082 2086-2091 2098-2100 21 1 1-21 14 21 16 
21 18 2121-2142 2144-2147 2153-2168 2171- 
2172 2174-2176 2179-2183 2186-2187 2191- 
2195 2208-2210 2216-2221 2223-2242 2251- 
2252 2254 2262 2265 2267-2270 2283 2288- 
2291 23102327-2331 2382 2386 2388-2391 
2414-2415 2418 2421 2423-2424 2427-2428 
2440-2441 2447 2451-2456 2465 2467-2474 
2483 2492-2494 2497 2499 251 1-2513 2519- 
2520 2528-2531 2534-2535 2548-2556 2560- 
2562 2564-2571 2573-2578 2587 2591 2594- 
2595 2604 2626 2639-2642 2645-2647 2656 
2659-2662 2665 2672-2674 2702-2705 2719- 
2720 2728-2729 2741-2743 2747-2748 2754- 
2758 2760-2761 2774-2776 2781 2783 2803- 
2804 2809 2816-2820 2824-2826 2843 2852- 
2862 2865-2867 2871-2874 2888 2896-2897 
2901-2903 2914-2917 2925-2929 2945-2946 
2951-2952 2954 2961-2962 2965-2975 2990 
2996-2998 3008-3009 3013-3014 3023 3026- 
3027 3031-3032 3054 3080 3084-3085 3088 
3094-3095 3098-3099 3102-3105 3139-3149 
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Tissue 
ongin 


RNA 
Source 


Library 
Name 


SEQ ID NOS: 








3158 3167-3168 3170-3173 3189-3191 3195 
3199-3202 32043206 3210-3211 3218 3220- 
3222 3224-3228 3230 3242-3243 3250-3252 
3257-3269 3276-3277 3280-3282 3285 3288- 
3290 3297-3299 3310-3312 331^3322 3325- 
3327 3331-3340 3345-3346 3360 3394-3395 
3403-3404 3428-3429 3438-3442 3444-3449 
3456 3462 3466-3468 3486-3487 3491-3495 
3516-3517 3522 3536-3543 3548-3552 3558- 
3565 3576-3580 3583 3589 3591-3593 3599- 
3601 3605 3621-3625 3628-3630 3632-3635 
3658-3660 3668-3669 3680 3689 3691 3693 
3724-3725 3735 3737-3738 3747 3761 3778 
3780-3781 3783-3786 3791 3804-3807 3815- 
3816 3822-3824 3827 3837-3838 3845 3847- 
3849 3858-3859 3867-3869 3878-3879 3882- 
3883 3955-3960 3962 3966-3971 4023 4030- 
4031 4053^056 4060-4061 4068-4069 4071- 
4076 4087-4089 4093 4104-4105 41 14-41 16 
4126 41364137 4140-4144 4157-4158 4170- 
4178 4220-4223 4228 4230-4235 4241-4245 
4255^257 4260 4273-4274 4285-4288 4291- 
4295 4322 4335-4337 4383-4384 4402 4404- 
4407 4430-4432 4534 4554-4555 4572 4577 
4583-45864598-4601 4604 4611 4613-4615 
4622-4626 4633-4634 4649 4651 4662 4668- 
4671 4740-4741 4748-4749 4756-4757 4764- 
4766 4772 4777-4780 4796-4797 4806 4832- 
4834 4862-4865 4900 4907-4909 4923-4925 
4948-4949 4953 4967-4970 4976-4979 5001- 
5003 5024 5038-5039 5082-5083 5092 5095- 
5097 5123-5124 5137-5140 5142-5143 5148- 
5149 5151-5152 5154-5157 5188-5192 5222- 
5224 5241-5242 5261-5267 5270 5272-5274 
5284-5289 5298-5302 5308-53 1 1 53 1 3-53 1 5 
5329-5330 5335-5343 5374 5381-5382 5389- 
5391 5399-5401 5427-5429 5435-5437 5440- 
5442 5455 5460-5461 5464-5466 5497 


leukocyte 


Clontech 


LUC003 


1-2 48-50 154-156 195-196 286-287 313-315 
324-325 395 520-521 557 602-603 772 784- 
786 814-816 822-823 863-869 885-886 906- 
908 944 954-956 963 980-988 995 1050 1080 
1122 1129-1130 1182-1184 1192 1198-1201 
1317-1319 1348-1350 1353-1355 1357-1358 
1374 1432 1450 1507 1516-1517 1532-1535 
1547-1548 1664 1686 1715-1716 1737-1739 
1753 1814-1817 1857-1859 1888-1893 1903- 
1911 1919-1922 1950 1984 2010-2013 2035 
2038 2054 2058-2061 21 16 21 18 2125-2133 
2178 2191-2192 2223 2278 2572 2574-2575 
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PCT/US01/086S6 



Tbsne 
origin 


RNA 
Source 


Library 
Name 


S£Q ID NOS: 








2645-2647 2735 2774-2776 2816-2817 3009 
3041-3049 3076-3078 3130 3156-3157 3167- 
3168 3170-3171 3289-3290 3341 3403-3404 
3635 3908 3941-3942 4030-4031 4055-4056 
4275-4277 4691-4692 4756-4757 4796-4797 
5001-5003 5148-5149 5275 5383 5435-5437 
5497 


melanoma 

fit>m cell 
line ATCC 
#CRL 
1424 


Clontech 


MEL004 


1-2 52 96 138-139 278-283 313-315 479-480 
491-495 511 799-800 822-823 829 847 863- 
869 871-875 889-897 944 951-953 957-962 
980-988 993 1017-1021 1038-1040 1042- 
1043 1129-1130 1172-1173 1182-1184 1202- 
1204 1220-1221 1237-1242 1269-1270 1290- 
1291 1337-1345 1359 1400-1401 1403-1404 
1432 1435-1436 1438 1442-1443 1457-1464 
1475-1477 1489 1505 1507 1524 1532 1536- 
1538 1547-1548 1551-1556 1575-1576 1585 
1603-1604 1611 1617-1619 1648 1663 1688- 
1689 1691-1692 1701-1702 1715-1716 1719- 
1721 1724 1735-1736 1746 1755-1756 1780- 
1783 1845-1847 1876-1877 1882-1885 1925 
1954-1962 1981-1983 2005 2045-2047 2058- 
2061 2088-2091 2115 2118 2138-2142 2144 
2178 2189-2190 2197-2199 2223 2254 2266 
2277 2281-2282 2284 2298-2299 2310 2347- 
2348 2389-2390 2418 2424 2427 2440-2441 
2443 2510-2513 2548 2591 2597 2637 2659- 
2662 2781 2783 2814 2824-2826 2843-2845 
2857-2860 2898 2905 2945-2946 2955 2969- 
2973 3008 3029 3094-3095 3130 3166 3170- 
3173 3195-3196 3226-3228 3240 3258-3259 
3339-3340 3438-3441 3443 345^3460 3574- 
3575 3577-3580 3589 3599-3601 3635 3658- 
3660 3691 3753 3815-3816 3828 3878-3879 
3941-3942 3966-3968 4077-4079 4104-4105 
4121-4122 4132-4133 4142-4144 4241-4242 
4275-4277 4287-4288 4326 4391-4393 4546- 
4548 4672^674 4679 4737 4796-4797 4835 
4902 5055 5057-5065 5085-5088 5280 5308- 
5309 5389-5391 5421-5422 


y gland 


Invitrogen 


MMGOOl 


1-2 12-13 39-40 47 62 81-82 96 116-119 126 
173 175-177 180-182 195-196213-215 227- 
230 236 246-247 258-260 274 278-283 313- 
315 321 341-344 346-349 354 365-367 399 
419-420 445-446 450-451 478 491-492 520- 
521 538 543 580-581 583-590 602-603 607 
629-630 647-649 652-653 670-671 677-678 
682-684 697 709-71 1 728-733 743-744 764- 
771 789-793 796 801-803 806-808 814-816 
840-844 870 879-881 885-886 900-905 909- 
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Tissue 
origin 


RNA 
Source 


Library 

Name 


1 SEQ ID NOS: 






* 


914 924-926 930 944 946-950 957-960 964- 
966 969 971-988 993 997-1002 1017-1021 
1023-1028 1032-1034 1038-1040 1042-1048 
1056-1057 1063-1068 1070-1071 1076 1088- 
1091 1108 1117-11191127 1131-11361139- 
1142 1151-1154 1159-1164 1175 1189-1191 
1193 1198-1201 1205-1207 1217-1218 1228 
1230-1232 1235-1242 1271 1297-1299 1307 
1315-1318 1320-1321 1323-1327 1337-1345 
1349-1350 1359-1362 1380 1385-1387 1389- 
1393 1400-1401 1403-1406 1408-1409 1411 
1414 1418-1421 1425 1427-1431 1435-1436 
1455-1462 1471-1472 1481-1484 1488 1491- 
1494 1498-1499 1507-1512 1524 1533-1535 
1540-1548 1550 1575-1576 1579 1585 1588- 
1589 1603-1608 1621-1623 1629-1632 1634- 
1637 1640-1647 1649-1653 1655 1665 1691- 
1692 1694-1698 1709 1715-1716 1727-1734 
1737-1739 1743-1746 1753 1758 1765-1771 
1773-1774 1780-1783 1835-1844 1848-1852 
1857-1860 1870-1875 1878-1885 1897 1900- 
! 1911 1919-1922 1925 1951 1954-1962 1964- 
1965 1978-1979 1981-1983 1990-1991 2010- 
2013 2025-2034 2036-2038 2045-2047 2050- 
2054 2060-2061 2068-2074 2076-2079 2095 
2101-2102 2111-21142117-2118 2143 2146- 
2147 2151-2152 2174-21762186-21872189- 
21902193-2201 2204-22102214-2221 2234- 
2242 2254 2258-2260 2267-2270 2277 2281- 
2282 2284 2288-2291 2296-2297 2305-2306 
2310 2331 2333-2334 2338-2340 2345-2346 
2377-2381 2388 2391 2395 2397-23992405- 
2415 2428 2452-2454 2468 2473-2474 2483 
2496 251 1-2513 2526-2527 2536 2560 2574- 
2575 2579-2584 2587 2592 2594-2595 2603- 
2604 2629-2631 2633-2636 2639-2642 2656- 
2662 2664-2665 2672-2676 2692 2696-2697 
2721 2728-2729 2734 2741-2743 2782 2787- 
2789 281 1-2814 2828 2836-2839 2843 2855- 
2860 2886-2887 2899-2900 2905 2925-2929 
2951-2952 2954 2961-2962 2976 2978 2981- 
2983 2985 2990 2996-2998 3008-3009 3013- 
3014 3030-3032 31 18 3131 3136-3137 3149 
3156-3157 3172-3173 3189-3191 3195 3199 
3219 3226-3228 3243 3246 3250-3255 3257- 
3259 3297-3299 3310-3311 3313 3323-3325 
3331-3338 3396-3398 3403-3404 3411-3417 
3424-3427 3462 3466-3468 3472-3473 3498- 
3501 3516-3517 3536-3543 3550-3552 3554- 
3556 3561-3562 3577-3580 3624-3625 3638- 
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Tissue 

• • 
ongin 


RNA 
Source 


Library 
Name 


SEQ n> NOS: 








3640 3658-3660 3664-3665 3667 3691 3713 
3729-3730 3760 3784-3788 3853 3871-3872 
3930 3939-3940 3955-3957 3997-3998 4004 
4014-4015 4033-4034 4036-4039 4043-4045 
4060-4061 4068-4069 4077-4079 4081-4084 
4093 4098 4112-4113 4118 4142-4143 4220- 
4223 4239-4242 4261-4266 4275-4277 4283- 
4284 4291-4295 4297-4299 4330-4331 4335- 
4337 4379-4380 4391-4393 4403 4461-4464 
4531 4534 4549 4551 4558 4569-4571 4583- 
4586 4598-4601 4629-4634 4642 4651 4672- 
4674 4691-4692 4796-4797 4861-4865 4967- 
4970 4976-4979 5034-5036 5057-5065 5092 
5095-5097 5116 5137-5140 5148-5149 5190- 
5192 5222-5224 5241-5242 5261-5267 5272- 
5274 5276-5277 5313-5315 5329-5330 5335- 
5343 5387-5388 5408-5410 5423-5425 5439 
5455 5485 5497 


induced 

neuron 

cells 


Strategene 


NTDOOl 


313-315 548-553 682-684 814-816 903-905 
909 944 950 969 993 1017-1021 1026-1027 
1036-1037 1070-1071 1088 1285 1294-1296 
1315-1316 1322 1357-1358 1363-1371 1403- 
1404 1520 1536-1538 1620 1629-1632 1638 
1663 1701-1702 1707-1708 1724 1753 1770- 
1771 1915-1918 1925-1927 1950 1993-1998 
2017-2020 2025-2026 2058-2061 2083 2121- 
2124 2144 2151-2152 2197-2199 2331 2386 
2469 2573 2596 2628 2752-2753 2843 2898 
2925-2929 2961-2962 2969-2973 3172-3173 
3189-3191 3224-3225 3253-3255 3310-3311 
3428-3429 3470-3471 3673-3677 3760 3969- 
3971 4014-4015 4082-4084 4090-4092 4100 
41 14-41 16 4140-4141 4272 4285-4286 4470 
4616-4621 4691-4692 4761-4763 4864-4865 
4907-4909 5137-5140 5298-5302 


retinoic 

acid 

induced 

neuronal 

cells 


Strategene 


NTROOl 


195-196 278-283 388-390 743-744 855-856 
995 1038-1040 1139-1142 1418-1420 1533- 
1535 1780-1783 1903-1911 2060-2061 2223 
2592 3289-3290 3969-3971 4598-4601 


neuronal 
cells 


Stratagene 


NTUOOl 


74-77 195-196 246-247 278-283 294-295 
341-344 388-390 491-492 566 652-653 680- 
681 743-744 755-757 784-786 801-803 855- 
856 863-869 900-902 919-920 950 964-966 
995 997-998 1000-1002 1076 1159 1235- 
1236 1294-1297 1432 1451-1454 1507 1533- 
1535 1605-1608 1648 1667-1670 1688-1689 
1691-1692 1694-1698 1703-1704 1746 1753 
1765-1769 1831-1834 1848-1851 1900-1902 
1925 1966-1974 2060-2061 2088-2091 2095 
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origin 


RNA 
Source 


Library 
Name 


SEQ ID NOS: 




* 




2144 2223 2254 2276 2310 2573 2598 2628 
2677-2680 2752-2753 2824-2826 2913 3149 
3229 3486-3487 3628 3638-3640 3864-386S 
3969-3971 4215-4217 4285-4286 4583-4586 
4910 5001-5003 5137-5140 5211-5213 5423- 
5425 


pituitary 
gland 


Clontech 


PIT004 


175-177 227-230 491-492 796 822-823 849- 
851 992 995 1017-1021 1042-1043 1160- 
1164 1182-1184 1202-1204 1215-1216 1220- 
1221 1300-1301 1317-1318 1320-1321 1398- 
1399 1410 1479 1507 1540 1553-1556 1582- 
1585 1591 1625 1648 1657-1658 1663 1708 
1753 1870-1875 1925 2060-2061 2068-2071 
2118 2447 2604 2696-2697 2715 2774-2776 
2843 2871-2872 3021-3022 3100 3203 3331- 
3332 3339-3340 3424-3427 3577-3580 3684 
3787-3788 3959-3960 4549 5431-5433 


placenta 


Clontech 


PLA003 


1052 1215-1216 1694-1698 1919-19222116 
3969-3971 4672-4674 5001-5003 5241-5242 


prostate 


Clontech 


PRTOOl 


42 165 246-247 335 51 1 548-550 675 847 
873-875 879-881 889-897 910-914 946-949 
980-988 993 995 1008-1009 1038-1040 1049 
1128 1154 1157 1173 1182-1184 1202-1204 
1297 1317-1318 1352 1357-1359 1398-1399 
1414 1457-1462 1485 1498-1499 1524 1553- 
1556 1629-1632 1648 1683-1684 1688-1689 
1718-1721 1746 1753 1770-1771 1792-1795 
1831-1834 1860 1870-1875 1879-1881 1925- 
1927 1990-1991 2005 2035 2038 2045-2047 
2055-2056 2060-2064 2083 2088-2091 2118 
2144 2179-2181 2202-2203 2229 2254 2277 
2283 2296-2297 2303-2304 2315 2337-2340 
2387 2418 2423 2427 2445 2456 2468 2475 
2492-2495 2510 2536 2543-2544 2546 2549- 
2550 2574-2575 2591-2592 2604 2645-2647 
2649 2659-2662 2712 2721 2749-2750 2760 
2857-2860 2871-2872 2894-2895 2909-2911 
2925-2929 2951-2952 3005 3013-3014 3017- 
302030293081 31003121 314831743199 
3226-3228 3242 3250-3252 3276-3277 3280- 
3282 3558-3560 3606-3607 3694-3696 3765 
3891 3962 4067 4101-4102 4232-4235 4383- 
4384 4461-4464 4533 4546-4548 4581-4582 
4796-4797 4882 4886 4899 4907-4910 4967- 
4970 5073 5078 5295-5296 5431-5433 


rectum 


Invibogen 


RECOOl 


39-40 61 64 278-283 298-300 491-492 561- 
562 652-653 789-793 870 879-881 957-960 
997-998 1007 1042-1043 1070-1071 1131- 
1136 1159 1217-1218 1235-1242 1272-1273 
1275-1277 1317-1319 1363-1371 1380 1386- 
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PCTAJSOl/08656 



Tissue 


SNA 
Source 


Library 
Name 


SEQ ID NOS: 








1387 1444 1446-1449 1507 1511-1512 1532 
1540 1547-1548 1553-1556 1667-1673 1691- 
1692 1694-1698 1715-1716 1728-1736 1848- 
1851 1860 1870-1875 1903-1911 1915-1918 
1948-1949 1981-1983 2005 2038 2054-2056 
2076-2077 2098-2100 2153-2155 2191-2192 
2200-2201 2204-2207 2315 2317 2380-2381 
2526-2527 2553 2576-2578 2587 2596 2629- 
2631 2675-2676 2696-2697 2702-2705 2716- 
2718 2844-2845 2865 2931-2939 3008 3035- 
3036 3213-3214 3220-3222 3250-3252 3310- 
3311 3336-3338 3462 3516-3517 3536-3545 
3590-3593 3619-3620 3624-3625 3629-3630 
3793 3815-3816 3969-3971 4071-40764114- 
41 16 4404-4407 4668-4671 4862-4863 4877 
4903 4910 4946 5001-5003 5034-5036 5095- 
5097 5120 5272-5274 5322 5399-5401 5427- 
5429 5431-5433 


salivary 
gland 


Clontech 


SALOOl 


48-50 116-119 154-156 175-177 313-315 
396-398 491-492 543 591 784-786 826-828 
910-914 924 950 994-995 999 1023-1025 
1036-1037 1049 1128 1202-1204 1230-1232 
1237-1242 1297 1322 1332-1333 1352 1418- 
1420 1446-1449 1473 1480-1484 1498-1499 
1507 1511-1512 1533-1535 1541-1546 1667- 
1670 1686 1746 1763-1769 1792-1795 1839- 
1844 1857-1859 1865-1875 1882-1885 1919- 
1922 1948-1949 1951 1978-1979 2017-2020 
2055-2056 21 18 2125-2130 2138-2142 2146- 
2147 2179-2181 2251-2252 2255-2257 2273 
2280 2286-2287 2395 2403 2405-2413 2423 
2499 2536 2591 2629-2631 2700 2712 2781 
2784 2843-2845 2855-2856 2898 2965-2968 
3008 3021-3022 3075 3236 3280-3282 3319- 
3322 3462 3491-3495 3632-3634 3778 3867- 
3869 3966-3968 4291-4295 4333 4581-4582 
4598-4601 4681-4683 4729 4953 5001-5003 
5148-5149 5270 5272-5274 5406-5407 5464- 
5466 


salivary 
gland 


Clontech 


SALs03 


341-344 1089-1091 1435-1436 1511-1512 
1664 1708 4907-4909 5272-5274 


skin 

fibroblast 


ATCC 


SFBOOl 


491-492 1089-1091 1182-1184 1685 2005 
2223 5423-5425 


skin 

fibroblast 


ATCC 


SFB002 


175-177 1089-1091 1182-1184 1688-1689 
1763-1764 3289-3290 5423-5425 


skin 

fibroblast 


ATCC 


SFB003 


366-367 840-844 1089-1091 1557 1688-1689 
2005 3313 5423-5425 


small 
intestine 


Clontech 


SINOOl 


154-156 179 191 201-205 212 277 341-344 
357-361 435 457 652-653 698 873-875 944 
969 997-999 1032-1034 1048 1063-1067 
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PCT/USOl/08656 



Tissue 

• • 
ongin 


RNA 
Source 


Library 
Name 


SEQ ID NOS: 








1078 1128 1131-1136 1139-1142 1154 1182- 
1184 1323-1327 1359 1451-1454 1511-1512 
1540 1550-1552 1626 1634-1637 1640-1645 
1655 1663 1688-1689 1703-1704 1710-1714 
1805-1806 1827-1829 1839-1844 1964-1965 
1981-1983 2004-2005 2055-2056 2068-2071 
2086-2087 2096-2097 2156-2160 2234-2242 
2311-2313 2321 2338-23402385 2510 2536 
2603-2604 2628 2665 2748 2840-2841 2843 
2951-2952 2954 2964 2969-2973 3100 3151- 
3152 3181-3183 3193 3309-3311 3331-3332 
3403-3404 3470-3471 3590 3689 3729-3730 
3810 3878-3879 3893 3941-3942 3959-3960 
3973-3983 4004 4062-4064 4239-4240 4382 
4560 4668-4671 4796-4797 4864-4865 4890- 
4891 4910 5001-5003 5057-5065 5080 5148- 
5149 5272-5274 5335-5343 5399-5401 5435- 
5437 5444-5447 


skeletal 
muscle 


Clontech 


SKMOOl 


1-2 154-156 175-177 216-218 245 313-315 
346-349 354 574-577 849-851 928-929 957- 
960 971-974 1003-1006 1032-1034 1076 
1300-1301 1334-1335 1395-1396 1403-1404 
1432 1550 1691-1692 1735-1739 1746 1830 
2049 2118 2548 2560 2592 2629-2631 2746 
2785 2819 2843 3121 3181-3183 3310-3311 
3432 3663 3737-3738 3943-3948 4534 5095- 
5097 


skeletal 
miiscle 


Clontech 


SKM002 


1688-1689 2234-2242 2288-2291 3795-3800 
5423-5425 


skeletal 
muscle 


Clontech 


SKMs03 


1688-1689 3795-3800 


skeletal 
muscle 


Clontech 


SKM0s4 


1585 3536-3543 3795-3800 5154-5157 


spinal 
cord 


Clontech 


SPCOOl 


30-31 74-77 123 134 154-156 175-177 213- 
215 301-303 313-315 421 491-492 520-521 
751 796 822-823 849-851 855-856 863-869 
871-872 889-897 909 924 927 950-953 964- 
966 980-988 997-998 1017-1021 1026-1027 
1049 1053-1054 1089-1091 1127 1151-1154 
1159 1173 1175 1182-1184 1189-1191 1215- 
1216 1220-1221 1230-1232 1319-1321 1349- 
1350 1355 1359 1363-1371 1388-1393 1398- 
1399 1422-1423 1432 1446-1449 1470 1532 
1539 1541-1546 1551-1552 1569-1574 1582- 
1584 1649-1653 1663 1685 1688-1689 1707 
1715-1716 1727 1735-1736 1792-1798 1831- 
1834 1839-1844 1915-1922 1951 1992 2005 
2017-2020 2035 2042-2043 2057 2060-2061 
2072-2074 2086-2087 2096-2097 21 18 2143- 
2144 2173 2186-2187 2193-2195 2208-2210 
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PCTAJSOl/08656 



Tissue 
origin 


RNA 
Source 


Library 
Name 


SEQ ID NOS: 


• 






2223 2230 2233-2242 2246-2248 2273 2278 
2380-2381 2419-2420 2488 251 1-2513 2536 
2594-2595 2650 2659-2662 2702-2705 2747 
2749-2750 2759 2761 2774-2776 2820 2843- 
2845 2865 2899-2900 2954 2960-2962 2974- 
2975 2992 2996-2998 3021-3022 3203 3289- 
3290 3312 3342-3346 3402 3428-3429 3536- 
3543 3550-3552 3561-3562 3574-3575 3588 
3636 3729-3730 3792 3804-3806 3810 3831- 
3833 3840-3841 3855 3882-3883 4036-4039 
4048-4051 4093 4104-4105 41 14-41 16 4134 
4145-4153 4220-4223 4227 4232-4235 4272 
4373 4381 4409 4534 4546-4548 4629-4632 
4738-4739 4796-4797 4862-4865 4907-4909 
5001-5003 5057-5065 5085-5088 5137-5140 
5188-5192 5276-5279 5421-5425 5427-5429 
5445-5447 5464-5466 5489 


adult 
spleen 


Clontech 


SPLcOl 


491-492 548-550 561-562 641 652-653 801- 
803 863-869 944 969 971-974 995 1 128 1 171 
1205-1207 1271 1290-1291 1330-1331 1353- 
1354 1508-1510 1547-1548 1551-1552 1605- 
1608 1621-1623 1625 1694-1698 1743-1745 
1753 1796-1798 1827-1829 1848-1851 2054 
2066-2067 2098-21002111-2114 2179-2181 
2193-2195 2537-2538 2604 2925-2929 3017- 
3020 3234 3240 3250-3252 3289-3290 3402 . 
3536-3543 3667 3975-3983 41 14-41 16 4136 
4549 4652-4653 4691^692 4796-4797 4907- 
4909 5001-5003 5050-5052 5144 5241-5242 
5270 5335-5343 5346-5354 5389-5391 


stonoach 


Clontedi 


STOOOl 


47 134 154-156 286-287 394 440-441 468 
707 754 950-953 961-962 995 1041 1050 
1070-1071 1075 1160-1164 1182-1185 1195- 
1196 1256 1414 1507 1511-1512 1524 1638 
1648 1664 1674-1682 1687 1724 1746 1780- 
1783 1819 1952-1953 2093 2118 2121-2124 
2188 2216-2221 2234-2242 2251-2252 2258- 
2260 2273 2424 2464 251 1-2513 2522 2548 
2626 2645-2647 2650 2664 2675-2676 2686 
2726 2820 2842 2898 2957 3008 3 1 14 3172- 
3173 3197 3258-3259 3285 3310-331 1 3374- 
3382 3428-3429 3456 3508-3513 3584-3585 
3693 3882-3883 3906 3969-3971 4241-4242 
4400 44984500 4672-4674 4910 4967-4970 
5431-5433 5497 


thalamus 


Clontech 


THA002 


14-22 52 70 96 131-132 154-156 235 296 
313-315 354 400-404 436 551-553 709-71 1 
822-823 829 964-966 969 997-998 1026-1027 
1038-1040 1044-1047 1051 1129-1130 1154 
1175 1182-1184 1193 1244-1246 1249-1255 



15] 
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PCTAJS01/086S6 



Tissae 

• « 
ongm 


RNA 
Source 


Library 
Name 


SEQ ID NOS: 








1271 1281-1282 1290-1291 1320-1321 1348 
1360-1362 1390-1394 1407 1427-1431 1470 
1S07 1540 1585 1592 1620-1623 1640-1645 
1683-1684 1694-1698 1709 1735-1736 1839- 
1844 1870-1875 1897 1925 1948-19492010- 
2013 2025-2026 2031-2034 2072-2074 2076- 
2077 2202-2203 221 1-2213 2255-2257 2261 
2298-2299 2322 2349-2356 2419-2420 2437 
2470-2472 2603 2637 2650 2702-2705 2754- 
2758 2765 2784 2857-2860 2951-2952 3025 
3139-3147 3167-3168 3230 3237 3246 3288 
3358 3424-3427 3477-3478 3516-3517 3554- 
3556 3729-3730 3769 3831-3833 3877 3891 
3969-3971 4093 4098 4127-4130 4220-4223 
4283-4284 4291-4295 4581-4582 4598-4601 
4672-4674 4738-4739 5073 5188-5189 5202- 
5207 5399-5401 5423-5425 5440-5441 


thymus 


Clontech 


THMOOl 


28 39-4042 52 125 137 157-159 165 175-177 
198 235 274 277 284 366-367 394 450451 
491-492 499 516 583-590 605-606 659-660 
707-71 1 764-771 822-823 840-844 847 852- 
854 863-869 899 944 950-953 980-988 997- 
999 1017-1021 1026-1027 1075-1076 1080 
1131-1136 1139-1142 1173-1174 1182-1184 
1202-1204 1230-1232 1290-1291 1308-1309 
1359 1380 1389 1397 1410 1414 1418-1423 
1434 1444 1450 1470 1479 1485 1507 1511- 
1512 1516-1517 1524 1551-1557 1569-1574 
1597 1611 1617-1619 1659-1660 1663 1686 
1709-1714 1719-1721 1727 1746 1753 1763- 
1764 1792-1795 1827-1829 1857-1859 1876- 
1877 1879-1881 1915-1922 1926-1927 1954- 
1962 2000-2002 2031-2034 2038 2049 2054 
2060-2061 2098-2100 2118 2125-2133 2138- 
2142 2145 2148-2150 2153-2160 2191-2192 
2214-2215 2246-2248 2254-2257 2267-2270 
2273 2280 2284 2298-2299 2301 2307 2338- 
2340 2427 2456 2468 2490-2491 2536 2542 
2561-2562 2604 2730 2739 2752-2758 2820 
2843 2866-2867 2873-2874 2913-2917 2919- 
2920 2954 2974-2975 3009 3025 3035-3036 
3088 3094-3095 3117 3149 3170-3171 3210- 
3211 3226-3229 3235 3238 3250-3255 3283 
3289-3290 3314 3342-3344 3428-3429 3508- 
3513 3591-3593 3605 3608 3624-3625 3632- 
3634 3636 3689 3691 3723 3772 3778 3780- 
3781 3784-3786 3815-3816 3864-3865 3882- 
3883 3891 3897-3905 3925-3926 3958 3962 
4093 4100 4112-4116 4126-4130 4228 4287- 
4288 4581-4582 4598-4601 4652-4653 4662 
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Tissue 
origin 


RNA 
Source 


Library 
Name 


SEQ ID NOS: 








4796-4797 4839 4910 5000-5003 5137-5140 
5148-5149 5190-5192 5272-5274 5317-5320 
5384 5483 


thymus 


Clontech 


THMc02 


39-40 52 74-77 92-96 136 154-159 168 175- 
177 244 258-260 301-303 316-320 365-367 
400-404 462 471 491-492 498 516 522-524 
531-532 551-553 557 602-603 607 647-649 
670-671 697 699-701 709-71 1 728-733 784- 
786 822-823 829 833 840-844 863-869 885- 
886 925-926 931-936 944 950 971-974 993 
995 997-999 1003-1006 1017-1021 1042- 
1047 1070-1071 1075 1110-1113 1128 1131- 
1136 1171 1182-1184 1192 1202-1207 1271 
1275-1277 1315-1319 1322 1332-1333 1357- 
1359 1363-1371 1389 1398-1401 1405-1407 
1432 1440-1441 1446-1449 1455-1462 1467- 
1469 1479 1507-1510 1524 1526 1533-1535 
1540 1551-1552 1569-1574 1588-1589 1617- 
1619 1634-1637 1646-1647 1656 1694-1698 
1701-1702 1707 1715-1716 1727 1743-1746 
1754 1763-1764 1792-1795 1831-1834 1839- 
1844 1848-1851 1857-1860 1870-1877 1879- 
1881 1903-1911 1913-1918 1952-1962 1966- 
1974 1981-1983 2010-2013 2017-2024 2048 
2052-2053 2060-2061 2072-2074 2080-2082 
2086-2087 2098-2100 2131-2133 2138-2142 
2148-2150 2153-2160 2178 2191-2192 2196 
2208-2210 2214-2221 2230 2234-2242 2249 
2286-2287 2331 2338-2340 2360 2388 2391 
2464 251 1-2513 2519-2520 2537-2538 2604 
2645-2647 2651-2655 2657-2658 2672-2674 
2677-2680 2737-2738 2741-2743 2781 2829 
2846-2847 2896-2897 2901-2903 2918 2976 
3009 3068 3124-3128 3138 3196 3215-3216 
3220-3222 3230 3240 3250-3252 3274 3289- 
3290 3299 3310-331 1 3331-3332 3394-3395 
3403-3404 3406-3407 3459-3460 3466-3468 
3535-3543 3554-3556 3591-3593 3654-3657 
3729-3730 3737-3738 3768-3769 3795-3800 
3817-3821 3846 3867-3872 3878-3879 3882- 
3883 3925-3926 3969-3971 3975-3983 4100 
4106 4285-4288 4291-4296 4326 4343-4347 
4360 4376-4377 4439 4529 4534 4542-4544 
4581-4582 4598-4601 4613-4615 4622-4623 
4629-4632 4651 4657 4660 4672-4674 4729 
4747-4749 4796-4797 4864-4865 4903 4907- 
4909 5001-5003 5046-5047 5130-5131 5148- 
5149 5210 5241-5242 5261-5267 5276-5277 
5298-5302 5313-5315 5322 5329-5330 5332- 
5333 5335-5343 5346-5354 5421-5425 5440- 
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Tissue 

• ■ 
ongiB 


SNA 
Source 


Library 
Name 


SEQ ID NOS: 








5442 


thyroid 
gland 


Clontech 


THROOl 


1-2 47 62 70 74-78 100-106 134 136 138-139 
154-156 175-177 185 191 197222 231 237- 
240 252-253 278-283 313-315 332-333 341- 
344 357-361 365 379-380 394 400-404 415- 
416419437-438 463 491-492 511 513 574- 
577 583-590 631 652-653 670-671 685 699- 
701 704-707 728-733 796 822-823 840-844 
847 863-870 889-898 903-908 910-914 916- 
918 927-929 931-936 944 951-953 969 971- 
974 980-988 992-995 997-999 1003-1006 
1008-1009 1017-1021 1032-1034 1036-1037 
1049 1052-1054 1056-1057 1063-1067 1070- 
1071 1075 1079 1110-1113 1117-1121 1128- 
1136 1154 1172-1173 1175 1180-1187 1198- 
1204 1217-1218 1220-1223 1228 1235-1236 
1243-1246 1249-1255 1266-1267 1269-1271 
1275-1277 1286 1297 1300-1301 1307 1310- 
1319 1323-1327 1332-1333 1349-1350 1353- 
1355 1359-1362 1374 1386-1387 1389-1393 
1395-1399 1403-1404 1412 1414-1420 1427- 
1431 1438 1440-1444 1446-1449 1455-1456 
1463-1464 1470 1473 1479-1480 1488 1507- 
1510 1520 1524 1536-1538 1547-1548 1551- 
1552 1558 1569-1574 1582-1584 1586-1589 
1611-1612 1617-1620 1639-1645 1648 1657- 
1658 1663-1665 1667-1670 1683-1684 1686 
1691-1692 1701-1702 1707 1715-1716 1723 
1735-1739 1746 1753 1755-1756 1765-1771 
1773-1774 1780-1783 1792-1798 1805-1813 
1827-1834 1839-1844 1848-1852 1870-1877 
1897 1903-1911 1915-1918 1925-1927 1951 
1954-1962 1964-1974 1999-2003 2005 2010- 
2013 2017-2020 2025-2026 2036-2038 2042- 
2043 2045-2048 2050-2059 2062-2064 2066- 
2071 2075 2083 2086-2091 2093 2101-2102 
21 1 1-21 14 21 162118 2125-2133 2143-2144 
2156-2160 2163-2168 2173-2176 2179-2181 
2186-2187 2200-2210 2223 2230 2253-2260 
2262 2267-2270 2273 2288-2292 2296-2297 
2303-2304 2327-2331 2358 2377-2379 2386 
2418 2421 2423 2427 2434-2435 2444 2449 
2452-2454 2467 2496 2502 2510-2513 2534- 
2536 2549-2550 2554-2556 2564-2571 2573- 
2575 2598 2604 2626 2629-2631 2645-2648 
2650-2655 2657-2662 2672-2676 2686 2700 
2702-2706 2709-271 1 2726 2741-2743 2746- 
2748 2760-2761 2763 2772 2777-2778 2805- 
2806 2813-2814 2818 2828 2833 2843 2852- 
2853 2861-2862 2866-2867 2898-2900 2905 
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origin 


RNA 
Source 


Library 
Name 


SEQ D) NOS: 








2913 2925-2929 2945-2946 2965-2973 2992 
3008 3010-3012 3021-3022 3024 3084-3085 
3088 3094-3095 3123 3131 3133-3135 3138 
3153-3158 3170-3171 3189-3191 3195 3210- 
3212 3218 3220-3222 3226-3228 3240 3242- 
3243 3256 3258-3259 3279-3282 3288 3297- 
3299 3313 3319-3322 3325 3331-3335 3342- 
3346 3372-3382 3399 3408 3418 3424-3429 
3438-3441 3444-3445 3456 3466-3468 3474 
3477-3478 3516-3517 3522 3524-3532 3535 
3544-3545 3554-3556 3558-3562 3577-3580 
3583 3586 3589 3591-3593 3602-3605 3610- 
3613 3628 3638-3640 3658-3660 3673-3677 
3680 3685 3691 3693 3708 3724-3725 3747 
3762 3791-3792 3804-3807 3815-3816 3822- 
3824 3867-3869 3871-3872 3886 3891 3895 
3908 3930 3949-3951 3962 3966-3971 4004- 
4007 4014-4015 4024-4025 4033-4034 4043- 
4045 4093 4100 4104-4105 4109-41 11 4123 
41264140-4141 4169 4220^223 4230-4235 
4241-4244 4275-4277 4379-4380 4383-4385 
4435-4437 4461-4464 4520 4522 4537-4544 
4568 4581-4582 4598-4601 4633-4635 4640 
4681-4683 4691-4692 4764-4766 4785 4796- 
47974864-4865 4873 4890-4891 4907-4910 
4980 5085-5088 5092 5107-5108 5147-5149 
5154-5157 5241-5242 5280 5308-5309 5329- 
5330 5335-5343 5369 5389-5391 5399-5401 
5406-5407 5423-5425 5427-5429 5442 5448- 
5450 5464-5466 5497 


trachea 


Clontech 


TRCOOl 


1-2 39-40 52 231 288-290 306 379-380 51 1 
822-823 889-897 909 951-953 963 990-991 
1026-1027 1052 1110-1113 1129-1130 1182- 
1184 1272-1273 1292-1293 1297 1300-1301 
1307 1349-1350 1352 1363-1371 1397 1440- 
1441 1457-1462 1511-1512 1532 1547-1548 
1586-1587 1612 1648 1664 1667-1670 1687 
1690 1708 1735-1736 1746 1770-1771 1876- 
1877 1900-1902 1948-1949 1951-1953 2000- 
2002 2004 2021-2024 2036-2037 2054-2056 
2060-2064 21 18 2422 2452-2454 2470-2474 
251 1-2513 2604 2659-2662 2681-2685 2748 
2879-2881 2898 2925-2929 2974-2975 3026- 
3027 3170-3171 3223 3242 3260-3267 3394- 
3395 3446-3449 3456 3663 3673-3677 3686- 
3688 3761 3969-3971 40I4-40I54I40-414I 
4275-4277 4477 4554-4555 4570-4571 4664- 
4665 4761-4763 4864-4865 4878-4879 4892 
5241-5242 5272-5274 5438 


uterus 


Clontech UTROOl 


116-119 137-139 278-283 313-315 379-380 



155 



wo 01/79449 



PCTAJSOl/08656 



Tissue 

• • 
origin 


RNA 
Source 


Library 
Name 


SEQ ID NOS: 








491-492 548-550 583-590 592-594 789-793 
814-816 822-823 930 995 999 1050 1068 
1143 1202-1207 1230-1232 1297 1323-1327 
1351 1363-1371 1383-1384 1388 1425 1438 
1451-1454 1507 1551-1552 1582-1584 1627 
1663 1688-1689 1691-1692 1719-1721 1746 
1753 1755-1756 1765-1769 1792-1795 1839- 
1844 1878 1919-1922 1951 1988 2017-2024 
2045-2047 2055-2056 21 18 2193-2195 2208- 
2210 2254 2273 2296-2297 2444 2469 2552 
2604 2665 2696-2697 2768-2771 2781 2802 
2861-2862 2955 3156-3157 3419 3451-3455 
3577-3580 3708 3729-3730 3749-3752 3880 
3934 3966-3968 4043-4045 4062-4064 4239- 
4240 4374-4375 4629-4632 4666 4796-4797 
5024 5148-5149 5181-5183 5389-5391 5485 



"^The 16 tissue-mRNAs and their vendor source, are as follows: 1) Normal adult brain mRNA 
(Invitrogen),2) normal adult kidney mKNA (Invitrogen), 3) normal aduh liver mRNA (Invitrogen), 
4) normal fetal brain noKNA (Invitrogen), 5) noimal fetal kidney mRNA (Invitrogen), 6) nomial 
fetal liver mRNA (Invitrogen), 7) normal fetal skin mRNA (Invitrogen), 8) human adienal gland 
mRNA (Clontech), 9) human bone marrow mRNA (Clontech), 1 0) human leukemia lymphablastic 
mRNA (Clontech), 11) human thymus mRNA (Clontech), 12) human lymph node mRNA 
(Clontech), 13) human spinal cord mRNA (Clontech), 14) human thyroid mRNA (Clontech), 15) 
human esophagus mRNA (BioChain), 1 6) human conceptional umbilical cord mRNA (BioC3iam). 
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Table 2 



SEQID 
NO; of 
nodto-tide 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQID NO: 

ID ussy 

09/770,1^ 


Nodcotidc 
location of 
first codoQ 
for peptide 
stqacDce 


Nucleotide 
location of last 
codoo for last 
amino add of 
peptide 
sequence 


Amino add seqnence ( X^Unknown; *^top 
codon; A^possible nadeotide ddetion; V^possible 
nodcotidc insertion) 


1 


5498 


C 


1 


239 


322 


MGGALLKEPILSPGGGKGKIFFWGP 


2 


5499 


A 


2 


1441 


2129 


SVIA*SCRASVASKQS*PTLLPSACA 

RPHA\STVDAPASGGAPRASSP\SSD 

CLWSTSSSSTPLSASASSS/SPPSFNP 

AADARGSQGPGARGRSCSPSSSERH 

VRRRVSAARQAGAASAGGGRQAG 

LAGRSGLSA/SRSSARASSSATPALA 

QSTVPSSESECAPLKSRSGLTSSLSKP 

AS*ATLGKKGSGSSWRFPPES1HGR 

HPLSASCWNKSVAAAAAPTGATAP 

PKAGP 


3 


5500 


C 


3 


36 


236 


MGPnPDXSXFFWRKPITWMPTWE 

GTSNVGPQPLSSSKSLHSXRGHPAPI 

PTGQAGPRDSGPGASP* 


4 


5501 


A 


4 


109 


300 


GGGKQIPFKGGKFXWGPGPVLKKG 
EREKPGGNPKKTPWKKASSRPAPRI 

HPCFT*HAPDPRPLY 


5 


5502 


A 


5 


2 


73 




6 


5503 


A 


6 


27 


375 


EHSGVRQALCFGTASQRPSQQPAPS 

GPGPPGEPG*ERLCASHKAF1SHKQS 

H*SPQ*PCQAGVTLSRLQTTNSPRPH 

SQKGLRGPRTQTLSLTSQPTACSEN 

SQGSQPSPKRTLS 


7 


5504 


B 


7 


50 


204 


XKEGSLCDEYWNPAANLINVCSLFL 
RQGPRLALMQGEPVDKGCLGVLLE 
NK* 


8 


5505 


A 


8 


379 


623 


ATTVSVFPFTAKLLERPGLHLLVFLP 
NLQFPLQPLVS*LALLRGSTLTKQV 
PSAPDKPLLVSPSPAKHPPVPPSCGP 
GLQG 


9 


5506 


B 


9 


185 


366 


XHPGDGFRPNQEGDERPARKKTWV 

RDGGPHQGLFRSFHPQFFSRPSRAT 

AHVPAVYFSVEWX* 


10 


5507 


A 


10 


29 


308 


WLPPNPGRRREARQEEDLGPGWW 
APSGPLPQLPSAVLQPTQPGHGPRA 
SL»*SVCFSFADKEGSLCDEYWNPA 
A/KPH*RLQPLPSTRPEISPL 


11 


5508 


A 


n 


663 


1269 


TAGTWAVASLGRLKNCGAVKLRKE 

ALMGPTIPDPKSSPLAGLSSPFPWFG 

RKPITLECPTWERDPKNVGPPAPSP 

ARKSLPQPTGTTLQPYSPRDKAGPK 

KTLGPRG/APL*VRRTRPLN*WTPA 

DLGVRTRGAGPLPDPAGTLRPRGA 

VEPSVSACGKWAPSPTSQGCCEGR 

CDAWKHEGLAHPTVLSINVFPVLN 

QKKKKK 


12 


5509 


A 


12 


190 


715 




13 


5510 


A 


13 


270 


713 


KLTILDCQFTG*QR*KFNG*NLRNR/ 
HSPSRWDGAKPLYKALKL*SSSSSV 
GAFIFIFTRSRLRAYLFSFAH/LRRPL 
LAGHLLCSPEQAVELSALLAQTKFG 
DYNQNTAKYNYEELCAKELSSATL 
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SEQUO 
NO: or 
oadeo-tidc 
sequence 


SEQID 
NO: of 
pcpdde 
seqQcnce 


Me 
tbo 
d 


SEQIDNO: 

ioUSSN 

09/770.160 


Nodeotide 
locatioD of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codoD for last 
amino acid of 
peptide 
sequence 


Amino add scqoence ( X^Unknown; *^top 
codon; /=possible nucleotide ddetion; V==possiblc 
nodeotide inscrtioD) 














NSIVAKHKELEGTSOASAEYOVL 


14 


5511 


A 


14 


1575 


1968 


REMGFRHVGQTGLELLTSGDLPTSA 

SQSAGITGVSHHTWPKTLFVLRQSL 

TLSPGLECSGTISAHCSPHLPCSSNS 

CAPASRVAESTEAHH/LCPDNLmsS 

REGASPCWPGCS*TPELKRPAHPCR 

DQLGH 


IS 


5512 


A 


15 


185 


720 


KVSHVYLFLHRHGNHPISQTFPHLS 

PLSIPONCHCHHGPFSMSCWRIKYL 

G1QLTRDVKDLFKEN*KPLLSKIKED 

TNKWKNIPCSWIGRINIVKMAILP/K 

ELEKTTLKFIWNQKRACIAKTILSQ 

KNKAGDrnJ>DFKLYYKATVTKTA 

WEVQNRDIDQWNRIEPSEITPHIYNY 

LIF 


16 


5513 


A 


16 


1114 


2193 


GSFTKRVRRAFKVLRDNPTVAKLS 

QVKKHWYFIWNHKRLKIAKAILSK 

KNKPGGITLPDFKL^YRATVSKTVW 

YWHKNRHINQWNRIRNPEANAHTY 

I*LIFDKGAKNIHWVKTSUFNKWCW 

EN*ISICMCEWEKISANYPSDKGLrrR 

IYKEL/K/QL*EKKSNNLIKKQAKDL 

NRHFSKEDK*MANRHMKKCSMLrr 

GNDKCWQGCGEKGTFVHC*WECK 
LV*PL*RTVWRFLEKL/E/LELP*DPA 
IPLLGIYPK*RKS/CVIKEITVAKIWIC 

QPKCPSTDKWIKKMWYIYTMDYYS 

ALKKNEILSFPTTWMELKIVILSVIG 

QSQKDKHCMFSLICGS 


17 


5514 


A 


17 


149 


328 


WQDPLQDPCCHQPFHLCLRR*TLH* 
LROQ*WPLLRQLRGKIMLILLNTHP 
EHPCA^DL 


18 


5515 


A 


18 


615 


734 


ENSCWTATLQMGKNWQSL*PVLTS 
YYR*DNSYWREILOV 


19 


5516 


A 


19 


1 


181 


MRARRLPWALTLVAELGWDTOGG 

DQTSPGGNDRMSMEAECESTTVSP 

LSCSIPTGCGQTREEVSARATPPPSL 

GASLLQTLTPDTHCTGVSA*KLATF 

K1FVGFLSSMNCLMLSKG*GTAKSF 

ATFFTFVGLLSSVYPLMSS 


20 


5517 


A 


20 


1 


665 




21 


5518 


A 


21 


401 


1739 


DNSHWRETLQM*RMWQSF*PFFNP 

C»T*ENSW/MRNPTNVKNVAKLL 

A1PQPLL1IR*LILKRNPTNVKNVTKL 

LSDS0PLLN1K*YMLERNSTNVKNV 

AKLLIDLQILLYISLFILERNLTSVKN 

VAKHLTCPQALLNIKDHLERNPSN 

VKNVAKHLYGLQP*LDIRGYTLER 

NPThTVKNVAKLLAlLQPLLNIREFIL 

ERNPT>rVKhrVAKLLAVLQPLLNIRE 

F1LERNPTNVKNVAKLLAIPQPLLIIR 


22 


5519 


A 


22 


61S 


1655 


DIPERMASNVKNVSSHFASVYTKTQ 
HKCVYTTEKSCKCKECEKTFHWSST 
LTNHKEIHTEDKPYKCEECGKAFKQ 
l^TLTTHKIICAKEKIYKCEECGKAF 
LWSSTLTRHKRIHTGEKPYKCEECG 
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SEQUO 
NO: of 
nndco-tidc 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SEQID NO: 

inUSSN 

09/770,160 


Nucleotide 
location of 
first codoD 
for peptide 
sequence 


Nucleotide 
location of last 
codoa for last 
amino add of 
peptide 
sequence 


Amino acid seqaeoce ( X^Uoknowo; *=^top 
codoo; A=possible oodeotide deletion; >Fposdble 
nucleotide Insertion) 














KAFSHSSTLAKHKRIHTGEKPYKCE 

ECGKAFSHSSALAKHKRIHTGEKPY 

KCKECGKAFSNSSTIJVNHKITHTEE 

KPYKCKECDKTFKRLSTLTXHKDH 

AGEKLYKCEECGKAFNRSSNLTIHK 

FIHTGEKPYKCEECGKAFNWSSSLT 

KHKRFHTREKPFKCKECGKOnWSS 

TLTRHKRIHTGEKPYKCEECGKAFR 

QSSTLTKHKIMTGEKPYKFEECGK 

AFRQSLTLNKHKimSREKPYKCKE 

CGKAFKQFSTLTTHKIIHAGKKLYK 

CEECGKAFNHSSSLSTHKIIHTGEKS 

YKCEECGKAFLWSSTLRRHKRIHTG 

EKPYKCEECGKAFSHSSALAKHKRI 

HTGEKPYKCKECGKAFSNSSTLAN 

HKITHTEEKPYKCKECDKTFKRLST 

LTKHKIIHAGEKLYKCEECGKAFNR 

SSNLTIHKFIHTGEKPYKCEECGKAF 

NWSSSLTKHKRIHTREKPFKCKECG 

KAFIWSSTLTRHKRIHTGEKPYKCE 

ECGKAFSRSSTLTKHKTIHTGEKPY 

KCKECGKAFKHSSALAKHKIIHAGE 

ia.YKCEECGKAFNQSSNLTTHKnH 

TKEKFSKSEECDKAFIWSSTLTEHK 

RIHTREKPYKCEECGKAFSQPSHLT 

THKRMHTGEKPYKCEECGK/RF*PI 

LNPYYT*DNSYWRETLQM*RMWQ 

SF*EIFNSY*T*DNSYWRETLQM*R 

MWQSI*PILNPN*TYEDAHWRETIQ 

M*RMWESF*SILKAYYT*DNSYWR 

ETLQI 


23 


5520 


A 


23 


I 


3476 

* 


NfTLNEHAAFKHLFNKAHLAPPLIHL 

TLSGHSTCFREHRVGAKSNNPPASK 

GVWALQSARVKFAETTAGQKGMN 

TTWVFYYPNVASTWWGAMIPVHV 

VLPGGCHDASTLGDKEKRAGEAVL 

NVPGFQDSLESHGRTVNCLIPDVQE 

NNPSTGNESWLKSHQRLGEPTSRR 

WLITLPVTSRSNSIGHLKGTPGKSKE 

EDCATVCAPTLKNGFWIAERVMTVS 

GHEGAASSRALREELRLLFSSCAQG 

RLTPHIAGYPSKAKLREERSGSNICC 

SAIFAVLQPLLLIPRGTGSGVDLLQT 

PTDLQLRVLTVRRKTNKQEGHPHQ 

NPTCTSPSSKTKDRSTRRNVKKDTQ 

ELNSALRQVDLBDIYRTLHPKSREYT 

FFSAPHRTYSKIDHTVGSKALLSKR 

KRTEUTNCLSHHSAIKLELRIKKLTQ 

NRSTTWKLIWLLLNDYWVHNEMK 

AEIKIFFETNENKDTTYQNLWDTFK 

AVCRGKFJALNAHKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQEITKI 

RAELKEIETQKNLQKINEFRSAV/PW 

QRHNKKIOKFWTNTPDEHQCKNPQ 

♦KTGKPNPAAHQKGYPP'SSGLHPW 

DARLVQHTKJNKRNPSYKQNQRQK 

PHDYLNRCRKGL*QNSTALHAKNS 

Q*IRY*WDVSQ>INKSYL*QTHSQYH 
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S£QU> 
NO: of 

scqucoce 


SEQID 
NO: of 
peptide 
seqneoce 


Me 
tfao 
d 


SEQID NO: 
in USa^ 
09/770,160 


Nucleotide 
locatioo or 
Tirst codoD 
Tor peptide 
seqneace 


Nadeotide 
location of last 
codon for last 
amino add of 
peptide 
seqaencc 


Amino add seqneoce ( X— Unknown; *=Stop 
codon; A=possible nadeotide deletion; \r=pQS5ible 
nudeotlde insertion) 














SECAETGSIPFENWHKTGMPSLTTPI 

QHSVGSSGQGNHAGERNKGYSIRK 

RGSQIVPVCR*HDCAFRKPYGLSPK 

SP*ADKQLQQSLRIQNQCTKTTS1LI 

HQ*QTNREPNHE*TSIHNCFKENKIL 

RNPTYKGCEGPLQGELQTTAQ*NK 

RGYKQMEEHSMLMGRRISYHENG 

HIAQGNLQIQCHPHQATNDFLHRTG 

KNYFKVHMEPKKSPHHQGNPKPKA 

QSWRHHTT*LQTILQGYSNQNSNfV 

LVPKQRYRSMEQNRALRNNATYLQ 

LSDL*QT*EKQAMGKGFPT**TVLG 

KLASHM»KAETGSLPYTLYKN*FX 

MD*RLKR*T*NHKNPRRKPRHYHS 

GHRHGQGLHV*NTKSNGNKSQNG 

QMGSN*TKELLHSKRNYHQSEQAT 

YKMGENFRNLLI*QRANIQNLQRTQ 

TNLQEKNKQPYQKVGKGHEQTLLK 

RRHLCSQKTHEKMLIITGHQRNAN 

QNHNEIPSHTN*NGNH»KVRKQQG 

HG 


24 


5521 


B 


24 

• 


1 


8442 


MIPARFAGVLLALALILPGTLCAEG 

TRGRSSTARCSLFGSDFVNTFDGSM 

YSFAGYCSYLLAGGCQKRSFSIIGDF 

QNGKRVSLSVYLGEFFDIHLFVNGT 

VTQGDQRVSNIPYASKGLYLETEAG 

YYKLSGEAYGFVARIDGSGNFQVL 

LSDRYFNKTCGLCGNFNIFAEDDFM 

TQEGTLTSDPYDFANSWALSSGEQ 

WCERASPPSSSCNISSGEMQKGLWE 

QCQLLKSTSVFARCHPLVDPEPFVA 

LCEKTLCECAGGLECACPALLEYAR 

TCAQEGMVLYGWTDHSACSPVCPA 

GMEYRQCVSPCARTCQSLHINEMC 

QERCVDGCSCPEGQLLDEGLCVEST 

ECPCVHSGKRYPPGTSLSRDCNTCI 

CRNSQWICSNEECPGECLVTGQSHF 

KSFDNRYFTFSGICQYLLARDCQDH 

SFSIVIETVQCADDRDAVCTRSVTV 

RLPGLHNSLVKLKHGAGVAMDGQ 

DVQLPLLKGDLRIQRTVTASVRLSY 

GEDLQMDWDGRGRLLVKLSPVYA 

GKTCGLCGNYNGMQGDDFLTPSGL 

AEPRVEDFGNAWKLHGDCQDLQK 

QHSDPCALNPRMTRFSEEACAVLTS 

PTFEACHRAVSPLPYLRNCRYDVCS 

CSDGRECLCGALASYAAACAGRGV 

RVAWREPGRCELNCPKGQVYLQCG 

TPCNLTCRSLSYPDEECNEACLEGC 

FCPPGLYMDERGDCVPKAQCPCYY 

DGEIFQPEDIFSDHHTMCYCEDGFM 

HCTMSGVPGSLLPDAVLSSPLSHRS 

KRSLSCRPPMVKLVCPADNLRAEG 

LECTKTCQNYDLECMSMGCVSGCL 

CPPGMVRHENRCVALERCPCFHQG 

KEYAPGETVKIGCNTCVCRDRKWN 

CTDHVCDATCSTIGMAHYLTFDGL 

KYLFPGECQYVLVQDYCGSNPGTF 
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SEQID 
NO: of 
DQdeo-tide 
scqaence 


SEQID 
NO: of 
peptide 
sequence 


Mc 
tbo 
d 


SEQ ID NO: 

inUSSN 

09m0,160 


Nucleotide 
location of 
first codon 
for peptide 
scqaence 


Nucleotide 
location of last 
codon for last 
amino add of 
peptide 
sequence 


Amino add sequence ( X=4Jnkoown; *^top 
codon; /=possible oocleotide ddetion; NF^MKsibJe 
nudcotide insertion) 














RILVGNKGCSHPSVKCKKRVTILVE 

GGEffiUTXiEVhfVKRPMKDETHFE 

WESGRYIILLLGKALSWWDRHLS 

ISWLKQTYQEKVCGLCGNFDGIQN 

NDLTSSNLQVEEDPVDFGKSWEVSS 

QCADTRKVPLDSSPATCHNNIMKQ 

IMVDSSCRILTSDVFQDCNKLVDPE 

PYLDVCIYDTCSCESIGDCACFCDTl 

AAYAHVCAQHGKWTWRTATLCP 

QSCEHINLRENOYECEWRYNSCAP 

ACQVTCQHPEPLACPVQCVEGCHA 

HCPPGICILDELLQTCVDPEDCPVCE 

VAGRRFASGKKVTLNPSDPEHCQIC 

HCDWNLTCEACQEPGGLWPPTD 

APVSPTTLYVEDISEPPLHDFYCSRL 

LDLVFLLDGSSRLSEAEFEVLKAFV 

VDMMERLRISQKWVRVAWEYHD 

GSHAYIGLKDRKRPSELRRIASQVK 

YAGSQVASTSEVLKYTLFQIFSKIDR 

PEASRIALLLMASQEPQRMSRNFVR 

YVQGLKKKKVIVIPVGIGPHANLKQ 

IRLIEKQAPENKAFVLSSVDELEQQR 

DEIVSYLCDLAPEAPPPTLPPDMAQ 

VTVGPGLLGVSTLGPKRNSMVLDV 

AFVLEGSDKIGEADFNRSKEFMEEV 

IQRMDVGQDSIHVTVLQYSYMVTV 

EYPFSEAQSKGDILQRVREIRYQGG 

NRTNTGLALRYLSDHSFLVSQGDRE 

QAPNLVYMVTGNPASDEIKRLPGDI 

QWPIGVGPNANVQELERIGWPNAP 

ILIQDFETLPREAPDLVLQRCCSGEG 

LQIPTLSPAPDCSQPLDVILLLDGSSS 

FPASYFDEMKSFAKAFISKANIGPRL 

TQVSVLQYGSrrriDVPWNWPEKA 

HLLSLVDVMQREGGPSQIGDALGF 

AVRYLTSENfflGARPGASKAWILV 

TDVSVDSVDAAADAARSNRVTVFP 

IGIGDRYDAAQLRILAGPAGDSNW 

KLQRffiDLP™>nnLGNSFLHKLCSG 

FVRfCMDEDGNEKRPGDVWTLPDQ 

CHTVTCQPDGQTLLKSHRVNCDRG 

LRPSCPNSQSPVKVEETCGCRWTCP 

CVCTGSSTRHIVTFDGQNFKLTGSC 

SYVLFQNKEQDLEVILHNGACSPGA 

RQGCMKSIEVKHSALSVELHSDME 

VTVNGRLVSVPYVGGNMEVNVYG 

AIMHEVRFNHLGHIFrFTPQNNEFQ 

LQLSPKTFASKTYGLCGICDENGAN 

DFMLRDGTVTTDWKTLVQEWTVQ 

RPGQTCQPILEEQCLVPDSSHCQVL 

LLPLFAECHKVLAPATFYAICQQDS 

SHQEQVCEVIASYAHLCRTNGVCV 

DWRTPDFCAMSCPPSLVYNHCEHG 

CPRHCDGNVSSCGDHPSEGCFCPPD 

KVMLEGSCVPEEACTQCIGEDGVQ 

HQFLEAWVPDHQPCQICTCLSGRK 

VNCTTQPCPTAKAPTCGLCEVARLR 

QNADQCCPEYENGRLVSVPYVGGN 
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SCQID 
NO: of 
ODdco-lidc 
seqneoce 


SEQID 
NO: of 
peptide 
sequence 


Mc 
tbo 
d 


SEQ ID NO: 

idUSSN 

09/770460 


Nodcotidc 
locatioiiof 
flrstcodon 
for peptide 
sequence 


Nadcotidc 
locatioDoflast 
codoQ for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X'^Unknown; *=Stop 
codon; A^MssiUe nodcotide ddetioo; V=po6siblc 
nodeotide insertion) 














MEVNVYGAIMHEVRFNHLGHIFTF 

TPQNNEFQLQLSPKTFASKTYGLCG 

ICDENGANDFMLRDGTVTTDWKTL 

VQEWTVQRPGQTCQPILEEQCLVPD 

SSHCQVLLLPLFAECHKYLAPATFY 

AICQQDSSHQEQVCEYIASYAHLCR 

TNGVCVDWRTPDFCAMSCPPSLVY 

NHCEHGCPRHCDGNVSSCGDHPSE 

GCFCPPDKVNfLEGSCVPEEACTQCI 

GEDGVQHQFLEAWVPDHQPCQICT 

CLSGRKVNCTTQPCPTAKAPTCGLC 

EVARLRQNADQCCPEYENPCPLGY 

KEENNTGECCGRCLPTACTIQLRGG 

QIMTLKRDETLQDGCDTHFCKVNE 

RGEYFWEKRVTGCPPFDEHKCLAE 

GGKIMKIPGTCCDTCEEPESNDITAR 

LQYVKVGSCKSEVEVDIHYCQGKC 

ASKAMYSIDINDVQDQCSCCSPTRT 

EPMQVALHCTNGSWYHQVLNAM 

ECKCSPRKSSK* 


25 


5522 


A 


25 


364 


477 


VIEHLVSQDGLDFLTS*SARLGLPKC 
WDYRREPPRPVH 


26 


5523 


A 


26 


6838 


7166 


GSRRPGCHCNSHTGRRSSRHRGHLP 

SPAASRGHPSPSAGPPRS^GARRPSL 

YAGYEAYLSGGGAGRPGHPWQLLP 

HASVSQGCCAGQAAOR*RSGCTQR 

RGQSSPGQSQ 


27 


5524 


A 


27 


817 


1299 


RKSHIFFFFFLRWSLALSPRLECSGA 

ILAHCKLLLP/GFKPFSOLSQPSSWD 

YRHPPPRPANFLYF/SVETGFHHVSQ 

G\GLNLLTS*SAHLSLPKCW\DYRRE 

PPRPAENLSSLTQYLECTQFEIHLGS 

QTALEGRLVPVTYPLGGVEISGHPV 

FLLTCSCGR 


28 


5525 


A 


28 


506 


761 


DGVLLLLPRLECNSAILAHRNLRLP/ 
GFKRFSCLTLLSPWDYRHLPPRLAIF 
FVFLVYVGFHHVGYAGLEVLLTSR* 
SARPRPPKJA 


29 


5526 


A 


29 


71 


425 


CRRKGVNMNAPLGGIWLWLPLLLT 

WLTPEVNSSWRYMIATGGSCRVMC 

YNELGLVSRRRILCQRYSPCILTLIY 

GEAKVLFVCGLSLLVHWPNXCAPSF 

RDNT*LLRFLHVIIVLLRPL 


30 


5527 


A 


30 


263 


463 




31 


5528 


A 


31 


287 


2919 


MASFPPRVNEKEIVRLVRTAGELLAP 

AAPFDKKCGNRENWTVALAPDGSY 

FAWSQGHRTVKLVP\WSQCLQ\NFL 

\LHGTKNVTNFKQFKDLPRQNSVDG 

GSEKlKPREHIIDCGDIVW^j^GSS 

VPEKQSRCVNIEWHRFRFGQDQLLL 

ATGLNNGRIKIWDVYTGKLLLNLV 

DHTGVVRDLTFAPDGSULVSASRD 

KTLRVWDLRDDGNMMKVLRGHQ 

NWVYSCAFSPDSSMLCSVGASKAV 

VAAILV*LRLCWHHSHTGAQWC*L 

GRKSGISGYRAGGDLYHRMK»PCIR 

LQGVLYVHRCWSMSTFCFSFFLFFF 

FKVISPTVKYTDS*VN*FSSFMELGV 
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SEQID 
NO: of 
nodco-tidc 
sequence 


SEQIO 
NO: of 
peptide 
seqaenee 


Me 
tbo 
d 


SEQ ID NO: 

ioUSSN 

09/770,160 


Nacleotide 
location of 
first codoD 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
andno add of 
peptide 
sequence 


Amino add scqneoce ( X=lioluiowo; ^=^top 
codon; /=possible nodcotide dddion; V^possiUe 
oodeotide insertion) 














♦QVKPPCKVFGFQMVSLCYFLEFF 

QIPmSYVFI>SI*NLYLFSFIWNVl^L 

CRKKKNQKGLLYSKRRDCLRINLQ 

AHI*YNRLK*TLESCLELFCTVNY*S 

LESKIVYELILK*LNCFIFK*LMIWS 

LGKIRWLNFDLLKCNCnnK'HFHF 

VMWFNILWCQRNFIWL*IFYLLAV 

SVSLPRLKLVTQAYGKQVIISKGDA 

NGVnC*PYVFCLYIF*KSGSFWKKK 

EKGVCS'nPYLFPYlLVN*FLE*MDF 

SIALWLNC1AF1LCLGLFLN*HL1 Kl V 

EIEFACLP*LT*RLILI»L*H*AYSLNY 

S^FIMLNIILIKFSSFSIRCAILSSVCLN 

EAITFAFLLQWLWNMDKYTMMRK 

LEGHHHDWACDFSPDGALLATAS 

YDT*VY1WDPHNGDILMEFGHLFPP 

PTPIFAGGANDRWVRSVSFSHDGLH 

VASLADDKMWRFWRIDEDYPVQV 

APVSNGLCCAFSTIXjSVLAAGTHD 

GSVYFWATPRQVPSLQHLCRMSIRR 

VMPTQEVQELPIPSKLLEFLSYRI 


32 


5529 


B 


32 


51 


285 


XGDEKGAAQVAAVLAQHRVALSV 
QLQEACFPPGPIRLQVTLEDAASAA 
SAASSAHVALOVFSELGFPPAVOR 
WVIGRCL* 


33 


5530 


A 


33 


38 


347 


FGVAPGVSFLHHPRPHPARATASTR 

rawnpqpalpqpsgssavgspsprc 
hrgrtew\qcpvmdtitiwnslgpp 
vlvgevgstfptagclgrlpggsr 

WSLE 


34 

• 


5531 


A 


34 


331 


1257 


frgchrgkdrmaarvthhqpwaq 

khalaswpsppeastlkgpppeadl 

prspgnltereelagslaraiaggd 

ekgaaqvaavlaqhrvalsfqlqe 

acfppgpmrlqvtledaaxlphppas 

sahvalqvhphctvaafpgsrffse 

lgfp\pavqrwfigrclcvperslas 

ygvr\rdgdhaflyllsa/rsrs/lq 

pqdlalknpqedgrgtwtlvspiig 

gypqgptaqlppacpsplpa\swscp 

frhlhsmpqkrpgcemcstqrpct 

wdplaaast*qppevtrgewpfph 

ksdisrpplnsgdly 


35 


5532 


A 


35 


616 


1017 


lywekiifsnlktpetlflvmtsnif 

fflFWEGNKLPHYTTQFSGFYFILWY 

fr\drasl\crpvwgawws*ltaa 
snswwrcssclglpsswslspmpph 
sanfkfy*fhlifvgdgglavlfrl 
vlnswpqai 


36 


5533 


A 


36 


3 


283 


fytqnifysvesklhtstl*d\hyfff 
ffetesysiaqggvqwgnlgslqpp 
spgfkqlsclslpsswnyrcappcp 
anfvflvemgfhwikpg 


37 


5534 


A 


37 


260 


569 


renldlgeafisrclplhslayflh 

nlsfksremhnmvfks*qalkfirr 

iennhllfyyfyfyferkslvhsplg 

ngvglclkkkknngsykvlvwsf 

dste 
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wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: of 
ondco-lide 
scqncnce 


SEQID 
NO: Of 
peptide 
scqnence 


Me 
Uio 
d 


SEQID NO: 

I'nUSSN 

09/770460 


Nucleotide 
location of 
first codon 
for peptide 
scfjoence 


Nucleotide 
locatioD of last 
codon for last 
amloo add of 

seqaence 


Amioo add sequence ( X'HJDknowii; *^top 
codoo; /^possible oudcotide ddetion; V^ossible 
nade(rtide insertion) 


38 


5535 


A 


38 


468 


849 


TSEEFQQFTIHLTGVLHCHPDLETG 
GYKTF*WKSLEN*IAFFFFSB'1ESPS 
AmLECSGSlSAHCNLLPGSSDSPAP 
ASRIAGTTGTHHHARPIFILLVKEGF 

HHVGQPGLKLLTSGDPPAPASQSA 


39 


5536 


A 


39 


97 


448 


GSHEQPWEVVTGSRQPAR*SSR»AI 

MRKPRAAVGSGHRKQAASQEGRQ 

KHAKNNSQAKPSACD/GDVAEVTA 

FRGSLLSWYDQEKRDLPWRRRAED 

EMDLDRRAYAVKWPTLQDLASASL 

EEVNQLWAGLGYYSRGRRLQEGA 

RK 


40 


5537 


A 


40 


990 


1812 


RLPLGRRSPSEAAGAETAPSSLSAA 

MTPLVSRLSRLWVRWTOAIMRKPR 

AAVGSGHRKQAASQEGRQKHAKN 

NSQAKPSACDGRR*DGPGQAGICW 

SVHLLRA/EATLPRGPWVWGLWAR 

*GQVNSVL/DANPFPPVWVSKVML 

QQTQVATVINYYTGWMPVTPGEEG 

KGHGSDPR*EPLLWGGCREGFLYH 

LHP*PCLFLPAWGYRSGPTLQDLGR 

AFLEEGDQLWAGLGYYSRGRRMP 

EDTPARNGTAQRSLPQHIRPLNEWP 

LEWRLDACREP 


41 


553S 


A 


41 


360 


652 


lYLAGAQWLTSVILVLWKPRRVDH 
LRSGVRDQPGQHGETSSLLKIQKLA 
RRHGACL*SQLLGRWRQENHSNPG 

DRGCSELR\CTPAWATEGDSVLKKK 


42 


5539 


A 


42 


1400 


1823 


NEKKSVFLRQSL/DSVAQAGVQWC 

DLGSLQTPPPRFTPFSCLSLPSSWDH 

RCPPPRPP/RFCFFLYF**RQDFTMLA 

RLVSNS*LQ/CDPPTLASKSAGITGM 

SYCTRPNQAGVQWWDLGSLQAPPP 

RFTPFSCLSLPSSWDYRH 


43 


5540 


A 


43 


227 


481 


KKKKELEKGNMD*IQSSRR\ET1KM 
RAKIF*mmXMKKNK'IRSLVSEN 
FNKIGKALARLRKKEKTPITKVRNE 
TEDITTNFIE 


44 


5541 


A 


44 


1374 


1835 


ILPCNKPPWNSMACTTKHLSRSQAY 

RSAGAFIHWTGEAGVGSALLSLAL 

QKPWANQGIFFPCGGRSQRGVSRN 

TRVWVQARNWY*Viyi'HRVLWMR 

TAPRPALAASSAAS\PSAVGSPVAA\ 

PSQPGLMTQMATTATEVWGYAV 

GHTLSYSENI 


45 


5542 


A 


45 


1 


1470 




46 


5543 


A 


46 


62 

• 


526 


EEKLKKGKSFQEYSGSLLLSIASVGF 

LSPTD1AIAVPRQWEEMRPLDIV*LA 

EPEEVEVLEPEEDFEQFLLPVINEMR 

EDIVSLTREHG\RAYLRNRSKL\WRL 

DNMLI\QIKTQVEASEESALNHPPNP 

GETVAEGVRAAKRCEKAEEKARELQ 

KAK 


47 


5544 


A 


47 


721 


1030 


MGPWEPRPQMRT*CLLPLKPNSPPP 
TPSEE/PGHLPK*PLEVI*WPSPSPGF 
P/PAFRGQ*ARGHPPPPPQWNTPFSP 
PQQ\PLSAGKT*PLTPFPALPYLGTG 
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wo 01/79449 



PCT/US01/086S6 



SEQID 
NO: of 
nndeo-dde 
scqDeoce 


SEQID 
NO: of 
peptide 
scqaeoce 


Me 
tfao 
d 


SEQID NO: 

ioUSSSS 

09/770460 


Nucleotide 
location of 
first codoD 
for peptide 
scqoence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino add sequence ( X'^Uoknowo; *=^top 
codon; /^possible nucleotide deletion; V^'possible 
nucleotide insertion) 














RK 


48 


5545 


A 


48 


66 


386 


PMEIFVDDEANL'TLHGVQQYYLKL 
KBNEKNRKLFDLLDVLEFNQGVIFV 
KSVQRCIALAQLLVEQNFPAIAIHR 
GMPQEE/QFKDFQRRILVATNLFGR 

GMDIERVNI 


49 


5546 


A 


49 


434 


858 


CLSHTMDPYSPNLRPPTPPHNRWVI 

FVKSVQRCIALAQLTSGSRNFPAIXAI 

HRGDGPREGGGFFRVFRQF*RFFNG 

•RJFWGYQPILGRGMGHSRRVNIAFN 

YGHAWRVFDTYLAFGVGQRQGRF 

WATKGFGLFTFCVPMED 


50 


5547 


A 


50 


1 


660 


Ij\LARNKSLNLKHIKHnLDECDKM 

LEQLDMRRDVQEIFRMTPHEKQVM 

MFSATLSKEIRPVCRKFMvlQDPMEIF 

VDDETKLTLHGLQQWYVKLKDNE 

KhmKlJDUJ)VLEFNQVVIFLKSVQ 

RCIALAQLLV\EQNFPAIAIHRG\MP 

Q\EERLSSVFSSFKDFQRRILVATNL 

FGRGMDI\ERVNI\AFNYDMP\EDF\D 

TYLHRVARAGRFGTKGLAITFVS 


51 


5548 


A 


51 


143 


387 


QPCLTRY*DTRCTNQ»ETTS*RLCKE 
PFRPGSFRPNWHLANWENIERLQL 
VS\TLRLIEEDSSLN*YSinFHSESYR 
YN 


52 


5549 


A 


52 


2 


1360 


VCVCVCVCVCVRQSLAPLPRLEGS 

VSILTHCNLRLLGLSDSPASASRGA 

GTTCMCHHTWLNBFLFLVETGFRHV 

GQAGLELQTS\DPPALPFPKCWDYR\ 

VNHHARP*HSFYSIRLGDQNVMAS 

GQRPASMPCPVFLVQMSPAAVSTS 

VREWAPDSQRGHRDGHAKLWGVA 

DSPAPACPCTFGVTHETGWGSHLPS 

PKRQS/CYKGSQRPTQPQVIKQAPSS 

MATIIPIHQGDVEGGASWFTPPSAET 

DPRSGPRTLCREGKCR*LSPYSSIKP 

GLKMG*IRDFHSTKEKF*WGQNIDL 

LIFESLLTRRERANDFVVEGPTQL*L 

V*SIMNANLNSRKAELPNNGTSTA 

MGSASSFSVCLFYERETPRKAAAH* 

ENVWELTRRFFIFFEMEFCSWAQA 

GAQWCHLGSLQPAHHEFK*FSSA/S 

LPSGCDYRHPPPCPANFFYF*\RDGV 

PSRCPGWPR 


53 


5550 


A 


53 


218 


380 


RKMKNSYPAPFAPRPIYSSPPPPQE/P 

Q*GGRDMAAIW*GALSIPPPVPDLL 

PLG 


54 


5551 


A 


54 


76 


376 


YKIIFVLETCMYKVICRFANNTMHL 
SYTVIHKDPGKGRGnSPNLFYFIYFE 
MEF/SLLMPRIJECNGT\AIIJVHRNLH 
LPGSSNSPASAS^VAEITGMCrMP 


55 


5552 


A 


55 


97 


437 


WTRTHRASTCHVAYQEDGLLHLRN 

TNDPENFPKSYHYHRmGGASG*QA 

TAREATHYDGDVIDLDFVrP'J'lALG 

TTWGLEGTCENGDSLPADLMHQSP 

LVGQPTEDFRNTGGH 


56 


5553 


A 


56 


22 


424 


ALGMAHITLFFFFLLLFCDSLALSPR 
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wo 01/79449 



PCTAJSOl/08656 



SEQID 
NO: of 
oadeo-lide 
scqocncc 


SEQID 
NO: of 
peptide 
sequence 


Me 
tlio 
d 


SEQID NO: 

inUSSN 

09/770,160 


Nucleotide 
location of 
first codoD 
for peptide 

SCI|I1CIKC 


Nadeotide 
location of last 
codon for last 
amino add of 

pCpUQC 

seqaence 


Amino add scqueoce ( X^Uaknown; *=^top 
codoo; /^possible nodeotide ddetion; ^Fpossible 
nudeotidc insertion) 














LQCSGTISAHCNLVPPGFKQFSCLSL 

LGSWDYRCMPPC/RWLTFVFLVET 

GFHHVGQAGLELLTSGDPPALA/FP 

KC*DYRRVDPRAWALFVFLT*FFSKL 

KYHKAKEKWS 


57 


5554 


A 


57 


514 


835 


QFIFN\rNKINSKTIIKDRWGPGTVGF 

TPVIPQHFGRPQQANHLRSGVRD\H 

PGQQGETPSLLKIQK*AGHGRGHL* 

TQLLRRLRQENHLNLGGGGCSEPRS 

RHCTPAW 


58 


5555 


A 


58 


234 


457 


SKTENIKYWLVHGELETALHRWRN 
SICMAY*LGK\QFLINLRTQLPYDSAI 
PFIGCIPFKYECWTYNKDLFTHVYI 


59 


5556 


A 


59 


1 


336 




60 


5557 


A 


60 


192 


432 


FDFNLNSPTWAGHGGSCL*SQHFGR 
LRRVDHLRSGI*DQPG*HSKTPFLL/ 
KNTKISWAWWRTSEIPAAREAEAG 
ELLELG 


61 


5558 


A 


61 


81 


439 


CEHHKAHPPPVSPYQSMAPSFTQRL 
RPKEQVSPTMPFSLVSTPIHLTSGTP 
AGLPASIPGPLQSPWPSTTTGTVPDKI 
QGPSPARPAQNSPVASS*ATSSP\VP 

ARPPWTPLHSSLPALAA 


62 


5559 


A 


62 


297 


561 


SQHFGRPRQVDHLQSGVQDHVPVQ 
RGETPSLLKIQKLARGGGARL*SQL 
LRRLRQENHLNPGGGGCNVEPPHR 
CSPAWAIE*DSVSKK 


63 


5560 


A 


63 


3 


808 
• 


FFFWEPEKAFIEEFEGVSSSSSPSQL 

GQQRKQDAGVLHSWNSALKNLNV 

PPPPPGGWCLWGTAALSSSQAGRG 

SGIGRGGGESGGTG/ASSAEGEAPG 

GIVSCA*GPGCRSSGAKGLGRLRAS 

SLQAPAAALIQAAPGVR*TGLGPYL 

SAVHAGPAAAAAALPGCLS\SPASP 

AAPVGATPRAXGPLIMSENHRCPPGP 

PGPQFGLGPLGPGPGSGPWA\AHSQ 

NMRAAESAAAAWLSVPSQSPRLSP 

SSSSSSSSPTAWNFSSPRDMAGLR 


64 


5561 


A 


64 


1005 


1150 


AWAWVCVSSGLGAPCGDGCCRGR 
GVASKCaCAGGGCVSVG*GNVCA 
RA 


65 


5562 


A 


65 


3 


230 


LVEMGFHQPGQHGETPSLQia*NKK 
VLAGHGGTCL*S*LLRRLSQEDGLSL 
GGRGFSEPGLCHCTPA*TTEQGLKK 


66 


5563 


A 


66 


317 


503 


KKPKPPKPPWEPTTFG/TPAFIPPRGI 
WFLIAPCGWV*EEGGPSGGPWPWC 
PLGKTHGEGGKP 


67 


5564 


A 


67 


523 


741 


ERGFFFGPHPGGRGKKLG*WGPPFP 
GLKEFSPLRPP*EGGLRGPPPLPG/SF 
LGFLRKGGFKHGGQGGQNPGGG 


68 


5565 


A 


68 


498 


778 


VTINMMTGIVPYISILMLNVNGLSA/ 
PLERRRLAEWIKIHKPNICCLQEIHL 
THKDSYRLNVKEWKKIFHTNGNSK 
*AGVAIVMSEKTDFKATTV 


69 


5566 


A 


69 


187 


488 


KRFGKNGFYPCGPGGLKPRALKEPP 

PLTPQRGGITSSSPPPQPKKTLFFGY 

WPKKSL*INPQGGLNPSQGGKP\WG 
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wo 01/79449 



PCT/US01/086S6 



SEQID 
NO: of 
DDcleo-tide 
seqntact 


SEQlD 
NO: Of 
peptide 
seqoeoce 


Me 
tbo 
d 


SEQ ID NO: 

inUSSN 

09/770,160 


Nodeotide 
locatioo of 
first codOD 
for peptide 
sequence 


Nucleotide 
locatioii of last 
codon for last 
flmiJio Jidd of 
peptide 
seqoeoce 


Amino add sequence ( X^Uokoown; *=Stop 
codon; A=possible oodeotidc ddetioo; V=possible 
nudeotide insertion) 














GFPFLDNYGGCWNRPPGGPWGGYL 
K 


70 


5567 


A 


71 


1006 


1979 


GLGASILDSTTSTWSWNASRLUGL 

KNSLFFFEME/FSLLLPRLECSGTISA 

QWNLRLPCSSDSSASASRVAGITGM 

amAQUFVFLVmCGFHHVGQAGL 

ELTASGD/PTCLGLPKCWDYR/R*AT 

APGU'FFFLRQSFTLVAQAGVQWR 

DLGSLQPPPPPRFKQFSCLSLPSTW\S 

WVYRHAPPCPANFVFFFh'FFFFLVE 

KGF\SMLLRLVL>IS*PHDPDPPASAS 

QSAGITGVSHHTRPMSFKNIYXFFFF 

FFETESRSWAQAGVQWRDLSSRQP 

PPPGFKRFSCLSLSSSWDYRRVP/PM 

PG*FCIFRRDGVSPRWSGWSQTPDL 

K 


71 


5568 


C 


72 


126 


472 


MADCCAKQEPERNECFLQHKDDNP 
NLPRLVRFEVDVMCTAFHDNEETF 
LKKYLYEIARRHPYFYAPFJ J .FFAK 
SSMNFGMKGRLRLPNRDSSVPVSK 
NLEKELSKHVARLSQRFP* 


72 


5569 


A 


73 

• 


3 


873 

• 


HELLSTPLAFGTMKGVTLUSLLFLFS 

SAYSRGVFRRDAHKSEVAHRFKDL 

GEENFKALVLIAFAQYLQQCPFEDH 

VKLVNEVTEFAKTCVADESAENCD 

KSLHTLFGDKLCTVATLRE'AYGEIA 

NDCOENKEPERNES/CFO^HKKDNP 

N/LPPIG»GPEVGCGCGTGFFMDNG 

RRTFLEKILIMEIGQEGHPYFLWPRE 

LLFLLLKRVLKLLFTGMLAKLAGL 

KLACLLAKARWDFRNEGKASSAKQ 

RLQCASLQKFGERAFKAWAVTRLS 

QRFPKAEFAEVXSKLVTOLTK 


73 


5570 


A 


74 


849 


1277 


YNTlTa.VPLYlX:miFLLFCVVYVL 

RQCLA/SVAQAGMQWHNHSSLKS* 

PP\GLK*SSHLSLPSSW\DYRCVPQRF 

SLLFIFCRRKGFFPILA*AGLEQLGSR 

NHLALASHLSVGIIGVSYHTQPVLT 

AAIAMVLYFVNKLSVLL 


74 


5571 


B 


75 


120 


323 


ITRRYAEFSSALVSINQTIPNERTMQ 

LLGQLQVEVENFVLRVAAEFSSRKE 

QLVFLINNYDMMLGVLM* 


75 


5572 


A 


76 


154 


432 


QLPEAGGPGLQEPLQLGELDITSDEF 

ILDEVDVHIQAhfLEDELVKEALKTG 

VDL*LHSGERTRRD*QLPEAGGPGL 

QEPLQLGELDITSDEFILDEVDVHIQ 

ANLEDELVKEALKTGVDLRHYSKQ 

VELELQQIEQKSIRDYIQESENIASL 

HSQITAC 


76 


5573 


A 


77 


2 


630 

• 


FFFVSGPAAHDLFHAVMGRTLSMT 

LKHLDSYLADCYDAIAVFLCIHIVL 

RFRNIAAKRDVPALD/RVTEFWSLM 

PNRPRTLLVLHDSALTLDSY'PGIIN 

LYSHSFAPEAWLLFDSPFSNHCPPT 

KrrSY»PLN*MMPHSLPSPSNIPCWL 

TSDSD*AHRYWEQVLALLWPRFELI 

LEMNVQSVRSTDPQRLGGLDTRPH 

YVREGKGNKG 
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wo 01/79449 



PCT/US01/086S6 



SCQI0 
NO: of 
nodco-tide 
scqncoce 


SEQID 
NO: of 
peptide 
scqocnce 


Me 
tbo 
d 


SEQ ID NO: 
in USSN 
09/770»160 


Nucleotide 
locatioD or 
flrstcodoD 
for peptide 
sequenee 


Nucleotide 
location oflast 
codoD for last 
amino add of 
peptide 
sequence 


Amino add sequence ( X=Unknown; *^top 
codon; /==possible nudeotide ddetion; V=possible 
nndeodde Insertion) 


71 


5574 


A 


78 


175 


2385 


QLPEVRLRGMAAAATMAAAAREL 

VLRAGTSDMEEEEGPAGGXGPGLQE 

PL\QLGELDITSVDEF1LDE\VDVHI\Q 

ANLEDELVKEALIOTGVDLRHYSK 

QVELELQQIEQKSIRDYIQESENIAS 

LHNQITACDAVLERMEQMLGAFQS 

♦PSGSnCL/CRFRTLQEQSGAMNIRL 

RNRQAVRGKLGELVDGLWPSALV 

TAILEAPVTCPRFLEQLQELDAKAA 

AVREQEARGTAACADVRGVLDRLR 

VKAVTKIREFILQKIYSFRKPMTNY 

QIPQTALLKYRFFYQFLLGNERATA 

KEIRDEYVETLSKIYLSYYRSYLGRL 

MKVQYEEVAEKDDLMGVEDTAKK 

GPFSKPSLRSKNTIFTLGTRGSVISPT 

ELEAPILVPHTAQRGEQRYPFEALF 

RSQHYALLDNSCREYLFICEFFWS 

GPAAHDLFHAVMGRTLSMTLKHLD 

SYIj\DCYDAIAVFLCIHIVLRFRNIA 

AKRDVPALDRYWEQVLALLWSVRF 

ELILEMNVQSVRSTDPQRLGGLDTR 

PHYITRRYAEFSSALVSINQTIPNER 

TM\QLLGQLQV\EV\ENFVLRVGSW 

SFSFKGREAACVFWIQQLWTWMLG 

VLM\E*ERAADDSKEVESFQQLLNA 

RTQEFIEELLSPPFGVLRWHL*KEAE 

ALIERGQAERLRGEEARVTQLIRGF 

GSSW\KSSVESLSQDVMRSFTNFIN\ 

G-nSIIQGALTQLIQLNYHRFHRVXLSQ 

PQLRALPARA»AHSTFHHLM 


78 


5575 


A 


79 


1333 


1561 


PLF1QLPGLPRMLTQFNY*TNHS*SK 
CQD/HSVCSWVKAFWRAVVAHAC 
NPSTLGG*GMRITRSGVRD*TDQHG 
ETH 


79 


5576 


A 


80 


132 


356 


KDKIHmSIILKKFDKI*YSLIIK\TL*K 
LGME^TYLNIIKVIYDRPTASIILSGE 
KLKSFPLKSGR*QECPLL 


80 


5577 


A 


81 


108 


335 


NKDKIHIUSIILKKFDKI*YSLnK\TL* 
KLGME*TYLNIIKVIYDRPTASIILSG 
EKLKSFPLTSAR»QECPLL 


81 


5578 


A 


82 


3 


6742 




82 


5579 


A 


83 


499 


1018 


PTRVFSITAKLINGGVAGLVGVTCV 

FPIDLAKHSPQQPALGKPCYKGMIR 

LPDRRRLGRRASSAMYRGAAVNLT 

LGTPEKAIKLAANDFFRRLLMEDG 

MQRNLKMEMLAGCGAGMCQVW 

TCPME*PTRVFS1TAKLINGGVAGL 

VGVTCVFPIDLAKXTRRSNQHWESH 

VTKE*SDCLIEDGSGGG/PSSAMYR 

GAAVNLTLGTPEKAIKLAANDFFRR 

LLMEDGMQRNLKMEMLAGCGAG 

MCQVWTCPMEMLKIQLQACWTP 

GRPSSGLGLSTLHLQVLHNWFGFHP 

QAPLCHPHCLG 


83 


5580 


A 


84 


3 


305 


GTRQGCPLSPL*FNTVLE1LVRHS/RS 
SSSSSSSCLTADP/N4VLHIENPKGSIK 
♦VLELINEFSQVAGYKINM/QKTVAF 
LYTNN*LSKKEIKKTIQniASKRT 



]68 



wo 01/79449 



PCTAJSOl/08656 



SEQID 
NO: of 
nadco-dde 


SEQD) 
NO: of 
peptide 


Me 
tbo 
d 


SEQ ID NO: 

inllSSN 

09/770460 


NDdeotide 
locatioo or 
first eodon 

foJT nMitrd^ 

scqoence 


Nudcotidc 
location of last 
codon for last 

flminn fN*Ml £kf 

peptide 
sequence 


Amino add sequence ( X~Unknowo; *=Stop 
codon; M=posatic nucleotide ddetioo; V^iossible 
nndeotide insertion) 


84 


5581 


A 


85 


39 


281 


KPRCIVSFFSMWEA*ASIVK*EKEK 
IGNQGTKL**FEEMI/LYIGNSRASA 

DTLLEIKDFSKISGYRFNIHQSVMFL 

YFSC 


85 


5582 


A 


86 


456 


712 

* 


NIFTYUFIFVTESCTVVQAGVQWCD 
LGSLQPPLPG\SSDPHASTS\*VAGrr 
GVSHGAWLIFFSFFPFLRRSLPLSLQ 
FGQQSETLF 


86 


5583 


A 


87 


218 


468 


NNFFSSRVLLLSPRLECN\SRI»AHCN 
LR/LPGFKRFFCLSLPSSWDYRLLPP 
RPANFLYF/SV*TGFHHWQASLELL 
TSDDPPAL 


87 


5584 


A 


88 


372 


666 


hn/CFIRTGTDCIISEHNGMKLAJTKE 

KLEHLQ/YVWK/LNRFLNNQGVKEE 

ITREIRKYFEMNENKNTKYQN*ECV 

MTA^CRGKFIAANVHIKKQDSNYV 

R 


88 


5585 


A 


89 


36 


350 


KLQLHNLKARIAAIHQAQ*LTPVIPT 

LWEAKAGRFLEPREVKASLGQ/P** 

GTHVHKTYKIARAWVAKHLWVPS 

YFKRLEVRRVALSPRGV/NGCS*RLI 

LPLPSQP 


89 


5586 


A 


90 


58 


375 


VFYNKTTFKVFIIAIICSLIYFVCLHSI 

VI*FFIL/CYCRVSEIFGYRCFIIKLLL 

KSLL*L*FVPLFILFACILLLFAVLNC 

YFLRLSTIVFF^KKLLIVLTFFFLYRS 

1IFS\CFYLLLFSFF\CFFGCTL/CSCLC 

LQLCLFFSFSYFLIHVLR 


90 


5587 


A 


91 


107 


355 


DMILYIENPKDSSKNPLGLINKYSK 
VAGYKINTQKSAAFL*TNNYLKN»P 
/MRTIPFTIAASSSYLETYLTMEVKD 
LYTENYKM 


91 


5588 


A 


92 


31 


358 


NVKSGQNLTMGEGSVSQGSIFSSLG 

GHRTVSWTMVRCRCPAHRGLSR 

WLPST\SSGTQ*GP*NC*PNPPITLLR 

PPRPRQRCPSLCQFPP*TSPRQRPSQ 

PPQGPPEFP 


92 


5589 


A 


93 


1 


1253 


MRIPSFLLNLQDFEDKMEIKRYRPE 

GPLATSAQSHVSTAPLISTQIPPHVP 

PLFLDCRHLTPASLFDQTLIPKKAPS 

NCVTDSYRKTSEIHPGSLFLILNLQF 

RTSTSNCCFSGSGKEALTGSIGRERS 

PLLAQTPFPTLKKSQRSATLECDEE 

ASLWENPLRDHGLFPASEHRLPLPL 

NQQKGPPLRTSPAAHSPPNFAGVMP 

PVASSEGLTSIYSQLSPIG\PPGRRRQ 

RGCPY*VQLHGDWPLCTAVYT*AR 

RSVAL»SRFCG»QTRR*TRWQRNPP 

VCSG/HKLREFPLKLELFPQIQDPIG 

HQFVISVGQVRGH*STQKLYGPIRS 

ASPGADXGGARGRRGFDCGSPPPAP 

NLHPGARALPGSCWSHLPGVRSQE 

VSFLDSGSGSRVNPPTAEDEAWESG 

LCSSHPACQEHnCDL 


93 


5590 


A 


94 


216 


1374 


RPQGMPVSSPPPPKLLLDPLAQLFS 
GQQDPQPLEKPHLQCLGRELGSGR 
RGGGWSPGVENRSQTLFFPGHRAP 
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PCTAJSOl/08656 



SEQID 
NO: of 
nucleo4$de 
sequence 


SEQlD 
NO: of 
peptide 
sequence 


Me 
tfao 
d 


SEQID NO: 
09/770460 


Nadcotide 
location of 
first eodon 
for peptide 
sequence 


Nucleotide 
locatiun of last 
codon for last 
amino add of 
peptide 
sequence 


Amino add sequence ( X'sUnknown; *=Stop 
codon; A^possible nudeotide ddction; V=possible 
nucleotide Insertion) 

m 














APGDAEGSGP* SFSGDARPTGHLLP 

PRKG\HL*SSGELRPGRCNSLQAFG/ 

HRGLGVPRGALGVSLAGSSFPSPPR 

RRPSG*AANNSVASEGAR»ALGRG/ 

GPEAMP/DEFVRGVSGG*GPRGRSR 

LLIEW'TEAMFADPTRTAGGVGTD 

GKLLPVPGQDH*ARPWKPREIRAVS 

RAGHVG/LPAC*EIPAQSLSGPVRGA 

SAAIFGSCVPHGGSTRAGMWRVA 

RGSPRGEQGLVLTR\GTTRTCGMNS 

SSPLAFSPLKSPG/MGGQLAGP/PGA 

PSARWSHGGSAGRWCGRGWGQE 

LVSWIHRSVTGSPHKFVGCWRQTS 


94 


5591 


A 


95 


282 


612 




95 


5592 


A 


96 


19 


U53 


DLTPGKWDQQEPGRARAPGWRLG 

AGGGEPQSNPLFPRAPRTCPRGCRT 

NWPIKLLCNGKKPEAPGGARGASL 

SEPSPLPGWPWSTGSEEADLEDRTEV 

ERPKGFDSHDVEMLKP*NPKVPNCE 

GERGCSRAGSTLEPSPGESSAQVQE 

KKDYAQQWF/SNRGQLRPHMPLPT 

PLGH*AAAGGSGRENVrPLGMCLVS 

GGDRCC*TPCNPRWEGPSPTPK*PF 

RQRWRNSRVRSIAHGILADGIHGFG 

DQLDLGSEEKAPASEGTLEVLPRAN 

GGVALPVA*RWEDGRRHRLQGKV 

GDQLSAP\GLPGKSFLSSPPRFPHPS 

DSL*C*GCRGLGPL*CRGCPRLTSG 

ASPLPPPPGNLVGGSGPGDPRPSCQ 

LLPPGKGHL 


96 


5593 


A 


97 


429 


945 


KSVLSTLNWAQPRHWPETLPWVPS 

*PETSLPPPGGS/APPTPDMD*LNSAS 

PNSAPPAC*NPSPACRLSSLPAnPVS 

QDPTVPSTEQAPKPAFTPWLPPAAS\P 

FKAQTASKG*PSHMWLPPLPLLTFP 

KPV\PSPALLP*APSQPPKGVPQAPS 

QHPLTPSHRTCSPAGLLTP 


97 


5594 


A 


98 


178 


603 


SQHFGPRWTNHLRS*IQDHPG\QHG 

KTPSLLKILKKKLAGHGGAHL*SQL 

LGRLRHENHLNPGGGGCSEPRVCHT 

AAWMTE*DSVSKKKRPGTVAHAC 

YPSTLGGQGGRITRSRDRDHPCQYG 

ETPSLLKMQKLAGHGGTRL 


98 


5595 


A 


99 


405 


689 


GSFLFFCFFF*DRVPPCSP\GWSAW 
QQPQLTSALTSWGSHLSLLSSWEHR 
DV\PPCPG*FFIFCRDGV/LT\a-HRLV 
SNFWAQSILPPWPPKVLGL 


99 


5596 


A 


100 


3 


307 


FFFLEPSLACRQAECNAHLAH/CKL 

NSWFTPFSCLSLRNSWNYRCPPSRL 

GNFFVFLVETGFHCVSHDGLDLLTS 

♦SVRLSLPKCWDYKGESLHRAQNY 

LDL 


iOO 


5597 


A 


101 


279 


469 


PKMAQTQKGYLHLILALMCFYFRN 
TQAKKNLKRDC*RPSRMPKDLACC 
KSIQNKIKQKIGRKK 


101 


5598 


A 


102 


265 


446 




102 


5599 


A 


103 


283 


398 


NWQEKCTFQIIGGRKRMSFRllLINF 
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PCT/US01/086S6 



SEQID 
NO: of 

nnf Iffti Hrif> 

sequence 


SEQID 
NO: or 

scqocncc 


Me 
tfao 

A 
II 


SEQID NO: 
fnUSSN 


Nodcotide 
Idcatioo of 

ills! COOOD 

for peptide 
scqoencc 


Nadeotide 
locatioooflast 

CUUOD lOr I8SI 

amino add of 

peptide 

seqoencc 


Aqudo add scqnence ( X^tlnkoovra; *=^top 
codon; A^possiMe oocleotide ddetioo; V=possibk 
Dnoeotidc insertion) 














FHN*DRTVCYVP 


103 


5600 


A 


104 


283 


397 


NWQEKCSFQIIGGRKRMSFRIILINF 
FHN*DRTVCYVP 


104 


5601 


A 


105 


2 


1012 


AEALVESFWKAKQHTKRFJ .KSLQA 

KDEEKNENEKAKAACSAAAMEEDS 

EASSSSTGDSSQGDNNLQKLGPDDV 

SVDTDSIRRVYTRLLSNEKIEIAFLN 

ALVYLSPNVECDLMYHKVYSQDPN 

YLNLFnVMENRNLHSPEYLEMALP 

LFCKAMSKLPLAAQGKLIRLWSKY 

NADQIRRMMETVQQLITYKVISNEF 

NSQNLVNDDDAIVAASKCLKMIYY 

ANAYAVTKNLGLYYDNRIRMYSER 

RJTVLYSLVQGQQLNPYLRLIVRCD 

HIIDDALVRLEMITMENPADLKQFY^ 

RGI*RRTRWVAAFWDRASEPKANSI 

GFGGSQLWMPTPVASYT 


105 


5602 


A 


106 


966 


3172 . 




106 


5603 

* 


B 


107 


1 


2271 


MAGKASESWRKVKDTSCMAVTRE 

NEKDAKAETPDKTIRSRETYYHKNS 

MWETAPMIQIISQGVTPTTHENYGS 

TIQDEIWCLTNFCLDDMLSFVLESC 

TNHCAYCLNVWYRKRAAAKHLIER 

YYHQLTEGCG>4EACTNEFCASCPTF 

LRMDNNAAAIKALELYKINAKLCD 

PHPSKKGASSAYLENSKGAPNNSCS 

EIKMNKKGARIDFKDVTYLTEEKV 

YEILELCREREDYSPLIRVIGRVFSSA 

EALVQSFRKVKQHTKEELKSLQAK 

DEDKDEDEKEKAACSAAAMEEDSE 

ASSSRIGDSSQGDNNLQKLGPDDVS 

VDIDAIRRVYTRLLSNEKIETAFLNA 

LVYLSPNVECDLTYHNVYSRDPNY 

LNLFIIVMENRNLHSPEYLEMALPLF 

CKAMSKLPLAAQGKLIRLWSKYNA 

DQIRRMMETFQQLITYKVISNEFNS 

RNLVNDDDAWAASKCLKMVYYA 

NWGGEVDTNHNEEDDEEPIPESSE 

LTLQELLGEERRNKKGPRVDPLETE 

LGYKILDCRKPLIPFEEFINEPLNEA 

LEMDKDYTFFIVKIHNKFSFMTCAF 

ILNAVTKNLGLYYDNRIRMYSERRI 

TVLYSLVQGQQLNPYLRLKVRRDH 

IIDDALVRLEMIAMENPADLKKQLY 

VEFEGEQGVDEGGVSKEFFQLWE 

EIFNPDIGMFTYDESTKLFWFNPSSF 

ETEGQFTLIGIVLGLAIYNNCILDVH 

FPMGCLQEANGEKRNFSVTWETLT 

QFLYQSLKDLIGV* 


107 


5604 


A 


108 


264 


378 




lOS 


5605 


A 


109 


297 


353 




109 


5606 


A 


110 


1034 


1195 


MQKKMIFQQTTAPLNPVQTV*RHP 
TPKRKECPSLRRQSTLLRMMWYLP 
CDQWS 


110 


5607 


A 


121 


1075 


1826 


LGLQNRNFGYKFCHFWVLTDSEPAG 
VGGGEEWFFFSLGSRTDRSGAISPLI 
TLRTLAAKGAHQALTKTMEMMSD 
KKRI*VTFLFEFKMGRKAVETrCNI 
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wo 01/79449 



PCTAJSOl/08656 



SEQIO 
NO: of 
nodeo-tide 
scqaencc 


S£Q ID 
NO: of 
peptide 
seqoence 


Me 
tbo 
d 


SEQIDNO: 
inUSSN 

09/noa6o 


Nodeotide 
locatioDof 
Grst codon 
for peptide 
sequence 


Nucleotide 
locatioDof last 
codon for last 
aoilno add of 
peptide 
seqaeoce 


Amino add scqoeoec ( X^Uoknowo; *=^top 
codoo; /^possible ondeotidc ddetion; \^possible 
nodeotide Insertion) 














NNAFGPGTANERTVRWWFTVKLCK 

GDEGLEDEEP* WPDPLEVDSDLL\R 

THKADVPLTATREVAEEFNIDHSMV 

FP\HLKQIGKVKKLNK*VPHEPSKN 

laVFLEASSLILChlNNEPFLSRIVTW 

DENWILYDNH*QPAQLLD*EAPKPN 

LHQK 


111 


5608 


A 


112 


540 


724 


EAMFYTWEGEWAQEIFVGLKKIRL 

GNIVAHAYNPSTLGG*GGQIA»AQEF 

DTSLD^aARPVS 


112 


5609 


A 


113 


1 


370 


QRSRGRGSLRIGQTCLRRDMLSQEL 
PRLEFPLLLLLMLLMPVPPPCPAHRA 
TLFDPTWESLDARQLVPAWFDQAKI 
GILIHWGVLTGPSYCIERV*KNWQM 
EKIPKNVEFMTDDYPPRYTHEDF 


113 


5610 


A 


114 


151 


379 


PFYVENP**YTLKNFLLEL1SNYNKV 
AKYKINIQRSIYFLYASHKQVDFKV 
QTQ/LPrrLA/SL/RNIK*FSISLTK*VQ 
D 


114 


5611 


A 


115 


17 


214 


KQRLSYCIYKTTKTYATYKEIHR/LE 
VNGCKRIYHANTNQKKAGVAILISD 
KKHLRQEYYQG*KEML 


115 


5612 


A 


116 


249 


675 


QYISVTRCHISMLTLNLNGSNAPLK 

RYSLTE*IFLNDTTV/CIPRHTDRLKV 

KG*RKTCYTNRKQKQ»/GIAILMPD 

KTDVMSSSSSSSRK*nVKGSILQED 

MTIQNIYTPNTIAPI/R*VKL1LLGLK 

G*IHSNTIMVGKFSIR 


116 


5613 


A 


117 


67 


373 


FCDCHHFILMFKSPHIWPVGIFSSWL 
LCFFWACLHHSLSIALLSCTKRYSG 
L1LYFLCSSFEITVSSKSSVSF*RRMV 
FRNQVLGSRCACCC*GVAAPRPFP 


117 


5614 


A 


118 


366 


795 


AWVEQSKVLIKEGGIQLLLTTVDTP 
GFGDAVDNSNCWQPVIKYFDSKSQ 
D\YLNAESQVNRCQMPGNRV\HCCL 
YF1APSGHGPLHN*RLPPSGRJG * YM 
FV 11 WHCLLLRLKPLDIEFTKHLHE 
KVNIIPLIAKADTLMPEEC 


118 

• 


5615 

• 


A 


119 


105 


702 


AGSSVSLGFCPAAAAHKPRGGALR 

LPVFRRRAQQGPDYALAGVARQPA 

GTCRRRCNRSHCRAEDPQWPTPAA 

APAAHSPHMSLGESGLGKLILINSLF 

LTDLYSPEYPGPSQRDCKPVQVYILV 

FLroDKI^Y*YTQSTCCNFHYAS\Q 

SWQPAINYIDSKFEDYLNAESRVNR 

CQMPGNRVQGCLYFIAPSGHGPLH 

N 


119 


5616 


B 


120 


7 


177 


MSVSARSAAAEERSVNSSTMVAQQ 
KNLEGYVGFANLPNQVYRKSVKRG 
FEFTLMWE* 


120 


5617 


A 


121 


2114 


2945 


KSVAFLCTNNVQVQAENHIRNWIS 

VnXAPlHKIKYQRMYPAKEVKELYR 

EhriTCTLMKEIIDDTKKWKNIP/C*W 

VGRK/LIYRYNTIPIKLSTSFFTELEK 

KILKFIWNQK/HSRIAKAIL/AQKYK 

AGGITLPDFKLYYKTTVTKTAWA^ 

WYKNRHRDQWNRTENPEIKPYTCN 
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wo 01/79449 



PCT/DSOl/08656 



SEQDD 
NO: of 
nncko-tidc 
scqnence 


SEQID 
NO: of 
peptide 
seqneoee 


Me 
tbo 
d 


SEQID NO: 

inUSSN 

09/770,160 


Nucleotide 
location oT 
first codOD 
for peptide 
seancnce 


Nucleotide 
locatioD of last 
codon for last 
amiDO acid of 
neotidc 
seqneoee 


Amiao acid sequence ( X=UdIuiowd; *a^top 
codon; A^^possiUe oneleodde ddelion; >Fpossible 
nndcotide insertion) 














QLIFDKINKNKQ*GKDILFNK*CWK 

NWLPICRRMTLGPYLSPYTKITSRW 

^^5LNVRLQTLNILEE^aXJKNLMDIS 

A^GKEFMTRP/PKAYATKTKIDK*DL 

IKLKSFC 


121 


5618 


A 


122 


3 


113 


GLDLLAS*SARLGLPKCWDYRSDW 
GPGPVCGHLCRG 


122 


5619 


A 


123 


145 


540 


FFVFFVEMGFHCVAKAQAYNIFFFF 

LRWSLALSPRRECCGAISVHCKLRL 

PGSRHSPCLSLPSSWDYRRLPPRPA 

NFFFVFLVETGFHPC*PGMGLDLLT 

S/SIRPASA/FPKgW\DYRA*AIAPGK 

MRLFNSL 


123 

• 


5620 


A 


124 


739 


835 


LAKISNSDVLKLSMLHKSENSISHK 

TGAERNKYLLIKLKVI*LLTL*VNIC 

FFQLQFYVK*SFQIYVAWKVLIRQS 

Y*FLPVIFSHYFFYL*LIFFV/CDTFCF 

♦SHFLLHFYWF1\LVTMRITYNILEL 

♦HFNLNLFQLKFNHIPKFYCYIYIAL 

UCFMLLM*QnSLFIVYH\VTDLLrrF 

YAFAF*IM»KIKSRVTNQNYNRTVF 

MFVYVYLPLPESFVYSYSLUYLHSY 

CLEFrmaJCDLTLPECQ\FRDKWIF 

FQF*KKIRKCLNFS/CHF*RISFPAIYF 

SlDRFLHYFKYimCLLAFKVSAREIS 

C 


124 


5621 


A 


125 


48 


492 


HPTGPGRRSHPRPCPRRSLTLSAPSP 

WPPGSLQRSLLDPQRSPWRPRTQAC 

TRSAHALRHTTPRSTLGVTVGLEAA 

PPPQHLRAKGT/PPVPGAQPPPGPRP 

WFTQLRERPSPEPPPPGLGLPGSKTP 

ALPARPRVG*MGPKAQPHTPF 


125 


5622 


A 


126 


536 


669 


YLNVGNWVG\PMAHTSNPSTSGG* 
GGWST*GQELKTILTSLVKHS 


126 


5623 


A 


127 


793 


829 


GRCHLAHGGVQGSRIKPQQLGAWG 

RRQRDIGNRGSRGLWGEKEEKAGE 

RKDEPALARSTSQAPSRLHPCIFNPL 

GVRYPRWALHPQLCAPP*AHVSVS 

TQ1PRQRPQVAVTLSVPPISG*FRAP 

QGKLPNGQMLYGRHPHPLQAPFTA 

RASPSHVLTLLGTEQPPRA*THSPEK 

W*GVPAWLRTSPRPRPVGRREQVT 

LIWKPKQN*SAES\PPSHRAYPEIPFR 

LLCLQPRTGPVLLLGP*SSKCPEPPa 

TKSKPGWGKACSPLTGPCLPSP/PDL 

PSVPSPPSPVLPDPNRTATASRNPTV 

TERYLNASLCWSQPDLPQGPnXDM 

PSAPAVPLTSDNCPSMSPAPSGKAV 

RQMPPGTWWGSG 


127 


5624 


A 


128 


322 


386 


IRCFALRFSSLLSFIHLY*DT*HPDT* 
HPDIQTPGHL/HTQTPDTRTPGHPDT 
ETPDTQTLRRLTPRHLDT*HSDTQT 
PDTQTPGHSTPRNL 


128 


5625 


A 


129 


323 


516 


AGGRFPSWDPFSSRGSQASKPVRMP 

PTR*MRR/RGRQPCPGHDRRTQLFA 
VSAPSRDLQNCSRERF 


129 


5626 


A 


130 


238 


583 


MADKQISLPAKLINGGIAGXLIGVTC 
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wo 01/79449 



PCTAJSOl/08656 



SEQID 
NO: Of 
nuclecMide 
sequence 


SEQtD 
NO: of 
peptide 
scqoence 


Me 
tbo 
d 


S£Q ID NO: 
In VSSti 
09/77IU60 


Nucleotide 
location of 
first eodott 
for oei^de 
sequence 


Nocleotidc 
locatioDoflast 
eodon for last 

sminn ncifl nf 

peptide 
sequence 


Amino add sequence (X'^UnkooTVo; *=Stop 
codon; ^»possibte nocleotidc ddetioa; V==possible 
opcleotide insertion) 














VFPJDLAKTRLQNQQNGQRVYTSM 
SDCLIKTVRSQGYFGMYRGAAVNL 
TLVTPEKAIia.\AANDFFRHQLF*GR 
AEA*PCLKRLLGGFWG 


130 


5627 


A 


131 


3 


492 


SSGLGCAGTRDSQLSIRRGLSSTRRS 

GGGGDGDGTPARDLQLGWLHLLH 

GSGDRRGIEECAIKRKDQGVNQKK 

KKKRTSKLGRMSSCSNVCGSRQAQ 

AAAEGGYQRYGVRSYLHQFYEDCT 

ASnWEHEDDFlflLRSPTRRS/SYIFE 

GVDSFSGTLL*YLAWTG 


131 


5628 


A 


132 


1 


245 


GPGTGPEPWTPYS*EGDPRGRPRPR 
PLGPPPATAHAADGSYRHSASGPGS 
WTSPFPSPGGGEKSGRTGQRVWKF 
GFWSWLCH 


132 


5629 


A 


133 


554 


1049 


GRTGGGLGLLHGHTRLADTDLLDR 

GMLKDTLAQAPPPPLGEAYCHQGP 

GPWAGGGALSPGTRLQAGIQG/P/PE 

PQLPQLRPEPRP*PP/AQWAGCGPA 

DLPPGGCPGCSGCSPHR*TAFIKTSA 

NPATLAGVGWG*GHPEGVPHTASE 

TGSDLQL*PTAIGHTGGPW 


133 


5630 


A 


134 


798 


1083 


DPVGKGNVELPGRIAHCFHCLPVLH 
VCLSLSVLCVCFVLFWCFSTSLF*Rn 
VFERYLTFLVCVLCC*GLCnCTCF\F 
YCSLVF*LFASCFLYSS 


134 


5631 


A 


135 


71 


484 


EIFCYCVKYTYIQTHAPFKFFRFIYL 

FRDRVSL*PRLECCGVVLAHCNLR/ 

LPGPK*SSHLSLLSSWDYRRTPPMPS 

WFLCFS*RRGPHHVIQVGLELLGSS 

SLPALASQCWDYRREQPWPG*KVF 

LSSAYCLFHLTLY 


135 


5632 


A 


136 


186 


434 


SQHFGRPRQLDAPRSGI*DQPGQHG 
ETPSLLKIQKLAGHGGRRL*SQL\LE 
RLNRQENHLKPGGGGCSEPRSRHCIP 
AWVTERD 


136 


5633 


A 


137 


1638 


1904 


GGWITRSGDRDPSLAKHGETPSLLK 
1YKKLAGRGGRSL*SQLLRRLRQEN 
GINPGGRACSKPRSHHCTPAWATVG 
DSASKK*KIKKKW 


137 


5634 


A 


138 


421 


1155 


KICGSYYPLFLLATFSEESFQSMLIK 

TTLSLNVGLVLSWKR\VQGAS\GKL 

QGLSEFCESQGAQNLTLRALRLLHD 

LQIGEKKLLVKVDAKTKAQLDEWK 

AKKKAS\NGNARPRNCHLMTDEEA 

LVDEETKRRDQMIKGAIEVLTREYSS 

ELNAPSQ£SDSHP\RKKKKEKKEAIF 

RRF\PVAPL\IPYPLrnCEDISAIEMED 

DYIDUSREISIFRDTHKRSYGD^CK 

MKI^AWKVTRNRINWKKRK 


138 


5635 


A 


139 


338 


395 




139 


5636 


A 


140 


340 


1248 


RPLVLANCIQEVIKRIVDMQVPLISG 

MQ/AWFNIVKQINVIYHLNIMKDEN 

HUSIHGEKAFHKIQHPVIMEILNKIE 

REG\r/LNhriXTIHEMTTAErrSQGIC 

WNAFPVGSHMMQE/CLSPLLFN/LIL 

AVLARAMK»/QICEIKLIEIRKKEVKL 
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PCTAJS01/086S6 



S£QID 
NO: of 
Dudro-tide 
scqptaee 


SEQID. 
NO: of 
peptide 
seqncaec 


Me 
tbo 
d 


SEQID NO: 

inUSSN 

09/770,160 


Nucleotide 
location of 
first Godon 
for peptide 
sequence 


Nucleotide 
Iocs tiOD of last 
codoD for last 
anunoacidof 
peptide 
scqoeace 


Amino add sequence ( XNJnknown; *=Stop 
codoo; A^posslble nucleotide ddetioo; \Fpossib!e 
nucleotide iosertloo) 












* 


YLFV^DMIFCAENHKESTKILLELS 

NIFSGFAQYSrSTKN*LNFHTFNNKQ 

L*KKILK/QLPLAGELK/RKKYLKIN 

VKRSEVKl LKSTNIDAND*KH1*RH 

NPY*WFGKINIVK*LYNNPM*FRFN 

MUSIK1PISFC*RNKKQAGKMAHVC 

WPG 


140 


5637 


A 


141 


47 


411 




141 


5638 


A 


142 


1 


343 


GRLQAITDKRKIQEEISQKRLKIEED 

KLKHQHLKKKALREKWLLDGISSG 

KEQEEMKKyRKSTKBFAILKKLKSIE 

RTTEDIIRSVKVEREERAEESIEDIYA 

NIPDLPKSYIPS 


142 


5639 


A 


143 


460 


976 


LLRIGKEAELGGRGRLPGHSQIKRK 

LQEEISQK/RV*KLGEDKLKHQHFE 

DKA^PLREKW\LPRWNPASGKEPGR 

D*RSQNQPRPSTQIPGS*NKVSLRLE 

KEI\QDLEKAELQISTKEEAILKKLKS 

lERTTEDURSVKVEREERAEESBEDI 

YANIPDLPKSYIPSRLRKEIN 


143 


5640 


A 


244 


79 


533 


SSIMTFLESSAVPPHWTGQDGRVC 

WTGWIPQCQAGSAPE/RS*VFINSAG 

QKSADTGWSSSKPQN*HLSSFHQA 

WGMIQPSHSQFLMKRKAASPRKL 

EWEH/LQPLHPMTLLYR*DGKPFR* 

VLLSTYTYCSSRDRPKSSGKNARRF 

PAHGSS 


144 


5641 


C 


145 


354 


416 


MKESPGGELPQTGKKPVFLF* 


145 


5642 


A 


146 


3 


145 


SSSSSDFAGQTL*STQTVQN'»FKKVL 
KPGRLYPVPIATMGIKEPLIS 


146 


5643 


A 


147 


214 


464 


FCGLLLLHPVSADF*PAELINTQEPQ 
ERCQLDTGESSRVQHTLPSCPVQCG 
GTAELSRNVMIGASELKCLHPSPKL 
EYILPGN 


147 


5644 


A 


148 


246 


730 

• 


SSIMTFLESSAVPPHWTGQDGRVC 

WTGWIPQCQAGSAPE/RS*VFINSAG 

QKSADTGWSSSKPQN*QLSSTGAAL 

PLASLSRERAWWDDGKHRLTTPMT 

VPQRAVQQL*ETSG**DWRQKVQ1F 

QQAWGMIQPSHSQFLQREDVIML 

RPFGLHLSWEENGS 


148 


5645 


A 


149 


12 


288 


FGGGYIPTWGKGEGILALELNHDIS 
REFCSAPALASRPPPTPPPLLPPT/PP 
LPAPRSPADATPRRVGGPLR*ALKP 
RAPGPGWSRRRCRSWW 


149 


5646 


A 


152 


106 


344 


KQILLLPPRLEG/NGQNSG*WKFPLP 
GPSLFSCPSFQTSGNYGPPQQARAIF 
WKFKIKTGFHGAmiEGLNFLTSGSA 
PLGS 


150 


5647 


A 


153 


38 


349 


RTAKSGSTKFSLNSKYGTVLAVLF 

MKKILVLRLSPKKNDQTVKYIKRPL 

TSLKIREIH1KTALLYYL11E\*KLLKF 

DDTCH**A\WRNYCWRVCVLIQPL 

WRQMW 


151 


5648 


A 


154 


220 


970 


ESRTRGAEAAGLAPSCTSPQAHGPA 
PLPTHVCCGVAIGMEPGHTAISPWV 
ELAVHLTGLVSSHDALGh4MPSQQG 
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wo 01/79449 



PCTAJS01/086S6 



SEQW 
NO: of 
Dudco-tidc 
sequence 


SEQID 
NO: of 
pcpdde 
scqueDce 


Me 
tbo 
d 


SEQ ID NO: 

inVSSN 

09/nO,lM 


Nadcotide 
location of 
first codon 
for peptide 
seqncace 


Nucleotide 
location of last 
codoD for last 
amino add of 
peptide 
sequence 


Amino add sequence ( X=Ud known; *=Stop 
codon; /==possible nndeotide ddetion; V=po$$iblc 
nndcotide tnsertioa) 














*QWGRQRGLASGN*GRMSFPNSWP 

VTPICAARLPPGLLLICGFDGAGHSD 

RSEGF*GLRFPFCFKRQ/RSHSVSQA 

RV*WCDHGSLQPPSSGLK\HPPVSA 

SQVAGTTGMWHRAWLVCLFETES 

CSVAQARVQWRDLGSLQPLRPGFK 

QSSCLSLLSSWDYRHVAPCLASLFV 

CLRRS 


152 


5649 


A 


155 


193 


369 


HLN**FSNLIFFETESPSVTARGUSAH 
R3WRLPGSSDSPTSASRVAGTTDT 


153 


5650 


A 


156 


626 


1017 


FDSCLFLFCFVCLRQXSSVAQAGVK 

WHGLSSLQVPPPGFTPFSWLSLRSS 

WDYRHPSPHLANVFCFLGFFVFLVE 

RGF\TVLAR\IVSIS*PHDPPTPASQN 

AGITGVSHCAWPTLVCLNAKFSIW 

FVHKD 


154 


5651 


A 


157 


1 


336 


TVSQAPSPESNPHGRRGDYHRKLIG 

QTFEWVA^RRHGGRAIGPRLSRVTK 

AAGARPPEPKDFGFPEAARRVMGIT 

PVLDLGRQPVRGALVELRGAHGWR 

AGGGTGSCGIPARL 


155 


5652 


A 


158 


2 


320 


WAVSQAPSPE/SEP*FPVTRGHHGR 

HGDYHRKLIGQTFEWVAOIRHGGR 

AIGPRLSRVTKAAGARPPAGAGEG/ 

LDRVGFDLINARIPPAKGANGSSPPR 

GACDRPEVI 


156 


5653 


C 


159 


177 


380 


MPTGADPLRGGDACIYQIKTNPVSP 
SPAPAGGRAPAALVTLDNLGPIARP 
PWRRRPIRTSAPINFRW* 


157 


5654 


C 


160 


1 


417 


MDATCHGCLQFQIMRNKKFQLLSP 
SSQHFRCMTASGGKQLLCRTGQKM 
EHPIPXXXXXXXXXXXXXXXXXX 
XXXXXXXXXXXXXXXXXXXXXX 

xxxxxxxxxxxxxxxxxxxxxx 

XXXXXXXXXXXXXXXXXXXGRPV 


158 


5655 


C 


16] 


1 


403 


MDATCHGCLQFQIMRNKKFQLLSP 

SSQHFRCMTASGGKQLLCRTGQKM 

EHPIPXXXXXXXXXXXXXXXXXX 

XXXXXXXXXXXXXXXXXXXXXX 

XXXXXXXXXXXXXXXXXXXXXX 

XXXXXXXXXXXXXXXXXXX* 


159 


5656 


A 


162 


513 


1086 


QPQVASSYSAGQGRRWNTPSLGKJT 

RSGDRDHPG*HSH1PSLLKIQ\KLAG 

CGGRHL*SQLLRRLRQENGVNLGG 

GGCSEPRLRHCTPAWATE*DSISKK 

REKKKKKERKKKKRKKKKWKKKE 

RGRGEAGEEQGEEEGERRRDKKKK 

EKKEREETREEGRRRRRRRKKKRR 

RRKKKEEERTFKRRRRTRKKK 


160 


5657 


A 


163 


2 


935 


WRRSTPAPSATSASPSRRCL*SQLLG 

RMRQENRLNLGGGGCSEPRSCHCT 

LASPAGTQSCSRCTSQQGVQSDIPC 

TAAAPETAPRRGSAGGTWCRRRAP 

P 


161 


5658 


A 


164 


34 


1026 


LLALGQSSCL*SQLLGRMRQENRLN 
LGGGGCSEPRSCHCTLASPAGTQSC 
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wo 01/79449 



PCTAJSOl/08656 



S£Q1D 
NO: of 
nudco-tidc 
scqucocc 


SEQID 
NO. Of 
peptide 
scqneoec 


Me 
tfao 
d 


SEQID NO: 

iaUSSN 

09/770,160 


Nodtotide 
locatioQ of 
first codoa 
for peptide 
sequence 


Nodeotide 
locatioDof Ust 
codon for last 
omioo add of 
peptide 
scqoence 


Amino add sequence ( XK/nkoowo; ^^'Stop 
codoo; /«=possible nodeotide ddctioo; \FpossibIe 
nudcotide insertion) 














SRCTSQQGVQSDIPCTAAAPETAPR 
RGSAGGTWCRRRAPP 


162 


5659 


A 


165 


45 


69 


RKNQRIYQIARKRLNEMARISPLRS 
MIILNVSGLNFPLKRCRLAEWTMSSP 
DPUCCL/QKTHFTG/KDIYRLKIKGW 
KKIFHANGSQ*QTAMMNTNROtTK 

GYTK 


163 


5660 


A 


166 


48 


72 


RKGQRISEIAlKRLNKMARISPLISm 

LNVSGLNFPLKRYRRAEWTMSSPDP 

nO^iyQKTTOTG/KDniUjaKGWK 

KnwrNGSQ*RTAISQSAMCNNNRE 

RVKGFPK 


164 

• 


5661 


A 


167 


118 


639 


ATVPSQQLIFDKDSKAIQWRDTVLFN 

KWCY*IN*ISTC1CKLDIDSYLAPR\T 

KJNPKRJLDLlsrV^KTIKCLQENTGE 

NCWDFGSGKHFLDMTPKMQSTK*Q 

ISKLIKI*NFSSKTQHFALLIIRIF*K'EL 

LTGSKYKATTWKKA^FVNHIPDKRL 

ISQIYQELFRTQXTKNPTSDW 


16S 


5662 


A 


169 


435 

• 


808 


KNLCNNKKFHRDEGWAQCLTPVIP 

ALSEARSRLYHLR\SGVRN*PGQHG 

♦KHGLYWIMQNLAG\RGGTCL*SQL 

LGQLRQENSLNLQGGGCSEPRSRHC 

TPAWVTERDSVSTTITKIFTRMNLN 

R 


166 


5663 


A 


170 


167 


197 


VKFHKIKLDGEDTTYGGFDGPGLM 
Y\VYLISSDGH*FTQLHQEL 


167 


5664 


A 


171 


45 


259 


ARMNSKLALA\*ALQKRSLRHQSNV 
FSMFDQSQIQEFKEAFNMIDQNRDG 
FIDKEDLHDMLASLGELGQGQG 


168 


5665 


A 


J72 


90 


468 


IMKLLIARAGSFSRFYSLKVGPVKAK 

ATAAPAGAPPQPQDLEFTXLPKGW 

LIAPLENYPPG**IGWFIKAGT*SEDF 

NAIXjTTHLI^TTCSVTTNGASSFTIT 

RGIESADGPLTVTASREYMDHTVE 


169 


5666 


B 


173 


89 


186 


XLKYFQTVTDYGKDLMEKVKSPEL 
QAEAKVLL* 


170 

■ 


5667 


B 


174 


85 


298 


XLEGALVRRQAKEPCVESLVSQYF 

QTVTDYGKDLMEKVKSPELQAEAK 

SYFEKSKEQLDTPDQEGWERELV* 


171 


5668 


C 


175 


279 


533 


makdlmgegprtpelhaerqvftf 
ekfkgssltpldprkawerelglts 
lelifrgnfgnhslatpvesfprhw 
sfqtpgwaf* 


172 


5669 


C 


176 


260 


389 


mdffaqkkkkkvcmyvhmstqr 
wlpnetnql^invlgflnflsc* 


173 


5670 


A 


177 


84 


1008 


kvccryrkanggkgspvqevpdg 

apegaplqqgpnpgwlplpttqsvs 

appgpgesptenqpmfkqtdpqmks 

fwtkmgsptlpspnsv/avshfpsph 

nsn*eweqnqplslvlsgrgdelh 

sdggqktqgldkqqlpvrgwhglv 

sfgraacsklgknlrpqeikwsskl 

hlpipesqc*splvgveqwggklgs 

vglllqpkggiptalspcalpaghp 

tlpygnnagtdlrlhtepegphgep 

glparwgqdgmeprwaaaglgkg 
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wo 01/79449 PCT/USOl/08656 



5£Q ID 
NO: of 
nodeo-tide 
seqococc 


SEQID 
NO. of 
peptide 
scqocnce 


Me 
tbo 
d 


SEQIONO: 
ioUSSN 

09mo,i«) 


Nucleotide 
location of 
first codoD 
for peptide 
sequence 


INudeotide 
location of last 
codOD for last 
amino add of 
peptide 
sequence 

• 


Amino add sequence ( X^Unkoown; ^'^^Stop 
codon; A=postible nndeotide ddction; \Fpossible 
nudeotidc insertion) 














YLLQASRGVGSETGQVGFLFGKKT 
KSNRLIAVNDSVHFLL 


174 


5671 


A 


178 


79 


336 


NCCNTIKS1SEKP/LANSIR«AKKQEG 
FFQISGIRQGCLLSSFLFIILEVLARG 
NR*D/IKCIQIGKKKVKLSLFSETMR 
FNIWKRLR 


175 


5672 


A 


179 


3 


370 


SVCVRAHESWKSEDFSLPAYMDR 

RDHPLPEVAHVKHLSASQKALKEK 

EKASWSSLSMDEKVELYRIKFKESF 

AEMNRGSNEWKTWGGAMFFIGFT 

ALVIMWQKHYGL\ASKWDYEKNE 

WKK 


176 


5673 


A 


180 


24 


1173 


RAVAAGSGGRMLATRVFSLVGKRA 

ISTSVCVRAHESWKSEDFSLPAYM 

DRRDHPLPEVAHVKHLSASQKALK 

EKEKASWSSLSMDEKVE/LWVLKG 

PTGAPSSSRKRVCDRASAHFWAYC 

LESSLAQEGCSAGVSGHCARAPVY 

VLTSHLALPADRIFC*APFSVLSGGS 

LSAYLLGKT*LTVNY*KKLITMHSV 

WDERGRKITGLNRP*yCNSSKK»FC 

SFNLHLKRTVCIFFLPCPVTCLRGHV 

CARMCVNMMWPGLVYPSALCFLL 

HKCGFGEKWLNVAEEGAADLCAC 

KWLSSLPPVYRIKFKESFAEMNRGS 

NEWKTWGGAMFFIGFTALVIMWQ 

RHYVYGPLPQSFDKEWVAKQTKR 

MLDMKVNPIQGLASKWDRV 


177 


5674 


A 


181 


1 


738 

• 


RRSQRYPFPLHGDLRAAGCGRSLPR 

SRGAPRRGLALFRSRDTGCRGRSRQ 

GSGGRMLAYQGYFTLVGKRAIVSTS 

VXCVRANHESWKSEALFASQPYMH 

RR*HHPCPE\VAHVK\HLSCOPEGT* 

KEKEKAFLEASLSMXDEKVEWFAL 

KFKE\SFA*RLNKGAPNRVGKDRFV 

WAGAIVSFNRVFTALRLSCWQIOH 

YV\YGPLPRKSF*QKSGLAKQTQEG 

CLDNEGEPPSQGLASK\W\PYEKNE\ 

WKK 


178 


5675 


A 


182 


82 

* 


395 


ICSFAPSSIFWGSAFTGTCSSTSVRA 

AAPPGTPQRPSMDAHMTGRKGRLS 

♦TSFFTWSMVTALLGVWTSVSWW 

FDLADYDD*L*ALAIYD\ADGDVRF 

LRGLSH 


179 


5676 


A 


183 


134 


594 


VITLTIVSPALVANNSARGLTLPAP/P 

LPTGSRRTEGVPSWEPGDLGSSLASC 

*NPPGAPGPKS*SQTGRPALPALASR 

LSGPLLQLPCFLSVPRSPERAPGPRH 

KLLLLQSLMAVSFISQFKCHLPGEV 

LPDRAAPGGSWPGDSRALTKSPPCT 


180 


5677 


A 


184 


3 


404 




181 


5678 


A 


185 


2 


851 


AAAPAPAPAPTPTPEEGPDAGWGD 

RIPLEILVQIFGLLVAADGPMPFLGR 

AARVCRRWQEAASQPALWHTVTL 

SSPLVGRPAKGGWKAEKKLLASLE 

WLMPNRFSQLQRLTLIHWKSQVHP 

VLKLVGECCPRLTFLKLSGCHGVTA 

DALVMLAKACCQLHSLDLQHSMV 
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wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: of 
nndco-tidc 
seqaeoec 


SEQlD 
NO: of 
peptide 
sequence 


Mc 
tbo 
d 


SEQIDNO: 

inCJSSN 

09/770460 


Nucleotide 
location of 
Grst codon 
for peptide 


Nucleotide 
location of last 
codon for last 
amino add of 

sequence 


Amino add sequence ( X^nknown; *=^top 
codon; A^possible nudeotide ddetioo; V^rassible 
nndcotide insertion) 














ESTAWSFLEEAGSRMRKLWLTYSS 
QTTAILGDLLGSCCPQLQVLEVSTGI 
NRNSIPLQLPVEALQKGCPQLQVLR 
LLNLMWLPKPPGRGVAPGPGFPSLE 

ELCLASSTCNFVS 


182 


5679 


A 


186 


2 


568 


EFGKDSCGNISAALPPLSAQVFTAPE 

ADPHPLEVSGTPRVEGESSRL*LHrr 

CDTLGLVSTLGSGSGTLGAQRCSVG 

MSACLPGSLFLLFPPAGRYQRRGHP 

SRPGMGRKEVTAKAVRVGLAPATL 

SVSLVDLSLSSPNPSCPSVSPQLVGE 

CCPRLTFLKLSGVCHGVTCLTLWSC 

LAKACCQFHKPW 


183 


5680 


A 


187 


2 


333 


ARDSTSTTEMNPQVLFQRV* ♦QFLLI 

TTSWRKVlSQTFGRLVDTGSKLnV 

QMPRISSPSVRVAACGGQVIDGVLL 

KVQLTVDP*T*WTDLVIFS/SAFE*V1 

GIDILGSECS 


184 


5681 


A 


188 


2 


363 


AREVFTQHS\HLTYH*T1HTGEKPYK 

CIECGTAFGVRSCLSIHLVVHTG*LP 

YRCHECGMVFMRNTHLVRHQLIHT 

GEKPYMCNECGRAFIAHSNLATHQ 

AIHTGEKPYICTECGTVFTQN 


185 


5682 


A 


189 


361 


1026 


RKYLPPRPTFNAEALPLKVRIWGRG 

LISKLYH*LYQEL*L*LYQGLITILLE 

KKLI*KLDKNLNRHFSKEDIOMANR 

HMKMYSTSLWREMQIKTTMRYPSP 

PQLKYLLSQKTGNNKC*RGCGEKG 

TLVH/WWKCILVQPLWRTVWRYL/ 

RKLKIELPYNPAIPLVGIYPKERKSV . 

Y*R*ICSMFTVALLAIAKIWKQSKCP 

SADEWINKIWYAYTTEYYSAIK 


186 


5683 


A 


190 


158 


366 


FIISMNFVFLYFVFDLSINEILLGLKE 

WSIYLSS/DHSLSSLCSFYLLLLMFFL 

CMLLLLLLCSSmS*P 


187 


5684 


A 


191 


10 


284 




188 


5685 


A 


192 


3 


438 


LFISLLSISEKIIENCWV*LSAARS*A 

LR1CLAFF*ATRSFF*ARDILGRFHLF 

F/CNFFLGLLFIDWILSYSSMSFLIHL 

LHPAGQQQASTICCSnCQANLHTIF 

WQFVCIRCADYHIPLYTGISNLTNDI 

SVCHTNYHPVIGVW 


189 


5686 


A 


193 


497 


752 


DGVLLLLPRLECNSAILAHRNLRLP/ 
GFKRFSCLTLLSPWDYRHLPPRLAIF 
FVFLVYVGFHHVGYAGLE\LLTSR* 
SARPRPPKIA 


190 


5687 


B 


194 


922 


2057 


YPNRFPLVMDSEKQRNFNAESTIGS 

HIHGPRIVAGLHAPTLMEEDEDALQ 

HTVRASIRKEQRKSRHDGGDGIRKA 

HAAIPRESRSMKRSPRKEVKKKRW 

NRPKMSLAQKKDRVAQKKASFLRA 

QERAAES* 


191 


5688 


A 


195 


1492 


1790 


SQTLGGRGGQITKSGDREHPG*HSE 

TPSLLKIQKMAGHGNGCLWSQLIRR 

LRQENDMNPGGRGCSEPRSCHCTP 

AWVTEQDSISKKKKQKQKEGLGGS 

A 
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wo 01/79449 



PCT/USOl/08656 



SEQID 
NO: of 
nndeo-tide 
seqoeocc 


SEQID 
NO: of 
peptide 
sequence 


Mc 
tbo 
d 


SEQID NO: 

joUSSN 

09/770,160 


Nodcotide 
locatioo of 
first codoD 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino add of 
peptide 
sequenee 


Amino add scqacDCe ( X'^Jnknowo; *=Stop 
codon; /=poss)ble oodeotidc deletioo; V=possible 
nucleotide inscrtioo) 


192 


5689 


A 


196 


178 


572 


QAGSCTRTSQPRDSRGSDIQPVGLA 

FGRTPAELQELHLSSPRPGRGAVWA 

CGSLEPGPLPLLSrrSGSQPSLQLSSL 

PQSPLFCPLPPF/PPPRPPPRVGLVPPP 

♦LTHVPGLQPTGRPPPSPSRSPPAPPP 

Q 


193 


5690 


A 


197 


209 


684 


PWDCVHACLRGGWHSANRGHFRl 

GGPGRPKAPFLPFPASLKVQALIPyP 

GYHPGRPLHPCVPRRMQRLCGTRD 

PEKLASCDIWDVGGEYDPSXRHRY 

DHHQRSFTETMSSL/DPLGSRGKTK 

LSSAGLIYLHFGAQWLAQLLGTSEE 

DSMVGTLYDKMY 


194 


5691 


A 


198 


2 


720 


IPGCMIRHELLPPCRELLMGHRFLR 

GLLTLLLPPPPLYTRHRMLGPESVPP 

PKRSRSKLMAPPRIGTHNGTFHCDE 

ALACALLRLLPEYRDAEIVRTRDPE 

KLR\SCDIVVNVGGEYDPS\RHRYD 

HPQRSFTETMSSLSPGKPWQTKLSS 

AGLIYLHFGHKLWAQLLGTSEEDS 

MVGXTLYDKMYENFVHEVDAVDN 

GISQWAEGEPRYAUrri LSARDARL 

NPTWNHPDQDTEAGFKRA 


195 


5692 


A 


199 


209 


684 


PWDCVHACLRGGWHSANRGHFRl 

GGPGRPKAPFLPFPASLKVQALIPYP 

GVHPGRPLHPCVPRRMQRLCGTRD 

PEKLASCDIWDVGGEYDPSNRHRY 

DHHQRSFTETMSSUDPLGSRGKTK 

LSSAGLIYLHFGAQWLAQLLGTSEE 

DSMVGTLYDKMY 


196 


5693 


A 


200 


2 


720 


IPGCMIRHELLPPCRELLMGHRFLR 

GLLTLLLPPPPLYTRHRMLGPESVPP 

PKRSRSKLMAPPRIGTHNGTFHCDE 

ALACALLRLLPEYRDAEIVRTRDPE 

KLR\SCDIVVNVGGEYDPS\RHRYD 

HPQRSFTETMSSLSPGKPWQTKLSS 

AGLIYLHFGHKLWAQLLGTSEEDS 

MVG\TLYDKMYENFVEEVDAVDN 

GISQWAEGEPRYAL'rn'LSARDARL 

NPTWNHPDQDTEAGFKRA 


197 


5694 


A 


201 


94 


660 


LHLKNSDGYCLIVYQKRFIPVTFIHF 

CFLILSLKFNNIIPLNIFANGEKYFVY 

KFTYSYXYWKFLTOFVELPVNCLn 

SFSHFFLMSFVIFL**1LGMLYVLVL 

LIFNFTYICIVL\YF*LFVVIQTFLHFY 

LLKFINLFL*SFSGFCVLLRRVIPIPRI 

YICFIRILYNTSITLFSTYLEE*FSFDM 


198 


5695 


A 


202 


3 


347 


FFEMEF/SLLLPRLECNGVILVHCNL 
RLPGSNDSPASAS*VAE1IGVCTASS 
♦IFVFVGTLTQ*KSRLVDQAGLELL\ 
PASSDPPILTSQSAGITGVri'DIQPPF 
FLSSFANTBWT 


199 


5696 


A 


203 


32 


403 


APIPDAMGHFTEEDKATITSLWGKV 
NVEDAGGETLGKLLWYPWTQRFF 
DRFGNLSSASAIMGRR*VKAPG*NV 

\LTSLGDALMHLDDLKAPLANLRER 
T/CDQGCWVNPENF*LLGNVLVTVL 
AI 
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wo 01/79449 



PCT/DS01/086S6 



SEQID 
NO: of 
nndco-Cide 


SEQID 
NO: Of 
peptide 


Me 
tbo 
d 


SEQID NO: 

inUSSN 

09/770,t«) 


Nucleotide 
locatioo or 
first codoo 

for nMitidc 

sequence 


Nadeotide 
locatioo of last, 
codon for last 

sminA Mid nf 

peptide 
sequence 


Amino add sequence ( XMLfnlmowo; *=Stop 
codon; /=possib]e oodeotide ddetioo; V=possibie 
nudeotide insertioD) ' 


200 


5697 


A 


204 


94 


361 


FCQLDSLYTESQSL\DSTVL*LAEHM 
KFIKTSDY*GALD 1 Fl KHLQMSVDA 
YE*»M1SILNPSS1^ERQSLLLFIVLD 
LSLVPYLLIFEF 


201 


5698 


c 


205 


265 


408 


MTLSCSm-VFFFXJIOTVFIMT^^ 
QCKGGPDSVCFSTLFVNKCPV* 


202 


5699 


A 


206 


10 


419 


MRGGHSWARKGGMRGURNERES 

GGGEQTD*ASKLKRGNSNRITPFAY 

MDTYNASSSSSSSSSSSSSSSSASKLE 

AELGQTGLLPIPLGGGGGAFSTKTV 

RSGESEGGLWKQRKRWSLEGRCGR 

VSGWECGGAEAMK 


203 


5700 


C 


207 


165 


248 


MDTYXXXXXXXXXXXXXXXXXX 
FQARS* 


204 


5701 


c 


208 


337 


428 


MILRVDDFVPLALLPQSFPHRSHYD 
PNPAA* 


205 


5702 


A 


209 


531 


I860 


PSKPPNQCFLSLSQATSAGTHLSQD 

TESLTQVAKGIS*GSQGHGGGTL*M 

RGGHSWARKGG/H*EGSSGMRGRA 

VEGNKQTRLLN*NGE1QTELPLLHT 

WTLTVQMRKVTPREGELSCPRASK 

LEAELGQTGLLPIPLGGGGGALSTK 

TVRSGXGVRGVFGSRENDGLWKVD 

VEGSVAGSRAGA*AMKGEPKQIPK 

LTL*S*P*ENPNGNAVSFS*ARGKL*/ 

SFTKTLAGPAGAPAPAPPP\GPRWPP 

PA/DCGHTRPPLPSESLEAELKAGDS 

PSLALDSLSP*PPPTPPAGPRRSQGPP 

GAPAGALGSRCPRQQVKQTTLGS* 

RGRAGAGNTRRRGSGPHAAPIGSV 

DLRSGAPATAGPCG\RAASVGAGPR 

RGRGGRGVLPAPPWGT*GAPKGPRR 

RGPAGWSQTGSARPCGPWASRGGP 

KPRPCVHGGRRPGDAPGWTAPRC 

GR 


206 


5703 


A 


210 


32 


452 




207 


5704 


A 


211 


38 


618 


APSPDAMGHFTEEDKATITSLWGK 

VNVEDAGGETLGRLLWYPWTQRF 

FDSFGNLSS\PSAIMGNPKVKAHGK 

KVLTSLG\DAIiaiLG*SQRAPFAQA* 

SELALVTKLHWDPGGTFKLLGEML 

LVTRFWAIPFSAKEFHPWRLQANSW 

QKQKMAEDGDLELASALVPSRLPL 

SSLAHECRAFQGYGFILASNYK 


208 


5705 


A 


212 


137 


368 


DGVYLWTHRPYCGLGSLNFGSVUV 
LP»VKAYGWMVLTSLGDAIQPLAD 
PECSFXGQLRELRCDMLHVDPEDFR 
LLGK 


209 


5706 


A 


213 


60 


317 

* 


FPCLVCCILQENSGKPILCPRRTTAQ 
LGPRRNPAWSLQAGRLFSTQTAED 
KEEHLHSnSSS*SVQDYT\SKHKFQA 
STYKH*SIA 


210 


5707 


A 


214 


3 


406 


HEDKLCTVATLRETYGEMADCCAK 

HEPERNECFLQHTDYNANLSRLMR 

PEEDVMCTAFHDNEETFLKKYLYDI 

ARRHPYFYDPELLIFANRHKAAFTD 

CSQAGD*AAWLVPKLDDYLYEL*A 
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SEQID 
NO: of . 
nndco-tide 
seqacDce 


SEQID 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SEQID NO: 
in DSSN 
09m0460 


Nadeotide 
location of 
Orst codoo 
for peptide 
sequence 


Nudeotide 
location of last 
codon for last 
amino add of 
peptide 
sequence 


Amino ocid seqaencc ( X=*llnknown; *=^top 
codoo; A=>possible nudeotide deletion; V^possiblc 
nudeotide insertion) 














TSCIIISKCANL 


211 

# 


5708 


A 


215 

1 


1 


2953 


MKWVTFISLLFLFSSAYSRGVFRRT 

PLOPASSLPQSFLLKCLEQVRKIQGD 

GAALQEKLCATYKLCHPEELVLLG 

HSLGIPWAPLSSCPSQALQLAGCLS 

QLHSGLFLYQGLLQALEGISPELGPT 

LDTXQLDVADFATTIWQQMEELGM 

APALQPTQGAMPAFASAFQRRAGG 

VLVASHLQSFLEVSYRVLRHLAQPG 

GGGDAHKSEVAHRFKDLGVEEDFT 

ALVLrAFAQYLQQ*PFBDHVKLANE 

ATEFAKTCVADESA\ENCDKSLHTL 

FG\DKLCTVATL\RETYG\EMADaC 

AKQGT*GEMECFFATQRMDNPNLP 

PIGWRTRGWMWMLHCFFHDNEGD 

IF*KKYLLWKLPGRTSFTFYGPRELL 

FLWLKR/RIKAGFLQEaCQGWLD*S 

WPACLAKGSDELSGMKGKASVSAK 

QRLKCASLQKIWEKELSKPWAVAR 

LSQRFPKAEFAEVSKLVTDLTKVHT 

ECCHG\DLLECADDRA\DLA\KYICE\ 

NQDSISSKLKECC\EKPLLE*FH\CLA 

EVENDEMP\ADLPSLAADF\VEN\KD 

V\CKNYAEAKDVFLGMFLYEYARR 

HPDYSWLLLRLAKTYETTLEKCCA 

AADPHECYAKVFDEFKPLVEEPQN 

LIKQNCELFEQLGEYKFQNALLVRY 

TKKVPQVSTPTLVEVSRNLGKVGS 

KCCKHPEAKRMPCAEDYLSWLNQ 

LCVLHEKTPVSDRVTKCCTESLVNR 

RPCFSALEVDETYVPKEFNAETFTF 

HADICTLSEKERQIKKQTALVELVK 

HKPKATKEQLKAVMDDFAAFVEK 

CCKADDKETCFAEEGKKLVAASQA 

ALGLTPLGPASSLPQSFLLKCLEQV 

RKIQGDGAALQEKLCATYKLCHPE 

ELVLLGHSLGIPWAPLSSCPSQALQ 

LAGCLSQLHSGLFLYQGLLQALEGI 

SPELGPTLDTLQLDVADFATTIWQQ 

MEELGMAPALQPTQGAMPAFASAF 

QRRAGGVLVASHLQSFLEVSYRVL 

RHLAQP 


212 


5709 


A 


216 


1060 


1259 


TKFGQHGKTPSLLKI*KLAGHGGAH 

L\KSQLPGRHENHLNPGGGGCSEPR 

LCHCTPAWVTKRDCLKK 


213 


5710 


A 


217 


2 


354 


SAAAGQGEENQLEASLDALLSQVA 

DLKNSL/EEFHLQVGERVWPADLLN 

TLNKVLKHEKTPLFRNQVIIPLVLSP 

DRDEDLMRQTEGRVPVFSHEWPD 

HLRTKPDPEVEEQEKQLTTV 


214 


5711 


A 


218 


90 


329 




215 


5712 


A 


219 


2 


632 


QPSFLCVILVYLGDQPVPIGAEKRRS 

TLEASLDALLSQVA*SEELSGEFHL 

QVG\DEYGRLTWPSVLDSICLAFLD 

SMNTLNKVLKHEKTPAVP*PGHHSS 

GCCLQDRR*KISCRQT*KDGCLFSA 

H*GKSLDHLEKPSLDP*KLEEQEKQ 

Lrnx:SPAFGAOAAQKQIQSFE*NV 
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SEQID 
NO: of 
nndeo-tide 
seqaencc 


SEQID 
NO: of 
peptide 
seqoeDce 


Me 
tho 
d 


SEQ ID NO: 

inUSSN 

09/770,160 


INudeotidc 
jlocadOD of 
first codon 
for peptide 


Nucleotide 
location of last 
codon for last 
amino add of 

sequence 


Amino add sequence ( X=tInknown; *^top 
codon; /=possible oodeotide ddetioo; V^possible 
nudeotide insertion) 














FQTFLGENQQRGSEDSESWRFSGRT 
SRLLTPTDT 


216 


5713 


C 


220 


309 


479 


MIHYSSSYSFKSSRELHIKFKFPVST 
SCGAFGSKIKWKVLSEWEETQESE 
QPEVL* 


217 


5714 


A 


221 


76 


525 


PQPLGPQPQQRPSRLASCCGAAAPC 

SWVEGAIGHAPPHGLPIMSNGYRTL 

SQHLNDLKKENFSLKLRIYFLEERM 

QQKYEASRXEDIYKRNTELKVEVES 

LKRELQDKKQHLDKTWADVENLN 

SQNEAELRPQFEERQQETEHVYELL 

EK 


218 


5715 


A 


222 


534 


1310 


PRNEFTQQFCFIDSFFLVTLKIEALQ 

CSHRSRRSGEKVPFVQTYSLRAFEK 

PPQVQTQALRDFEKHLNDLXKKENF 

SLNVRIYFLEERMQQKYEASREDIY 

KRVNTELKVEVESLKRELODKKOPS 

GLKPWA\DVENLQPVQNEAELRRQ 

FEEP\QQE\TEHVYEL\LENKMQLLA 

RRNSRLATE*TMRGWQLLVERQRK 

GV*TWKLSGET*RESPKNWGRCPR 

EPQVKPDPLHLRPLAQKGKDLKKI 

MLGSPNHDCNASDQ 


219 


5716 


A 


223 


32 


360 


TGSKIRNIKGIHIGREEMKLILFTNYI 

LVCRE/NPKIMFKLLALISRY*ATVA 

GCNIYIPPTPKLNFDIVG*1LLAKKLF 

TNANNNIRYLGINLIINDGHHLSKEI 

YIISL 


220 


5717 


A 


224 


2 


761 


APTPTGQRWRATPAQSAPVRLRRR 

SYDVNNPIPSNLKSEAKKAAKILRE 

FIAEITSRNGPDKIMPGSTVIAKAKXG 

LANSCLLNQSPGSLVTFQRGGPGVL 

VARL\PDGK\WSSPFS/ALGIAGFG\G 

GFEIGI*GIQTLVIILEF/DDPCC*EAF 

AKGGNLTLGGNLTVAVGPLGRNLE 

GNVXALRSSAAVFTYCKSRGLFAGV 

SLEGSCLIERKETNRKSVQVKVILIE 

SVMRK*YFKS*YNLQSTFIYSFYNM 

WF 


221 


5718 


A 


225 


299 


541 


SQHFGRLTQADHLKS*VQDRPGQH 
GEIPSLQKIQKLAGHGGASL*SQLLG 
RLRQENHLNPGGGGCSEP\RTPGWA 
TE*DSV 


222 


5719 


A 


226 


198 


660 


LLLALLFNTVLRFTVCLFLFQAPILK 

SPCCSAARVDRRKSIWVDGL*ICSR 

I^K»VIC*LGTFKFWQIIX3THTLSN 

♦L/HLNIEKN*GLTG*VSILCKCLFYH 

SL*PLL*VKCSLRPGVVTHTCNLSTL 

GGRGGRTPVQEFETSLGNIVRHRI 


223 


5720 


A 


227 


1 


347 


GERLAGRRRKMAVESRVTOEEIGN 
DS*KPIDREKTCPLSLR\AF"1'1 NNGR 
HHRMDDFSRGNVPYSELQTYTWM 
DAT\LKDLTSLAQELYPQATLNGTH 
FTFAVALTHATPPGSRVND 


224 


5721 


A 


228 


3 


225 


SCQGERLAGRWRKMAVESRVXTQE 
EIKKEPEKPlDREKTCPLLLRVFriN 
NGRHHRMDEFSRGRWSKAPGKQK 
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PCT/USOl/08656 



SEQIO 
NO: of 
andttMidc 
sequence 


SEQID 
NO: of 
peptide 
seqocnce 


Me 
the 
d 


SEQIDNO: 

inUSSN 

09/770460 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
locatioQ of last 
codoD for last 
anuDoaddof 
peptide 
seqaeoee 


Amioo add seqoeoce ( X»UnkoowD; *^top 
codoo; /^possible nucleotide ddetion; V=possit>le 
nudcotidc insertion) 














GP 


225 


5722 


A 


229 


1984 


2676 




226 


5723 


A 


230 


2 


590 


GCRNSARGKMAVESRVTQEEIVKKE 

PEKPIDREKTCPLLLRVFRTNNGVRX 

HHRNGRVSPRGNVPSTELQIFPLGW 

MPTLKELTSLXVKEVYPEARKKGTH 

FVNFAIVFNRCLKVPGYR*FSFLQS* 

GGLASTHVWAERGLDDSHEPLQSR 

KF\QIGDYL\DIA\ITPPNR\APPPSG\R 

MRPYLNSNFTYLFEFYFFPSVM 


227 


5724 


A 


231 


1 


291 




228 


5725 


A 


232 


3 


320 


AKNRLQILKFCLHFKERKTVLPSKH 
AVPEVIEDFLCNFLIKMGMTRTLDC 
IVQASEWYELIQKGVTELRTVGNVP 
DVYTQIMLLENENKhJLKKDLKHYK 
QAAEYVIF 


229 


5726 


A 


233 


209 


461 




230 


5727 


A 


234 


104 


609 


ROPGTRGTRRTRWRLEGAYYLEOV 

TITEASEDDYEYEEVTC*F*IPDDNF 

SIPEGEEDLAKAIQMAQEQATDTEIL 

ERKTVLPSKHAVP\*VIEDFL/RCNFL 

DQNGELTRTLDCFQSEWYEUQKG 

VTELITVGNVPDVYTQIMLLENENK 

NL*KDLKHYKQAAEYVIF 


231 


5728 


A 


235 


222 


502 


TSLIKHYISNLFTF1NSVEYKQ*WFL 
LWLCVSLKC'LGQAWWAQAO^nLS 
TL*GPRWAADHLRSEVRDRTG\QH 
GETPSLyLKNTKISWAW*WVPV 


232 


5729 


A 


236 


565 


779 


APGVRD*PGQHGENLSLQK*KLKK 

LAGHGGIHLCFQLLRRPRQKYRLSP 

EGQDCSE/PMVCTLAWATEQDPVS 


233 


5730 


A 


238 


656 


923 


VPVHRGKERGGIQDLDEIATPTLLS 
KSSSFFKTSYCTDFFLFLTESCCVTVR 
LECSGMISAHCSLCLPGSSNSAPTSP 
VSHNKDRLLLHL 


234 


5731 


A 


240 


171 


373 


AWLCANKTLFLNFYLFFETRSC/SLS 

RLECNNAIIAHCSLLLPGPSDSPTSA 

SQVAGTTRTCHDTQPI 


235 


5732 


A 


241 


915 


1283 


QRQGRLGLWDNEEGEIGTKYSSFKI 

DTVEKLFLGGGRSRVKPRGSNKAR 

DPPSFPSPAWEVGPQLGVPLKSPCG 

LHLGLAAVPLYDPRGGGPHTPPHTP 

P/PTPHHPPHPHPPHTKHTPPimQ 


236 


5733 


A 


242 


555 


767 


NKKDLFSLRSGDQKSKVKTSEGPRL 
/PLRGIRENP/CPPVPAPGGPRHCLAC 
GGITPVSACIITRISCPLYSN 


237 


5734 


A 


243 


2 


744 


GTMAVFYVLLALVAGVLGNEFTIL 

KSPGSWFKNGNWPIPGERIPNVAA 

LSMGFSVKEDLSWPGLAVGNLFHR 

PRATmVMVKGVNKLALPPGSVIS 

YPLENAVPFILDSVANSIHSLFSEETP 

WLQLAPTEERVYMVRKANSLFEY 

LSITFLQLHNRLFQKNSVLTSLPLTS 

LNNNNELHLLFF/S*LQPLH«ISNFLS 

CDKHFTQKMIVLINNHSNLPMLPTK 

FGNPFLTKSFPSFPNLSLKPFSA 


238 


5735 


B 


244 


385 


544 


^4TGSPEDDETGYPLRSPGQERSSFT 
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PCT/USOl/08656 



SEQID 
NO: of 
nncleo-tide 
sequence 


SEQlD 
NO: of 
peptide 
scqoeocc 


Me 
tlio 
d 


SEQID NO: 

inUSSN 

09/770460 


Nucleotide 
location of 
first codon 
for peptide 
scqnence 


Nudcotide 
location of last 
codoD for last 
amino add of 
peptide 
seqoeDce 


Amino add sequence ( X=<lnknown; *=^top 
codon; A^possible nodeotide ddetion; V»passible 
Dudcotide insertion) 














EKPK4DNAATSGIRSPGIGQFPFRKTr 
DFX* 


239 


5736 


A 


245 


1 


449 


GNEFSILKSPGSWFRNGNWPIPGER 

IPDVAALSMGFSVKEDLSWPGLAV 

GNLFHRPRATVMVMVKGVNKLAL 

PPGNSVISYPLVENVDLLFLSELQVLH 

DISSLLSRHK\HLAKGSILPDLySL\E 

RAGFGMEIGKRYGEDSEQFRDASKI 


240 


5737 


A 


246 


2 


1230 


GAGRVRARHLLTLRLSPCPAGPFRV 

APQCCGRRGTMAVFWLLALVAG 

VLGNEFSILKSP\GSVVFR\NGNWPIP 

RE\RDPPDVAAI/SPMGFSVKEDLSW 

PG\LAVGNLFHRPRATVMGDG*RG 

VNKTWLYPQGSVIXSYPLEVNAVPFS 

LDQCLQIPIHFLIFLEETSCLFLQLGF 

PVRE\RVVLWLGKANFSV*RTFSVT 

L\RQLR/N1RLVFKENSVSSVSLPLNS 

LSRNNEVDLLFLSELQVXLHDISSLL 

SRHKHLAK\DHSPDLyFTGSWAGL\ 

DE1G\KALLGEDSEQFRDASKILVD\ 

ALQKF\ADDMYSLYGG\NAVV\ELV 

TVQSFNDTSLMREGQGTYSLEGKTSA 

GITASPYNLAYKYNFEYSWFNMV 

LW1MIW.ALA\VUTSYNIWNMDPG 

YDSIIYRMTNOKIRMD 


241 


5738 


A 


247 


1547 


1965 


AQGRFQALCSLVAVRAWGWPLSG 

NSFSCGNSQCVTKVNRSVTTRRTAP 

MGPTRRMRVWLAASWRMAGRIVG 

GMEASPGSFRGKPAFERTRSTSVGR 

HHQROPLRS*NHRFODPTKWVAYV 

VRPTSAARRPAPCGPSKKA 


242 


5739 


A 


248 


403 


734 


MAVQAGTQCLVQQLHSGFLQHLW 

LDHCRPRKMLTCVLLEVAPA*DQA 

LLAGWEDVCGSREAHGLDXGRPKG 

RGLVSSSTATSKSAVSALYRGCLTI 

WTTWARTVLASEPLR 


243 


5740 


A 


249 


1 


552 

• 


MVWSSQRCCRKHCGAAGPGTVCQ 

LVRPLLTDRMVCAGYLDGKVDPAR 

PQKNTDTSVSNAGRFTDIWMPVLE 

EFKAVGIERQNVGPGLNGEAHPGR 

GRVRSCLREVPWQVSLKEGSRHFC 

EQLWWGTAGCCLPPTASPVSGIKA 

I7YESELADARRVLDETARERARLQ 

lEIGKLRAELDEVNKR 


244 


5741 


A 


250 


63 


497 


LPDVEKLGRRRGRKMDSVEKGAAR 

LR\PNPRGRPSRGRPPKLQRNSRGG 

QGRGVEKPPHLAALILARGGSK\GIP 

LKNIKHLAGVPLIGWVLRAAL\DSG 

AFQRCACARVGGAAWAGVGRGSR 

AAGGAGASGATALGRGPSLMPGM 

C 


245 


5742 


A 


251 


1 


349 


GTRAWCGRRLISVREQIRHFVMRP 

EINTNHLDKQQVQLLAEMCILmEL 

DNVQAYCETKKNCHLNENIEKGAAL 

KQTLLLSDLCRHFRFAEKSTLFKEV 

QTSVIPYFLVGSSSFK 


246 


5743 


A 


252 


2 


423 


LRWSL/DSVAQAGVQWGDLGSLQA 
FPPGFTPFSCLRLPSSWDYRCQPPRT 
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SEQID 
NO: of 
nodeo-tide 


S£QID 
NO: of 
peptide 
sequence 


iMe 
tbo 
d 


SEQ 10 NO: 

inUSSN 

09/7704^0 


Nucleotide 
location of 
fintcodon 
for Dcotlde 
sequence 


INudeotide 
llocatlon of last 
codon for last 

amino iieid of 

peptide 

sequence 


Amino add sequence ( X^linknown; *^top 
codon; /=possibIe nndeotide.ddctioo; V=possiblc 
nndcotide insertion) 














♦RRGFIVLARMVSIS*PCDPPASASQ 
SAGIIGM/SHRARPGFPT/CQTTQEPG 
GTTSHGYRIPPP*QDLC*LPQFPERG 
SGSQRC*DKPGSPSL 


247 


5744 


A 


253 

• 


891 


1564 


SPRALAANPWWMVTSVSSRVKQSC 

TQQGGFVPLAQQVHSPnSELFYALV 

SLFFYFLFDICRARILSGSFCILRTLL 

LLLFLRRSLNSVTQAGVQWRDLGS 

LQAPPPGFTPFSRLSLPSSWDYRRLP 

PRPANFVFVFLVETGFHRDETRIVSI 

SVGPRDPPASASQSAGITGVNHRAW 

PTFCIFCRDRVSSCWPGWSRSHTPG 

LKRSSCLSLPKFWDYRHKLPYP 


248 


5745 


A 


254 


6 


338 


MEPSCGLGSEALALTQTWAGSHSL 

KYFHTSVSRPGRGEPRFIYVGYVDD 

TQLVRLDND/APSPKMVPRAPWEEH 

EGSKIWDRETHIAKDTRQIFRVNLR 

TLRSYYDQIEAGD 


249 


5746 


A 


255 


2 


424 




250 


5747 


A 


256 


25 


486 


EFHRLRENPPWCLSPADKTNVKA\A 

WGXKVGAHAVRSMCAEALERMFLS 

FPTTKTYFPHFDLSHG\SAQV*GATG 

KKV\ADALTNAVAHV\DDMPN\ALS 

AL\SDLHAHKL\RVDPVQLSSS*SHC 

LLG*PWPAHLPRPSFTPGGCTPSLG 

QVSWAFC 


251 


5748 


A 


257 


230 


358 


FLIILRRSLILSPRLECNGSVPAHCSL/ 

RTPGFKRFSCLSLSSS 


252 


5749 


A 


258 


75 


m 




253 


5750 


A 


259 


340 


535 


FRFKALFDFLFLVEIASCCVAQAGV 
QWCDLSSVQPPPPGNSSDSPTSASQI 
AGTT\GALQHAWLIF 


254 • 


5751 


A 


260 


1618 


1962 


DRVSLLSPRLECSGTIL\AHCKLR/LP 

GFTLFSCLSL\PSSWDYRRLPPRPAN 

FFVFLWEMGFHRVSQ/AMGLDLLT 

SGDPPASGLSKCWGLQGVSNLRPS 

QASPSFKGDCGPQTLRA 


255 


5752 


A 


261 


3 


395 




256 


5753 


A 


262 


152 


514 


LATLLGPWSCARVPSVPALLTPPPL 

AGPPPPQPLLQRLCSGPRLLLLSLGL 

SLLLLWDCAaGSQNSQLQEELRGL 

RETFSNF\TASTEGPGSRALSTQGRA 

MWGRKMEVRLEFPVWRKQQ 


257 


5754 


A 


263 


138 


1072 




258 


5755 


A 


264 


1 


488 




259 


5756 


A 


265 


1 


2105 


FRAASCAPPSWRMELRSGSVGSQA 

VARRMDGDSRDGGGGKDATGSED 

YENLPTSASVSTHMTAGAMAGILE 

HSVMYPVDSVKTRMQSLSPSSQSPV 

VPSIYGALKKIMRTEGFWRPLRGVN 

VMIMGAGPAHAMYFACYENMKRT 

LNDVFHHQGNSHLANGIAGSMATL 

LHDAVMNPAEWKQRLQMYNSQH 

RSAISCIRTVWRTEGLGAFYRSYTT 

QLTMNIPFQSIHFITYEFLQEQVNPH 

RTYNPHSHIISGGLAGALAAAATTP 

LDVCKTLLNTQENVALSLANISGRL 
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SEQ-ID 
NO: of 
ODdetMide 
seqnence 


SEQID 
NO: of 
pqitide 


Me 
tho 
d 


SEQWNOi 

iaUSSN 

09/77D460 


Nucleotide 
localioo of 
fifSt codoa 
for peptide 
scqneoce 


Nucleotide 
locatioo of laA 
codon for Ust 
amino add of 
peptide 
sequence 


Amino add sequeoee ( X=flnfcnowD; *'=SU>p 
codoo; A^pos^ble nucleotide ddetioo; V=possible 
nndcotide insertion) 














VVPMGPLLPNALERGGDGTAAHRK 

AVCGDIREVWELDRLLPCDIRDGAF 

ITMPFHCYAQNRGEGLLRPAELAD 

GAAPRELGQPGGGPEDGWGQPRW 

RRRQGPPPGREDYENLPTSASVSTH 

MTAGAMAGILEHSVMYPVDSVKPR 

ARPRLLAALRRGRRSGEHRWLRRR 

LGSRGTRSLKLCTVLPRWPFGLAGA 

AHTCAVSEGVPRRGSPHHAGAEKR 

VALARPRALGTWCVAAAPRVISGT 

WGRQVFSRLVAALYRFDSGPWDPL 

SEGSCTSSPDFGSPSRREAMTFAFSF 

CLRGGRHMPSLREHYWARMSHER 

HKDWANVGGTITVI^EPNFIJNNTO 

LARNRTPWARHDNWCHHWQHVSP 

ESSLDCVRLQGLPWMAAAEVEMK 

LPAGHMHMPVSFPNRSPLGAGCIN 


260 


5757 


A 


266 


882 


1299 




261 


5758 


A 


267 


1 


2607 


MAFAWWPCLILALLSSLAASGFPRS 

PFRLLGVANGIEVYSTKINSKVTSRF 

AHhrvrvmVlRAV>rRADTAKEVSFDV 

ELPKTAHTNFTLTIDGVTYPGNVKE 

KEVAKKQYEKAVSQGKTAGLVKA 

SGRKLEKFTVSVNVAAGSKV i'FELT 

YEELLKRHKGKYEMYLKVQPKQL 

VKHFEIEVDIFEPQGISMLDAEASFIT 

NDLLGSALTKSFSGKKGHVSFKPSL 

DQQRSCPTCTDSLLNGDFli'lYDVN 

RESPGNVQIVNGYFVHFFAPQGLPV 

VPKNVAFVIDISGSMAGRKLEQTKE 

ALLRILEDMQEEDYLNFILFSGDVST 

WKEHLVQATPENLQEARTFVKSME 

DKGMTNINDGLLRGISMLNKAREE 

HRJPERSTSIVIMLTDGDANVGESRP 

EKIQENVRNAIGGKFPLYNLGFGNN 

LNYNFLENMALENHGFARRIYEDS 

DADLQLQGFYEEVANPLLTGVEME 

YPENAXLDLTQNTYQHFYDGSEIW 

AGRLVDEDMNSFKADVKGHGATN 

DLTFTEEVDMKEMEKALQERDYIF 

GNYIERLWAYLTIEQLLEKRKNAH 

GEEKENLTARALDLSLKYHFVTPLT 

SMVVTKPEDNEDERAIADKPGEAS 

YQPPQNPYYYVDGDPHFnQIPEKD 

DALCFNIDEAPGTVLRLIQDAVTGL 

TVNGQITGDKRGSPDSKTRKTYFGK 

LGIANAQMDFQVEV'ITEKITVCGTGX 

RAVSTFSWLDTVTVTQDGLSMMINR 

KNMVVSFGDGVTFVVVLHQVWKK 

HPVHRDFLGFYWDSHRMSAQTHG 

LLGQFFQPFDFKVSDIRPGSDPTKPD 

ATLWKNHQLIVTRGSQKDYRKDA 

SlGTKWCwFVHhn^lGEGLIDGVHT 

DYIVPNLF 


262 


5759 


A 


268 


1 


1842 




263 


5760 


A 


269 


3 


377 




264 


5761 


A 


270 


■ 


621 


MTKRCLDHRGEWLPGAGGGGHTE 
1 GTRCLHHAPVTWVGDEVDIFEPQG! 
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SEQlD 
NO: of 
nudeo>tide 
sequence 


SEQID 
NO: of 
peptide 
scqaence 


Me 
tho 
d 


SEQID NO: 

ioUSSN 

09/770,160 


Nucleotide 
locatioD of 
first codoD 
for peptide 
sequence 


Nodcotide 
location of last 
codoD for last 
amino add of 
peptide 
scqaence 


Amino add sequence ( X'^Unkoown; *==Stop 
codoo; A=pQSS]ble ondcotide ddetion; ^Fpossible 
nudcotide insertion) 














SMLDAEASFITNDLLGSALTKSFSG 

kkpvwlrgrhtpkgnldsevlagl 

spcpiplagltvngqitgdkrgspds 

ktrktyfgklgianaqmdfqvevt 

tekitu;tg\ra\stfswij)tvtvtq 

dg*aplqglqgglqgegdhsgpqp 

npgalsepelv 


265 


5762 


A 


271 


3 


2722 


FSDGLCMVALSHLGSALQLGSLCFP 

RSPFRLLGKRSLPEGVANGIEVYST 

KINSKVTSRFAHbfSAnrMRAVNRAD 

TAKEVSFDVE1J»KTAF1 INFTLTTDG 

VTYPGNVKEKEVAKKQYEKAVSQ 

GKTAGLVKASGRKLEKFTVSVNVA 

AGSKVTFELTYEELLKRHKGKYEM 

YLKVQPKQLVKHFEIEVDIFEPQGIS 

MLDAEASHTNDLLGSALTKSFSGK 

KGHVSFKPSLDQQRSCPTCTDSLLN 

GDFTITYDVNRESPGNVQIVNGYFV 

HFFAPQGLPWPKNVAFVIDISGSM 

AGRKLEQTKEALLRILEDMKEEDY 

LNFILFSGDVSTWKEHLVQATPENL 

QEARTFVKSMEDKGMTOINDGLLR 

GlSMLNKAREEHRIPERSTSrVIMLT 

DGDANVGESRPEKIQENVRNAIGG 

KFPLYNLGFGNNLNYNFLENMALE 

NHQFARRIYEDSDADLQLQGFYEE 

VANPLLTGVEMBYPENAILDLTQNT 

YQHFYDGSEIWAGRLVDEDMNSF 

KADVKGHGATNDLTFTEEVDMKE 

MEKALQERDYIFGNYIERLWAYLTI 

EQLLEKRfCNAHGEEKENLTARALD 

LSLKYHFVTPLTSMWTKPEDNEDB 

RAIADKPGEDAEATPVSPAMSYLTS 

YQPPQNPYYYVDGDPH/FSIIQIPEK 

DDALCFNIDEAPGTVLRLIQDAVTG 

LTVNGQITG\DKRGSPDSKTRKTYF 

GKTG ASPMAQMGFPG WEV' riEKIT 

LLEQARCRAFFSWLDTVTVAQDGH 

FLASSRIU^MMINRKNMVVSFGDG 

VTFVVVLHQA^CWKKHPVPTVDFL 

GFYWDSHRMSAQTHGLLGQFFQP 

FDFKVSDIRPGSDPTKPDATLVVKN 

HQLIVmGSQKDYRKDASIGTKWC 

WFVHNNGEGLIDGVHTOYIVPNLF 


266 


5763 


A 


272 


1168 


1626 


RAGRGGEGHKLNSYGGRRARSQG 

HLLSSALSPFVSAASYQPPQNPYYY 

VDGDPHFUQIPEKDDALCFNIDEAP 

GTGNLRLIQDAVTGLTVNGQITGDK 

RGSPDSKTRKTYFGKLGIANAQMD 

FQVEVTTEKmCGTG\RAVSTFSWLD 

TVTVT 


267 


5764 


A 


273 


534 


690 


FVIFFSPCSIAMATKENMTSQRGML 

KSIH\SKMNTL\ANRFPA\VNSLIQRV 

NL 


268 


5765 


A 


274 


3 


946 


TTKMAAGTSSYWEGEARRPPDLRK 
QARQLENELDLKLVSFSKLCTSYSH 
SSTRDGRRDRYSSDTTPLLNGSSQD 
RMFETMAIEIEQLLARLTGVNDKM 
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wo 01/79449 



PCTAJSOl/08656 



SEQIO 
NO: of 
oncleo-lide 
scqacnce 


SEQID 
NO: of 
peptide 
sequence 


Mc 
tfao 
d 


SEQ ID NO: 
09/770,160 


Nucleotide 
locfltioii of 
fintcodoii 
for peptide 
seqacDce 


Nucleotide 
locatioo of last 
codoD for last 
amino add of 
peptide 
seqoeoce 


Amino add seqncncc ( X'^Unknowo; *^top 
codon; A=>possible nucleotide deletion; \ppossible 
nucleotide (nsertioD) 














AEYTNSAGVPSLVNAALMHTLQRH 

RDILQDYTHEFHKTKANFMAIRERE 

NLMGSVRKDIESYKSGSGVNNRRT 

ELFLKEHDHLRNSDRLIEETISIAMP 

TKE>nviTS\QRGMUCSmSK\MNTLA\ 

NRFPAVNSLIQRINLRKRRDSLILGG 

VIGICTILLLLYAFHLMGHLQGLLTA 

TAFTPWSGIRKHRREKLTVLHSLTS 

RMNARLTVMDSVTWSG 


269 


5766 


A 


275 


269 


476 


VMAVLPSGTALKTNWEPGRLDLQC 
NGSSLLLSGAPHIVSLLGFRIRAKTG 
RAROHACNPNTLGGRGGRI 


270 


5767 


A 


276 


2 


424 




271 


5768 


A 


277 


3 


452 




272 


5769 


A 


278 


3 


498 


PTLLVPTDSERTHHGSCFLPDKTNV 

KAXAWGKVGAHAGEYGAEALERM 

FLSFFATKTYFPHFDL\SHG\SAQV\K 

GHGVKKVADALTNAVAHWDDMPN 

\ALSALSDLHAHKL\RV\DPFNFKLPS 

H\CLLVTL\AAHLPAEFHPLRWHALP 

GTSFLGFLLSTVADLPNTR 


273 


5770 


A 


279 


333 


538 


IFSSLWLFFILSIKDFILFYFLFLAQSR 

SVHRLECSGTISAHCNLCLPNSSDF 

RVLRLGNRLRLKIKK 


274 


5771 


A 


280 


192 


607 


GRLWGCVSKKSVGCLPHPGCLWA 

AFLTLDACGLPSSPWMPVGSLPHPG 

CLWAAFLTLDACGLPSSPWMPVTW 

FPWGLPKLRDPKPPSNLMTRPVSE\P 

PVLSPSPSPTPSATRPTHFPSLKGPA 

HRPAHVFPFNPCFVP 


275 


5772 


A 


281 


17 


363 


GLESEFLLRGLLRPGEQDSALASAV 
PGSLAQTLPFPWS/PLW/TMSFPAHA 
APHPACCHCLSY/PVSCPVSVPSLLP 
LGCPLQLLPSCPNSCYPSPAVPTYCP 
AGKEEKRRSPSCQACS 


276 


5773 


A 


285 


96 


389 


QGPAEENMAAKMFEHGKFGLALV 

DAGGWNSALYSVDAGHRAWFD 

RFRGVQDIWGKGTYWLIPWLQKS/ 

IIFDCRSQPRNVLVFTGSKDLQIGNL 

H 


277 


5774 


A 


286 


1 


390 


FFYFFFLERDFLFLFYFIFFAVLLLLP 
NLECNGAISAHRNLRLPGNSSDSPAS 
ASQVAGITGMQHHAWLSFVFLVKT 
GFVHLGHAGLKLPTSDDPFTAASDI 
VGUGMIPPVAGPKQRHFCARSVLV 
PFI 


278 


5775 

* 


A 


287 


16 


546 


QLNGRSIRHEVMSHRKFSAPRHGSL 

GFLPRKRSSRHRGKVKSFPKDDPSK 

PVHLTAFLGYKAGMTHIVREVDRP 

GSKVNKKBWEAVnVETPPMVW 

GIVGYVETPRGLRTFKTVFAEHISDE 

/CRLLPLRQKKAHLMEIHVNGGTVA 

EKLDWARERLEQQVPVNPVFGQDE 

MIDVI 


279 


5776 


A 


288 


1 


625 


CKFIRVMAHTRLRLLPLRRKKAHL 

MEIQVNEGTVAEKLDWARERLEQQ 

VPVNQVFGQDEMIDVIGVTKGKGY 
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wo 01/79449 



PCT/USOl/08656 



SEQm 
NO: of 
nodeo-tide 
sequence 


S£Q ID 
NO: of 
peptide 
scqneoK 


Mc 
tfao 
d 


S£Q ID NO: 
10 USSN 
09/770,160 


Noclcotidr 
location of 
lirrtcodoo 
for peptide 
sequence 


Nucleotide 
location of last 
codoo for last 
amino add of 
peptide 
sequence 


Amino add sequence ( X=4Jokoowo; *NStop 
codon; A=possibIe nodeotidc deletion; V=possible 
nudcotide insertion) 














KGVTSRWHTKKLPRKTHRGLRKVA 

OKDGKLIKhfNASTDYDLSDKSINPL 

GGFVHYGEVTNDFVMLKGCWGT 

KKRVLTLRKSLLVQTKRRALEKIDL 

KFIDTTSKFGHGRFQTMEEKKAFM 

GPLKKDRIAKEEGA 


280 


5777 


A 


289 


1 


903 




281 


5778 


A 


290 


38 


482 




282 


5779 


A 


291 


1 


1131 




283 


5780 


A 


292 


1 


1329 


STHASDGVMSHRKFSAPRHGXSLGF 

LPRKRTS\RHRGKVKSFPKDDPSK\P 

VHLTAF\LGYKAG\MTHIVREVDR\P 

GIHRCmKERWWRAVTHCMRPPP 

MWGGHLVGWVETAPRGPPGPFKT 

CLLLEHASDELPRGVFYKEFGH*NL 

KKKJVFmYCKEIGKDED\GKKPAW 

KKDFQQH*KKLLAQVHPCSIAQTQ\ 

MRLLPL\RQK\KAHLMEI\QV\NGGT 

VA\EKL\DWAREiaE\QQ\VPVNPSV 

LGRMRMIDWIGGDQRAKGYKGGS 

PS\RWHTKKAAPAKTH\RG\LRKVG 

LVLGAWHPNARVAFSVG/RAAGQK 

GYPSTALEINKVKIYKIGPGVTLSRA 

GSLIKEQCLHLNYDLSDKSINPLGGF 

VHYGEVTNDFVMLKGCVVGTKKR 

VLTLRKSLLVQTKRRALEKIDLKFI 

DTTSKFGHGRFQTMEEKKAFMGPL 

KKDRIAKEEGA 


284 


5781 


A 


293 


238 


326 


HTYKSDTRYERHACWGALLyCNYM 

RQECLDSRFVFDRPMPVFRLVSVIG 

TSILYMKAFMHMPFK 


285 


5782 


A 


294 


2 


358 


GWGMSLGGAGVEGMEVGTSDLGF 

FSGQRALSPWVSPVPPGLCAWRKD 

SPVEQKPQGPSLPLSALPYLWG/AP 

WPPAGPQTRGLGPFRGTGSPPSIPIS 

RAQKDSWPWPVPSTPACFSAPG 


286 


5783 


C 


295 


56 


175 


MASXNRQQFFXNTPXKLLKSPHCNI 
YRLLSAKSQGKFWK* 


287 


5784 


A 


296 


1178 


1515 


KKFMKILEHMFEGFFFSFLNFFIFSG 
GRRSALTARGGSEVAANLGLTCNL 
HPPGFKRFSCLRLRSSWDYRRPPPR 
PANFWFSVETGFCYVGQAGLKLLT 
SSDPPASAFPKC 


288 


5785 


A 


297 


136 


251 


IHQEKPPNIFSVKKRHYD*PGQHDP 

LASASQSAGITGV 


289 


5786 


A 


298 


118 


337 


1HQEKPPNIFSVKKRHYD*PGQYGK 
TLSLLKIQILAGYSGTCL\KSQLLRR 
VGREVIQLALKIRAPIWKIECL 


290 


5787 


A 


299 


160 


437 


KRDnTSLGQYGQNP\SLLKIQILAG 
Y\SGTCL\KSQL\LRRLRHQNRLNLG 
GRG\GSEQRSCHLHSWGGHSETVSK 
KKKKRERQQWRQIGTCMP 


291 


5788 


A 


300 


61 


1302 


FSGSCVPPRTCGLCWISTGQSGWSI 

VSSTRLEESEGTQPPSPSSDTGSEGE 

EDDEGEEHGLGGQNEVGIIPTTLEFL 

ElfflGiam.LSNGNRTVTRVASYNQ 

GIWINQPLVPQLLVQVRIDFLNRQ 



190 



wo 01/79449 



PCT/USOl/08656 



SEQID 
NO: of 

DDClCO-tidC 
SCQDCOCC 


SEQlD 
NO: of 
peptide 
sequence 


Mc 
tbo 
d 


SEQ ID NO: 

inUSSN 

09/770,1^ 


Nnclcotide 
locatiOB of 
first codoD 
for peptide 
sequence 


Nucleotide 
locatioDOflast 
codon for last 
amino add Of 
peptide 
seqpeDce 


Amioo add seqocnce ( X'=tjDkDown; *=^top 
codon; A=possible nndcotide ddetioD; \r=possible 
nndeotide insertion) 














WTSSLVLGVITCAPERLNFPASAOP 

SNGQPGCCGAVGSSTTSQAGLSSQI 

CEKFGPNLDTCPEGTILGLRLDSSG 

GLHLHVNGVDQGVAVPDVPQPCH 

ALVDLYGQCEQVnVNPEPGAASG 

KSAGTQGDMEKADNfVDGIKESVC 

WGPPPAASPLKSCEYHALCSRFQEL 

LLLPEDYFMPPPKRSLCYCESCRKL 

RGDEAHRRRGEPPREYALPFGWCR 

FNLRVNPRLEAGTLTKKWHMAYH 

GSNVAAVRRVLDRGELGAGTASILS 

CRPLKGEPGVGFEEPGTNC 


292 


5789 


A 


301 


1 


936 




293 


5790 


A 


302 


1 


1023 




294 


5791 


A 


303 


1 


867 




295 


5792 


A 


304 


1 

- 


569 


SGRVAMGRRRAPAGGSLGRALMR 

HQTQRSRSHRHTDSWLHTSELNDG 

YDWGRLNLQSVTEQSSLDDFLATA 

ELAGTEFVAEKLNIKFVPAEARTGL 

LSFEESQRKKLHEENKQFLWYRG 

IXJTWNQNTTPEELKQAEKDNFLEW 

RRQLXVRLEEEQKLILTPFERNLDFW 

RQLWRVIERSDIWQIVDA 


296 


5793 


A 


306 


846 


1070 


RVGDRSEREIVILKTNFTYFQVFPKA 
GCGCFSFLFSFFLSFFFLRGETESRSV 
A\RMKCSGVISAHCNLCLPGSS 


297 


5794 


A 


307 


118 


340 


KFQTEVSHFFLCNLICSYFIFFLL/CS 

FLLIHF/LYSLFFFLLFCFMFFLFIMIY 

/LFFVLLIRYSYIKSLLFLMSCN 


298 


5795 


A 


308 


42 


352 


TRGPRVPHSGSASSPAQKSGCTG/P* 

NSALARPALVSFRAMPNSRGW/PQG 

EQR/PGSPHHRSPEGHWKRVHVPPA 

AQRGPGAGGCHQGTGPEAQGAHQ 

VRPPAQGG 


299 


5796 

* 


B 


309 


796 


3180 


VAEAPGLVDVPGGHPEPQSCEKLE 

NTGGKIGHRKKMPYSTPAPCVSPLK 

LDLWLSVRERTPDSGSLTLLHCATS 

DPQGQQALCPGGSPQHQDLAGQLV 

VHELFSSVLQEICDEVNLPLLTLSQP 

LLLGIARMHl^JAGRASAEFYVQCSL 

TSEQVRKHYLSGGPEAHESTGIFFV 

ETQNVRRLPETEMWAELCPSAKGA 

IILYNRVDWLASTPMRICPPAAMPP 

UJ>IJULCRLWPRNPPSRLLGAAAGQ 

RSRPSTYYELLGVHPGASTEEVKRA 

FFSKSKELHPDRDPGNPSLHSRFVEL 

SEAYRVLSREQSRRSYDDQLRSGSP 

PKSPRTTVHDKSAHQTHSSSWTPPN 

AQYWSQFHSVRPQGPQLRQQQHK 

QNKQVLGYCLLLMLAGMGLHYIAF 

RKVKQMHLNFMDEKDRnTAFYNE 

ARARARSVPALFCSLLPVQEPHFGIP 

IPTTQAPVSQPDAPGHQRKWSWID 

VYTRATCQPREWVPLTVELMGTV 

AKQLVPSCVTVQRCGGCCPDDGLE 

CVPTGQHQVRMQVLGTWGNGQG 

MQILMIRYPSSQLGEMSLEEHSQCE 

CRPKKKDSAVKPDSPRPLCPRCTQH 
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wo 01/79449 



PCT/US01/086S6 



SEQID 
NO: of 
Dodeo-lidc 
sequence 


SEQID 
NO: of 
peptide 
scqnence 


Me 
tbo 
d 


SEQIONO: 

inUSSN 

09/770,160 


Nucleotide 
locatiooof 
first codoo 
for peptide 
seqoence 


NocJeotidc 
locatioo of last 
codoo forlast 
ftoiiDoaddof 
peptide 
sequence 


Amino sdd sequence ( X=linknown; *=€top 
codon; A=posdble ondcotide deletion; \ppQssible 
oudeotidc insertion) 














HQRPDPRTCRCRCRRRSFLRCQGRG 

LELNPDTCRFSCLSTAGSLLQLTDV 

WWLLGRLKISLVGEQAQPDHSSHE 

SQPRCTGRVLSICLSAVATATGAEG 

KRKLQIGVKKRVDHCPDCSRKGDV 

LHMHYTGKLEDGTEFDSSLPQNQPF 

VFSLGTGQVnCGWDQGLLGMCEGE 

KRKLVIPSELGGATLVFEYELLKIER 

RTEL* 


300 


5797 


A 


310 


61 


674 


GCGTLGPLQWDFPEPGCKGMMAPL 

AEGQSSAHISVWGNLRTFCVSTKKI 

PVDSGASGSPTQVSASLTCSESQAA 

LDIELGTGLGNNLVSFRGDAKQAG 

AGLRVNKRAGSPPSTRSPEGHWKR 

VHVPPAAQRGPGGWGLPPRAHGPE 

AQGAHQVRPPA\QGPQPPAGSGAG 

RQGSHRLWLVQRPPPVGPPDRPAC 

HPSRWHPAVAA 


301 


5798 


A 


311 


89 


1166 




302 


5799 


A 


312 


1 


2094 


MGAPAVQSSSGPAGARPRKAGVER 

RAEPAGPGLPETTRKSPQPILGFSLR 

AWWDLFPGSKQIVRRKLPIPGQAV 

LVQADVATLTSRRVLHACGLVPLE 

MPCIQAQYGTPAPSPGPRDHLASDP 

LTPEFIKPTMDLASPEAAPAAPTALP 

SFSTFMDGYTGEFDTFLYQLPGTVQ 

PCSSASSSASSTSSSSATSPASASFKF 

EDFQVYGCYPGPLSGPVDEALSSSG 

SDYYGSPCSAPSPSTPSFQPPQLSPW 

DGSFGHFSPSQTYEGLRAWTEQLPK 

ASGPPQPPAFFSFSPPTGLSVPSLAQS 

PLKLFPSQATHQLGEGESYSMPTAF 

PGLAPTSPHLEGSGILDTPVTSTKAR 

SGAPGGXSEGRCAVCGENASCQHY 

GVRTCEGCKGFFKRTVQKNAKYIC 

LANKDCPVDKRRRNRCQFCRFQKC 

LAVGMVKEWRTDSLKGRRGRLPS 

KPKQPPDASPANLLTSLVRAHLDSG 

PSTAKLDYSKFQELVLPHFGKEDAG 

DVQQFYDLLSGSLEVIRKWAEK\IP 

GFAELSPADQDLLLESAFLELFELRL 

AYRSKPGEGKLIFCSGLVLHRLQCA 

RGFGDWIDSILAFSRSLHSLLVDVP 

AFACLSALVLITDRHGLQEPRRVEE 

LQNRIASCLKEHVAAVAGEPQPASC 

LSRLLGKLPELRTLCTQGLQRBFYLK 

LEDLVPPPPIIDKDFMDTLPF 


303 


5800 


A 


313 


858 


1143 


QLVPCCPPTQRTVQKNAKYICLAN 
KDCPVDKRRRNRCQFCRFQKCLAV 
GMVKEGVWL/RVRPTGARVGLSGV 
RPPGPPGFCPGGPTGGHVLFPPHL 


304 


5801 


A 


314 


190 


330 


ERDCKQDLSICCLQVTHFTFKDSQRL 
KVKGWKKMFHTNKNQKRIWT 


305 


5802 


A 


315 


190 


324 


ERIKKQDLSICCLQVTHFTFKDSQRL 
KVKGWKKXIFHTNKNQKRI 


306 


5803 


A 


316 


85 


310 


CAWHVNILIGKRLNTFPYRSGTRQG 

CMLLPFLFNTILKDLVTALKNQDIK 

GKQIK/EEIKLSLFTEMTTRVDKNQS 
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wo 01/79449 PCTAJSOl/08656 



S£QU> 
NO: of 
Dodeo-tidc 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Mc 
tbo 
d 


S£Q ID NO: 

inUSSN 

09/7704^ 


Nodcotide 
locatioD of 
fiistcodon 
for peptide 
seqaenct 


Nodcotide 
location of last 
codoa for last 
amiooaddof 
peptide 
sequence 


Ami DO flcid seonenee f X^^Uoknowii: ^^Stoo 
codoo; /=posdblc nucleotide ddetion; Vpossible 
Dodeotide insertioo) 


307 


5804 


A 


317 


33 


494 




308 


5805 


A 


318 


I 


612 




309 


5806 


A 


319 


113 


551 


LLWRESAVTALWGKVNVDBVGGK 

ALGRLLWYPWTORFVFESFGDLST 

PDAVMGNPKVKAHS\KKVLRGAFS 

GG\1J^\DNLKGTFAHTEVSLHC\D 

KL\HVGSWRTFRLLG\NVLVCCCWA 

HSLLGKEFQPHQLQACLIKKIGWLG 

VG 


310 


5807 


A 


320 


221 


376 


. DRVSIPRLESSGAILAHCNFRL/SGFK 
QFSCLSLPSSCDYRCVLPRRALCSSC 


3)1 


5808 


A 


321 


32 


452 




312 


5809 


A 


322 


72 


570 


SRRAWVSFTEEDKATITSLWGKVN 

VEDAGGETLGRLLWYPWTORFFD 

SFG\NLTCASA]MGHPKVK\VHGKK 

VLTSLGDAIVEHLDDLKGTPAQLSEL 

HCDKLHVDPENLKLLGNVLETALAI 

/HFSAKQFTPEVQASWQKMGD\GV 

ASALCKl'KHLDFMCMMQSFQR 


313 


5810 


A 


323 


35 


359 




314 


5811 


B 


324 


102 


431 


MIIYRDLISHDEMFSDIYKIREIADGL 

CLEVEGKMVSRTEGNIDDSLIGGNA 

SAEGPEGEG'reSTVITGVDIVMNHH 

LQETSFIXEAYKKYIKDYMKSIKGK 

LEEQRPDR* 


315 


5812 


A 


325 


132 


708 


RRRRLPSVAIMIIYRDLISHDEMFSDI 

YKIREIADGL\CLEV\EGKMVSRTEG 

"NIDDSLlGGVNfASAEGPEGXEGTRSTV 

VITGV\DIVMNHHLAGNKFSOKEAY 

KKYIK\DYIEIOFKGETLKEPEDOKR 

VKPFYDRGLQEQFKHILG*FSKTYQ 

FFIG\ENMNPDGMVALLDYREGWV 

♦PHI*FSFKDG\LEM\EKC 


316 


5813 


A 


326 


1 


5796 




317 


5814 


A 


327 


3 


467 




318 


5815 


A 


328 


73 


1593 




319 

« 


5816 


A 


329 


57 


1358 

• 


RRKVAMDLIFNLAVETWLLLAVSL 

VLLYLYGTRTHGLFKRLGIPGPTPLP 

LLGNVLSYRQGLWKFDTECYKKYG 

KMWGTSSLFGPHYPSSYEALGGSC 

VRLLLCVTP**TRT*GCCVSYN*GT 

YEGQLPVLAITDPDVIRTVLVKECY 

SVFimRlCATTSTIKMQTHSVTMW 

LPPAVLQSQHGVCLFL^QSLGPVGF 

MKSAISLAEDEEWKRIRSLLSPTFTS 

GKIJKEKRHHKIHYKMSLTAPCWRK 

PYPSGT*VCTFNYSIFGAYSMDVITG 

TSFGVNIDSLNNPQDPFVESTKKFL 

KFGFLDPLFLSITLFPFLTPVFEALNV 

SLFPKDTlhnTLSKSVNRMKKSRLND 

KQKHRIJ>FLQLMIDSQNSK£TESHK 

ALSDLELAAQSnnFAGYETTSSVLS 

FTLYELATHPDVQQKLQKEIDAVLP 

NKVRG 


320 


5817 


A 


330 


870 


1150 


HRLDFLQLMIDSQNSKETESHKALS 
DLELAAQSlBFIFAGYETTSSVLSnL 
YGTGPLHPDVQAGNCKREIDAVLP 
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wo 01/79449 



PCTAJSOl/08656 



SEQID 
NO: of 
DDtlciMide 
sequence 


SEQID 
NO: of 
pcplide 
scqncoce 


Me 
tbo 
d 


SEQID NO: 

idUSSN 

09/771MdO 


Nadcotide 
location of 
Vint codoD 
forpeiitidc 
scqneoce 


Nucleotide 
location of last 
codon for last 
amino add of 
peptide 
sequence 


Amino add scqaeocc ( X=llnknown; *=Stop 
codon; ^'possible nndcotide ddetion; V=possabie 
nudeotide insertion) 














NKXAPPTYGAVGTDGSYL 


321 


5818 


A 


331 


144 


377 


RRCCKGISTSCHCIITNEIFIFIFFEAE 
SHSVAVRLECSGAVLAHCKLCLPGL 
RHCPASATREAEAREWLETRSRRL 
Q 


322 


5819 


A 


332 


3 


323 


DRVSLSLSPRLECNGMISTHCNLHF 

PGSSDSPDTP/SQVAEITGVHHHAQL 

IFVFLVKIRFHHIGQAGLELLTSSDL 

PTSASPSAGnGVRHCAWARITFQRT 

KCFSI 


323 


5820 


A 


333 


187 


450 


NYVSQKRKKLNSPINYXKEIEFIVLK 
LPKVKKPLGPNGFTAEFYQTFKKGM 
\TP1LDHLLQKIDVTLPYLFYKTDFT 
LTLKPKTIQKTRA 


324 


5821 


C 


334 


122 


292 


MMCSMTLSFIFSFMRKLCRSIRASS 
WNSPWFRVSGCPSFTEYWWKVLM 
MVYMLRSS* 


325 


5822 


A 


335 


295 


931 


VLSRKCQRSLTAFSSKCPNSWFSITQ 

TECKTMTCGMPQHVTQQ*RPIINTS 

HQYSVKLGHPRHPETRGRFKELVR\ 

KDLQ>ai.ICKENKNEKYIEHIMVEDL 

DTNADKQLSFR/EEFIMLMGEA*PG 

AFPRRKIARGLTEGPG\HHHKPGPG 

GGAPPKDHSGPRFTVGHGHGHSTW 

WPRPQATNHGGQATLPLPNHRPRG 

LLCQTVLAVGLGAGAK 


326 


5K23 


A 


336 


24 


452 


APSPDAMG/HSLWGKVNVEDAGGE 

TLGRLLWYPWTQRFFDSFGNLSSA 

SAIMGNPKVKAHGKKVLTSLGDAI 

KHLDDLKGTFAQLSELHCDKLHVD 

PENFKLLGNVLVTVLAIHFGKEFTP 

EVQASWQKMVTGVASALSSRYH 


327 


5824 


A 


337 


3 


556 


HSLFGTSEVINKLRSPDA\MGHFTEE 

DKAT1TSLWGKVNVE\DAGGETLGR 

LLWYPWTQXRFFDSFGNLSSASAIH 

GQPPKSRHMGKKVLTSLGDAIKHL\ 

DDLKGHLLPKPEVNCTCDKAALLD 

PEELSSFLGEMLLG/VPVFGQSHFRA 

KEFHPWRLQGFPGISRRWQKMVTV 

GVXASALVPSRYH 


328 


5K25 


A 


338 


24 


452 


APSPDAMG/HSLWGKVNVEDAGGE 

TLGRLLWYPWTQRFFDSFGNLSSA 

SAIMGNPKVKAHGKKVLTSLGDAI 

KHLDDLKGTFAQLSELHCDKLHVD 

PENFKLLGNVLVTVLAIHFGKEFTP 

EVQASWQKMVTGVASALSSRYH 


329 


5826 


A 


339 


38 


547 


APSPDAMGHFTEEDKATmSLWGK 

VNVEDAGGETLGRLLWYPWTQRF 

FDSFGNLSSAVSAIMGNPKVKAHGK 

KVLTSLGRCHKSTWDDLKGNTFAQ 

A*SEVLH\CDiaLHV\DPGGTFKLLGK 

MLLG*PV\LAIPFSAKEFHP*RLQAS 

WQKQKMAEDGDLELASALVPSRY 

H 


330 


5827 


A 


340 


168 

• 


330 


SSLGLDLVCGDMAKCTKKVRnSKY 

GTRYGASLRKMVKXRLMTQHTKYI 

CSSRA 
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PCTAJSOl/08656 



SEQIO 
NO: of 
Dudco-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SEQ ID NO: 

toUSSN 

09/770,160 


Nodeotide 
locatioo of 
first codoD 
for peptide 
sequence 


Nodeotide 
locatioo of last 
codoo for last 
amiDoaddor 
peptide 
sequence 


Amino add seqococe < X=UnknG>vn; *=<top 
codon; A^'possiUe nucleotide ddetion; >r=possible 
nucleotide inscrtioo) 


331 


5828 


A 


341 


2 


355 


ARATMVl^PADMTNVKAAWGKVG 

AHAGEYGAEALERMFLGLLTTKTY 

FSHFDLSHGSAQVKGHC^dKWDAL 

TVNAGINVDNL\PNAL\DTLIDLLTPIF 

CRSLLNFYLISNSLFfflSVH 


332 


5829 


A 


342 


176 


410 


AGLLPDP/nTARMNVGVAHSEVNP 
NTRVMNSRGIWLAYIILVGLLHMV 
LLSIPFFSIPGGWTLTNVIHNLATYV 
FLHT 


333 


5830 


A 


343 


469 


708 




334 


5831 


A 


«/ 1 T 


49 


351 


ATSPD\AMGHFTEEDKATITSLWGK 

VNVEDAGGETLGRLLDGYPWTQR 

GFDSFGNLNYTSDVMVDPKFMGHG 

MKVLTYLGDALCDLDDTNGNFAH 

VSTVMC 


335 


5832 


A 


345 


665 


921 


AKKKEKJCTGALSARRQPNPPTQNT 
PHPHPPNPTPHHPPPPSPPTP\PHSPPP 
FLILQKLLLIAVnFDPTYCVISYSW 
VIMTFNKL 


336 


5833 


A 


346 


2 


341 


HEEGFVNPGARFCLPEAAAVRRPPG 
EATVIMSDQEAKPSTEDLGDKNEGE 
SIKLPAIAHDRTETHFNVKTTTHLT 
SLPQSYCQIQAVPLNSLTLLFARPTT 
AAHHTPPELPMQ 


337 


5834 


A 


347 


209 


397 


VSLWQEAMRLPKNTPEEKDRRTAA 

LQEGLRRPVSVPLTLAENGAF\LWS 

DMENLSDIYWYASE 


338 


5835 


A 


348 


87 


356 


IHFYRVKIFFHILCFYIFIQICHYSFIF 
YFFCRQG/HLSPRLEGSGAILAHCNL 
CLLGSNDPPTSASRVAGTAGTHHH 
AWLIFVFFIETGY 


339 


5836 


A 


349 


3 


204 


KMEARKQRESMRGREAEREKEKG 

YERSSEGERWXERNIGHKRRRDAK 

REARWEKIHGAKEARRNRYK 


340 


5837 


A 


350 


3 


341 


HERHEIPIIKMSHRGPWLMVDFLSY 

KLSQMGYSWSQFTDVEENTVTEAPE 

RTELDVRTTPIAINGNRSWHLADSPA 

VNGTTGHSSSSDARDVIPMAAVQH 

ALWEASDEFELRHR 


341 


5838 


A 


351 


67 


541 


EAPARRALCGRVPSEAQRDGHQAP 

LLSRRRRL*AFFVADGIFKAELNEFL 

TRELAEDGYSGVEVRVTPTRTEIIIL 

ATRTQNVLGEKGRRIRELTAWQK 

RFGFPEGSVELYAEKVATRGLCAIA 

QAESLRYKLLGGLAVRRCAGNQSE 

DHACLGTNW 


342 


5839 


A 


352 


3 


495 




343 


5840 


A 


353 


1 


459 


EDGYSGVEVRVTPTRTEIIILATRTQ 

NVLGEKGRRIRELTAWQKRFGFPE 

GSVELYAEKVATRGLCAUQAESLR 

YKLLGGLAVRRACYGVLRVIMESA 

AKGCEGWSGKLRGQRANS/MKFG 

KAGGFPGKLVNYYCALVGPLCAYT 

GWGH 


344 


5841 


A 


354 


1 


885 


SWSTHASVSAERGGKMAVXQISKK 
GEFV\ADGIFKAELNEF\LTPQLAED 
G\YSGVEVRVTPT\RTEmLATR\TQN 
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wo 01/79449 



PCTAJSOl/08656 



SEQID 
NO: of 
ondeo-tide 
sequence 


SEQW 
NO: of 
pepdde 
seqoeoce 


Me 
tbo 
d 


S£Q ID NO: 

inUSSN 

09/n0,160 


Nodcotidc 
location or 
first codon 
for peptide 
seqaeoce 


Nodcotidc 
location of last 
codon for last 
amino acid of 
peptide 
seqoence 


Amino add sequence ( X«UoltnoWD; *^top 
codon; A^possiblc nndeotide ddetion; >F=possSble 
nndeotidcinsertion) 














V\LGEKGR\RIRELTVAV\VQKRFGFP 

RRASVELYAVEKVGHYRSCVAIAQG 

RSLCVYKLLRKGFACAGGPCWGV 

AAGSIMEKWGPKAFEVCWWSGKT 

SEEQRA*IP*SFVEWP*WIHSGDPV* 

LTNVDTAVR\HVLLRQG\VLG\IKVK 

IMLALGTQLGKIGPKKPLPDHV\SIV\ 

EPKDEIL\Fi-l PIS\EQKGGKPVTALH 

GPTRSPQPNRVSLAAVFWSLDVAL 


345 


5842 


A 


355 


1 


284 


SLFLYTANSRLGPLVSPAFMPHRISC 

NVTKGLPHDHYACLOEIKSSYKFYR 

YFETQQQSVPQCLSRTHQKSRALN 

NVYSAVRRLQVHMKALLNE*VSPA 

FMPHRJSCNVTKGLPHDHYACLQEI 

KSSYKFYRYFETQQQSVPQCLSRTH 

QKSRALNNVYSAVRRLQVHMKAL 

LNE 


346 


5843 


A 


356 


1 


1404 




347 


5844 


A 


357 


1 


771 




348 


5845 


A 


358 


3 


913 




349 


5846 


C 


359 


461 


667 


NfRMTMMMMMIHLia.ILILMNfMM 

KSMEPLLEGAYDPADYEHLPASAEI 

KELFQYISRYTPQLIDLGTTN* 


350 


5847 


A 


360 


76 


158 




351 


5848 


A 


361 


1 


2313 




352 


5849 


A 


362 


788 


926 


PSPELPEGDFEGFFPQKLQ*SCLPTL 
QKKXNNNNNNNNhn^NNlWEK 


353 


5850 


A 


363 


168 


447 


TGTPGYACNSQNLGGPTGGISRSPV 
♦NQPGQKGETPGFLKIPKLTRGGGR 
ALQFQVLGRVRPENPLNLCGQNFN* 
PKLCPCTSTWGKIRLPF 


354 


5851 


A 


364 


637 


1258 


VLFLRKPTPAACLGHALSHRNLGPS 

AANSPSVLGKPAPSWSHVPATVLPG 

GOOGTPCDMRVSGTVRVGSTVMST 

TSIPALPHLGSTSVGPPQPGGHEKQ 

MITWCKDRLQLTHSDEGFGVGFFQ 

TTMYILASKMCTGAQRSGCWALRV 

PQEDGKNQLIRFYCMYVCIYFETES 

HSWQAGVQWRDLDSL*PPSPEFKR 

ISCLSFLSSW 


355 


5852 


A 


365 


217 


481 


KCSFQM»IYRLKNYNNNHSHPFSISL 
FLISSNIQNNFGSRYN*NHLKMYKT 
EAQRLTCSMLHKSNPHLFILNRMFL 
TRNLLGPHSLVP 


356 


5853 


A 


366 


1 


245 


PVPRGGSKLLTHHLAPLTLPKAGDS 
GVNPRVPPFFLSPPAIWGPKPKILGL 
AKTPVPRFPLGKKFFPSP^FPPFFPK 
NKTL 


357 


5854 


A 


367 


145 


196 




358 


5855 


A 


368 


120 


173 




359 


5856 


A 


369 


138 


321 


NECLLGSFFSV/PNSSLLK*KS*ASA 

VAHTCNPSTLGG*GGWIT*GQEFET 

SLANMVKPCLY 


360 


5857 


A 


370 


1536 


1629 


KSQKACNPSTLGG*GGWIT»AQEFT 

TSLANT 


361 


5858 


A 


371 


11498 


11651 


LKNhnTOCCTMWAXGMVADTCNPST 
1X5GRGGWIT*GQGFKTS1J\NMMKP 
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wo 01/79449 



PCTAJSOl/08656 



SEQID 
NO: of 
nndeo-tide 
scqocDce 


SEQID 
NO: of 
peptide 
seqaencc 


Me 
dto 
d 


SEQ ID NO: 

loUSSN 

09/770460 


Nodeotide 
locatioa of 
first codoa 
for peptide 
xf]uracc 


Nodeotide 
locatioD of last 
codoo for last 
amino add of 

pcpouc 

sequence 


Amino add sequence ( X-Unknown; *^top 
codon; A=possible aodeotide deletion; V^^xssiblc 
nucleotide insertion) 














CLY 


362 


5859 


A 


372 


15 


272 


RLKAATLKMPGSAAKGSELSERIES 
FVETLKRCGVPRSSEDTARVTLLM 
MRWIFNDHRWIPP*ELVDPYIYFPW 
PCSTLSCWDWS 


363 


5860 


A 


373 


433 


612 


QAPLQKPTVRR*K*VREIRGRD*VE 

E*IEEWYR*RSGRETRRGRESGR*ER 

GEVDREERKRE*GSRVRRGRERRG 

RERRGRERGGEESQEGKREKRKRE 

RRGREKRGREERKRAKEVFKDGER 

PRAKVGVIVLKRFQ 


364 


5861 


A 


374 


785 


1178 


ALGCPGCPLLAVSGKDHNSSTQPAT 

HNSRDRRERRKEERERRGRERGEEE 

1EEGKR*RSGRETRRGRESGR*ERGE 

VDREERKRE*GSRVRRGRERRGRE 

RRGRERGGEERQEGKREKRKRERR 

GREKRGS 


365 


5862 


A 


375 


1969 


2208 


GANPfflDLHPHDLTTSHRPHIFIIFFE 
MESRSVTOAGVOWHDLGSLKSPPT 
GLKLFSCLSLPSG*NYRCiPSHLANF 
CIF 


366 


5863 


A 


377 


171 


442 


GKKWSFSLQNWHVQAY*LSCNRY 
CSLKDHDniPSDGGPDIFLHICDVE 
GEYVPVEGDEVTYKMCSIPPKNEKL 
QAVEVGITHLGPGTQH 


367 


5864 


A 


378 


3 


775 


SVHSSAHASERVAEQNGLQGQAMS 

SVPSPPPQPPTHQA\GVGLLDTPRSR 

ERSPSPLRGNWPSPLPTRR\TRTFSA 

TVRXASQGPVYKGVCKCFCRSKGH 

GFITPOLMAAPDIFLHISDVEGEYVP 

\VEGDEVTVYKM\CSIPPKN\EKLQU 

VEVVI'nHLAP\GTKHErWSGHVISF 

LGDGGSTPCPVLVGRLCGEEAADT 

GDDILPHETGLQRGNGPSHVSPGGK 

GYGGAGVGCGVFPAISTAYGPLOO 

PLHHLKSIKSI 


368 


5865 


A 


379 


7 


316 


APSPDAMGHFTEEDKATITSLRGKE 

NVEDAGG*TLGRLLDDYPWTHRIL 

DS*GKLLSDYAIMGKQDDKEHAEK 

ELPSLEDALAHWADASASGHWPSD 

VPCAYR 


369 


5866 


A 


380 


61 


304 


ARTWNSVRMASSGMTRRDPLANK 
VALVTASTDGIGFAIARRLAQDGAH 
VWSSRKSQNVDQV*VST*LASV*L 
lYLMCVLP 


370 


5867 


A 


381 


2 


281 




371 


5868 


A 


382 


2 


558 


HSLLERLRLSISFLVQTPIGHSTEED\ 

KATI\TSLWGKGEMWKNAGRKKPL 

GRPPGLSLPQWTPRGSFEQALGXNL 

VSSCPPAPSMGKPPQKSKGTMAKK 

GA^PSLGKMPIKAPLDDXLKGWAP 

A*SELH\CDKLHAa.DPENFKLLGVN 

VLVTWLAIHFGKEFTPEVQASWQK 

MVTAVASALSSRYH 


372 


5869 


A 


383 


3 


368 


effcglcvkseislhlfclanffpsl 
kpqitssgemvpllpcqs*ewrrkd 
esstlppppssgaecx:ptwlrpspsts 
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wo 01/79449 



PCT/USOl/08656 



SEQID 
NO: of 
QDCico-tidc 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 

inUSSN 

09/770,160 


Nucleotide 
locatioD of 
first codoD 
for peptide 
sequence 


Nucleotide 
locatfoo of last 
codoo for last 
amino add of 
peptide 
sequence 


Amino add sequence ( X'^nknown; *=^top 
codoo; /^possible nucleotide ddetion; V^possiMe 
nodcotlde insertion) 














PCPCLPHPYVQGSLCETQSHLTVNP 

ASSSYRISPPPLISSRTRY 


373 


5870 


A 


384 


179 


455 

* 


EFGWGGGKSLGLPRAGLD^IGGSLG 
FIPLLSTPVSHSHAFSVGAITALIFLL 
ESLAFQWLLLLSSSHFLYFSLLFFRQ 
SSFCFLTEEQKKKK 


374 


5871 


C 


385 


22 


423 


MKAAVLTLAXLFLTGSQARHFWQ 

QDEPPQSPWDRVKLHELQEKLSPLG 

XEMRDXRAPMWTXXNASGPLQRR 

VRXLWPRALRLSRRTAAQTWPSTT 

XRPPSILSTFSEKGQARVRGTSAKA 

CXPLLESXKGXVS* 


375 


5872 


A 


386 


1 


671 


SGRIQEVPHGPFRMKAAVLTLANVL 

FLTGSQARHFWQQDEPPQSPWDRV 

KDLATVYVDGLTEDSGKDSVTSTFS 

KLRE*LGPVTQ\EFWDNL\EKETEGL 

RQE\MSKDL\EEVKAKVQP\YL\DDF 

QKKWQEEMELYRQKVEPLRAELQE 

GARQKLHELQEKLSPLGEEMRDRA 

RAHVDALRTHLAPYSDELRQRLAA 

RLEALKENGGARLAEYHAKATEHL 

STLSEK 


376 


5873 


A 


388 


24 


499 


HTDTYPHPHLIARPOGFPELKNDTF 

LRAAWGEETDYTPVWCMRQAGRY 

LPEFRETRAAQDFFSTCRSPEACCEL 

TLQVRGPQKRERFMPSVCHLATCL 

LFPTVPLRRFPLDAAIIFSDILWPQA 

LGMEVTMVPGKGPSFPESLREEQDL 

KRLLDPEMV 


377 

• 


5874 


A 


389 

» 


109 


750 


HTDTYPHPHLIARPOGFPELKNDTF 

LRAAWGEETDYTPVWCMRQAGRY 

LPEFRETRAAODFFSTCRSPEACCEL 

TLQPLRRFPLDAAIEFSDILWPQAL 

GMEVTMVPGKGPSFPEPLREEQDLE 

RLRDPEWASELGYVFQAITLTRQR\ 

LAGRVPLIG\FAGAPW\TLMTYMGFI 

LTWTQNMWAPLWMLCINTHVCFD 

RTECIPLPSSTTNTDD 


378 


5875 


A 


390 


1 


295 


PQTQREPAMVLSPADKTNTVKAAW 
GKVGAHAGEYGAEALERMILFFrr 
TRTYFPRLDLSLLSDPV*FPVITEAF 
ARTYSGVIADLLSNTBPHMIQMAAS 


379 


5876 


A 


391 


112 


310 




380 


5877 


A 


392 


49 


615 


RAQRGCSQSCGKNfNARGLGSELlCD 

VSFPVTELSASGPLBS\HDLLRKGF\S 

CVKNELLPSHPVLELSVEKNFQLQPR 

LK*NFSTLEETFQGSILLPLKITGGDF 

QGQCRQWQRLPFSFQAPNLSTGMV 

FEGGNDEnWDLEDIL**SHHKSEV 

HGESHTFDGWEYKPWVYCNSSAGS 

WKPRAAILFIVIFVL 


381 


5878 


A 


393 


167 


1955 


LCPHVVEGMWEVPVISLMRALIPF 

N4RASPSRVRRAATPAAVTCQLSNW 

SEWTDCFPCQDKKATVMTLSAIQT 

IQGNILISETLIMSAMAGFPNKYRHR 

SLLQPNKFGGTICSGDIWDQASCSSS 

TTCVRQAQCGQDFQCKETGRCLKR 
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wo 01/79449 



PCTAJSOl/08656 



SEQlD 
NO: of 

sequence 


SEQID 
NO: of 
peptide 
sequence 


Me 
tfao 
d 


SEQ ID NO: 

iojUSSN 

09/770,160 


Nucleotide 
locatioB of 
first codon 
Tor peptide 
scqoeocc 


Nucleotide 
location of last 
eodon for last 
amino add of 
peptide 
sequence 


Amino acid sequence ( XKJDkDowa; *»Stop 
codon; A=possible nucleotide deletion; V=possiblc 
nodcotEde insertion) 














HLVCNGDQDCLDGSDEDDCEDVR 

AIDEDCSQYEPIPGSQKAALGYNILT 

QEDAQSVYDASYYGGQCETVYNG 

EWRELRYDSTCERLYYGDDEKYFR 

KPYNFLKYHFEALADTGISSEFYDN 

ANDLLSKVKKDKSDSFGVnGIGPA 

GSPLLKFlKlWnrKVQTAHFKMRK 

DDIMLDEGMLQSLMELPIX^YNYG 

MYAKFINDYGTHYITSGSMGGIYEY 

ILVIDKAKMESLGITSRDrrFCFGGS 

LGIQYEDKINVGGGLSGDHCKKFGE 

RARKAMAVEDnSRVRGGSSGWSG 

GLAQNRSTITYRSWGRSLKYNPWI 

DFEMQPIHEVLRHTSLGPLEAKRQN 

LRRALDQYLMEFNACRCGPCFNNG 

VPILEGTSCRCQCRLGSLGAACEQT 

QTE/G*GAKADGSWSCWSSWSVCR 

AGIQERRRECDNPAPQNGGASCPGR 

KVQTQAC 


382 


5879 


A 


394 


94 


276 




383 


5880 


A 


395 


25 


1876 


ILQGPACTHLLLQFPEYIALFLQGNI 

VRGLLAEMFAVVFFILSLMT*QPGV 

TAQEKGNQRVRRPATPAAVTCQLS 

NWSEWTDCFPCHDKKYRHRNLLQP 

NKFGGTICSGDIWDQASCSSSTTCV 

RQAQCGQDFQCKETGRCLKRHLVC 

NGDQDCLDGSDEDDCEDVRAIDED 

CSQYEPIPGSQKAALGYNILTQEDA 

QSVYDASYYGGQCKi VYNGEWRE 

LRYDSTCERLYYGDDEKYFRKPYN 

FLKYHFEALADTGISSEFYDNANDL 

LSKVKKDKSDSFGVTIGIGPAGSPLL 

VGVGVSHSQDTSFLNELNKYNEKK 

FIFTRIFIKVQTAHFKMRKDDIMLD 

EGMLQSLMFJ .PDQYNYGMYAKFIN 

DYGTHYITSGSMGGIYEYILVIDKA 

KMESLGITSRDITTCFGGSLGIQYED 

KINVGGGLSGDHCKKFGGGKTERA 

RKAMAVEDUSRVRGGSSGWSGGL 

AQNRSTTTYRSWGRSLKYNPWIDF 

EMQPIHEVLRHTSLGPLEAKRQNLR 

RALDQYLMEFNACRCGPCFNNGVP 

ILEGTSCRCQCRLGSLGAACEQTQT 

EGAKADGSWSCWSSWSVCRAGIQE 

RRRECDNPAPQNGGASCPGRKVQT 

QAC 


384 


588] 


A 


396 


2 


307 


QAGV**WDLGSLQPLPPRLKQFS/CI 
LNPGNLSKEF*STKETKQNIFVGHIQ 
SQTSKFAISLIQIHPINMRSGTKITM 
MV*GNKQRSKFPIWTFKIFPDMLPS 


385 


5882 


A 


397 


374 


665 


GAQGLSLSPRLECNGAILAHCNLCL 
PGSSNSPGSAS*VAGT!GMHHHARL 
MFVFLVESGFHHVGQAGLELLTSSD 
PPASASQSAGIRGISRRAGLDF 


386 


5883 


A 


398 


202 


425 


RLGGVEEGWGKGJflLSLVLHLKCGV 

QILLMTLTGK'nSL*LDPSDTlVNVK 

ALIHDIERIPPDHEMLIFACKQLE 


387 


5884 


A 


399 


202 


418 


RLGGVEEGWGKGRLRLNLRLRGGL 
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wo 01/79449 



PCTAIS01/086S6 



SEQID 
NO: of 

sequence 


SEQlD 
NO: of 

|IC|MIIIC 

seqncnce 


Me 
tbo 

A 
U 


S£Q ID NO: 

inUSSN 

mv//ii|Jov 


Nndcotidt 
locadoB of 
iiTst codoa 
for peptide 
scqnence 


Nodcotide 
iocatioD of last 
coooD lor uuf 
aoiiDO acid of 
peptide 
scqneocc 


Amino add seqncoce ( X^Un known; *^top 
eodon; /=possibIc oodeodde ddetion; V=pQssiblc 

^ a^ ^ ^9 J ^ • m.m - - fc 

oocieoDdc Insernoii) 














HlYMlTILDLNISLEDMPNPn*NVK 
AMILSNNGIHSHE*RLIFEGMR 


388 


5885 


A 


400 


144 


433 




389 


5886 


A 


401 


1 


3135 




390 


5887 


A 


402 


79 


929 


PVAQGMLRWTVHLEGGPRRVNHA 

AVAVGHRVYSFGGYCSGEDYETLR 

QIDVHIFNAVSLRWTTCLPPVAPGEV 

CHPWASS\VVPYMRYGHSSV\PSDD 

TVLLWGGRNDTOGPCNVLYAFDV 

NtHKWFTPRVSGTVPSARDGHSAC 

VLRKIMYILGGYEQQADWFSNDIH 

KL 


391 


5888 


A 


403 


24 


452 


APSPDAMG/HSLWGKVNVEDAGGE 

TLGRLLVVYPWTQRFFDSFGNLSSA 

SAIMGNPKVKAHGKKVLTSLGDAI 

KHLDDLKGTFAQLSELHCDKLHVD 

PENFKLLGNVLVTVLAIHFGKEFTP 

EVQASWQKMVTGVASALSSRYH 


392 


5889 


A 


404 


50 


562 


APSPDAMGXHFTEEDKATITSLWGK 

VNVEDAGGETLGRLLVVYPWTQRF 

FDSFGNLSSASAIMGNPKVKAHGK 

KVLTSLGDAIVEHLDDLKGTFAQLSE 

LHCDKLHVDPENLKLLGNVLETAL 

AIVHFGAKILPFKGRLPGRRWQKMV 

TGVASALCFTICHLDFMCMMQSFQR 


393 


5890 


A 


405 


228 


420 


TPEADALYSHNPGGNLDRHTASKPS 

ALLQPGPAWQRGSACSLQILPESRV 

GFPTGPP*ARKVSI 


394 


5891 


A 


406 


653 


940 


KWKKJNVFFETGSRSAAQARVQWC 
HLGSLQP*HPRLKEPPASASQTAGT 
TGMHHHAWLS*VSFVKMRLGHUQ 
DIRRLMDSINMPHYMHQAPPMCQ 


395 


5892 


A 


407 


795 


1802 


CRLHTQQIQRLETASGFLRMKGKNS 

VQLQEGWERFQDPGNHITRPRPFLP 

SDPHPTLMCLQGPPTGKGPGKSRAT 

GTKAAEGA\DETSYF*NAFQLPLYK 

L1KIIRKKEK*K*KSCT*KRVRWSKL 

CPRDWAAARTEAPPTGLESRQPVC 

Q\DPPPLPTAACIPP/CWLGSF*KRM 

ND*QTKITPWG*FPHHPRL/PPSSSPS 

NSSSSPSSPSSKLSSSSMASPVKYST 

ARGTIRSRKKCPISKSEANVNSESSS 

SDSPSPDATDLPFNGLKKLKKDSLG 

TCFVIVLTVPRPLCFCFFLMVLTVTP 

FPFFQSIVHPSQSTISGPSKEKGSALS 

GSDFIL 


396 


5893 


A 


408 


342 


515 




397 


5894 


A 


409 


3 


333 


AAWLLLGAATGLTRGPA/PRPSPPR 

ALTPA*GPLAAFTAARSDAGIRAMC 

SEHLRQEVLKDGFHRDLLIKVKFGE 

SIEDLHTCRLLIKQDIPAGLYVDPYE 

LASLRERNITEEKTSWRRLWLPSDN 


398 


5895 


A 


410 


877 


1206 


QGGQSSLGTAGPEPDSPGDPGSAAE 

QSAREGRRAHGSNV*PPPARSTDLG 

PAPGPHIPATRREAREPGPLPRSGPP 

SPAPLTGVRARGGEGRGGPAREPG 

RRPEEQPGGR 
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PCTAJSOl/08656 



SEQW 
NO: of 
nndco-tidc 
scqtteoce 


SEQW 
NO: of 
peptide 
sequence 


Me 
tho 
d 


S£Q ID NO: 

ioUSSN 

09/7704^ 


Nodcotidc 
locatioo of 
first codoD 
for peptide 
sequence 


Nadcotide 
locatioo of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino add sequence ( X»Uobnown; *^=SiDp 
codon; /^possible nucleotide deletioa; V=possibie 
nucleotide insertion) 


399 


5896 


A 


411 


238 

• 


326 


LHSGPGVVVT*YRKMTSLWAGCSR 
HACNPSTLGSRGIQITOGQEF 


400 


5897 


C 


412 


194 


474 


MWKMHHMCERHGSTVLAIYLRQQ 
MPQHFFSHSSQYIHDLANENYLGSLP 
FLLLKHKFFIKCCIPASSNAHADFRR 
ARRKETAAPQPCRRPAAR* 


401 


5898 


A 


413 


1 


88 




402 


5899 


A 


414 


65 


191 




403 


5900 


A 


415 


131 


363 


EVKMAGFLDNFRWPECECIDWSER 
RNWASWAGILVSEKDWLVTCIPY 
LLPWKLMPVPLN*EWLSRTIYFTAV 
LYR 


404 


5901 


A 


416 


146 


567 


EVKMAGFLDNF\RWPECECIDWSER 

RNAVASWAGILFFTGWWIMIDAA 

VV\YPKPEQ\LNHAFHTCGVFSTLAF 

FMINAVSKLLQV\RGDSYGKAAVL\ 

GRTGA\RVWAFHWGFMLMFGSL\IA 

SMWIVLFGAYVTPKYLMFIRD 


405 


5902 


A 


417 


17 


369 


KLTGFLGLGVPPKPVIPFKNRPIGPG 
PWVPPVIPAPLEAQVGGSPSPEIGAP 
PGYKGEPPFFLKPQKFTRQCGQPPL 
SQVPWSFRPKKGLNPGSRAFH*LRS 
RPCPSTWATKPNFVS 


406 


5903 


A 


418 


553 


673 


RRIEKGQVQWLTPVISVLWEAAAG 
D*LEASSSRLYATPPD 


407 


5904 


A 


419 


2 


427 


HVIKVLHDDWIFTPFIQGP*SM/CSS 

KNESRHIGS*RVTG*LLEVLKSLL*S 

FGRLNALNMKSL/TSEVQEE*RKLN 

KTHRVQRDFDKDRKLAVGQSESPG 

HPTSEKPPSTSSSAGCMLCSLHISRG 

FQLRRKRQLNGKCCPIQ 


408 


5905 


A 


420 


82 


371 


RRHSVACTPHPSSQVLKSLL*SFGRL 
NALNMKSLKAKFRKSDVN*IKLIEC 
KEPSTEN*LLARVKVLVIRLPRNLL 
QPHRLLAVCYAAYISPLAFS 


409 


5906 


A 


421 


103 


430 


SFGRLNALNMKSLKAKFRKSDTNE 
WNKNDDRLLQAVENGDAEKVASL 
LGKKGASATKHDSEGKTAFHLAAA 
KGHVECLRVMITHGVDVTAQDTTG 

\HSALHLAAKNSHHE 


410 


5907 


A 


422 


87 


283 


SFGRLNALNMKSLKAKFMKSDTNE 

WNKNDDRLLQAV*NGDAEKVASL 

LGKKGASATKHDSEGKTA 


411 


5908 


A 


423 


2 


424 




412 


5909 


B 


424 


108 


395 


VGAHAGEYGAEALERMFLSFPTTR 
TYFPHFDLSHGFCPGLRGHGKEGGR 
RADQRRGQRGTTCPTSLSALSDLHA 
HKLSGGTRFNFQAPKATGLLG* 


413 


5910 


A 


425 


2 


334 




414 


5911 


A 


426 


236 


649 




415 


5912 


A 


427 


76 


322 


TNSPCYVVFGNSFFS*IIENKKQENK 
VQQAGIRLYGALLTKCPRLYSKQIH 
PALLRRLQHGVDLVYFEDILDKLIG 

HGPSGV 


416 


5913 


A 


428 


988 


1223 


RGERADHLRSGIRDQPGQHGETPSL 

LrrQKLAGLGSACL*SQLLGRLRQE 

NCLNAGVGGCSEP*SRHCTPAWAT 
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PCTAJSOiy086S6 



SEQID 
NO: Of 
DDcleo-tidc 
scqncncc 


SEQID 
NO: of 
pqitide 
seqacDcc 


Me 
tbo 
d 


SEQ ID NO: 

idUSSN 

09/770^60 


Nodtotidc 
location of 
flrstcodoo 
for peptide 
scQitencf 


Nodeotide 
location of last 
codon for last 
amino add of 
DCDtide 
sequence 


Amino add sequence ( X^nknown; *^top 
codon; A^possibte nucleotide delelioo; \r=possible 
nodeotide insertioa) 














ERDS 


417 


5914 


A 


429 


57 


349 


ERESPFAPRLEGKGANLG*WKAPLP 
GLSPFSGLSLPRTGNYGPPQPPPVNF 
F*F*GETGFPRLTREGLNLRPSENPA 
LVKPQNKVAPKHGVEKPGGK 


418 


5915 


A 


430 


291 


594 


SWLFRLGAMAHAYNNSSLGGQSGR 

IVWAQEFNTQPGQHRGDJ>GLYK*FF 

FLISQCDGMHLWSQLLRRLRQKDH 

LNPRAQGCSEL*LHCCAPAWVTEQ 

DLSQ 


419 


5916 


A 


431 


27 


361 


RGPTVTPQIMAVEDVASTGADPCD 

LDSDGLLHEILTSPLILLLLGLCIFLL 

YLIVR»DQPAANGDSDDD*PSPLPR 

LKRRDFTPDDLRRFYSVQDPRILMD 

FNCKVFDVTK 


420 


5917 


A 


432 


196 


555 


SPSMNPRKKVDLKLnVGAIGVGKT 
SLLHQYVHKTFYEEYQTTLGASILS 
KN*SYWVDTTLKVTDLGDTGGQER 
FRSMVSTFYKGSDGCILTFDVTDLE 

SFEALEFWPGGGLAQNGPNEA 


421 


5918 


A 


433 


1 


685 


EIKYHSLPRLECRGEISAH*NLCLPG 
SSDSPATAS*VAG1TGMRHYAQLIFL 
FLVET*FHHVGQGWSRTPDSNDPPA 
SASQGAGDYRRD 


422 


5919 


A 


434 


56 


335 


KCSPKILLTSESTSSNPCLIDTNASDF 
HFLSQVLE*WSPKGSICEALCCILR 
HLGYETRESCPWCPSQFRYITFDMG 
SYVGPVLHHSCQALSL 


423 


5920 


C 


435 

• 


24 


332 


MKGRTTISLLFLFSSAYSRGVFRRD 

AHKSEVAHRFNDLGEENFRALVLIA 

FAQYLQQRPFEDHVTYYAQLQLFV 

KPMVKWLTAVQNKNLREMNASCN 

TXMTTH* 


424 


5921 


A 


436 


130 


599 




425 


5922 


A 


437 


1 


404 




426 


5923 


A 


438 


3 


647 


FSLLSTPHAFGTMKWVTFISLLFLFS 

SAYSRGVFRRDAHKSEVAHRFKDL 

GEENFKALVLIAFAQYLQQCPFEDH 

VKLVNEVTEFAKTCVADESAENCD 

KSLHTLPGDKLCTVATLRETYGEM 

ADCFL\QHKDDNPNLPRLVRPEVDV 

MCTAFHDNEETFUCKYLYEIARRHP 

YFYAPELLFFAKRYKAAFTECCQA 

ADKAACLLPKLDELRDEG 


427 


5924 


A 


439 


323 


899 


MMRVFLSEKALSSSYLEMYLSTPH 

AFGTMKWVXnSLLFLFSSAYSRGV 

FRRDAHKSEVAHRFKDLGEENFKA 

LVLIAFAQYLQQCPFEDHVKLVNEN 

AKQEPERNECFLQHKDDNPNLPRL 

VRPEVDVMCTAFHDNEETFLKKYL 

YEIARRHPYFYAPELLFFAKRYKAA 

FTECCQAADKAACLLPKLDELR 


428 


5925 


A 


440 


1 


1206 


SFSLLSTPHAFGTMKWVTFISLLFLF 
SSAYSRGVFRRDAHKSEVAHRFKD 
LGEENFKALVLIAFAQYLQQCPFED 
HVKLVNEVTEFAKTCVADESAENC 
DKSLHTLFGDKLCTVATLRETYGE 
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PCTAJS01/086S6 



SEQID 
NO: of 
DDcfca-tide 
scqoencc 


SEQID 
NO: of 
peptide 
sequence 


Me 
the 
d 


SEQID NO: 

inUSSN 

09/770,160 


Nucleotide 
tocitioo of 
first codoo 
for peptide 
sequence 


1 Noeteotide 
1 location of last 
leodoo for last 
lamino aeid of 
[peptide 
IsequcDce 


Amino add scqnence ( X=»Uiiknown; *^top 
codon; A^possible nadeotide delctioD; >Fpossiblc 
nucleotide insertion) 














MADCCAKQEPGRNECFLQHKDDNP 

NLPRLVRPEVDVMCTAFHDNEETF 

LKKYLYEIARRHPYFYAPELLFFAK 

RYKAAFTECCQAADKAACLLPKLD 

ELRDEGKASSAKQRLKCASLQK/PR 

NLGKVGSKCCKHPEAKRMPCAEDY 

LSWLNQLCVLHEKTPVSDRVTKC 

CTESLVNRRPCFSALEVDETYVPKE 

FNAETFTFHADICTLSEKERQIKKQT 

ALVELVKHKPKATKEQLKAVMDD 

FAAFVEKCCKADDKETCFAEEGKK 

LVAASQAALGL 


429 


5926 


A 


441 


28 


1587 




430 


5927 


A 


442 


1 


1652 


GTMKWVTFISLLFLFSSAYSRGVFR 

RDAHKSEVAHRFKDLGEENFKALV 

L1AFAQYLQQCPLEDHVKLVN\KDD 

NPNLPRLVRPEVDVMCTAFHDNEE 

TFLKKYLYEIARRHPYFYAPELLFF 

AKRYKAAFTECCQAADKAACLLPK 

LDELRDEGKASSAKQRLKCASLQK 

FGERAFKAWAVARLSQRFPKAEFA 

EVSKLVTDLTKVHTECCHGDLLEC 

ADDRADLAKYICENQDSISSKLKEC 

CEKPLLEKSHCIAEVENDENfPADLP 

SLAADFVESKDVCKNYAEAKDVFL 

GMFLYEYARRHPDYSWLLLRLAK 

TYKi"rLEKCCAAADPHECYAKVFD 

EFKPLVEEPQNLIKQNCELFEQLGE 

YKFQNALLVRYTKKVPQVSTPTLV 

EVSRNLGKVGSKCCKHPEAKRMPC 

AEDYLSWLNQLCVLHEKTPVSDR 

VTKCCTESLVNRRPCFSALEVDETY 

VPKEFNAETFTFHADICTLSEKERQI 

KKQTALVELVKHKPKATKEQLKAV 

MDDFAAFVEKCCKADDKETCFAEE 

GKKLVAASQAALGL 


431 

« 


5928 


A 


443 


1 


1515 


MKWVTFISLLFLFSSAYSRGVFRRD 

AHKSEVAHRFKDLGEENFKALVLIA 

FAQYLQQCPFEDHVKLVNEVTEFA 

KTCVADESAENCDKSLHTLFGDKL 

CIVATLRETYGEMADCCAKQEPER 

NECFLQHKDDNPNLPRLVRPEVDV 

MCyH/YPNAAQNPW*TGDHAFQLW 

KSMKHTFPKSLNILKHSPSMQIYAH 

FLRRRDKSRNKLHLLSL^NTSPRQQ 

KSN*KlXWNflSQIJL*RSAARLTIRRP 

ALPRRVKNLLLQVKLP*AYSRGVFR 

RDAHKSEVAHRFKDLGEENFKALV 

LIAFAQYLQQCPFEDHVKLVNEVTE 

FAKTCVADESAENCDKSLHTLFGD 

KLCTVATLRETYGEMADCCAKQEP 

ERNECFLQHKDDNPNLPRLVRPEV 

DVMCi' J KCCTESLVNRRPCFSALEV 

DETYVPKEFNAETFTFHADICTLSE 

KERQIKKQTALVELVKHKPKATKE 

QLKAVMDDFAAFVEKCCKADDKE 

TCFAEEGKKLVAASQAALGLTCEA 

CQEPGGLWPPTOAPVSPTTLYVED 
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PCT/USOl/08656 



SEQID 
NO: of 

sequence 


SEQID 
NO: of 
peptide 
sequence 


Me 
d 


SEQID NO: 
IdUSSN 


Nodeotidc 
location of 
first codoo 
for peptide 
seqaeocc 


Nodeotide 
location of last 
oodoo for last 
amino add of 
peptide 
seqaeocc 


Amioo add sequence ( X^^Uoknown; *^top 
codon; A=possible ondeotide deletioa; V^possible 
oucleotide insertion) 














ISEPPLHDFYCSRLLDLVFLLDGSSR 

LSEAEFEVLKAFVVDMMERLRISQK 

WVRVAWEYHDGSHAYIGLKDRK 

RPSELRRIASQVKYAGSQVASTSEV 

LKYTLFQIFSKIDRPEASRIALLU^ 

SQEPQRMSRNFVRYVQGLKKKKVI 

VIPVGIGPHANLKQIRLIEKQAPENK 

AFVLSSVDELEQQRDEIVSYLCDLA 

PEAPPPTLPPDMAQV 


432 


5929 


A 


444 


2 


1848 


RFSLLSTPHAFGTNQCWVTFISLLFLF 

SSAYSRGVFRRDAHKSEVAHRFKD 

LGEENFKALVLIAFAQYLQQCPFED 

HVKLVNEVTEFAKTCVADESAENC 

DKSLHTLFGDKLCTVATLRETYGE 

MADCCAKQEPERNECFLQHKDDNP 

NLPRLVRPEVDVMCTAFHDNEETF 

LKKYLYEIARRHPYFNYAPELLFFAK 

RYKAAF'IHCCQAADKAACLLPKL 

DELRE*LNLQKHVLLMSQLKJVTNH 

FIPFLETNYAQLQLFVKPMVKWLTA 

VQNKNLREMNASCNTKMTTQTSPD 

W*DQRLM*CALLFMTMKRHF*KNT 

YMKLPEDILTFMPRNSFSLLKGIKLL 

LQNVAKLLIKLPACCPKLDELRDEG 

KASSAKQRLKCASLQKFGERAFKA 

WAVARLSQRFPKAEFAEVSKLVTD 

LTKVHTECCHGDLLECADDRADLA 

KYICENQDSISSKLKECCEKPLLEKS 

HCIAEVENDEMPADLPSLAADFVES 

KDVCKNYAEAKDVFLGMFLYEYA 

RRHPDYSVVLLUyLAKTYETTLEKC 

CAAADPHECYAKVFDEFKPLVEEP 

QNLIKQNCELFEQLGEYKFQNALLV 

RYTKKVPQVSTPTLVEVSRNLGKLP 

SC**SaCLLPKLDELRDEGKASSAK 

QRLKCASLQKFGERAFKAWAVARL 

SQRFPKAEFAEVSKLVTDLTICVHTE 

CCHGDLLECADDRADLAKYICENQ 

DSISSKLKECCEKPLLEKSHCIAEVE 

NDEMPADLPSLAADFVESKDVCKN 

YAEAKDVFLGMFLYEYARRHPDYS 

VVLLLRLAKTYKri'LEKCCAAADP 

HECYAKVFDEFKPLVEEPQNLIKQN 

CELFEQLGEYKFQNALLVRYTKKV 

PQVSTPTLVEVSRNLGKLPSC 


433 


5930 


A 


445 


1 


3780 


MKWVTFISLLFLFSSAYSRGVFRRD 

AHKSEVAHRFKDLGEENFKALVLIA 

FAQYLQQCPFEDHVKLVNEVTEFA 

KTCVADESAENCDKSLHTLFGDKL 

CTVATUJIETYGEMADCCAKQEPER 

NECFLQH/KCFLQHKDDNPNLPRLV 

RPEVDVMCTAFHDNEETTLKKYLY 

EIARRHPYFYAPELLFFAKRYKAAF 

TECCQAADKAACLLPK\LDELRDE\ 

GKASSAKQRLKCASLQKFGERAFK 

AWAVARLSQRFPKAEFAEVSKLVT 

DLTKVHTECCHGDLLECADDRADL 

AKYICENQDSISSKLKECCEKPLLEK 
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PCTAJS01/086S6 



S£QU> 
NO: of 
nnclco-tidc 
sct[utnct 


SEQID 
NO: of 
peptide 
scqnence 


Mc 
d 


SEQIDNO: 
I ioUSSN 
09/77(M60 


INttdcotide 
llocatioa of 
iGist codoo 
Ifor peptide 
Iscquence 


Nneleotide 
location of last 
codcm for last 
amino add of 
peptide 
sequence 


Amino add sequence ( X=Uoluiown; *=Stop 
codoo; /^)OS5at>le ouclcotide ddetion; V^possiUe 
ondcotidc insertioo) 














SHCIAEVENDEMPADLPSLAADFVE 

SKDVCKNYAEAKDVFLGMFLYEY 

ARRHPDYSWLLLRLAKTYETTLEK 

CCAAADPHECYAKVFDEFKPLVEE 

PQNLKQNCELFEQLGEYKFQNALL 

VRYTTCKVPQVSIFI'LVEVSRNLGK 

VGSKCCKHPEAKRMPCAEDYLSW 

LNQLCVLHEKTPVSDRVTKCCTESL 

VNRRPCFSALEVDETYVPKEFNAET 

FTFHADICTLSEKERQIKKQTALVEL 

VKHKPKATKEQLKAVMDDFAAFV 

EKCCKADDKETCFAEEGKKLVAAS 

QAALGLTPLGPASSLPQSFLLKCLE 

QVRKIQGDGAALQEKLCATYKLCH 

PEELVLLGHSLGIPWAPLSSCPSQAL 

QLAGCLSQLHSGLFLYQGLLQALE 

GISPELGPTLDTLQLDVADFATTIW 

QQMEELGMAPALQPTQGAMPAFAS 

AFQRRAGGVLVASHLQSFLEVSYR 

VLRHLAQP 


434 


5931 


A 


446 


2 


2255 


STPHAFGTMKWVTFISLLFLFSSAYS 

RGVFRRDAHKSEVAHRFKDLGEEN 

FKALVLUFAQYLQQCPFEDHVKLV 

NEVTEFAKTCVADESAENCDKSLH 

TLFGDKLCTVATLRETYGEMADCC 

AKQEPERNECGTMKWVrnSLLFLF 

SSAYSRGYFRRDAHKSEVAHRFKD 

LGEENFKALVLIAFAQYLQQCPFED 

HVKLVNEVTEFAKTCVADESAENC 

DKSLHTLFGDKLCTVATLRETYGE 

MADCCAKQEPERNES/CFCNHKKD 

NPNLPRLWRPEVDVMaXAFHDNE 

ETVFLKKYLYENCPERHPLPFMAPG 

NSFSFXAKRYKAAF-IHCQQAADKA 

ACL/LCPKLDELRG*KGRLRSAKQR 

LKCASLQKFGERAFKAWAVARLSQ 

RFPKAEFAEVSKLVTDLTKVHTECC 

HGDLLECADDRADLAKYICENQDSI 

SSKLKECCEKPLLEKSHCIAEVEND 

EMPADLPSLAADFVESKDVCKNYA 

EAKDVFLGMFLYEYARRHPDYSVV 

LLLRLAKTYKTILEKCCAAADPHEC 

YAKVFDEFKPLVEEPQhJLIKQNCEL 

FEQLGEYKFQNALLVRYTKKVPQV 

STPTLVEVSRNLGKVGSKCCKHPG 

AKRMPCAEDYLSWLNQLCVLHEK 

TPVSDRVTKCCTESLVNRRPCFSAL 

EVDETYVPKEFNAETFTFHADICTL 

SEKERQIKKQTALVELVKHKPKAT 

KEQLKAVMDDFAAFVEKCCKADD 

KETCFAEEGKKLVAASQAALGL 


435 


5932 


A 


447 


1 


477 


FyNRVLLLLPRLEC*GVIFPHRNLHL 

PGSSDSHALAFRVTGITGTCHHACLI 

FVLLVETRFLHVGQAGLELLTSSDP 

PSSASQSSGITGVGHCAGPrAHFLP 

HKVLRLSTFXPSGMSPETIHPRRHA 

EKSCLFSFSLYLFHLTSSCSFIHPFSIL 
TFKC 
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PCTAJSOl/08656 



S£QID 
NO: Of 
oadco-tidc 


SEQID 
NO: of 
peptide 


Me 
tho 
d 


SEQ ID NO: 

inUSSN 

09/770,160 


INDclcotide 
llocatioD of 
IfirsTcodon 

IlOr pcpUuC 

Iscqnaicc 


|Nodcotidc 
llocatioa of last 
Icodoa for test 
lamjiio moa oi 
Ipeptidc 
Isequence 


Amino tdd scqacoce ( X^UnkiMnirD; *^top 
codoo; ^■possible Docleotide ddetioo; >Fpossible 
nodcotide Insertkii]) 


436 


5933 


C 


448 


141 


390 


MAKFSLCPPVKERGEKAHWEXXX 
XXNKATNSICEVSTFMXXXXXXXX 
XXXXXXXXXLNEHYESDWVISKLIP 
GCIKMTEAITC* 


437 


5934 


A 


450 


345 


462 


NQRSTARGKELLQDTRALKKNS*R 
VIKYSKQQAQTCEG 


438 


5935 


A 


451 


1538 


1709 


SKCKLKQDPSHAGTSLQSQLLRRLR 

QENPLRPGFQGCSEL*SYHCTPARV 

TEQDPIS 


439 


5936 


A 


452 


243 


353 


YSYHIRVHVHTHPHLHACP*LHTVR 
YT*NSTHTHTYF 


440 


5937 


A 


453 


2 


366 


SLPASDRPPISSPLATSGTIFSAISCF 

WDLPAPFLWLAPSCQPTMSSQIRQN 

YSTDVEAAVNSLVNLYLQASYTYL 

S\LQDIKKPAEDEWGKTPDAMKAA 

MALEKKLNQALLDLHALGSART 


441 


5938 


A 


454 


2 


797 


LIGKFAPRGPRIRQRRGGPARVWSL 

CFKQVFGTEQDPGILFPASGPPSDFL 

LRLQTSGTIFSAISCFLGPAQHRFLW 

LAPSCQPTMSSQIRQVNYS'nDVEAA 

VNSLVNLYLQASYTYLSLGFYFDR\ 

DDVALEGVSHFFRELAEEVKRKGYE 

RLLK\MQNQ\RGG\RALFQDIKKP\A 

EDEVWGKTPD\AMKAAM\ALEKKLN 

QAITLWDLHALGXSARTDPHLCDFL 

ETHFLDEEVKLIKKMGDHLTNLHR 

LGGPEAGLGEYLFERLTLKHD 


442 


5939 


A 


455 1 


2 


331 


FFVFCFGKRGLAVFRVEGKGMNPG 
♦RNLWLPGLKNFSGLTLWRGGNNK 
PGPPLQPKFGFLKKKGFSPGGQGGF 
KIPNLEIGPNKGPKGWE*RA*PPNPS 
PSNFFNKPWVG 


443 


5940 


A 


456 


24 


452 

• 


APSPDAMG/HSLWGKVNVEDAGGE 

TLGRLLWYPWTQRFFDSFGNLSSA 

SAIMGNPKVKAHGKKVLTSLGDAI 

KHLDDLKGTFAQLSELHCDKLHVD 

PENFKLLGNVLVTVLAIHFGKEFTP 

EVQASWQKMVTGVASALSSRYH 


444 


5941 


A 


457 


38 


533 


APSPDAVMGHFTEEDKATI'ASLWGK 

VNVE\DAGGETLGRLLVVYPWTQR 

FFDSFGNLSSASAI\MGNPVKVKAHG 

KKVL'nSLGDAKVHLDDLKGXTFAQ 

A*SEPAPVT!CL\HVDPVENFKAPGEM 

LLVTR/VLAIPFSAKEFHP*RLQASW 

AE/MMGDLQLASALVPSRYH 


445 


5942 


A 


460 


3 


198 


G1PGSSFCGLCGDVPGKPV*RADGS 

C*DGVAPRLLRPRGFRGGRCGPVLD 

SLAGQRGAESGCRG 


446 


5943 


A 


461 


649 


1185 


ETCLAFMYQRTCSADSKRYIWQLF 

LEKGPMGYHPLHF*VFLGFFFFFFET 

VLAVLPQAGSVGGHNHSSIASSNHP 

RA*ANPPHLVAGDYKLTAQPGLKF/ 

VFLLETGFSYVCPGWVSGSLGSNGP 

PAPAFQRHRAKFVSFVPCHHAQQK 

GSIPFNELTFINWVMLGGASSLSWEI 

VNSS 


447 


5944 


A 


462 1 


] 1 


298 


NKEILARPNGSSPEFPPLWGLRQVD 
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PCTAJS01/086S6 



SCQID 
NO: of 
nndnMide 
scqnencc 


SEQIO 
NO: of 
peptide 
sequence 


Me 

ttM> 

d 


SEQ ID NO: 

inUSSN 

09/770,160 


Nodcodde 
locatioD of 
first codOD 
for peptide 
sequence 


Nodeotide 
location of last 
codoD for last 
amino add of 
peptide 
scqnencc 


Amino add seqoeace ( X=UokDOwn; *e^top 
codoo; /^'possibie nadcotidc ddetioa; V>possible 
nndeotidc insertion) 














PPESGVQSPASPHGKTLFLLKKPTLT 

GQGGPNPVFPVLRRVKPQGPLNPG 

GGGFH*PKSCPCPPEWGAKLDPVF 


448 


5945 


A 


463 


179 


351 


RHVGIKHGDHEATEKFIDEFAKVIA 

DKHLTLEQVYNANETSLF*HYYPR 

KTPITAAE 


449 


5946 


A 


464 


1 


327 


PGVPMQRAEFEQPYKRSRCDDSPRT 

PSNTPSAEADWAPGLELHPDYKTW 

GPEHGCSFLRRGGFDKPVLLKNIRE 

NEITGALLACPDESSFENLGVSVLR* 

T*KLLNYYS 


450 


5947 


A 


465 


261 


452 


GDLRVTGAPSVSLSP*LGLP*VSRP» 
VPSPLASGTSKPLARFPEEAVGFSRP 
GLCLLISFPGL 


451 


5948 


A 


466 


362 

» 


991 


PSRHLSWLWGSTGCRNAHVQLAG 

GAGARAGEERPCFPRPELAGTVSPG 

DKSLROFGEKGGGGHERMOGPHHS 

SKESGGQSHGEDPSLEASPPKPESPA 

SQVPMKSPPVIPGETAHGLP*VSRP* 

VPSPLASGTSKPLARFPEEAVGFSRP 

GLWSAMQAGVCDQGICAIRNSPQT 

TQGGRRP'ERRCRYMHVTTEKAAF 

TPSAPRECLPH 


452 


5949 


A 


467 


24 


436 


RFIVLVHYISAPGELCRGWGSPKME 

GWGKRTSCQSLPKAGRSPGSLSRTD 

EYCGHRLPDNV*ATGGGQGPPAPG 

MGVRNPSPAPRTSPGWRVPSNTAP 

QLLGCFGGQTGRVPHQPDPSSSSG 

MRNSPPGRGCLESA 


453 


5950 


A 


468 


2 


424 




454 


5951 


A 


469 


3 


452 




455 


5952 


A 


470 


2 


467 


PDSSGPHRLRENPPWCLSPADKTNV 

KAAWGKVGAHVGEYGAEALERMF 

LSFPTTKTYFPHFDLSHGSAQV\KGH 

GXKKVADALTNAVAHVDDMPNALS 

ALSDLHAHKLRVDPVNFKLL\SHCL 

LVTL\AAHLPAEFTPCGGTASL\DKF 

LGFLLKQRC 


456 


5953 


A 


471 


61 


346 


VRARVPSPAAAMGCTLSAEDKAAV 

ERMKKIDRNLREDREKAAKEVKLL 

VLGAGESGKSAIGKPMEIIHEEGYIQ 

DEWKPFKGIVYSNTLQAIIGT^KAA 

VERNKKIDRNLREDREKAAKEVKL 

LVLGAGESGKSAIGKPMEIIHEEGYI 

QDEWKPFKCWYSNTLQAHGT 


457 


5954 


A 


472 


828 


1066 


QAQWLTPCNAQHFARPRRANHLRL 
GV*HQTGQHGKTPSLLKEKYKKKK 
KVASRSHMSVIPTMWKAEAQELLE 
PGRQRSQ 


458 


5955 


A 


473 


180 


350 


EPMAKGKTESPGPKRCGP*I*WVIS 

QRGTLRFRGAGLFFMGEFLRLGENL 

LEIPRGA 


459 


5956 


A 


474 


1689 


1856 


GRCHITCVKHSHGAADFDTTFILFY 

FILFYFILFIFnESCSVTQAGVQRGN 

LGSL 


460 


5957 


A 


475 


115 


324 


SNFQLSRKLYF*FFQGKSKHNEYFn 
FE*T*ILHFLNLGIVIYNYGTSFRKNR 
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wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: of 
Duclco-tide 
scqaencc 


S£Q 10 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQID NO: 

inUSSN 

09/nO,160 


Nadcotide 
location of 
fint codoD 
for peptide 
sequence 


Nncteotide 
locatioa of last 
codon for last 
amiDO add of 
peptide 
scqoence 


Amioo acid sequence ( X^UokDowu; *^tDp 
codoo; ^spossible nucleotide deletion; V-possible 
nndeotide insertion) 














MKRXWVNDKMGQQQKHG 


461 


5958 


A 


476 


310 


633 


RFSLGEQECEVCYRLRFTPGWTPGE 

TAGVAGREPLVCSPPPPPPASPCAPP 

KVRSDMGPQCPCAS*WPSGLTKGP 

SCPFPVASHGGITPGQWPGEEETSR 

KERSSATK 


462 


5959 


A 


477 


2 


293 


PAAERSCLRVTFASACPASMEPKRI 
REGYLVKKGSVFNTWKPMWVVLIE 
DGIELYKKNCDNSP*GMIPLRGITLT 
RPWLDFGRRKCWFTKSSIYQYL 


463 


5960 


A 


478 


387 


511 


WDIPIFISDIYIILITGYLTTY*NVLH 
WKKIIYFYIALIVL 


464 


5961 


A 


479 


130 


240 


KNE0DPRDL*DNDKWPN1HV1GVPE 
EDKDNGTERVFD 


465 


5962 


A 


480 


116 


423 


GIRCPGPREASLLSOFILSMROAGO 

DWQPEAYTLRICQLEVFSTCVSSLL 

HPVCRSQ*LPMEPEVIPGWNGKPRG 

HWPVQIFKSFTHGTPNLAGPGCCXIG 

VR 


466 


5963 


A 


481 


64 


343 


QLL**LSSTWEGLQAAKELDEQRGI 
GC 


467 


5964 


A 


482 


61 


342 


QPQTDTMGHLTPEEKSAVTDLWGK 
VNADEADGEALVTLLGVYPWTOR 
MFESFGDLDTPEADMGNPKVKAHG 
WKVL*AFIDGPAHPDQLKGNLCT 


468 


5965 


A 


483 


557 


816 


SRHFERPWVDHLRLGV*DQPGQHG 
ETPSLOKIOKLARSGGTHL*SSYLG 
G*SGKNHLNPGSQGCSEP*SCHCTP 
GWVTEQNSVSKK 


469 


5966 


A 


485 


277 


322 


FFF*VYHVWFLFSFLICRFMPFAKFG 
NF*PLFLEIFFHPYSFSSL*YEW*SFC 
YCLRGLLCFHVYPLFLVYFSLFnLV 
NFC*LFFSSLILFFCHMQSTVELVQ 


470 


5967 


A 


486 


31 


309 


FLELGPGKPFGNMYDADDDMQYD 

EDDDEITPDLLQETCWrVIRSYFDKK 

G*VIQQLDSFD*SIHMTALRIGEYAA 

PIDLQADAHHASGEGEKP 


471 


5968 


A 


487 


130 


521 


KAKFRTFCFTSSFYN*DLDFKIYPSPI 

KVAEPS*LSGQCFSSLFFHQDLGFCF 

VLLFETESCSVTQVEHSGAISAHCN 

LRUH3*SNSPVSVSIj\AGTTGTHHY 

TQLIFVLVAEMGFCHVGQSGLELAS 

CR 


472 


5969 


A 


488 


32 


452 




473 


5970 


A 


489 


38 


525 


APSPDAMGHFTEEDKATITSLWGK 

VNVEDAGGETLGRLLWYPWTQRF 

FDSFGNLSSASAIMGNPKVKAHGK 

KVLTSLGDAIKHLDDLKGTFAQL\S 

ELH\CDKLHVDPENFKLLG\NVLVT 

VLAIHFGQRIHP*RCRASWAEDG»L 

GVASALVLQDTTELTCP 


474 


5971 


A 


490 


818 


947 


VCFLFLFF*DGVSLMLPRLECNGT1S 

AHRNLCFPGSSDSPVSA 


475 


5972 


A 


491 


17 


416 


PPSSNPMGHFPEDTATTTSLWGTV 
NAENAGGKTLLRLLGAYPWTQRLF 
DSFGNLSSASAIMGNPQGKAHGLK 
VLTLL*DAVKHLDDLMGTFSHPTEL 
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wo 01/79449 



PCTAJSOl/08656 



SEQID 
NO: of 
DoclciKide 
scqDcocc 


SEQID 
NO: of 
peptide 
seqDcncc 


Me 
tbo 
d 


SEQID NO: 

inUSSN 

09/770»160 


Nadeotidc 
location of 
11/51 codoo 
for peptide 
scqocnce 


Nucleotide 
location of last 
codoo for last 
araioo add of 
peptide 
sequence 


Amino acid sequence ( X=»Unluiown; *=Stop 
codon; /impossible nucleotide ddetion; V=possible 
Dodeolide iosertioa) 














PCYKLHLDSENLKJLlX3YVIj\I\nv^ 
HFGKEVIPAV 


476 


5973 


A 


492 


24 


452 


APSPDAMG/HSLWGKVNVEDAGGE 

TLGRLLWYPWTQRFFDSFGNLSSA 

SAIMGNPKVKAHGKKVLTSLGDAI 

KHLDDLKGTFAQLSELHCDKLHVD 

PENFKLLGNVLVTVLAIHFGKEFrP 

EVQASWQKMVTGVASALSSRYH 


477 


5974 


A 


493 


34 


548 


APSPDA\MGHFTEEDKATITSLWGK\ 

VNVE\DAGGETLGRLLVVYPWTQR 

FFDSFGNLSSASAI\MGNP\KVKAHG 

KKVLTSLGDAIKHLDDLKGTFAQLV 

SELH\CDK\LHVDPENFKLLG/NMLL 

VTRFGQSHFRAKNFTPEGCRASWQ 

KQKMAEDGDLQWPVPCSSRIPLKP 

LGP 


478 


5975 

* 


A 


494 


527 


1022 


GWASAFLWLIKPGSPRGYRCNPHH 

VILPVSAGLELPLCSLLPSTDTCPAS 

QTGSGRANRATPGCGRPAGVRKGR 

PACKRSKNFRAACGSGARSRPGHR 

TPGSSRPPGRQKRAPWASQARRPPA 

*SRPGGRGGAARPHPRRTGAPAGSA 

RGAQRSERARPQPRDPA 


479 


5976 


A 


495 


2 


379 




480 


5977 


A 


496 


3 


723 


VPRVCLLLQQCLDGTDPGTGLPASD 

RPPISSPLATSGTIFSAISCFWDLPAP 

FLWLAPSCQPTMSSQIRQNYSTDVE 

AAVNSLVNLYLOASYTYLSLGFYF 

DRDDVALEGVSHFFRELAEEK\REG 

YERLL\RMQNQ\RGGRALFQDIKKP 

AEDEWGKTPDAMKAAMALEKKLN 

QALLDLHALGSARTDPHLCDFLETH 

FLDEEVKLIKKMGDHLTNLHRLGG 

PEAGLGEYLFERLTLKHD 


481 


5978 


A 


497 


1 


196 


GTSVTKMEAFLGSRSGLWAGGPAP 

GQFYRITFTPDSFMDPASALYRGPIT 

RTQNPMVTGTSVLGV*IEGGWVIA 

GHMLGFYVCLDRLRDFYRFTRVNL 

STVLDASGDFAE*HYL*QFYRI1'K1 P 

DSFMDPASALYRGPITRTQNPMVTG 

TSVLGV 




5979 


A 


498 


1 


401 


GTRKWVTFISLLFLFSSAYSRGVFR 

RDAHKSEVAHRFKDLG*ENFKALV 

VIAFAQYLQQCPFEDHVKLVNEVTE 

FAKTCVADESPDN*D*SLHTUFGDK 

LCTVAILPETYGEMADCCVQLEPER 

NECFLQLKD 


483 


5980 


A 


499 


47 


411 




484 


5981 


A 


500. 


316 


493 


LLVGRLALPEGDRHDQHQIQGLEQS 
ILKLEKEIQDLENAELQISTKEEAIL* 
KLKAIER 


485 


5982 


A 


501 


27 


526 


LSLTSRMEEAELVKGRLQAITDKRK 

IQEEISQKRLKffiEDKLKHQHLKKK 

ALREKWLLDGISSGKEQEEMKKQN 

Q\QDQHQIQVLEQSILRLEKEIQDLE 

KAELQISTKEEAILKKLKSIERTTEDI 

IRSVKVEREERAEESIEDIYANIPDLP 
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wo 01/79449 



PCT/US01/086S6 



SEQID 
NO: of 
oadeo-tide 
seqoeacc 


SEQ ID 
NO: of 
peptide 
scqvcnee 


Me 
tbo 
d 


SEQ ID NO: 

idUSSN 

09/770,160 


Nucleotide 
locatioa of 
first codon 
for peptide 
seqncncc 


Nucleotide 
locatioooflast 
codon for last 
amino add of 
peptide 
seqaencc 


Amino add sequence ( X^Un known; *=^top 
codon; A=posabie nucleotide ddetion; V=possible 
nudeotide Inscrtioo) 














KSYIPSRLRKEIN 


486 


5983 


A 


502 


25 


208 


VSRIEAVSGSHGFSIHKLLTVNVrry 

DCVSSWCLYVSFQQKDPLVLGQRQ 

LKSKPAGDLNT*GKVIKCKAAIAW 

KAGKPLCBEEVEVALPKAHEARIQV 

SRWFRLELSLA 


487 


5984 


A 


503 


24 


452 


APSPDAMG/HSLWGKVNVEDAGGE 

TLGRLLWYPWTQRFFDSFGNLSSA 

SAIMGNPKVKAHGKKVLTSLGDAl 

KHLDDLKGTFAQLSELHCDKLHVD 

PENFKLLGNVLVTVLAIHFGKEFIP 

EVQASWQKMVTGVASALSSRYH 


488 


5985 


A 


504 


52 


562 


APSPDAMGHFTV'EDKATITSLWGK 

VNVEDAGGETLGRLLWYPWTQRF 

FDSFGNLSSASAIMGNPKVKAHGK 

KVLTSLGDAI\KHLDDLKGTFAQLS 

ELHCDKLHVDPENFKLLGNVLVTV 

LA1HF\GKEFTPEVQASWQKMAED\ 

VTGVASALCFTKHLDFMCMMQSFQ 

R 


489 


5986 


A 


505 


801 


927 




490 


5987 


A 


506 


659 


837 


RKIKEAGHRGSQLYSQHFGRLRQE 

DCLSPGGQGCSEPRLHRCVPAWVT 

G»KKTLPKNKQ 


491 


5988 


A 


507 


3 


203 




492 


5989 


A 


508 


23 


678 


RPRVRMAEVQVLVLDGR\GHL\LGR 

LAA/LSVAKQVLLGRKVWVRCEGl 

NISGNFYRNKLKYLAFLRKRMNTN 

PSRGPYNFRAPSRIFW\RTVRGMLP 

HKTKRGQAALDXRLKVFDGMPPPY 

D/KAPLFL*QKKRMWPAALKVVR 

LKPTRK1AAYLGRLA\DEVGWKYQA 

VTATVLEEICRKEKAK\IHYRKKK*L\ 

MRLRKQVAERNVRRIFANTPEVLKT 

HGLLV 


493 


5990 


C 


509 


275 


370 


MPQGGACSPVLPGSLWSLLLTQSY 
LVWPQW* 


494 


5991 


B 


510 


1 


1122 


MVFLSGNASDSSNCTQPPAPVNISK 

AILLGVILGGLDLFGVLGNILVILSVA 

CHRHLHSVIHYYIVNLAVADLLLTS 

TVLPFSAIFEVLGYWAFGRVFCNIW 

AAVDVLCCTASIMGLCIISIDRYIGV 

SYPLRYKllVTQRRGLMALLCVWA 

LSLVISIGPLFGWRQPAPEDETICQIN 

EEPGYVLFSALGSFYLPLAULVMYC 

RVYWAKRESRGLKSGLKTOKSDS 

EQVTLRIHRKNAPAGGSGMASAKT 

KTHFSYRLLKFSREKKAAKTLGJVV 

GCFVLCWLPFFLVMPIGSFFPDFKPS 

ETVFiaVFWLGYLNSCINPnYPCSSQ 

EFKKAFQNVLRIQCLRRKQSSKHAL 

GYTLHPPSQAVEGQHKDM* 


495 


5992 


A 


511 


928 


1311 


AMIVPTAVQPGRQSKDPVSKEKKE 

KARKERWLGTVAHSCNPRTLGGQG 

GWIMRSRDRDHPGQQGETPSLLKM 

QKLAGRGGGHQSRLLGRLRQENGV 

NPGGGACSEPRWHCCTPAWATE*D 
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wo 01779449 



PCTAJSOl/08656 



SEQID 
NO: of 
nndMHidc 
sequence 


NO: of 
peptide 
seqacncc 


Me 
tbo 
d 


SEQIDNO: 
09/770460 


Nadcotide 
locatioo or 
first codoD 
for peptide 
scqneoce 


Noclcotidc 
loeatioo of last 
codoD for last 
amino acid of 
peptide 
seqoence 


Amioo add sequence ( X^Uakoovm; *^top 
codoo; ^^;M>$sible nodeotide ddetSon; V^possiUe 
nndeotide Insertion) 














SISNNNKK 


496 


5993 


A 


512 


23 


288 


APSPDAMGHFAEEDKATTTSLWGK 
VNVEDAGGETU3RLLVVNPGTLKL 
NSSLG*Q*FGGCILSPHHCLGKGRK 
CFFSIVEMLVILYFM 


497 


5994 


A 


513 


20 


207 


LDAGTACAETMACTSRLYGLPRST 
WPNHPDAILPEGYFSSEI*SRPDCGL 
RVIYRGLTISSA 


498 


5995 


A 


514 


228 


375 


CVALGAMRGMRRLPAGAPKMLMG 

V**ELDRLGyiAHPQLGKRARAGIV 

L 


499 


5996 


A 


515 


417 


573 


ETPTGLRGGTCL*S*LPRRLRWENC 
LNPGGRGCSEPRSHHCTPAWATEQ 
DS 


500 


5997 


A 


516 


173 


420 


LLLANQLMSLQIRQNYSTDLEAAV 
NRLGNLDLQAYYTYLYLGFYYDRD 
DEGLEGVSHFFRELAEDKRDRY»RL 
LTMQNQRGG 


501 


5998 


A 


517 


3 


415 


HEGHQYAPNPDAMGHFTEEDKATI 

TSLWIKVNEENAG^ETLARLLAGYP 

WTQRIFDRFGNLFFASDIMGNSPVQ 

AHGKNVLTSLLDATKHLDDLKGTF 

AQLSELHCYKLHVDPENFHALANE 

LATALAMHFR**FTP 


502 


5999 


A 


518 


3 


232 




503 


6000 


A 


519 


1 


2361 




504 


6001 


A 


520 


4806 


5788 


HTLFGDKLCTVATLRETYGEMADC 

CAKQEPERNECFLQHKDDNPNLPR 

LVRPEVDVMCTAFHDNGETFLKK* 

VIRCL*FKJKKHGVTP*ANTL*KLP* 

QKYFQH*DLEVLL* »FFKE WFDTT 

KFn'AKNMIKDILKFIETGYNLSQK 

FKIDKFFNVFRRYVYMVVIIDFVLV 

SNIILPKFNHLCTHTHTHTHLTLFST 

YLKNDRDKTIMCKLSLIG*L\ESLEF 

GGSGENVDYNYFCNIVCYRK/ADCF 

SFLKFRYLYEIARRHPYFYAPELLFF 

AKRYKAAFTECCQAADKAACLLPK 

VLCTRIEKKSLLSNLILSILWLDLGT 

LSV 


505 


6002 


A 


521 


151 


364 


VTHIX:iCYLQQTHF*PKDKNRLKLK 

RCKKQFHENSNQKRVEVALUSAQ 

RDLRSKIDTEGKSIQQRKKSSC 


506 


6003 


A 


522 


925 


1168 


SQHFGRPRWVDHLRSGIGDQPGQH 
GETPALLKIQKLARCGYMRL*SLRR 
LRRENHLNPGGGGCSETRLHHCIPA 
WATEQDS 


507 


6004 


A 


523 


142 


329 


THSLFLLWSLSHHSPmnTLRNLG 
ALHRRHGKL*AAETLDVFNLTSSCS 
LLFNPFYRNFVR 


508 


6005 


A 


524 


108 


283 


KQNLILSPRLKCNGPISVN^NFNLPG 
LTRSQA*ASREAGTTGTCYHA**IG* 
IFIIDG 


509 


6006 


A 


525 


1 


345 


GTRAAPLRIQSDWAQALRKDEGEA 
WLSCHPPGKPSLYGSLTCHGIVLYG 
IP*ATSSHRFIANDPNnTSH$SRPTVF 
VPSSFSSLILFFLAHPLSISLPFFSLPA 
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wo 01/79449 



PCTAJSOl/08656 



SEQID 
NO: of 
nndco4idc 
sequence 


SEQlD 
NO: of 
peptide 
seqoeocc 


Mc 
tbo 
d 


SEQ ID NO: 

mUSSN 

09/77040) 


Nocleotlde 
iocatioD of 
first codoo 
for peptide 
seqaencc 


Nncieotide 
locatioo of last 
codOD for last 
amino acid of 
Dcotide 
seqncnce 


Amino add scqoeoce ( X<=Unknown; *=^top 
codoo; f=possalAt audeotide ddetion; V^posable 
oodcotide iosertioD) 














FPLNFLPLRS 


510 


6007 


A 


526 


3 


276 


HEPRRPQYSSGRRAAWLSYSLFSAG 
CGASAPRPLVMSDSGSYGKSDVEH 
LYYRNY*STRI*GYIQTSHI*SG*GM 
TTDSYYGINIFYKLQ 


511 


6008 


A 


527 


2297 


2435 


LKLVSKKRVYNFILILLML*TYFLK 
DGLFECLWHLTCKKKKLQKNP 


512 


6009 


A 


528 


123 


317 


QETKKEQNKENKQIK*RSTRKKHR 
QGTNKTKERGERQTPPVGNRQTPT 
LGIHARPRRRATTSPRA 


513 


6010 


A 


529 


787 


1069 


FASHFGRLRQADPLRSGVQDQPGQ 
QGETPSLLKIQKFPRRDGGRL*SQLP 
RKLRQENCFNRGGGDCSEPRLCPFL 
PAWATERNSVKGKERKEKK 


514 


6011 


A 


530 


110 


369 


CWLSCCLEVRSCLYTFLSAYNFKCV 
LTI^HIFFVFFWSLCVYYFFIVLCCL 
VLVWCLSSLYYGIIVYYLYFCYSLFI 
VLGYGILAV 


515 


6012 


A 


531 


268 


331 


QM*TAKCARCEGLGL1TLCLDCIVA 
im.LLVPNGETSWTNTNHLTLQVW 
LKIXjYIGWGLMALCTGIAPVLAGG 
KDCCGARRCGNR*QMLRYDFS*AL 
WLGAIYWLS 


516 


6013 


A 


532 


807 


1060 


SWHFGRLRWADYLRPGAGDQLSQ 
HGEISSLLKTQKLPGCGDTHL* sqll 

GRLRQENHLNLGGGGCSEPRSHHC 
TSAWVTERDSV 


517 


6014 


A 


533 


24 


452 


APSPDAMG/HSLWGKVNVEDAGGE 
TLGRLLWYPWTQRFFDSFGNLSSA 
SAIMGNPKVKAHGKKVLTSLGDAI 
KHLDDLKGTFAQLSELHCDKLHVD 

penfkllgnvlvtvlaihfgkeftp 
evqaswqkmvtgvasalssryh 


518 


6015 


A 


534 


38 


550 


apspdamghfteedkatitslwgk 

vnvedaggetlgrllwypwtqrf 

\fdsfgnlssa\saimgnpkvkahgk 

kvltslg\daik\hle*sqgapfaqa 

*selh\cdkpalldpggtfklpgenv 

agltvfgqshfrakefhp*rlqas 

whkqkmaedgdlelasalvpsry 

H 


519 


6016 


A 


535 


2 


348 

• 


aragagrlrraasalrllsprlpvr 
elsslarlyphrvddhyenptnags 

LD*TSKhfVGTGLQLAPA*GDVVKL 

qtlvdekvknvdarfktlgcgsai 
aysslatewvtgktade 


520 


6017 


A 


536 


385 


536 


rmsagalfigyciyfdhkrrsdpnf 

KNia*IX3RKKQKlJUCERAGLSKLP 
D 


521 


6018 


A 


537 


123 


705 


aaptalrvrgppllrgpcrhrprsa 
fvekmvgrnsaiaagvcgalfigyx 
ciyfdpqktk* ikl fknrlrerrkxk 
qnlcqrrelgl\sklpd\lkdaescc 

RKFFL*RNTSLGEELLSFDG*/YEY*E 

RAVDHLDKLPIAV\CGQ\PQQ\LLQV 

LQQTL\PPPVF\QMLLTKLPnSQRIV 

SAQSLAEVDDVGMRNKCLH 
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wo 01/79449 



PCTAJS01/086S6 



SEQ ID 
NO: of 
DDdeo-txdc 
scqocDCC 


SEQ ID 
NO: of 
peptide 
scqaeim 


Me 
tbo 
d 


SEQ ID NO: 

inUSSN 

09/770^60 


Naclcotide 
locatioB of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X^Unkoown; *=^op 
codoo; /=possible nodeotide deletion; \=po5sible 
oncleotlde insertiOQ) 


522 


6019 


A 


538 


1 


430 




523 


6020 


A 


539 


42 


373 




524 


6021 


A 


540 


1 


430 


QQLQRLVHPDFFSQRSQTEKDFSEK 

HSTLVNDAYKTLLAPLSRGLYLVS* 

SS/YGIEIPERTDYEMDRQFLIEIMEI 

NEKLAEAESEAAMKEIESIVKAKQK 

EFTDNVSSAFEQDDFEEAKEILTKM 

RYFSNIEEKIKLKKIPL 


525 


6022 


A 


541 


24 


452 


APSPDAMG/HSLWGKVNVEDAGGE 

TLGRLLWYPWTQRFFDSFGNLSSA 

SAIMGNPKVKAHGKKVLTSLGDAI 

KHLDDLKGTFAQLSELHCDKLHVD 

PENFKLLGNVLVTVLAIHFGKEFTP 

EVQASWQKMVTGVASALSSRYH 


526 


6023 


A 

Mm. 


542 

- 


38 


547 


APSPnAMfiHFTFFnKATITSl WOK 

VNVEDAGGETLGRLLWYPWTQNR 

FFDSFGNLSSASAIMGNPKVKAHGK 

K.VLTSLGD\AlKHLVDDUCG\TFAOA 

♦SELmCDKAALLDPENFMCLPGGNV 
AG*PVFGQSHFRAKEFHPWRLQGFP 
GISRRWOKMVTWSWPVPCSSRYH 


527 


6024 


A 


543 


328 


495 


NLGANNCSLLGIGLLKGSMSGRLW 

PKAFSAG*KQGLQNQRKHTALVKIE 

DVDA*GE 


528 


6025 


A 


544 


154 


340 


PGLLKAAIWGIAYLRATYWTYVLA 
DLHPFADMLHAGYSITSEVEOPVLA 
VQLTYNPDES*WP 


529 


6026 


A 


545 


124 


323 


EVKSVYLVYILSNRFF*CTYMHILV 
YYVYFIGLTI*LEEHSMLVYQNLVH 
YFLVFVNVGIYLLYLV 


530 


6027 


A 


546 


314 


445 


SPILLQFTWLTRYLFTiaQFUYFFET 
ESCSIAQARV*WCDLG 


531 


6028 


B 


547 


1 


1011 


MDLKFNNSRKYISITVPSKTQTMSP 

HIKSVDDVWLGMNLSKFNKLTQF 

FICVAGVFVFYLIYGYLQELIFSVEG 

FKSCGWYLTLVQFAFYSIFGLIELXJL 

IQDKRRRIPGKTYMHAFLTVGTMG 

LSNTSLGYLNYPTQVIFKCCKLIPV 

MLGGVFIQGKRYNVADVSAAICMS 

LGLIWFTLADSTTAPNFNLRVLYSY 

SIGFVYBLLGLTCTSGLGPAVTFCAK 

NPVRTYGYAFLFSLTGYFGISFVLA 

LIKIFGALIAVTVTTGRKAMTIVLSn 

FFAKPFTFQYVWSGLLWLGIFLNV 

YSKNMDKIRLPSLYDLINKSVEARK 

SRTLAQTV* 


532 


6029 


A 


548 


244 


1408 


SRHNGMDLTQQAKDIQNITVQETN 

JOWSESffiCSKTTMDLKFNNSRKYIS 

ITVPSKTQTMSPHIKSV*RVVVLGM 

NLSKFNKLTQFFICVAGVFVFYLIY 

GYLQELIFSVEGFKSCGXWYLTLVQ 

FAFYSIFGLIELQLIQDKRRRIPGKTY 

MlIAFLTVGXTMGLSNTSLGYLNYPr 

QVIFKCCKLIPVMLGGVnQGKRYN 

VADVSAAICMSLGLIWFTLADSTTA 

PNFNLTGWLISLALCADAVIGNVQ 

EKAMKLHNASNSEMVLYSYSIGFV 
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wo 01/79449 



PCTAJSOl/08656 



SEQID 
NO: of 
nndco-tide 
sequence 


SEQU) 
NO: of 
peptide 
seqDCnec 


Me 
d 


SEQID NO: 

ioUSSN 

09/770460 


Nucleotide 
location or 
OrstcodoD 
for peptide 
sMtience 


Nucleotide 
locatioo of last 
codoo for last 
amino add of 
oeotide 
sequence 


Amino add sequence ( X^Unknown; *=^top 
codoo; A=possible oodeotidc ddetioo; V=pos$iblc 
DDdeotidc insertion) 














YILLGLTCTSGLGPAVTFCAKNPVR 

TYGYAFLFSLTGYFGISFVLALIKIF 

GALIAVTVTTORKAMTIVLSFIFFAK 

PFTFQYVWSGLLWLGIFLMFTAKI 

WDKIRLPSLV 


533 


6030 


A 


549 


66 


346 


IQQLPTFFHIFSIFFLIR*ITYMKGFR* 
LVLFIYCPHVYA*SYFSLLFFCSLTI* 
FISFSLYFTLFLLFFTFLLFICVLAMFI 
FFELHLSYIP 


534 


6031 


A 


550 


21 


337 


GPEAQCPDQPPPWLSFQGLPQGTT 

WATHSAPCSPNLTSRSWCPDSEPGR 

AGGRGRPPTLDHDAPPTrPL*PSKP 

HPCEPQALPSSRTLRPLYATPRQHAA 

TQCTP 


535 


6032 


A 


551 


526 


771 


PPPLGVPGTLQFLRPRAAVLIGSKLL 
RPGRFCRWIFSPLLLVNISWLGTW 
HACNPSTLGDQGGRIT*G*BFETSLP 
TWRNS 


536 


6033 


A 


552 


305 


569 


KKPLKGEKGGSLKTRPSFKKPDAKI 

YLKKSVGFL»TNPEQFKKE1RNT1PLI 

KGASSSSSSKTNLGINLTKWKDLN 

NENSRTLLRQS 


537 


6034 


A 


553 


90 


339 


EVSALPDLPAVMLAGPTP*PSFPRTP 
SYFSAPPLLLPLSCSFPLLPLPMPHSC 
PPSSSPSPPSLLLLSITPSPAPSPFPLLF 
P 


538 


6035 


A 


554 


1179 


1408 


GYPVGKRRLGERQGPRQPPTLLPCD 

KEAERGEHIYIYFIYILYI*YIYNIYII 

YYIYNIYIHIYYIIYIHTYIIYI 


539 


6036 


A 


555 


722 


991 


SQHFWRPRQVNHVSLGVQDQHGQ 
HSENPVSTKIYIYIQKLARCSDRCL* 
S*LLRRLRHENHLNLGGGGCSELKS 
CHCTPAWATE*DPVSK 


540 


6037 


A 


556 


I 


362 


GTSRQVCREHSFQSVKLSAGARSW 

CFLSHWDPAGEVSLTDCSEIFLPFLG 

MAAVYHYFSINIFFKTSFFRLILIY** 

SYFHLYFLYYSILCLFILLLFIIFYYC 

YILFISNLFTUFLFL 


541 


6038 


A 


557 


24 


452 


APSPDAMG/HSLWGKVNVEDAGGE 

TLGRLLWYPWTQRFFDSFGNLSSA 

SAIMGNPKVKAHGKKVLTSLGDAI 

KHU^DLKGTFAQLSELHCDKUIVD 

PENFKLLGNVLVTVLAIHFGKEFTP 

EVQASWQKMVTGVASALSSRYH 


542 


6039 


A 


558 


38 


497 


APSPDAMGHFTEEDKAT1T\SLWGK\ 

VNVEDAGGETLGRLLWYPWTQRF 

FDSFGNLSSASAIMGNPKVKAHGK 

KVLT\SLGDAIK\HL\DDLKG\TFAQA 

♦SELALVDKLACGILENFKAPGEML 

LVTRFWQSHFRQKNFTPEGCKASW 

AERWVTW 


543 


6040 


A 


559 


1 


414 


FETVSLLLLRLEHTGTISTHCNLRLP 

GSNDSAASAS*VAGTTSVCHHTGLI 

SVFSIETEFHHVGQTGLELLTSSDPL 

TSASPGAGIKGGSHCAQSPICFRGN 

NEMNYQATGIYSKSEIFFCLGYVTM 

SRCLTSQGSGS 
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wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: of 
nodco-tide 


SEQID 
NO: of 
peptide 


Me 

tfao 
d 


SEQID NO: 

inUSSN 

09/770,160 


Nodcotide 
locafioaof 
first codon 
lor pcpnuc 
scqoence 


Nodeotide 
locatioa of last 
codoo for last 
Bmiiio acM 01 
peptide 
seqoeoce 


Amino add seqaeocc ( X^Uokoown; *«Stop 
codoo; /=*possible oocteotide ddetioo; V^posstble 
nodeotide insertioD) 


544 


6041 


A 


560 


178 


334 


NVCRLPVTNAESDAMINDAIRPINF 
TGFLTMFA*NLTGADPADVIIAAFD 

VL 


545 


6042 


A 


561 


322 


649 




546 


6043 


A 


562 


3 


452 




547 


6044 


A 


563 


24 


587 


GIPQTQREPTMVLSPADKTNWKAA 

WGKVGAHAGEYGAEALER\MFLSF 

PriKTYFPHFDLSHGSAQVKGHGK 

KVADALTNAVAHVDDMPNALSAL 

SDLHAHKLRVDPVNFKLLSHCLLV 

TLGAVHLPAEFrPAVHA\SL\DKFLAS 

VSTGLVTSKYPLSWSPRWPCFLAPW 

ASPQPLLPFPAPVPPWSLK 


548 


6045 


A 


564 


3 


474 




549 


6046 


A 


565 


1099 


1243 




550 


6047 


A 


566 


425 


943 


MGRSAPVEISYETMW^MMraNPTN 

ATLNKFTEELKKYGVTTLVRVCDA 

TYDKAPVEKEGIHVLDWPFDDGAP 

PPNQIVDDWLNLLKTK\FREGARVC 

CVAWHCVGRVGEGAPVL/VLALAL 

DWNVGMK\YEDAV\QFIRQKRRGA 

FNSKQL\LYLEEYRPKMRLRFRDTN 

GHaCVQ 


551 


6048 


A 


567 


1 


441 




552 


6049 


A 


568 


1 


890 


MSKSESPKEPEQLRKLFIGGLSFETT 

DESLRSHFEQWGTLTDCWMRDPN 

TKRSRGFGFVTYATVEEVDAAMNA 

RPHKVDGRWEPKRAVSREDSQRP 

DYFEQYGKIEVffilMTDRGSGKKRG 

FAFVTFDDHDSVDKTVIQKYHTVN 

GHNCEVRKALSKQEMASASSSQRG 

RSGSGNFGGGRGGGFGGNDNFGRG 

GNFSGRGGFGGSHGGGGYGGSGDG 

YNGFGNDGSNFGGGGSYNDFGNY 

NNQSSNFGPMKGGNFGGRSSGPYG 

GGGQYFAKPRNQ/GGYGGSSSSSSY 

GSGRRF 


553 


6050 


A 


569 


579 


2102 


SPKEPEQLRKLFIGGLSFETTDESLR 

SHFEQWGTLTDCVVRFGRDKAVKQ 

PISLAYLGAVFSECL*K»LIAL*LELC 

WQRNVLL*F*KLTS*I*G*WETGRTF 

YKRLV*SFLLPYSKLK*QKLLRSDF 

VLHKLTLFSGVMRDPNTKRSRGFGF 

VTYATVEEVDAAMNARPHKVDGR 

WEPKRAVSREVSGFFFFFFLNLLG 

YVLL*'PDSGVF»TYQNFLFEYRLC* 

SKPMVFLLL\DSQRPGAHLTA^*KKI 

FVGGIKRRHLKEHHLRDYF\EQYGK 

IEVIEIHDLTRGSGKK\RGFAFVT\FD 

DHDSVDKIVSKYQIVAFSKGSTICM 

AF*TL1PCCIYVFFLVQKYHTVNGH 

NCEVRKALSKQEMASASSSQRGML 

VA*LNLKGNFELLQYE*FNA*TSCL 

KV/ESGSGNFGGGRGGGFGGNDNF 

GRGGNFSGR/GYVAVFIYM*F*LLTIF 

AMKILQYGNCIQNVTLSPSHT*NLK 

LFLTGGFGGSRGGGGYGGSGDGYN 



215 
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PCT/USOl/08656 



SEQID 
NO: of 
oudco-tide 
seqacoce 


SEQID 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SEQ ID NO: 

inUSSN 

09/770460 


Nncltotide 
locatiooof 
first codon 
for peptide 
sequence 


Nucleotide 
locatioo of last 
codon for last 
amino add of 
peptide 
seqoence 


Ami DO add scqueiice ( X«=liDknowD; *<=6top 
codon; /=possible nncleotide ddetion; >FpQssible 
nndeotidc insertion) 














GFGNDGKFFRNK 


554 


6051 


A 


570 


250 


381 




555 


6052 


A 


571 


249 


468 


PNQRLKWKS*LMGQGRG*KWKLL 

VLFYHKA*RMWPA\aCLDLGLGTG 

VCTQCLLVYANWLHLLFLCLCPYP 


556 


6053 


A 


572 


2 


488 


QEPAHDLRMYGKmFVLLLSEIVSIS 
ALSriEVAMHTSTLLPSSHKRVTSS 
SVQTNGETGTrCPrVSLYFAPCSDNT 
HYFVCDGWYYWNDPLNFLLYSMT 
DKGMRMWPACCLILPRVTSCTCCSL 
AYANW\LHL\LFL\CLCPYPWAILNS 
LFSWPSLITGILYF 


557 


6054 


A 


573 


7 


412 




55S 


6055 


A 


574 


3 


479 


NWELLLWLLVLCALLLLLVOLLRF 

LRADGDLTLLWAEWQGRRPE/WEL 

TDMWWVTGASSGIGEELAYQLSK 

LGVSLVLSARRVHELERVKRRCLE 

NGNLKEKDILVLPLDLTDTGSHEAA 

TKAVLQEFGRGFFNGLRTELATYPG 

IIVSNICPGPVQSN 


559 


6056 


A 


575 


1 


321 




560 


6057 


A 


576 


2 


1243 


GAASAEPGAPEPLLLPACSLGGAGA 

VRLWAGRRGGAAIPQGSDATLVRA 

VFFPPSWACAAAMNWELLLWLLW 

LCDV\LLLLVQLL\RFLRADG\DLTL 

LWAEWQG/RDRPEWE\LTDMVV\W 

VXTGASSG/ILGEELAYQLSKLGWSL 

VLSAR\RVHELEKGEKERCL\ENGQF 

LKEKDITLFLPL\DLDPTLGSH*SRLT 

KAVLQEVLVRIDILGSTMVGMVSQR 

SL\CMDTSLDVYRKLI\ELNYLGTVS 

LTKCWLPHMIERKOGKTVTVNSILG 

IfSVPLSIGYCASKHALRGFFNGLRT 

ELATYPGIIVSNICPGPVQSNIVENSL 

AGEVTKTIGNNGDQSHKMTTSRCV 

RLMLISMANDLKEVWISEQPFLLVT 

YLWQYMPTWAWWITNKMGKKRIE 

NFKSGVDADSSYFKIFKTKHD 


561 


6058 


A 


577 


175 


354 




562 


6059 


A 


578 


2018 


2182 




563 


6060 


A 


579 


140 


287 


MVKRNQCPSLPPN*KMRSQGSTCQ 
PHCQRWLPSTRSYTHPLKARPWSA 
S 


564 


6061 


A 


580 


357 


760 




565 


6062 


A 


581 


182 


459 




566 


6063 


A 


582 


1 


382 




567 


6064 


A 


583 


3 


406 




568 


6065 


A 


584 


173 


415 




569 


6066 


A 


585 


2 


424 




570 


6067 


B 


586 


108 


395 


VGAHAGEYGAEALERMFLSFFTTR 

TYFPHFDLSHGFCPGLRGHGQEGGR 

RADQRRGARGTTCPTSLSALSDLHA 

HKLSGGTRFNFQAPKATGLLG* 


571 


6068 


A 


587 


379 


579 




572 


6069 


A 


588 


2 


366 


SLPASDRPPISSPLATSGTIFSAISCF 
WDLPAPFLWLAPSCQPTMSSQIRQN 
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PCTAJSOl/08656 



SEQID 
NO: or 
Dudco-tide 
scqoeoce 


SEQ ID 
NO: of 
peptide 
scqncnce 


Me 
tfao 
d 


SEQ ID NO: 

inUSSN 

09/770J60 


Nodcotidc 
locatioi of 
first codoD 
for peptide 
sequence 


Nudcotide 
location of last 
codOD for last 
amioo acid of 
peptide 
sequence 


Amino add sequence ( X=%lJnknowD; ^^stop 
codon; A^possible nudcotide ddetton; V^possible 
nndeotide insertion) 














YSTDVEAAVNSLVNLYLOASYTYL 
S\LODIKKPAEDEWGKTPDAMKAA 
MALEKKLNOALLDLHALGSART 


573 


6070 


B 


589 


220 


480 


MSSQIRQNYSTDVEAAVNSLVNLY 
LOASYTYLSLGFYFDRDDVALEGV 
SHFFRELAEEKREGYERLLKMQNQ 
AWRPRSLPGHQEAS* 


574 


6071 


A 


590 


142 


383 




575 


6072 


A 


591 


1 


308 




576 


6073 


B 


592 


195 


326 


MMGVLDGVLMELQDCALXLLKDV 
lATDKEDVAFKDLDVAILW* 


577 


6074 


A 


593 


5 


1199 


PDSLRLILHLFKLSPQFSIMSEPIRVL 

VTGAAGQIAYSLLYSIGNGSVFGKD 

QPIILVLLDITPMMGVLDGVLMELV 

RLCPSPPERCGNGSVFGKDQPIILVL 

LDITPMMGVLDGVLMELQDCALPL 

LKDVIATDKEDVAFKDLDVAILVGS 

MPRREGMERKDLLEY/ADVKIFKSQ 

GAALDKYANQKSGKVIVGGNPANT 

DCLTASKPAPCIPKENFSCLTRLDH 

NRAKAESGLRLWTAHDGQNGIIW 

O IN Hoo 1 I l^JJ V W HA V KX#l^OISJi V 

nwPAT vr>nQWi vnpPVTTvnrm 

V> V 1 JurVLtrvL/L/o Vr l^^VJiir V 1 1 V V^V^Iv 

RDIWFGTPEGEFVSMGVISDGNSYG 
VPDDLLYSFPWnCNKTWKFVEGLP 
INDFSREKMDLTAKELTEEKESAFE 
FLSSA 






A 




46 






S79 


6076 


A 




982 


1 193 








A 


596 


69 




VSTNYPTVfiPPIFT OIR ARNPAFOPOT 

LMDFGSGTGSVTW*VTFFSPILVNF 
SSRKPYLHHSKINRLENQRENRQVG 
NL*CFFHQIRQGRRRYMDWGQNLK 
EMSSKKRRMY 


581 


6078 


A 


597 


600 


887 




582 


6079 


A 


598 


813 


973 




583 


6080 


A 


599 


166 


437 


ADHLKSGV*DQPGQHGEILSLLKLQ 
♦FPGRGGAHl *SOIXGRLKOENHLN 

PGGGGCSEPRLCHWTPVRATVGDS 
VQKK^KSQDGPRAKLG 


584 


6081 


A 


600 


3 


238 


SGDRDHPG*HSETLSLLKIQQ\LAGR 
GGGRL*SRLLRRLRQENGVSPGGG 
ACSEPRSHHCTPAWETERDSVSKK 
KKKKL 


585 


6082 


A 


601 


4005 


4345 , 


SQHFGRPRRADHLRSGVQDQPDQH 
GETPSLLGGRGGRITKSGDRDHPG* 
HGETPSLLKMQ/EKLAGRGGGRLW 
SQLLGRLRQENGVSPGGRACSEPRS 
CHCTPAWLTEGDSVSKK 


586 


6083 


B 


602 


1 


9234 


MGAPTLPPAWQPFLKDHRISTFKN 

WPFLEGCACTPERMAEAGFIHCPre 

NEPDLAQCFFCFKELEGWEPDDDPI 

EEHKKHSSGCAFLSVKKQFE0LTLG 

EFLKUDRERAKNKIAKETNNKKKEF 

EETAKKVRRAIEQLAAMD* 


587 


6084 


A 


603 


1577 


2233 


SGCLLSPPSVGRQNSPVELGGAGLS 
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wo 01/79449 PCT/USOl/08656 



SEQID 
NO: of 
noclciMide 
sequence 


SEQlD 
NO: of 
peptide 
scqncoce 


Me 
tho 
d 


SEQ ID NO: 

iaVSSN 

09/770^160 


Nucleotide 
locadoa of 
first codoo 
for peptide 
seqaenec 


Nodeotide 
locatioa of last 
codoD for last 
amino add of 
peptide 
seqaeoce 


Amioo acid seqoence ( X=4iokoowD; **»Stop 1 
codoo; A=possiMe ondeotide ddetSoo; V-possibie 
DDcleotide liisertion) 


- 












RAGWAPQERGRAALLLISPGPNVR 

GGPDWLPSVLQMRGLPLWDLGGRP 

DVGRMSPGGRPGSCWATQLRFHISS 

LAPLFSWAGRSGSRLNPSTLGGRGG 

P1TRSGDRDHPG*HGETLSLLKIQKI 

SQACWR/CACSPSYGRLRQENGVNP 

GGGACREQRSGHCTPAWATEQDSV 

SKKKKKKSGSTIRLKHILHKn | 


588 


6085 


A 


604 


151 


454 


FQKIGPGAVAHACNPSTLGGRSRRI 

TRSGGRDHPG*HSETPSLLKIQ\KLA 

GRGGGCL*SQLLWRLRQENGVNPG 

GGACSEPRSRHCTPAWVTERDSVS 
KKK 


589 


6086 


A 


605 


1362 


1647 




590 


6087 


A 


606 


10289 


10708 


SQHFGKLRQEDHLRSGVREQPGQH 
GKTPYLLKIQKLARRSGACL*SQLL 
RRLRQENRLNPGGVGCSEPRLHHC 
TTAWTLQ*DPVSKKLKKKYIERQR 
YHQHMKHPWSTXIQYVCMDG*HR 
SVEKQnQTLCMFVFTHTY | 


591 


6088 


A 


607 


709 


980 


1 


592 


6089 


A 


609 


234 


381 


PPWTQFSLSCVCLL/CSRPAA^SAWR 

QARENESQAKGETAYETITSCENRS 
H 1 


593 


6090 


A 


610 


1 


1755 


1 


594 


6091 


A 


611 


1128 


1321 


1 


595 


6092 


A 


612 


650 


800 


1 


596 


6093 


A 


613 


149 


475 


1 


597 


6094 


A 


614 


1 


801 




598 


6095 


A 


615 


1284 


1386 




599 


6096 


A 


616 


20 


3888 




600 


6097 


A 


617 


204 


411 




601 


6098 


A 


618 


1 


1468 




602 


6099 


A 


619 


48 


178 




603 


6100 


A 


620 


79 


1953 


LQVGTASSLLLDSRVFGDRGYSPET 

RKCPKPINV^VTTMDAELEFAIQPN 

TTCKQLFDQVVKTrRPSRQVWYF\G 

LHYVD\NKGFPTW\LKL\DKKVSAQ 

EVRKKNPLQFKFR/APKFYPUEDVAX 

EELIPGTFTQKLFF\LQVEGRESLSDE 

DLLAPLETGRALWGSYACASPRLG 

DYNKyEKLHKSGVPSASERLIPQRV 

MDQHKLTRDQWEDRIQVWHAEHR 

GMLKDNAMLEYLKIAQDLEMYGIN 

YFEIKNKKGTDLWLGVDALGLNIY 

EKDDKLTPKIGFPWSEIRNISFNDKK 

FVIKPIDKKAPDFVFYAPRLRINKRI 

LQLCMGNHELYMRRRKPDTIEVQQ 

MKAQAREEKHQKQLERQQLETEK 

KRRETVEREKEQMMREKEELMLRL 

QDYEEKTXKAERELSEQIQRALQLE 

EERKRAQEEAERLEADRMAALRAK 

EELERQAVDQUCSQEQLAAELAEYT 

AiOALLEEARRRICEDEVEEWQHRA 

KEAQDDLVKTKEELHLVMTAPPPP 

PPPVYEPVSYHVQESLQDEGAEPTG 

YSAELSSEGIRDDRNEEKRITEAEKN 
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PCTAJS01/086S6 



SEQID IS£Q0> 
NO: of |NO:of 

seqDCOcr Iscqnciicr 



MeTSEQlDNO: 
tbo ioUSS^ 
Id 09/77IM60 



Nucleotide 
location of 
Ifirst codoD 
Iforpqitidc 
IscqDCQcc 



Nucleotide 
llocttion of last 
codoo for last 
'amioo add of 
peptide 
isequcocc 



604 
605 



6101 
6102 



A 621 



269 



361 



Amioo add scqoeocc ( XHiaknowo; *^=Stop 
codoo; A=possit>le nocleotide delctiofi; V=^MS5il>lc 
Dodcotide insertion) 



ERVQRQLVTLSSELSQARDENKRTH 
NDIIHNENMRQGRDKYKTLRQIRQ 
GNTKQRIDEFEAL 



A 622 



210 



606 
607 
608 



367 



ISQSGDCCSVWLSLQGPPKGCPKP/I 

PSPGLQPRATPPA*VQQRTSHPMSC 

SN 



6103 



A 623 



1792 11935 



6104 
6105 



A 624 



326 



A 625 



250 



381 



609 



610 



611 



612 



6106 



A 626 



155 



457 



6107 



6108 



6109 



NQKELGNTPRYPLEASNWLQPVKD 

WPVTNQRLKWKS*LMGQGRG*KW 

KLLVLFYHKA*RMWPA\aCLDLGL 

GTG\CTC\CLLVYANWLHLLFLCLC 
PYPWLS 



A 627 



488 



QEPAHDLRMYGKII\FVLLLSEIVSIS 
ALSTTEVAMHTSTLLPSSHKRVTSS 
SVQTNGETGTTCPrVSLYPAPCSDNT 
HYFVCDGWYYWNDPLNFLLYSMT 
DKGN!RMWPACCLILPR\TSCTCCSL 
AYANWVLHL\LFL\CLa>YPWAILNS 
LFSWPSLITGILYF 



A 628 



364 



A 629 



946 



1142 



LSGIIHYSFFTIRN1KALFSLC*VFQF 
GFLRDFPFIFPnFRKPILTKGPTSVA 
M*WKGGIHFIA 



613 



614 



615 



616 



617 
618 



619 



6110 



6111 



6112 



6113 



6114 



6115 



6116 



A 630 



946 



1193 



LSGIIHYSFFnRNlKALFSLC*VFQF 
GFLRDFPFIFPFIFRKPILTKGPTSVA 
M*WKGG1HFIA*SAFPIVQGLLFRS 
WNL 



A 631 



946 



1142 



LSGIIHYSFFnRNIKALFSLC*VFQF 
GFLRDFPFIFPFIFRKPILTKGPTSVA 
M»WKGG1HFIA 



C 632 



294 



710 



C 633 



822 



1149 



A 634 



A 635 



269 



A 636 



184 



76 



354 



299 



MVRSRQMCNTNMSVPTDGAVTTS 

QBPASEQETLVRQESEDYSQPSTSSSl 

lYSSQEDVKEFEREETQDKEESVESS 

LPLNAIEPCVICQGRPKNGCIVHGKT 

GHLMACFTCAKKLKKRNKPCPVCR 

QPIQMIVLTYFP* 



MLVLHICLLLTIRGFRAWSRGSLKT 

PQFPSRGLTTAEARRPGPRGSFHSPG 

QGTGRSYALIRGGTVLLAAKAAGS 

RSEGSRPPLGLGFLLHLSDTQGHTG 

PRSSQARAV* 



FFCTFSTDGVSPC*PGWSRSPDLVIH 
SPRPPKVLGLQA 



620 



621 



622 



623 



6117 



A 637 



307 



ESCSEAQAGVQGAQSWLTATSSFQ 

VHAILLPQPPK*LGLQVPATTPG*FF 

VFLVETGFHCVSQDGLKLQTS*SAH 

LGLPKCWDYRHEPLRPAKKQLFKN 
VP 



6)18 



A 638 



131 



6119 



A 639 



822 



6120 



A 640 



I 1258 



1454 



SKAALTGSGPGP/IPLCFVSAVLAPn 
RPS*SLLAGRGLDGGQD 



LSGIIHYSFFTIRNIKALFSLC*VFOF 
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SEQU> 
NO of 

nndeo-tidc 


SEQID 
NO* of 
peptide 
seqaence 


Mc 
d 


SEQID NO: 

in 

09/7704^ 


Nucleotide 

iucsuon oi 
first codon 
for peptide 
seqncncc 


Nucleotide 
locaooB 01 isSi 
codon for last 
amino add of 
peptide 
seqnoKc 


Amiiio add seqoenoe ( X=Unkooiro; *^top 
couODf ^^Missioic DocieoiMie QCicooBy ^Fpossiine 
nodeotidc insertion) 














OrLKUr rr Ir rr Ir KKrlL 1 KOrl o VA 
M WfLVjvjlxlrlA 






A 
r\ 




Z*to 


JoO 


OA Of CI DVTVI/nVT?Dl7T>l U1>A1> CITCrx/* 
QQCOIT V*Q*I V^rPTAT 1 V 




6123 


A 

r\ 








1 cu r^VDATApn+nnrvpT vuTniTirLi 
LfOLfV^ vrA 1 /ij^vj irr vi*j^vci OFJrlrl 

VSQDGLDLLTS 


626 


6123 


A 


643 


397 


954 




627 


6124 


A 


644 


1 


1388 




628 


6125 


A 


645 


2285 


2409 




629 


6126 


A 


646 


36 


224 




630 


6127 


A 


647 


242 


933 


YGESKDWNQKDLLSALVLTTVNCL 

PTPIMAKSAEVKLAIFGRAGVGKSA 

LWRFLTKRFIWEYDFTLESTYRHQ 

GNHSMMEWSMGGY*DTAGQEDTI 

QREGHMRWGEGFVL\VYDIT*PRKF 

LKE\^ALK£H\LDEIKKPKNVTLILV 

GNKADLDHSRQVSTEEGEKLATEL 

ACAFYECSACTGEGNl 1 JbJl^'YEIX^RE 

T rr>T>T> DXjr\7/'\/^l<^'TT> l>t> CO* 1 ■ 1 'LI t/V/^TT 

VKKRKMVl^^KlisJKJKJooi IrlVlvQTi 


631 


6128 


A 


648 


596 . 


709 




632 


6129 


A 


650 


1 


367 




633 


6130 


A 


651 


135 


307 




634 


6131 


A 


652 


170 


372 




635 


6132 


A 


653 


3 


320 




636 


6133 


A 


654 


24 


452 


APSPDAMG/HSLWGKVNVEDAGGE 

TLGRLLWYPWTQRFFDSFGNLSSA 

SAIMGNPKVKAHGKKVLTSLGDAI 

KHLDDLKGTFAQLSELHCDKLHVD 

PENFKLLGNVLVTVLAIHFGKEFTP 

EVQASWQKMVTGVASALSSRYH 


637 


6134 


A 


655 


52 


518 


APSPDAMGXHFTEEDKATITSLWGK 
VNVEDAGGETLGRLLWYPWTQRF 
FDSFGNLSSASAIMGNPKVKAHGK 
KVLTbLODAluiHLDDLKGTFAQLSE 
LHCUKJLJti YLljrliNLKJLLON V Lb lAL 

ASALSSRYH 


638 


6135 


A 


656 


123 


219 




639 


6136 


A 


661 


413 


545 




640 


6137 


A 


662 


4 


350 




641 


6138 


A 


663 


1034 


1091 






0l39 


A 


CCA 

064 


Oil 
24 


452 


APSPDAMG/HSLWGKVNVEDAGGE 

TLGRLLWYPWTQRFFDSFGNLSSA 

SAIMGNPKVKAHGKKVLTSLGDAI 

KHLDDLKGTFAQLSELHCDKLHVD 

PENFKLLGNVLVTVLAIHFGKEFTP 

EVQASWQKMVTGVASALSSRYH 


643 


6140 


A 


665 


38 


602 


APSPDANMGHFTEEDKATmSLWGK 

VNVEVDAGGETLGRLLWYPWTQR 

FFDSFGNLSSASAI\MGNP\KVKAHG 

JSJvVL J \oLOjJAlJKw\rlJLiJJLILilvU\ 1 r Al^ 

A*SELHL*QSCNVDP\ENFKAPGEM 
LLVTR/VLAIPFSAKEFTPEGCRASW 
AERWVTCSWPVALFLQDTTEAQLP 
MNAELFKDKAFILASNYK 


644 


6141 


A 


666 


24 


452 


APSPDAMG/HSLWGKVNVEDAGGE 
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PCTAJSOl/08656 



SEQID 
NO: of 
nuclco-tidc 


SEQID 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SCQ ID NO: 

ioUSSN 

09/770460 


Nucleotide 
loealioDof 
fifStcodOD 
for peptide 
scqotDcc 


Nucleotide 
locitloaofl^ 
codoo for last 
amino add of 
DCDtide 
sequence 


Amino add sequence ( X<=Unknown; *=^top 
codon; A=posslble nucleotide ddettoo; V=possible 
ondeotidc insertion) 














TLGRLLWYPWTQRFFDSFGNLSSA 

SAIMGNPKVKAHGKKVLTSLGDAI 

KHLDDLKGTFAQLSELHCDKLHVD 

PENFKLUjNVLVTVLAIHFGKEFTP 

EVQASWQKMVTGVASALSSRYH 


645 


6142 


A 


667 


38 

• 


536 


APSPDANMGHFTEEDKATIVrSLWCK 

VNVEVDAGGETLGRLLWYPWTQR 

FFDSFGNLSSASAI\MGNP\KVKAHG 

KKVLTVSLGDAIKHLVDDLKGXTFAQ 

A*SEL\HC*QAGMWDP\ENFK\LLGE 

MLLVTRFGQSHFRQKNFTP\EVARL 

SWAERWVTWSWPSALVPSRYH 


646 


6143 


A 


668 


132 


357 




647 


6144 


A 


669 


1 


89 




648 


6145 


A 


670 

• 


136 


594 


LNRVAFLPGAAVILIGHLHTHTGPS 

GVCNVSMRGFSSPAGWTPTGSHRG 

KERPAGRLMHRRMGWSAVEWTGX 

AQGIPCISTCPERTGGDAATRSPRPP 

VLPPPPRPPQRRCRHLVSRAGTPRC 

ACAGTLTSKRGTHWRSTELLLRRSP 

LRSSQ 


649 


6146 


A 


671 


400 


696 




650 


6147 


A 


672 


120 


352 




651 


6148 


A 


673 


276 


401 




652 


6149 


A 


674 


139 


470 




653 


6150 


A 


675 


136 


1058 


GWGAAASGAGSRKAGLAGVPGPP 

GRANRESPPGPVAMGRVIRGQRKG 

AGNSVFRAHVKHRKGAARLRAVDF 

AERHGYIKGMVKDIIHDPGRGAPLA 

KV\VFRDSYRFKKRTEL\FIAAEG\IH 

TGQFVVYCGKKAQLNIGNVLPVG'n 

MPEGTIVC/CALEEKP\GDRGK\LAR 

ASGNY\ATVISHNP\ETKKT\RVKLPF 

RVQRRLSPSANKSLWLVLVAGGWP 

ECDKPI\LKAG\RAVPQI*RQKRNCW 

\PRVTGVWAMNPFEAFFLKGGNPPA 

HRQSPPPIRRDAPAGRKVGLIAARR 

TGRLRGTKTVQEKEN 


654 


6151 


A 


676 


21 


340 




655 


6152 


A 


677 


24 


452 


APSPDAMGmSLWGKVNVEDAGGE 

TLGRLLWYPWTQRFFDSFGNLSSA 

SAIMGNPKVKAHGKKVLTSLGDAI 

KHLDDLKGTFAQLSELHCDKLHVD 

PENFKLLGNVLVTVLAIHFGKEFTP 

EVQASWQKMVTGVASALSSRYH 


656 


6153 

- 


A 


678 


38 


529 


APSPDAMGHFTEEDKATITSLWGK 

VNVEDAGGETLGRLLWYPWTQRF 

FDSFGNLSSASAIMGNPKVKAHGK 

KVLTSLGDAIK\HL\DDLKGTFAQA 

DVNLHC*QACMLDPEVNFQASWGN 

VL\VTRFWAIPFSGKEFHP*RCQAFL 

GRKMGDLELASALVPSRYH 


657 


6154 


A 


679 


24 


452 


APSPDAMG/HSLWGKVNVEDAGGE 

TLGRLLWYPWTQRFFDSFGNLSSA 

SAIMGNPKVKAHGKKVLTSLGDAI 

KHLDDLKGTFAQLSELHCDKLHVD 

PENFKLLGNVLVTVLAIHFGKEFTP 
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SEQID 
NChof 
nndco-tide 
scqoence 


SEQID 
NO: Of 
peptide 
sequence 


Me 
tbo 
d 


SEQID NO: 

inUSSN 

09/770,160 


NadcoHdc 
locatiOD of 
first codOD 
for peptide 
seqncncc 


Nodeotide 
location of last 
codoD for last 
amino add of 
peptide 
seqaence 


Amino add sequence ( X=<inknowD; *=Stop 
codon; A=possible nndcotide ddctioo; \F=possible 
nndcotide insertibn) 














EVQASWQKMVTGVASALSSRYH 


658 


6155 


A 


680 


3 


545 


HSLFGTSEVINKLRSPDAVMGHFTEE 

DKATITSLWGKVNVE\DAGGETLGR 

LLWYPWTQVRFFDSFGNLSSASAIH 

GQPPKSRHMGKKVLTS\LGDAIKHL 

VDDLKGHT J .PKPEVKLHXCDKAALL 

DPEELSSFLGEMLLGDPFLGNPDFGQ 

KNFTP\EVARLSWAERWVTWSWPS 

ALVPSRYH 


659 


6156 


A 


681 


1 


432 




660 


6157 


A 


682 


334 


845 


AVRVRYVAFRYRAPRAVCLRLWSC 

RREVIHVPVRGKQGGK\ARAKAK\S 

RSSPRGPCRFPVGPSCTELLRK\GNY 

AER/MSGAGAPV*LGGRCLKYLTAE 

IPEAWLANAAA*QQRRPRIIPRHLAS 

SP1RNDEGS*TKLLGQKLTI\AQGGV 

LPNIQVAVLLPKKDGESEGRRSK 


661 


6158 


C 


683 


392 


445 


MQPAVQRVGNLSRYFPS* 


662 


6159 


A 


684 


183 


481 




663 


6160 


A 


685 


253 


385 




664 


6161 


A 


686 


256 


374 




665 


61^ 


C 


687 


354 


416 


MKESPGGELPQTGKKPVFLF* 


666 


6163 


A 


688 


2 


171 




667 


6164 


A 


689 


320 


584 


TRLPFDRPRATGCHQPVPSERRSPIS 
QDRLTHVQLLFTWNPSPL\RPSKFSF 
EYLLL\PPRSCTCGGSHPGPKP*ASR 
LTAAALLLVAA 


66S 


6165 


A 


690 


33 


494 




669 


6166 


A 


691 


1 


522 


PLKRSDGCWDGRPTRPPTRPDTTVF 

TSNLKQTRMVHLXTPEEKSAVTALW 

GKVNVDEVVGGKALGRLL\VVYPW\ 

TQRFFE\SFGDLSTP\DAV\MGNPKV 

KAHS\KKVLRGAF\SDGLAHL\DNLK 

GTFAH IE VSLHCDK\LH\VDP*RTFR 

LLGQRAWSWAGPIHFWQKNFNPT 

SCRLA 


670 


6167 


A 


693 


241 


1104 




671 1 6168 


A 


694 


95 


462 




672 


6169 


A 


695 


33 


494 




673 


6170 


A 


696 


1 


523 


PLKRSIXiCNIXiRPTRPPTRPDTTVF 

TSIAHTDTMVHLTPVE\KSAVTALW 

GKVNVDE\VGGKALGRLUWYPW\ 

TQRFFEVSFGDLSTP\DAV\MGNPKV 

KAHS\KKVLRGAF\SDGLAHL\DNLK 

GTFAHTEVSLHCDKNLHRGSLKNFR 

LLGQRAWSVVAGPIHFWQKNFNFT 

SCRLA 


674 


6171 


A 


697 


318 


515 




675 


6172 


A 


699 


2 


648 




676 


6173 


A 


700 


137 


507 




677 


6174 


A 


701 


118 


375 


VAWQIIFLPVFIAEKYKDLVPDNSK 
TADNATKNAEPLINLDVNNPDFKA 
GVMALANLLQIQRHDDYLVMLKVA 
IRILVQERLTQD 


678 


6175 


A 


702 


1 


969 


AATVLTTIGEAPSFRSDSAPARPLAA 
SPVPAPPAPPRFFSPGRGPVDQSEKR 
WTMFRRKLTySLDYHNPAGFNCKD 



f 
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PCTAJS01/086S6 



SEQID 
NO: of 
nttclco-tiite 
scqneott 


SEQID 
NO: of 
peptide 
scqncacc 


Me 
tbo 
d 


SEQID NO: 
idUSSN 

osmiMtio 


Nadcotide 
location of 
first codon 
for peptide 
seqocDce 


Nndcodde 
locatioQ of last 
codoD for last 
amino add of 
peptide 
seqaeoce 


Amino add sequence ( X=Unluiown; *^=^top 
codoo; /=possible nnclcotidc ddctipo; V==possible 
nndcotlde insertioD) 














ETEFRNFIVWLEDQKIRHYKIEDRGX 

NLRNIHSSDWPK\FFEKYFKRC*TCP 

FKIQDRQESYLTGFFGNLAVRLEYG 

DNAEKYKDLVPDNSKTA*QLQLKI 

AEPLIN\LDVNNPVDFKAGWGFG*T 

WLQIQRHVDGLPGQMLKANSGFWV 

QERLDHQGCQFA*GQIKQKRGLPV 

AVLDKHILGFDTGDAVLNEAAQILR 

LLHIEELRELQTKINEAIVAVQAIIA 

DPKTDHRLGKSLEDEHLRTSASHLL 


679 


6176 


A 


703 


105 


1591 




680 


6177 


A 


704 


110 


431 




681 


6178 


A 


705 


171 


1577 

• 


GGNRATIQAGQCGNQIGAKFWGR* 

SVNEHGIRPHRHPTHGDSDPAAWT 

RNPPVYYNESHKVGK\YVPR\AILG 

G1*EPGEPWDSVR\SGSFLGPPKGEKI 

FPPFRPDNFVFGQSGAGNhAWAKRP 

LAQEGAEL\VDS\VLDVGTEGRQRS 

CD\CLQGFPA*PTSLGRGGTGSGMG 

TLLYQQGFEKEYPD\RIMN\TFSVVPV 

SPKCLDTVVQPYKATLSVHQLVEN 

TDETYCIDNEALYDVICFRTLKLTrP 

TYGDLNHLVSATMSGVTTCLRFPG 

QLNADLRKIJVVNMVPFPRLHFFMP 

GFAPLTSRGSQQYRALTVPELTQQV 

FDAKNMMAACDPRHGRYLTVAAV 

FRGRMSMKEVDEQMLNVQNKNSS 

YFVEWIPNNVKTAVCDIPPRGLKM 

AVTFIGNSTAIQELFKRISEQFTAMF 

RRKAFLHWYTGEGMDEMEFTEAES 

NMNDLVSEYQQYQDATAEEEEDFG 

EEAEEEA 


682 


6179 


A 


706 


1 


558 




683 


6180 


A 


707 


1306 


1459 


LASMCMCWIESHFCPPGPTGGSRRG 
PP/HLWLPGRSSGRSQRRLAESTEAP 
R 


684 


6181 


A 


708 


1073 


1324 




685 


6182 


A 


709 


1 


797 




686 


6183 


A 


710 


1 


3210 


MVKGSIQQEELTILNIYAPNTGALRF 

IKQVLRDLQRDLDSHTIIMGDFHTP 

LSTLDRSTRQKVNKDIQELNSALHQ 

EDUDIYRTLHPKSTEYTFFSAPHHT 

YSKIDHIVGSKALLSKCKRTEflTNC 

LSDHSAIKLEUUKl^TQNRSTTWK 

LNNLLLNDYWVHNEMKAEIKMFFE 

TNENKDTTYQNLWDTFKAVCRGKF 

lALNAHKRKQERSKIDTLTSQLKEL 

EKQEQTHSKASRRQEITKIRAELKEI 

ETQKTLQNINESRSWFFER[NKIDRP 

LARLIKKKREKNQIDAIKNDKGDIT 

TDPTEIQTTIREYYKHLYANKLENL 

EEMDKFLNTYTLPTLNQEEVESLNR 

PITGAEIVAIINSLPTKKSPGPDGFTA 

EFYQRYKEELVPFLLKPFQSIEKEGI 

LPNSFYEASIILIPKPGRDTTKKENFR 

PISLMNIDAKILNKILAKRIQQHIKN 

LIHHDQVGFIPGMQGWFNIRKSINVI 

QHINRAKDKNHMnSIDAEXAFDia 
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PCTAJS01/086S6 



SEQID 
NO: of 
nndco-tidc 
sequence 


SEQU> 
NO: of 
peptide 
scqnence 


Me 
tbo 
d 


SEQID NO: 

inUSSN 

09mo,l£0 


Nacleotide 
locatioD of 
flrst codoD 
for peptide 
seqaence 


Nucleotide 
locatioD of last 
codon for last 
amiiio add of 
peptide 
scqoeDce 


Amino add seqoence ( X>=UnkDOWD; *^top 
codon; /^possible nockotidc ddetioo; VFpo^ble 
oodcotide Insertion) 














QQPFMLKTLNKLDDMlVYLENPrVS 

AQNLLKLISNFSKVSGYKINIQKSQA 

FLYTNNRQTESQIMSELPFIIASKRI 

KYLGIQLTRDVKDLFK\ENHKPLLN 

EIKEDTNKWKhnPCSWVGRINIVKM 

AILPKVIYR/FNAIPlia-PMTFFTELE 

KTTLKFIWNQKRARIAKSILSQKNK 

AGGITLPDFKLYYKATVTKTAWYW 

YQNRDIDQWNRTEPSERTPHIYNYL 

IFDKREKNKQWGKDSLFNKWCWE 

NWLAICRKLKLDPFLTPYTKINSRW 

nCDLNVRPKTIKTLEENLGFTIQDIG 

MGKDFISKTPKAMATKAKIDKWDL 

IKLKSFCTAKEl "1 IR VNRQPTK WEKI 

FATYSSDKGLISRIYNELKQIYKKKT 

NNPIKKWAKDMNRHFSKEDIYAAK 

KHMKKCSPSLAIREMQIKTTMRYH 

LTPVRMAIIKKSGNNRCWRGCGEIG 

TLLHCWWDCKLVQPLWKAVWRFL 

RDLELEIPFDPAIPLLGIYPKDYKSC 

CYKDTCTRRKQLDCAEPVEPRKVG 

DGEWSLTKWTRPGSRALPWPPEQA 

KPYPPTLPTLAQDF 


687 


6184 


A 


711 


1 


2666 


MVKGSIQQEELTILNIYAPNTGAPRF 

KQVLSDLQRDLDSHTHMEDFNTP 

I^TLDRSTRQKVNKNTQELNSALH 

QADLIDIYRTLHPKSTEYTTFSAPHH 

TYSKIDHTVGSKALLSKCKRTEIITN 

YLSDHSAIKLELRIKNLTQSRSTTW 

KLNNLLLNDYWVHNEMKAEIKMF 

FblNENKDTTYQNLWDAFKAVCRG 

KFIALNAYKRKQERSKIDTLTSQLK 

ELEKQEQTHSKASRRQEITKIRAEL 

KEIETQKTLQKINESRSWFFERINKI 

DRPLARLIKKKREKNQIDTIKNDKG 

DITTDPTEIQTTIRESYKHLYANKLE 

NLEEMDTFLDTYTLPRLNQEEVESL 

NRPITGSEIVAIINSLPTKKSPGPDGF 

TAEFY/PESYL*QTHRQYHTEWAKT 

ASIPFENWHKTGMPSLTTPIQHSVG 

SSGQGNQPGEGNKGYSIRKRGSQIV 

PVCRRHDCLSRKPHRLSPKSP*ADK 

QLQQSLRIQNQCTKITSILfflQQQTN 

REPNHE*TPIHNCFKENKIPRNPTYK 

GCEGPLQGELQTTAQGNKRGHKQ 

MEEHSMLMGRKNQYRENGHTAQG 

NLQIQCHPHQATNDFLHRIGKNYFK 

VHMEPKKSPHRQVNPKPKEQSWRH 

HTT*LQTILQGYSNQNSMVLVPKQR 

YRSMEQNRALRNNAAYLQLSDL*Q 

'PEKQAMGKGFPI**MVLGKLASH 

M*KAETGSLPYTLYKNQFKMD»RF 

KR»T*NHKNPRRKPRHYH*GHRRG 

QGLHVQNTKSNGNKSQN*QMGSN* 

TKELLHSKRNYHQSEQATYNMGEN 

FRNLLI*QRANIQNLQ*TQTNLQEK 

NKQPHQKVGEGHEQTLLKRRHLCS 

QKTHEEMLIITGHQRNANQNHYEIS 
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PCTAJSOl/08656 



SEQID 

NO- of 

nacleo-tidc 
seqneocc 


SEQID 

NO- Af 

l^w* Of 

scqoeace 


Mc 
d 


SEQID NO: 

III UdOfV 

09/770,160 


INndcotide 
1 IOCS noil 01 
IGrst codoD 
1 for peptide 
Isequence 


Nodeotide 
locaooa of last 
codooforbsl 
amino add of 
peptide 
scqneoce 


Amino add scqoencc ( X^okoowD; *s=^top 
codoo; A=pos3ible oodeotide ddetibo; V*possible 
nodeotidc iosertioD) 














SHTS*NGNH*KVRKQQERQNS 


688 


6185 


A 


712 


1 


4371 




689 

• 


6186 


A 


713 


1 


1849 


MVKGSIQQEELTILNIYAPNTGAPRF 

IKQA^DLQRDLDSHTFIMGDFNTP 

LSTLDRSRRQEVNKDTQELNSALH 

QADLJDIYRTLHPKSTCVTFFSATHH 

TYSKIDHIVGSKAVLSKCKRTEnTN 

YLSDHSAIKLELRKKLTQNRSTTW 

KLNNIJLLhTOYWVHNEMKAEI^^ 

FETOENia>TTYQNLWDTFKA/EIQA 

TIREYYK\HLYTNKLENLEEMDKFL 

DTYTLPRLNQEKVESLNRPITGSEIV 

AIINSLPTKKSPGPDGFTAEFYQRYK 

EELVPFLLKLFQSIEKEGILPNSFYEA 

SIILIPKPGRDTTKKENFRPISLMNID 

AKILNKI1j\NRIQQHIKKLIHHDQVG 

nPGMQGWFNICKSINVIQHINRTKD 

KNHMIISIDAEKAFDKIQQPFRLKTL 

NKLGVDGTYLKIIRAIYDKPTANIIL 

NGQKLEAFPLKTGTRQGCPLSPLLF 

NIVLEVLARAIRQEKEIXRDVKDLFK 

ENYKPLLKEIKEDTNKWKNIPCSW 

VGRINIMKMVILPKDSTWAEVLVG 

DRRSGRLTEMLVIFLVFQSFSHSFLN 

TLMSLPSIFSSWPCFCSSQLVSCLRT 

CRSVCLSSAAGVSRVASLGNQKKR 

DLGSENIL 


690 


6187 


A 


714 1 


1 

■ 


1825 


MVKGSIQQEELTILNTYAAHTGAPR 

LIKQVJLSDLQRDLDSimiMGDFNTP 

LSTLDRSTRQKVNKDTQELKSALH 

QADLTDIYRTLHHKSTEYTFFSAPH 

HIYSKIDHILGSKALLSKCKRTEIITN 

YLSDHSAIKLELWIKNLTQNHSTTW 

ELNNLLLNDYWVHNEMKAEIKMFF 

ETNENKDTTYHNLWDTFKAVCRG 

KFIPLNAHKRKQERSKIDTLTSQLKE 

LEKQEQTHSKASRRQEITKIRAELK 

EIETQKTLQKINESRSWFFERINKID 

RLLARLIKKKREKNQIDAIKNDKGD 

ITTDPTEIQTTIREYCKHLYANKLEN 

LEEMDKFLDTYTLPRLNQEEVESLN 

RPITGAEIVAIINSLPTKKSPGPDGFT 

AKFYQRYKEELVPFLLKLFQSIEKE 

GILPNSFYEASIILPKPGRDTTKKEN 

FRPISLMNIDAKILNKKLAKRIQQHI 

KJaiHHDQVGFIPGMQGWFNIRKSl 

NVIQHINRAKDKNHMnSIDAEKAF 

DK1QQPFMLKTLNKL\GIKYLGIHLT 

RDVKDLFKENYKPLLKEDCEDTNK 

WKNIPCSWVGRINIVKMAILPKNILI 

TLQLLLVLPELSTLIPLWLPALAGQ 


691 


6188 


A 


715 


1 


3552 






0l07 




/ID 1 


1 


3786 


MVKOSIQQEELTILNnfAPNTGAPRF 

IKQVLSDLQRDLDSHTLIMGDFNNP 

LSTLDRSMRQKVNKDTQELNSALH 

QVDLIDIYRTLHHKSTEYRFFSAPH 

HTYSKJDHILGSKALLSKCKRTEIIT 

NYLSGHSAIKLEUOKNLTQNRSTT 
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PCT/USOl/08656 



SEQID 
NO: Of 
nndco-tidc 
scqnencc 


SEQID 
NO: of 
peptide 
scqBence 


Me 
tfao 
d 


SEQID NO: 

ioUSSN 

09/770,160. 


NDclcotide 
locatioo of 
first codoa 
for peptide 
sequence 


NocJcotidc 
location of last 
codon for last 
amino add of 
peptide 
seqncDcc 


Araino add scqoeoce ( X=Uokoowa; *^top 1 
codon; /-possible oncleotide ddction; V=possiblc 
nnclcotide insertion) 














WKLNNLIXNDYWIHNEMKAEIKNri 

FFHlhnENKDTTYQNLWDAFKAVCR 

GKJIALNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKAGRKKEITKIRAQ 

liCEIETQKTUCiajVlNPGAEIQTTira 

YYKHLYAKKLENLEEMDKFLDTYT 

LPRLNQEEVESLNRPITGAEIVAIINS 

LPTKKSRTRWmSRILPEEASIILIPKP 

GRDTIXKENFRPISLMNIDAKILNKI 

LAKRIQQHIKKLIHHDQVGFIPGMQ 

GWFNIHKSINVIQHINRAKDKNHmS 

IDAEKAFDKIQQPFNfLKTLNKLGID 

GTYFKIIRATYDKPTANIILNGQKLE 

AFPLKTGTRQGCPLSPLLFNIVLEVL 

ARAIRQEKEIKGIQLGKEEVQLSLFA 

DEMIVYLENPIVSAQNLLKLISNFSK 

vsgykinvqksqaflytnnrqtes 

qimselpftiaskrikylgiqltrdv 

kdlfkenckpllneekedtnkwkni 

pcswvgrinimkmailpkviyrfnai 

ftkppmtfftelekttlkfiwnqkr 

ariaksilsqknkaggitlpdfklyy 

katvtktawywyqnrdldqwnr 

tepseitphiysylifdkpeknkqwg 

kdslfnkwcwenwlpicrklkldp 

fltpytkinsrwikdlnvrpkuktl 

kenlgitiqdigmgkdfmsktpkam 

ATKDKIDKWDLIKLKSFCTAKErn 

RVNRQPTKWEKIFATYSSDKGLISRI 

YNELKQIYKKKTNNPINKWVKDMN 

RHFSKEDIYAAKKHNIKKCSSSLAIR 

EMQIKTIMRYHLTPLRMAIIKKSGN 

NSASPTARNKTARNQRTKMIAVTA 

PRNRAPLELELILYRQNRQSKTHILE 

TNNTSAELLVPFEEDYLIEIRTVSDG 

GDGSSSEEIREPKMSMIDHILPKSIPE 

ELQNGEGFGYIIMFRPVGSTTWSKE 

KVSSVESSRFVYRNESIIPLSPFEVK 

VGVYNNEGEGSLSTVnVYSGEDD 

GYVFLWMVEPQLAPRGTSLQSFSA 

SEMEVSWNAIAWNRNTGRVLGYE 

VLYWTDDSKESMIGKIRVSGNVTT 

KNITGLKANTIYFASVRAYNTAGTG 

PSSPPVNVTTKKSRYLnTAYLEVPE 

I* 


693 


6190 


A 


717 


2 


3155 




694 


6191 


B 


718 


1 


3414 


MVKGSIQQEELTILNIYAPNTGAPRF 

IKQVLSDLQRDLDSHTLIMGDFNNP 

LSTLDRSMRQKVNKDTQELNSALH 

QVDLIDIYRTLHHKSTEYRFFSAPH 

HTYSKIDHJLGSKALLSKCKRTEirr 

im^GHSAIKLELKIKNLTQNRSTT 

WKLNNLLLhTDYWIHNEMKAEIKM 

FFETNENKDTTYQNLWDAFKAVCR 

GKFIALNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKAGRKKEITKIRAQ 

LKEIETQKTLKKLMNPGAEIQTTIRE 

YYKHLYAKKLENLEEMDKFLDTYT | 
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PCTAJS01/086S6 



SEQID 
NO: of 
Dodco-tidc 
seqneoce 


SEQID 
NO: of 
peptide 
scqneocc 


Me 
tho 
d 


SEQID NO: 

inUSSN 

09/770460 


Nucleotide 
locatioo of 
first codoD 
for peptide 
scqoence 


Nucleotide 
locatioii of last 
codoD for last 
aniao acid of 
peptide 
seqoeoce 


Amioo add sequence ( X=:Unknowii; *=^top 
codoo; ^^posdble nocleotidc deletion; >r=possible 
ondeotide insertion) 










• 




LPRLNQEEVESLNRPITGAEIVAIINS 

LPTKKSRTRWIHSRILPEVQGGTEK 

EGILPNSFYEASIILIPKPGRDTTKKE 

NFRPISLM^^DAKIL^«IIAKRIQQHI 

KKLIHHIXJVGFIPGMQGWFNIHKSl 

NVIQHINRAKDKNHinSIDAEKAFD 

KIQQPFMLKTLNKLGIDGTYFKIIRA 

lYDKPTANlILNGQKLEAFPLKTGTR 

QGCPLSPLLFNIVLEVLARAIRQEKE 

IKGIQLGKQEVQLSLFADEMTVYLE 

NPIVSAQNLLKLISNFSKVSGYKINV 

QKSQAFLYTNNRQTESQIMSELPFTI 

ASKRIKYLGIQLTRDVKDLFKENCK 

PLLNEIKEDTNKWKNIPCSWVGRIN 

IMKMAILPKVrVTlFNAIPTKPPMTTF 

TELEKTTLKFIWNQKRARIAKSILSQ 

KNKAGGITLPDFKLYYKATVTKTA 

WYWYQNRDLDQWNRTEPSEITPHI 

YSYLIFDKPEKNKQWGKDSLFNKW 

CWENWLPICRKLKLDPFLTPYTKIN 

SRWIKDLNVRPKTIKTLKENLGmQ 

DIGMGKDFMSKTPKAMATKDKIDK 

WDLIKLKSFCTAKKnmVNRQFIK 

WEKIFATYSSDKGLISRIYNELKQIY 

KKKTNNPINKWYKDMNRHFSKEDI 

YAAKKHMKKCSSSLAIREMQIKTT 

MRYHLTPLRMAIIKKSGNNSASPTA 

RNKTARNQRTKMIAVTAPRNRAPL 

ELELILYRQNRQSKTHILETNNTSAE 

LLVPFEEDYLIEIRTVSDGGDGSSSE 

EIRIPKMSTGGEEGMAAVFKNKCRC 

SWSRWIAYHSSSGNQMGTNPEQD 

PGQHAIPLEGTLTHTRTHSDWDHLD 

TAMN* 


695 


6192 


A 


719 


1 


5127 




696 


6193 


A 


720 


965 


9275 




697 


6194 


A 


721 


3 


376 




698 


6195 


A 


722 


1 


380 




699 


6196 


A 


723 


104 


462 




700 


6197 


A 


724 


762 


902 




701 


6198 


A 


725 


78 


747 


LRRGRSRETNEEPPPPTVQVQGPGP 

QREEKQKTKMAKFVmPATAADCS 

DILRLHCELAEYEYMEEQVILTEKDL 

L\EDGFG\EHPFYHCLVAEVPKEHW 

TSEGVHSIV\GFAM\YYFTYVDPW\IGQ 

VICILEDFF\VM\SDYRGSGIGSEILK\ 

NLSQ\VAMRCRCSSMHFLG*PEW\N 

EPSIVNFY\KRRGAS\DLSS*RRGW\RL 

FQGSDKGVIWLKNGPTEGVEGVAC 

C 


702 


6199 


A 


726 


149 


460 




703 


6200 


A 


727 


1 


501 




704 


6201 


A 


728 


1 


391 


SPLNKVQUNELNEREVQLGVAhlK 

VSWHSEYKDSAWIFLGGLPYDLT\K 

GDIICVFSQ\QRS'nVAVDNFNGIKIK 

GRTIRVDHVSNYRAPKDSEEIDDVT 

RQLQEKGCGARTPSPSLSESSEDEK 
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PCTAIS01/086S6 



SEQID 
NO: of 
nndovtidc 
seqncnce 


SEQID 
NChof 
peptide 
sequence 


Me 
tiio 
d 


SCQID NO: 

ioUSSN 

09/n0460 


Nncleotide 
location of 
first codoo 
for peptide 
scqncBce 


Nucleotide 
location of last 
codoa for last 
amino add of 
peptide 
seqnencc 


Amino add scqoencc ( X=Unluiown; *=Stop 
codon; A=pos5itile nncleotide ddetion; V^possitrie 
oudcoUde insertion) 














PTKKP 


705 


6202 


A 


729 


18 


240 




706 


6203 
• 


A 


730 


254 


1223 


SPLTRVKLINELNEREVQLGVADKV 

FWHSEYKDSAWIFLGGLPYGLTVEG 

DIICVFSQYGEIVNINLVRDVKKTGK 

SKGFCFLCYEDQRSTILAVDNFNGI 

KIKGRTIRVDHVSVNYRAPKDSEDID 

DVTRQLQEKGSGARPPSPTLSESSE 

DEKPTKKHKKDKKXEKKKKKKEKE 

KADREVQAEQPSSSSPRRKTVKEFCD 

DTGPKKHSSKNSERAQKSEPREGQ 

KLPKSRTAYSGGAEDLERELKKEKP 

KHEHKSSSRREAREEKTRIRDRGRS 

SDAHSSWYNGRSEGRSYRSRSRSR 

DKSHRHKRARRSRERESSNPSDRW 

RH 


707 


6204 


A 


731 


2143 


2346 




708 


6205 


A 


732 


2016 


2206 




709 


6206 


A 


733 


90 


401 




710 


6207 


A 


734 


276 


488 




711 


6208 


A 


735 


186 


537 • 


IWFPLRRRKARQEEKSGLGAPRSPS 

HhryPPGYU5CLGKTNTS*TYILDQS 

NIGKRVA\AILN*]LGGRKLRLEKSL 

SCQPKVEELYERVAW/IP*KPGCLLL 

VSVKVRNVFDWCTWVY 


712 


6209 


A 


736 


3 


318 




713 


6210 


A 


737 


1 


280 


REPTMVLSPADKTNVKAAWGKVG 
AHAGEYGAEALERMFLSFPTTKT\P 
VNFKLLSHCLLVnXAAHLPAEFTPA 
VHASLDKFLGSVSTVLTSKYR 


714 


6211 


B 


738 


34 


264 


MVLSPADKTNVYFPHFDLSHGSAQ 
VKGHGKKVADALTOAVRTVDDMP 
NALSALSDLHAHKLRVDPVNFKLL 
STACW* 


715 


6212 


A 


739 


3 


190 


EPTMVLSPADKTNVKAAWGKVGA 
H/AGEYGAEALERMFLSFPTTKIQIP 
LSWSLGGHASCPLG 


716 


6213 


B 


740 


12 


298 


MVLSPADKTNVKAAWDLLPALRPE 

PRLCQVKGHGKKVADALTNAVAH 

VDDMFNALSALSDLHAHKLRLAW* 


717 


6214 


A 


741 


2 


392 


QTQREPTMVLSPADKTNVKAAWG 

KVGAH/AGEYGAEALERMFLSFPTT 

KTYFPHFDLSHGSAQVKGHGKKVA 

DALTNAV/AHVGGPVNFKLLSHCLL 

VTLAAHLPAEFmAVNASLDKFLV 

SVSTVLTSKYR 


718 


6215 


A 


742 


623 


1235 


SNLVELSNTLSWSSGGKVGAHAGE 

YGAEALERMFLSFPri'KTYFPHFDL 

SHGSAQVKGHGKKVADALTNAVA 

HVDDMPNALSALSDLHAHKLRVDP 

VNFVKLL\SH\CLLVDPGPAHFPAEFV 

TPAVHASLDKSTKTYFPHFDLSHGS 

AQVKGHGKKVADALTNAVAHVDD 

MPNALSALSDLHAHKLSVDPGNFK 

LPSHLPAGDPC 


719 


6216 


A 


743 


117 


403 




720 


6217 


C 


744 


62 


370 


MKSMRKQAPnTAFILTSRSKGNWIP 
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wo 01/79449 



PCT/US01/086S6 



SEQID 
NO: of 

seqoeoce 


SEQID 
NO: of 

sequence 


]Me 
tfao 

UP 


SEQ ID NO: 
iDllSSN 


Nodcotidc 
location of 

for peptide 
seqoeoce 


Nodeotide 
location of last 
cuuon iw last 
amino add of 
peptide 
sequence 


Amino add seqoence ( X<maknown; *==Stop 
codoo; A^possibie ondeotidc ddedoo; V^possible 
oocieotide insmioo} 














KLSASVNASLKIPVQCLEILPTTHCS 
SRDLBFQKFNLLMNQYLIYLGMLSV 
DTEEDTQLASLFPGEKHSSVSFVCP* 


721 


6218 


A 


745 


3 


1242 


AAPQAGLSPVAIAAAIQLHLHSTQC 

SSPNTCCLPRRTRATIYYSRWSYHP 

LGSVP*SP*PFQEAS/ALTLPPACSFY 

GPLT*FQPKP*GSFPLSQ*MEYnGL 

YT*TFHCPGTSRRQIPSSYLNCKDAF 

LPLL/SNPPQCRPFTGVGLVDVLTGF 

ETNNKYEIKNSFGQRVYFAAEDTD 

CCTRNCCGPSRPFTLRnDNMGQEVI 

TLERPLRCSSCCCPCCLQEIKSLDEQ 

CWGKISKYWTGILREAFTDADNFG 

IQFPLDLDVKMKAVMIGACFLIDRN 

CSPAMEQSWMENYFDEMTEIGFRR 

SVITNFSELKEHVLTHCKEANKNLD 

KMLDEWLTRKNSVEKTLNELMEV 

KnNEKLTIGKISKYWSGFVNDVFT 

NADNFGIHVPADLDVTVKAAMIGA 

CFLFAFRLGSELHN 


722 


6219 


A 


747 


129 


1235 


EGCAAAVPDSLEAQKRKPSPGPGSL 

DLVSLGSGNSGSQRTVLIMDKQNS 

QMNASHPETNLPVGYPPQYPPTAFQ 

GPPGYSGYPGPQVSYPPPPAGHSGP 

GPAGFPVPNQPVYNQPVYNQPVGA 

AGVPWMPAPQPPLNCPPGLEYLSQI 

DQILIHQQIELLEVLTGFETNNKYEI 

KNSFGQRVYFAAEDTDCCTRNCCG 

PSRPFTLRIIDNMGQEVITLERPLRCS 

SCaCPCCLQEIEIQAPPGVPIGYVIQ 

TWHPCLPKFTIQNEKREDVLKISGP 

CWCSCCGDVDFEIKSLDEQCWG 

KISVKHWTGILREAFTDADhfFGIQFP 

LDLDVKMKAVMIG\ACFLI\DFMFF\ 

ESTGQPGNKNSGVWWGFS 


723 


6220 


A 


748 


647 


797 




724 


6221 


A 


749 


2 


424 




725 


6222 


A 


750 


2 


460 


ARAHTHREPTMVLSPADKTNVKAA 

WGKVGAHAGEYGAEALERMLLSF 

PTTPTYFPHFDLNHGSAHVKGHGK 

im)DALTNAVTHVYYMPNSLYALS 

DLHPHNLRMDPVNFMl .1 „SHCLL*T 

LWHLPAELTPAVHASLNNVLESER 

TELTSSTS 


726 


6223 


A 


751 


1 


456 


RPRRPQREPTMVLSPADKTNVKAA 

WGKVGAHAGEYGAEALE^RMFL/SF 

PTTKTYFPHFDLSHGSSQVKGHGKK 

VADALTNAVGHVDDMPNALSALS 

DLHAHKLRVDPVNFKLLSHCLLVT 

LAAHLPAEFTPAVHAFLDKFLASVS 
TVLTSKYR 


727 


6224 


A 


752 


1 


594 


PRLFWSPQTQREPTMVLSPADKTN 

VKAAWGKVGAHAGEYGAEALER 

MFLSFPTTKTYFPHFDLSHGFUQVK 

GATGKKVDD\ALTKRRGAPLDDMP 

NALVRPLKRPCTTHKAFGVEPGSTS 

KLLVSHLPCLGEPWAAHLPRPSFNP 

WRLQRLPWGQSFLGFLVEEPLLEPS 
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PCTAJSOl/08656 



S£QID 
NO: of 

nndMwffi 

scqncDCc 


SEQID 
NO: of 

|IV|HIIIC 

scqiseacc 


Me 
tbo 

A 
u 


SEQID NO: 
ioUSSN 


Nndeotidc 
locatfoBof 

ilffol CUUuD 

for peptide 
scqucDCC 


Nucleotide 
lootioDofhisf 

CUUOD lln IBSI 

amino add of 

peptide 

scqneocc 


Amino add sequence ( X=4inknowD; *=Stop 
codoo; /=po8Mt nndeotide ddetioo; V^possible 
DDucoonc lu&ci uonj 














KIPVKAWKPSVGHCFFAPWGFPPAP 
SSLS 


TOO 


6225 


A 


753 


2 


386 




fly 


o22o 


A 

A 


754 


33 


476 




730 


6227 


A 


755 


5 


417 




fix 


6228 


A 


756 


1 


A 1 ^ 

412 






6229 


A 


757 


2 


446 




733 


6230 


A 


758 


3 


713 




734 


6231 


A 


759 


87 


236 




735 


6232 


A 


760 


181 


322 




736 


6233 


A 


761 


213 


427 




737 


6234 


A 


762 


213 


422 




738 


6235 


A 


763 


1 


732 




739 

• 


6236 


A 


764 


31 


1074 


TLILSGFTVKQVYAIDQIFSSLRLTIT 

IKMFCGDYVQGTIFPAPNFNPIMDA 

QMLGGALQGFDCDKDMLINILTQR 

CNAQRMMIAEAYQSNfYGRDUGD 

M\REQLSDHFQDVMAGLMYPPPLY 

DAHELWHAMKGVGTDENCLIEILA 

SRTNGEIFQMREAYCLQYSNNLQE 

DIYSETSGHFRDTLMNLVQGTREEG 

YSDPAMAAQDAMVLWEACQQKTG 

GHKTMLQMILCNKSYQQLRLVFQE 

FQNISGQDMVDAINECYDGYFQELL 

VAIVLCVRDKPAYFAYRLYSAIHDF 

GFHNKTVIRILIARSEIDLLTIRKRYK 

ERYGK\SLFHDIRNF\ASGHYKKSTG 

LPIC 


740 


6237 


A 


765 


613 


926 




741 


6238 


C 


766 


79 


405 


MIGGTPQMFFISGAKGQWSPSLQPP 

PRAHRSSPWAPSSKSTSGGTAALGS 

LGSKDYFPRTGDGWELRRSDQRR 

AHLPGCPTVLRTLLPQQRGDRDLQ 

QLRHHELRSL* 


742 


6239 


A 


767 


1 


321 




743 


6240 


A 


768 


110 


431 




744 


6241 


B 


769 


756 


1533 


MREIVHIQAGQCGNQIGAKFWEPW 

KASSIELSQCRNSPSKYFRSKEHDGL 

PVTPFTRR* 


745 


6242 


A 


770 


20 


453 


GIPGSnSLFCSEKKLREVERIVKAN 

DREYNEKFQYADNRIHTSKYNILTF 

LPINLFEQFQRVANAYFLCLULQU 

PEISSLTWKniVPLVLVITMTAVKD 

ATDDMLQNEKWMNVKVGDIIKLEN 

NQFVAADLLLLSSSEPH 


746 


6243 


A 


771 


1 


1014 




747 


6244 


A 


772 


128 


2654 


LVQDHKAGEHQVGAMARLGMCSL 

TWAALIILLLPGSLEECGHISVSAPIV 

HLGDPITASCIIKQNCSHLDPEPQIL 

WRLGAELQPGGRQQRLSDGTQESII 

TLPHLNHTQAFLSCCLNWGNSLQIL 

DQVELRAGYPPAJPHNLSCLMNLTT 

SSLICQWEPGPETHLPTSFTLKSFKS 

RGNCQTQGDSILDCVPKDGQSHCCI 

PRKHLLLYQNMGIWVQAENALGTS 

MSPQLCLDPMDWKLEPPMLRTMD 

PSPEAAPPQAGCLXJLCWEPWQPGL 
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PCTAJSOl/08656 



SEQID 
NO: of 
DDdeo-tide 
scqocnce 


SEQID 
NO: of 
peptide 
scqoence 


Me 
tfao 
d 


SEQ ID NO: 
09/770,160 


Nodeotide 
locadoaof 
first codoD 
for peptide 
scqnenee 


Nodcoddc 
location of last 
codoD for last 
amioo add of 
peptide 
seqDcnce 


Amino add scqoeacc ( X»l/nkiKnro; *^top 
codoo; A=possible oodiEotidc ddetion; V^posslUe 
ondeotide insertioo) 














HINQKCELRHKPQRGEASWALVGP 

LPLEALQYELCGLLPATAYTLQIRCI 

RWPLPGHWSDWSPSLELRTTERAP 

TVRLDTWWRQRQLDPRTVQLFWK 

PVPLEEDSGRIQGYWSWRPSGQAG 

AILPLCNTTELSCTFHLPSEAQEVAL 

VAYNSAGTSRPTPWFSESRGPALT 

RLHAMARDPHSLWVGWEPPNPWP 

QGYVIEWGLGPPSASNSNKTWRME 

QNGRATGFLLKENIRPFQLYEUVTP 

LYQDTMGPSQHVYAYSQEMAPSH 

APELHLKMGKTWAQLEWVPEPPEL 

GKSPLTHYTIFWTNAQNQSFSAILN 

ASSRGFVLHGLEPASLYHIHLMAAS 

QAGATNSTVLTLMTLTPEGSELHIIL 

GLFGLLLLLTCLCGTAWLCOAPTG 

RIPSGQVSQTQLTAAWAPGCPQSW 

RSCPDPDRDSGWGRHLK*AVLSPHI 

LVCRMPSSCPALARHPSPSSQCWRR 

MKRSRCPGSPITAQRPVASPLWSRP 

MCSRGTQEQFPPSPNPSLAPAIRSFM 

GSCWAAPQAQGQGTISAVTPLSPS 

WRASPPAPSPMRTSGSRPAPWGPW 


748 


6245 


A 


773 


123 


2486 




749 


6246 


A 


774 


128 


2573 


LVQDHKAGEHQVGAMARLGNCSL 

TWAALIILLLPGSLEECGHISVSAPIV 

HLGDPITASCIIKQNCSHLDPEPQIL 

WRLGAELQPGGRQQRLSDGTQESII 

TLPHLNHTQAFLSCCLNWGNSLQIL 

DQVELRAGYPPAIPHNLSCLMNLTT 

SSLICQWEPGPETHLPTSFTLKSFKS 

RGNCQTQGDSILDCVPKDGQSHCCI 

PRKHLLLYQNMGIWVQAENALGTS 

MSPQLCLDPMDWKLEPPMLRTMD 

PSPEAAPPQAGCLQLCWEPWQPGL 

HINQKCELRHKPQRGEASWALVGP 

LPLEALQYELCGLLPATAYTLQIRCI 

RWPLPGHWSDWSPSLELRTTERAP 

TVRLDTWWRQRQLDPRTVQLFWK 

PVPLEEDSGRIQGYWSWRPSGQAG 

AILPLCN ri'HLSCTFHLPSEAQEVAL 

VAYNSAGTSRPTPWFSESRGPALT 

RLHAMARDPHSLWVGWEPPNPWP 

QGWIEWGLGPPSASNSNKTWRME 

QNGRATGFLLKENIRPFQLYEUVTP 

LYQDTMGPSQHVYAYSQEMAPSH 

APELHLKHIGKTWAQLEWVPEPPEL 

GKSPLTHYTIFWTNAQNQSFSAILN 

ASSRGFVLHGLEPASLYHIHLMAAS 

QAGATNSTVLTLMTLTPEGSELHIIL 

GLFGLLLLLTCLCGTAWLCOAPTG 

RIPSGQVSQTQLTAAWAPGCPQSW 

RRMPSSCPALARHPSPSSQCWRRM 

KRSRCPGSPITAQRPVASPLWSRPM 

CSRGTQEQFPPSPNPSLAPAIRSFMG 

SCWAAPQAQGQGTISAVTPLSPSW 

RASPPAPSPMRTSGSRPAPWGPW 


750 


6247 


A 


775 


151 


273 
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wo 01/79449 



PCTAIS01/086S6 



SEQID 
NO: of 
Duelco^idc 

SCl|1ICIICC 


SEQID 
NO: of 
peptide 
scqDcncc 


Me 
tbo 
d 


SEQID NO: 

ioUSSN 

09/770,160 


Nndeotidc 
locatioD of 
first codoD 
lor pcpnuc 
scqoence 


Nocleotide 
location of last 
codon for last 

amiOO mOa 01 

peptide 
scqnence 


Amino add seqncoce ( X==4Jiituiowo; *>^top 
codon; A=possible Dodcotidc ddctiOD; >Fpossible 
Dudeotide inscrtloD) 


751 


6248 


A 


776 


785 


920 




752 


6249 


A 


777 


332 


473 




753 


6250 


A 


778 


264 


387 




754 


6251 


A 


779 


257 


354 




755 


6252 


A 


780 


101 


290 




756 


6253 


A 


781 


21 


215 




757 


6254 


A 


782 


158 


955 


KMTSSSEQEEDEKNNQSATPRQTGP 

ATTMNSKGQYPTQPTYPVQPPGNP 

VYPQTLHLPQAPPYTDAPPAYSELY 

RPSFVHPGAATVPTMSAAFPGXASL 

YLPMAQ\SVAVGPL\GSTIPMAYYP 

VGPIYPPVGSTiVLGGKGGYDAGARF 

GAGATAGNIPPPPPGXCPPNAAQLA 

VMQGANVLVTQ\RKGNFFMGGSDG 

GYTHLVRNQGHLCAREKTSHTLQH 

FSQCNCFSHINLKLQFRHMLLGCLS 

GAQTFRHFSNLIRNHVMVAVPP 


758 


6255 


A 


783 


167 


342 




759 


6256 


A 


784 


368 


525 




760 


6257 


A 


785 


311 


487 




761 


6258 


A 


786 


148 


298 




762 


6259 


A 


787 


164 


314 




763 


6260 


A 


788 


232 


382 




764 


6261 


A 


789 


2 


390 




765 


6262 


A 


790 


3 


376 


AQKAGLGTIFIMTCSPLLLTLLIHCT 

GSWAQPVLTQPPSVSAAPGQKVnS 

CSGSGSNIGNNYVSWYQQLPDPLFH 

AHK*LLPGSRDSGLEAR*QPRQGGS 

GDHHTLQTKQQQVRGQQLPEPDA 


766 


6263 


A 


791 


2 


353 




767 


6264 


A 


792 


2 


382 




768 


6265 


A 


793 


3 


654 




769 


6266 


A 


794 


9 


885 




770 


6267 


A 


795 


1 


412 




771 

- 


6268 


A 


796 


2 


616 


WPIEIDIQCGGIPRDNLHHDLLPSPP 

HPSHCPPTOPAVSAEGRTRDQSSSM 

TCSPLLLTLLIHCTGPWAQSVLTQPP 

SVSATPGQRVnSCSGSRSNIGDNYV 

SWYKQLPGTAPQLLIYDNNKRTSGI 

PDRFSGSKSVGTSATLGITGLQTGDE 

ADYYCGTWDTILSAGVFGGWTKLT 

VLGQPKAAPSVTLFPPSSEELQANK 

AT 


772 


6269 


A 


797 


489 


715 




773 


6270 


A 


798 


20 


371 




774 


6271 


A 


799 


181 


382 




775 


6272 


A 


800 


353 


479 




776 


6273 


A 


801 


3 


368 


HEAASSSSASPFQTKIEKMVDLTQV 
MDDEVFMAFASYATIILSKMMLMS 
TATAFYILTRKVFANPQHCVTFGKG 
ENAKKYLRTDDRV*RVRRAHLNDL 
ENUPFLGIGLLYSLSGADPSTAI 


777 


6274 


A 


802 


246 


363 




778 


6275 


B 


804 


55 


366 


MGHFTEEDKATITSLWGKVNVEDA 
GGETLGRLLWYPWTQRFFDSFGN 
LSSASAIMGNPKVKAHGKKVLTSL 
GDABCHLDDLKGTFAQLPHRLVIVA 
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wo 01/79449 



PCT/USOl/08656 



SEQID 
NO: of 

scqaencc 


S£Q1D 
NO: of 

sequence 


Mc 

tho 


SEQIDNO: 
InUSSN 
09/77(1 1 60 


Nucleotide 
location of 

■■T*t dNMIIl 

for peptide 
sequence 


iNndeotHle 
llocatioD of last 

ICOCIOD Im llSt 

laminoBcidQf 
1 peptide 
(seqoeoce 


Amino acid sequence ( X^'UnkDOwn; *^top 1 
codon; A=possit»Ic nucleotide ddetioii; V=possib)e 
nucleoiioc Insertioa) 1 














LSSSVK* 


779 


6276 


A 


805 


129 


409 




780 


6277 


A 


806 


24 


253 




781 


6278 


A 


807 


32 


433 




782 


6279 


A 


808 


15 


468 




783 


6280 


A 


809 


25 


1404 


APSPDAMGHFTEEDKATITSLWGK 

VNVEDAGGETLGRLLWYPWTQRF 

FDSFGNLSSAXSAIMGNPKVKAHGK 

KVLTSLGDA1KHL\DDLKGTF\AQLE 

♦TCTCDKLVHVVDPENFKLLGXNVLV 

TVa.\AIHF\GKEFTPE\VQSFLGRKMV 

TGVASALSFPDYH 


784 


6281 


A 


810 


113 


387 




785 


6282 


A 


811 


1330 


1465 


SECCGLSRPGHWPHFI*WLPSiyCLI 

DVPT*QRKGGLVRNWVLPG*NLWE 

LLP/ALAGSGEGHLKNMTGSKLSRM 

PNRISDSESE/GVNTARIHGEMFWR 

GDNWACTCCRGARSLSAADSADPA 

TGLTSFPLASASSSATRASIPKRCLN 

SWFSTTRP 1 


786 

• 


6283 


B 


812 


17 


718 


MVWAAAPNPADGTPKVLLLSGQP 

ASAAGAPAGQALPLMVPAQRGASP 

EAASGGLPQARKRQRLTOLSPEVPS 

LPRKLKNRVAAQTARDRKKARMSE 

LEQQVNQKLLLENQLLREKTHGLV 

VENQELRQRLGMDALVAEDFCLLQ 

SDILLGILDNLDPVMFFKCPSPEPAS 

LEELPEVYPEGPSSLPASLSLSVGTS 

SAKLEAINELIRFDHIYTKPLVLEIPS 
DTG* 


787 


6284 


A 


813 


464 


714 




788 


6285 


A 


814 


349 


581 




789 


6286 


A 


815 


223 


513 


DHEEPQAREGDQSVHRPHAERTGQ 
PGMWRHPRLDECQPQELL/TKHSTS 
PSQEKEVHTPHP/RPLESCWASLNR 
DPQHHSSPTTGKTSKSRENKEnSQ | 


790 


^87 


A 


816 


384 


464 


PLPQLLRFAQPKPEAHLTPARPQPK 

RTCHGLTCRRGVSPGWRRDGWPRT 

HRSAGATRRPIQETASPVPQPEAAPP 

HRARGSGKMRDGKPGAGNTERRD 

PQSRTVGLNKKNSTPHQSPQPPADV 

♦TSAGG 1 


791 


6288 


A 


817 


1 


255 


IVMGHSMLPHF*IW\SPPPGRAAARL 
APLSGAGHSGPRLAPWT*AGQLQT 
QSLVR\P*PELGKSELSAPSLVIGSW 
MDM*PKPGQ 


792 


6289 


B 


818 


191 


1072 


MWRSCLRLRXRGTPSPESAGGWPQ 

RFYESGANHPVSSPGLRPADRKEEV 

LFRMFSIHTGEALAIAVATEWDSQQ 

DTOYYTMHLTTLCNTSLDNPTQRN 

KDQLIRAAVKFLDTDTICYRVEEPE 

TLVELQRNEWDPIIEWAEKRYGVEI 

SSSTSIMGPSIPAKTREVLVSHLASY 

NTWALQGIDGSRPCCCSRLEEEYQI 

PEVGGNIEWAHDYELQELRARTAA 

GTLFIHLCSESTTVKHKLLKE* 


793 


6290 


A 


819 


1518 


1891 
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wo 01/79449 



PCTAJSOl/08656 



SEQID 
NO: of 
Dodeo-tidc 
sequence 


SCQID 
NO. of 
peptide 
sequence 


Me 
tbo 
d 


S£Q ID NO: 
09/770,1(0 


Nucleotide 
locatiooof 
first codon 
for peptide 
sequence 


Nodeoddc 
locatiOD of last 
codoo for last 
■mlBo seid of 
peptide 
scqoeocc 


Amino acid scqaence ( X^UdIuowd; *::$top 
codon; /=possible ■odcotide deletion; V^possible 
Bodeotide insertioo) 


794 


6291 


A 


820 


217 


491 




795 


6292 


A 


821 


1789 


2411 


KTYWRKKVEKVWSNR\LVTSPaC 

IVTSTYGWTANMGENH*KLQALKE 

TTSTMG/YYMASQRKHRGIKPLTLSI 

IEYLKAKRPEGLIRTDKS\VKDL\VIL 

LY\ETALLSSGFQSWKIPRHHA*QVS 

YRMIKL\GLGIDEDGPYLLDDTSA\A 

VNLKELPPVLEGDDDTFTHGKEVGLl 

LLGLRGWnnLPVSVLYNSSDNIFFQG 

CFPLFLVNI 


796 


6293 


A 


822 


592 


1122 




797 


6294 


A 


823 


24 


452 


APSPDAMG/HSLWGKVNVEDAGGE 

TLGRLLWYPWTQRFFDSFGNLSSA 

SAIMGNPKVKAHGKKVLTSLGDAI 

KHLDDLKGTFAQLSELHCDKLHVD 

PENFKLLGNVLVTVLAIHFGKEFTP 

EVQASWQKMVTGVASALSSRYH 


79S 


6295 


A 


£24 


38 


531 


APSPDAXMGHFTEEDKAXmSLWGK 

VNVEVDAGGETLGRLLWYPWTQR 

FFD\SFGNLSSASAI\MGNP\KVKAH 

GKKVLTSLGRCHKSTWDDLKG\TF 

AQA*SELHL*QSCNVDPENFK\LLG\ 

NVLVTRFGQSHFRQKNFTPEGCRAS 

WAE/MMGDLQLASALVPSRYH 


799 


6296 


A 


825 


1 


278 




800 


6297 

■ 


A 


826 


80 


591 


RGCKREGLSMSSLIRRVISTAKAPG 

A\IGPPTVQAVLV\DRTHLHFRDQIG 

HGPLPSWTSLCPGGVAGRSLNKLL 

KNMGEIPESLPGCDFXTNVVKTTCSS 

GLDINDLQLLFNEILQTVFSRSNFPA 

RAAYPSWLLLPQKGSRI\EIEA\VAIQ 

GPLTTAFILSGDPCCWWDC 


801 


6298 


A 


827 


1 


396 




802 


6299 


A 


828 


1 


346 




803 


6300 


A 


829 


3 


720 


RGIPASRWARKAWLLCASDLLLLL 

LLLPPAG\SGRAEGSPGTP\DEFmPP 

RKKKKD1RDSNDADMARLLEH\WE 

KHDDREEGDLPEHKRPSAPVDFSKI 

DPG\KPESIIJCMTKKGK1\LMMFVT 

VSGSPTEKETEEITSLWQG\SLFNAN 

YDVQRFIVGSDRAIFMLRDGSYAW 

EIKDFLVGQDRCADVTLEGQVYPG 

KGGGSKEKKKTICQDKGKKKKEGD 

LKSRSSKEENRAGNKREDL 


804 


6301 


A 


830 


349 


567 




805 


6302 


A 


831 


1098 


1684 




806 


6303 


A 


832 


2 


441 


PCRNSRVENFVSMWVCSTLWRVRT 

P\PGSG/GGLLPASGCHGPAASSYSA 

SAEPARVRALVYGHHGDPAKWET 

VIPGHTWQLRNVA*PTLRR*FERNT 

HSSLDD^4N1SVWLCA*\LKNLELAA 

\aiGSDVRVKJVllJWa>INPSDINMIQG 


807 


6304 


A 


833 

• 


3 


421 


ASMWVCSTLWRVRTP\PGSG/GGLL 

PASGCHGPAASSYSASAEPARVRAL 

VYGHHGDPAKWEGITRELFQRFP 

WIFLQLITAVISSASTVLKNLELAAV 

RGSDVRVKMLAAPINPSDINMIQGN 
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wo 01/79449 PCTAJS01/086S6 



SEQID 
NO: of 
DDclco-tide 
sequence 


SEQlD 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SEQIDNO: 

inUSSN 

09/770.160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


NodeotSde 
location of last 
codoD for last 
amino add of 
peptide 
sequence 


Amino add sequence ( X=Unknown; *^=5top 
codon; A=possible oodeotide ddction;V'po8Sible 
nndeottde insertion) 














YGFLPELPAVGGNEGV 


808 


6305 


A 


834 


2 


611 


ILQLGRGRAVRVCSTLWRVRTpyPVG 

SGG/GLLPASGCHGPAASSYSASAEP 

ARVRALVYGHHGDPAKWELKNL 

ELAAVRGSDVRVKMLAAPINPSDIN 

MIQGNYGLLPELPAVGGNEGVAQV 

GAEGSNVTGLKPGNWVWAXNAGL 

RTWRNRG*VHPKEALIQVPSDIPLQ 

SAATLGVNPCTAYRMLMDFEQLQP 

GDSVIQNAS 


809 


6306 


A 


835 


159 


312 




810 


6307 


A 


836 


637 


974 


• 


811 


6308 


A 


837 


240 


419 




812 


6309 


A 


838 


20 


283 




813 


6310 


A 


839 


508 


715 


1PGNFEPSRLGRG*KTQACSPSLLWE 
FWLTQYLPALGAG\HILKNFTTFPVI\ 

SCVSKLSTLFGGKMPEN 


814 


6311 


A 


840 


3 


362 




815 


6312 


A 


841 


7 


479 


GAIMGVDIAINKDRRVRRKEPKSQD 

lYLRLLVKLYRFLARRTNSTFNQW 

LKRLFMSRTNRPPLSLSRMIRKMKL 

PGRENKTAVWGTITDDVRVQEVP 

KLKVCALRVTSRARSRILRAGGKIL 

TFDQLALD/SPYVRSKGRKFERARG 

RRASRGYKN 


816 


6313 


A 


842 


2 


723 


CAVNSAEQRGAIMVSGHLFITKDRK 

VR\RKEP\KSQDIYLRLLVKLYRFLA 

RRTNSTFNQWLKRXLFMSPHQPGP 

PLSLS\RMIPED*SFPGPGKQRRAVV 

VG\TITD\DVRVQE\VPKTERVCCTC 

AVDQAGAPQAAILXRAGGQDSFTFR 

PSLALGTSPKGLVGTCSWLFRFPRQ 

RGPRRWYPAIFGKGPQGTPAQATP 

KPYV\RSKGPKFERARG\RRAS\RGY 

KKL-TLDPTLLLKKFLPDKKK 


817 


6314 


A 


843 


1221 


2238 


EPLIVCVCFFCLCPPLFFFSFLGSAEK 

AVLEQFGFPLTGTEARCYTNHALSY 

DQAKRVP\RWVL\EHIFQKAR*\MG 

DADRKHCKFKPDPNIPTTFSAFNEN 

YVGSGWSRGHMAPAGNNKFSSKA 

MAETFYLSNIVPQDFDNNSGYWNRI 

EMYCRELTERFEDVWWSGPLTLP 

QTRGDGKKIVSYQVIGEDNVAVPS 

HLYKVILARRSSVSTEPLALGAFW 

PNEAIGFQPQLTEFQVSLQDLEKLS 

VLVFFPHLDRTSDIRNICSVDTCKLL 

DFQEFTLYLSTRKIEGARSVLRLEKI 

MENLKNAEIEPDDYFMSRYEKKLE 

ELKAKEQSGTQIRKPS 


818 


6315 


A 


844 


1 


306 




819 


6316 


A 


845 


216 


339 




820 


6317 


A 


846 


425 


553 




821 


6318 


A 


847 


190 


334 




822 


6319 


A 


848 


241 


435 




823 


6320 


C 


849 


280 


450 


MLEKNWCPSLQVPIILNWAQPOjKI 

LTECCTLGYSLIQGDFWTFIRKHAR 

TRLVKR* 
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wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: of 
DDdco-tiitc 


SEQID 
NO: of 
peptide 


Me 
tfao 
d 


SEQIONO: 

ioUSSN 

09/770,160 


Nadeotide 
ioeition of 
first codoo 

lur pcpouc 

seqncQcc 


Nodeotide 
locatioo of last 
eodoD for last 
AiDino acio CI 
peptide 
sequence 


Amino add seqoencc ( XetiDknown; *^fDp 
codon; A=possiblc Dodeotide ddetion; V^possible 
DDdcotide ioscrtioa) 

■ 


S24 


6321 


A 


850 


1 


301 




825 


6322 


A 


851 


2 


3484 




826 


6323 


B 


852 


225 


326 


MAFKDTGKTPVEPEGAIHRIRITLTS 
RKRKSFEK* 


827 


6324 


A 


853 


348 


515 


AFKDTGKTPVEVPELAIHR1\R1TLTS\ 

RNVKSLEKXVSAFVMRGGGGIGRK 
ATSFTR 


828 


6325 

- 


A 


854 


42 


529 


SARSLLHDSPHVRSRRGTKSVRKPA 

Rl^LAFKD-AGKTPVEPEVXAIHNRI 

RITPNKAANVK\SLEKVVCLTLIRRA 

QKEKNFQS*KGPVS/RLPYPRFLRIH 

FQGKTPCGLKVFKDVGVRFPRWRl 

HK\RLI\DLHSPS\E1VKQITFHQYLSP 

GVEVEVHHLQML 


829 


6326 


A 


855 


14 


345 




830 


6327 


A 


856 


1 


396 




831 


6328 


A 


857 


3 


718 


RGIPASRWARKAVVLLCASDLLLLL 

LLLPPAGVSGRAEGSPGTPVDEFTPPP 

RKKKKDIRDSNDADMARLLEHVWE 

KHDDIVEEGDLPEHKRPSAPVDFSKI 

DPSKPESILKMTraCGKTNLMMFVTV 

SGSPTEKETEE1TSLWQG\SLFNANY 

DVQRFTVGSDRAIFMLRDGSYAWEI 

KDFLVGQDRCADVTLEGQVYPGKG 

GGSKEKNKTKQDKGKKKKEGDLK 

SRSSKEENRAGNKREDL 


832 


6329 


A 


858 


80 


349 




833 


6330 


A 


859 


504 


738 




834 


6331 


A 


860 


24 


452 


APSPDAMG/HSLWGKVNVEDAGGE 

TLGRLLVVYPWTQRFFDSFGNLSSA 

SAIMGNPKVKAHGKKVLTSLGDAI 

KHLDDLKGTFAQLSELHCDKLHVD 

PENFKLLGim,VTVLAIHFGKEFTP 

EVQASWQKMVTGVASALSSRYH 


835 


6332 


A 


861 


38 


608 


APSPDAVMGHFTEEDKA'iTl'SLWGKX 

VNVEJ>AGGETLGRLLVVYPWTQR 

FFD\SFGNLSSASAI\MGNP\KVKAH 

GKKVLTSLGDAIKHLDDLKGXTFAQ 

L\SELH\CDK\LHVDPENFKLLGEML 

LVTWLAIPFRAKEFTPEGCRASWQ 

KQKMAEDGDLQWPSGPVPPDTTEA 

SWPMNSEAFKDKAFILASNYK 


836 


6333 


A 


863 


727 


1089 




837 


6334 


A 


864 


432 


742 




838 


6335 


A 


865 


184 


352 




839 


6336 


A 


866 


204 


394 




840 


6337 


A 


867 


1 


2286 

» 


MDLLGRVGSDWALQSSCLTDPELW 

GWEGTPRFLAAAAQGFGGPVLKAQ 

ACSLGAGIAPTELPRPVRWSLLFLA 

VRSNYQALWPQSPAGLPLVPQPETP 

RGANIPS VPWHAGDDRG WHMTV 

EQKFGLFSAEIKEADPLAASEASQP 

KPCPPEVTPHYIWIDVRACSPTECAV 

GCSTWGARTVPGVGVAEPKAFGKL 

GQSAQNPSSAVSAGPRFLVQRFEIA 

KYCSSDQVEIFSSLLQRSMSLNIGRA 

KGSMNRHVAAIGPRFKLLTLGLSLL 



236 



wo 01/79449 PCT/US01/086S6 



SEQID 
NO: of 
nndco-tide 
scqoencc 


SEQID 
NO: of 
peptide 
seqaeoce 


Me 
tbo 
d 


SEQID NO: 

ioUSSN 

097770,160 


Nucleotide 
locatioD of 
first codoo 
for peptide 
seqaeoce 


Nucleotide 
locatioDof last 
codoo for last 
amino add of 
peptide 
seqnencc 


Amino add seqoeiice ( X^Unknown; *=Stop 
codoo; /^possible nttcleotide ddctioa; V=possible 
Dttdeotide insertSoo) 














HADYVPNATTRNVLREIOYSTAFDY 

FSCPPia''KlX^EKRIjyEDISIMIKFW 

TAMFSDKKYLTASQLVPPADIGDLL 

EQLVEENTGSLSGPAKDFYQREFDF 

FNKTTNVSAIIKPYPKGDERKKACLS 

ALSEVTVQPGCSLPSNPEAIVLDVD 

YKSGTPMQSAAKAPYLAKFKVKRC 

GVSELEKEGLRCRSDSEDECSTQEA 

DGQKISWQAAIFKLGDDCRQDMLA 

LQIIDLFKNIFQLVGLDLFVFPYRW 

ATAPGCGVIECIPDCTSRDQLGRQT 

DFGMYDYKl'KQYGDESTLAFQQAR 

YNFIRSMAAYSLLLFLLQIKDRHNG 

NIMLDKKGHUHIDFGFMFESSPGGN 

LGWEPDIKLTDEMVMIMGGKMEA 

TPFKWFMEMCVRGYLAVRPCLGST 

GDRVQQIESCLGDVQDVAGEANYM 

DVWSLVTIMLDTGLPCFRG/QIKFL 

KHRFSPNMTEREAANFIMKVIQSCF 

LSNRSRTYNMIQYYQNDIPY 


S41 


6338 


A 


868 


3 


164 




842 


6339 


A 


869 


1 


5340 




843 


6340 


A 


870 


649 


1028 




844 


6341 


B 


871 


1 


5823 


MCPVDFHGIFQLDERRRDAVIALGI 

FLIESDLQHKDCWPYLLRLLKGLP 

KVYWVEESTARKGRGALPVAESFS 

FCLVTLLSDVAYRDPSLRDEILEVLL 

QVLHVLLGMCQALEIQDKEYLCKY 

AIPCLIGISRAFGRYSNMEESLLSKL 

FPKIPPHSLRVLEELEGVRRRSFNDF 

RSILPSNLLTVCQEGTLKRKTSSVSS 

ISQVSPERGMPPPSSPGGSAFHYFEA 

SCLPDGTALEPEYYFSTISSSFSVSPL 

FNGVTYKEFNIPLEMLRELLNLVKK 

IVEEAVLKSLDAIVASVMEANPSAD 

LYYTSFSDPLYLTMFKMLRDTLYY 

Mia>lJPTSFVKEIHDFVLEQFNTSQG 

ELQKILHDADRIHNELSPLKLRCQA 

SAACVDLMVWAVKDEQGAENLCI 

KLSEKLQSKTSSKVnAHLPLLlCCL 

QGLGRLCERFPVWHSVTPSLRDFL 

VIPSPVLVKLYKYHSQYHTVAGNDI 

KISVTNEHSESTLNVMSGKKSQPSM 

YEQLRDIAIDNICRCLKAGLTVDPVI 

VEAFLASLSNRLYISQESDKDAHLIP 

DHTIRALGHIAVALRDTPKVMEPIL 

QILQQKFCQPPSPLDVLIIDQLGCLVI 

TGNQYIYQEVWNLFQQISVKASSV 

VYSATKDYKDHGYRHCSLAVINAL 

ANIAANIQDEHLVDELLMNLLELFV 

QLGLEGKRASERASEKGPALKASSS 

AGNLGVLIPVIAVLTRRLPPIKEAKP 

RLQKLFRDFWLYSVLMGFAVEGSG 

LWPEEWYEGVCEIATKSPLLTFPSK 

EPLRSVLQYNSAMKNDTVTPAELSE 

LRSTUNLLDPPPEVSALINKLDFAM 

STYLLSVYRLEYMRVLRSTDPDRFQ 

VMFCYFEDKAIQKDKSGMMQCVIA 



237 



wo 01/79449 



PCT/USOl/08656 



SEQID 
NO: of 
nndciMide 
seqncoct 


SEQIO 
NO: of 
peptide 
scqocacc 


Me 
tbo 
d 


SEQID NO: 

mUSSN 

09/770460 


Nucleotide 
locatioD of 
fiistcodon 
for peptide 
scqneDCe 


Nucleotide 
locatioo of last 
codOD for last 
amino acid of 
peptide 
seqocBce 


Amino add scqnenee ( XMUnknowo; *=Stop 
codon; A^^possible nucleotide ddetioo; \=possible 
oodeotide inscrtioo) 








• 

• 






VADKVFDAFLNMMADKAKTKENB 

EELERHAQFLLVNFNHIHKRIRRVA 

DKYLSGLVDKFPHLLWSGTVLKTM 

LDILQTLSLSLSADIHKDQPYYDIPD 

AFYRTTVPDTYEARESIVKDFAARC 

GMILQEAMKWAPTVTKSHLQEYLN 

KHQNWVSGLSQHTGLAMATESILH 

FAGYNKQNTTLGATQLSERPACVK 

KDYSNFMASLNLRNRYAGEVYGMI 

RFSGTTGQMSDLNKMMVQDLHSA 

LDRSHPQHYTQAMFKLTAMLISSK 

DCDPQLLHHLCWGPLRMFNEHGM 

ETALACWEWLLAGKDGVEVPFMR 

EMAGAWHMTVEQKFGLFSAEIKEA 

DPLAASEASQPKPCPPEVTPHYIWID 

FLVQRFEIAKYCSSDQVEEFSSLLQR 

SMSLNIGGAKGSMNRHVAAIGPRF 

KLLTLGLSLLHADVA^ATIRNVLR 

EKIYSTAFDYFSCPPKFPTQGEKRLR 

EDISIMIKFWTAMFSDKKYLTASQL 

VPPDNQDTRSNLDITVGSRQQATQG 

WINTYPLSSGMSTISKKSGMSiCKTN 

RGSQLHKYYMKRRTLLLSLLATEIE 

RLITWYNPLSAPELELDQAGENSVA 

NWRSKYISLSEKQWKDNVNLAWSI 

SPYLAVQLPARFKNTEAIGNEVTRL 

VRLDPGAVSDVPEAKFLVTWHTID 

ADAPELSHVLCWAPTDPPTGLSYFS 

SMYPPHPLTAQYGVKVLRSFPPDAI 

LFYIPQIVQALRYDKMGYVREYILW 

AASKSQLLAHQFIWNMKTNIYLDE 

EGHQKDPDIGDLLDQLVEEITGSLS 

GPAKDFYQREFDFFNKITNVSAIIKP 

YPKGDERKKACLSALSEVKVQPGC 

YLPSNPEAIVLDIDYKSGTPMQSAA 

KAPYLAKFKVKRCGVSELEKEGLR 

CRSDSEDECSTQEADGQKISWQAAI 

FKVGDDCRQDMLALQUDLFKNIFQ 

LVGLDLFVFPYRWATAPGCGAIEC 

IPDCTSRDQLGRQIDFGMYDYKI R 

QYGDESTLAFQQARYNFIRSMAAY 

SLLLFLLQSKDRHNGNIMLDKKGHI 

IHIDFGFMFESSPGGNLGWEPRHQA 

DG* 


845 


6342 


A 


872 


1 


337 




846 


6343 


A 


873 


1 


337 




847 


6344 


A 


874 


838 


929 




848 


6345 


A 


875 


21 


338 




849 


6346 


A 


876 


2 


424 




850 


6347 


A 


877 


3 


452 




851 


6348 

• 


A 


878 


3 


604 


PTLLVPTDSERTHPWLLSPADK\TN 

VKA\AWGKVGAHAGEYGAEALER 

MFLSFPTTKTYFPHFDLSHG\SAQV\ 

KGHG\KKVADALTNAVAHV\DDMP 

N\ALSALSDLHAHKL\RVGPGSTFKL 

LK/HTCLAGEPWAAHLP\AEFQPLA 

VATSSLGTKFPGLLVEAPLLTFQIPV 

KAGSLGWPLFFCPLGLPPSPSSPFLH 
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wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: of 
nndco-tidc 
sequence 


SEQID 
NO; of 
peptide 


Me 
tbo 
d 


S£Q ID NO: 

ioUSSN 

09/770460 


Nadcotide 
locatfoo of 
first codoD 
for peptide 
seqDence 


Nucleotide 
location of last 
codou for last 
amino add of 
peptide 
sequence 


Amino add sequence ( X=Unknown; *=Stop 
codon; Anpossibic oudeotide ddetion; ^ppossiUc 
nodeotide Insertion) 














PYPRGL 


852 


6349 


A 


879 


2 


416 


EGKPRTSGAEHRSCRGKASMSPNF 

KLQCHFILIFLTALRGESRYLELREA 

ADYDPFLLFSANLKRELAGEQPYRR 

ALRCLDMLSLQGQFTFTDDRPQLH 

CAGFFISEPyEESLPFHY\DQ*SIDGK 

AGNFLKVLMGRIL 


853 


6350 


A 


880 


1 


187 




854 


6351 


A 


881 


2 


1099 


PRVRGRVGEGVGRKAQDLRSRQHS" 

SCRGKASMSPNFKLQCHFILIFLTAL 

RGESRYLELREAADYDPFLLFSANL 

KRDVAGEQPYRRALRCLDMLSLQG 

QFTFTADRPQLHCAAFFISEPEEFTn 

HYDQVSIGLSKGGDF/LWKVFDGWI 

LKGEKFP\SSQ\DHPLPSAERY1DF\C 

ESGLSRRSIRSSQNVXAMIFFRVHEP 

GNGISHLTIKTDPNLFSFAMFISSEFQ 

MGKFNLG*FPHQHRNCSFSHYPV\VI 

KISDLYPGGHVNGSFS*RKSS\AGCE 

GIGDFVELLGGTGLDPSKMTPLADL 

CYPFHGPAQMKVGCDNTVV\RMVS 

SGKHVNRVDFLRIVQLEAVTSWEN 

PNGVNSIGEFOLSGL 


855 

% 


6352 


A 


882 


2 


645 


HGIQAHGQIPSYKTIGGRDDSFHTFF" 
SETGAGKHWR1XL*NWKPTVN!DE 
VRTGTYCQLFHLEQFITARKIAANN 
YARGHYTIGKEIIDLVLDRIRKLAD 

QCTGLQGFLVFHSFGGGTGSGFTSL 

LMERLSVDYGKKSKLEFSIYPAPQV 

STAWEPYNSILTTHTTLEHSDCAF 

MEEGEFSEAREDMAALEKDYEEVG 

VDSVEGEGEEEGEEY 


856 


6353 


A 


883 


90 


1657 


EATTSPLRLRHQLGSREAATMRECI 

SIHVGQAGVQIGNACWELYCLEHGI 

QPDGQMPK*PKPLGEGDDSFNTFFS 

ETGAGKHVPRAVFVDLEFTVIDEVR 

TGNTYRQLFHPEQLITGKEDAANNY 

ARGN\YnGKEIIDLVLDRIRKLA\DQ 

CTG\LQGFLVFHS\FGGG\TGSGFTS\ 

llmxerlsvdywqespslefsiypaa 

prfpqpwep\yn\silptqhppwehs 

dcanfmwdneaiydicrrnldierp 

tytnlnruvsqivssitaslrfdgal 

nvdlt\efqtnlg\pyppihfpl\aty 

apchlc*rkfiheqlfcsqrspkcf 

afeptnpdg*ngdpr\hg»ihwlac 

lllp/rgdwpkrcqmlpiahpskp 

krsviqfvdwcp\tgfkv\ginyqpp\ 

twpggdlankvtreavcmlskhh 

SPFAEAWARPGPTSFDLMLCQACPF 

VHWYLG\EGMEEGEFSK\ARKDMA 

AL\RKDYEEVG\VDSVKG\EGEEEGK 

GILUHSLFGPCSMSCSQNFSFSLTDR 

R 


857 


6354 


B 


884 


46 


386 


XIRHESGSRSHSHCSTLSSIGDVAKK 
LGEMWNNTAADDKQPYEKKAAKL 
KEKYEKDIAAYRAKGKPDAAKKG 
WKAEKSKKKKEEEEDEEDEEDEE 
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PCTAJSOl/08656 



SEQID 
NO: of 
oocteo-tide 
seqnciice 


S£QID 
NO: of 
peptide 
scqacoce 


Mc 
tho 
d 


SEQ ID NO: 
) idUSSN 
09/770,160 


INodeotide 
llocatiOD of 
[first eodoo 
Ifor peptide 
Iseqoeiicc 


Noclcotide 
locatioo of last 
codoafbrlast 
imino tdd of 
peptide 
sequence 


Amino add sequence ( X^Uoknowo; ^top 
codoo; /=possible nndeotide dcletioa; >r>possiblc 
aacfcolide insertioD) 














EEEDXEDDDEEEDDDDE* 


858 


6355 


A 


885 


263 


484 




859 


6356 


A 


886 


146 


826 


TWGKGDPKKPRGKMSSYAFFVQTC 

RGGNHKKKHPDASVNFS/ESFSKKCS 

ERWKTMSA*R/EKGKFEDMAICA\D 

KARYVEREMKTYIPPQRGRQKRKFK 

DSQLHPRGPPSVAFFPLLALEYRPKI 

K\GEHRGL\SIGDVAKKLGRDVGIN 

TAAD\DKQPYEKK\AAKLKEKYEKD 

lAAYRAKGKPDAAKKGWVKAEKS 

KKKKEEEEDEEEGVDEEDEEEEEDE 

EDEEDEEEDER 


860 


6357 


A 


887 


1 


456 


RPRRPQREFTMVLSPADKTNVKAA 

WGKVGAHAGEYGAEALE/RMFI7SF 

PTTKTYFPHFDLSHGSSQVKGHGKK 

VADALTNAVGHVDDMPNALSALS 

DLHAHKLRVDPVNFKLLSHCLLVT 

LAAHLPAEFTPAVHAFLDKFLASVS 
TVLTSKYR 


861 


6358 


A 


888 


2 


435 

« 


QTQREPTMVLSPADKTNVKAAWG 
KVGAH/AGEYGAEALERMFLSFPTT 
KTYFPHFDLSHGSAQVKGHGKKVA 
DALTNA V/EHVDDMPNALSALSDL 
HAHKLRVDPVNFQAPKATGLLVDP 

GPAHFPGRVSPLRLQGFLGTKFLGF 
C 


862 

• 

■ 


6359 


A 


889 . 


1 ^ 


390 


NSARATDSERTHHGARLLPDKTNV 

KA\AWGKVGAHAGEYGAEALERM 

FLSFPTTK\TYFPHFDL\SHG\SAQ\VK 

GPTAKKVAERADQTPWRNVDDMP 

KRRCPP*SDLH\AHKL\RVDPVQLSS 

S*SHLPCW 


863 


6360 


A 


890 


2 


413 




864 


6361 


A 


891 


2 


6281 




865 


6362 


B 


892 


79 


200 


XGDYPLGDLTPTTMFF.ATSGVNESE 
MAVASGHLNSTGVLLE* 


866 


6363 


B 


893 


209 


502 


MLLMYNSSDHDVYHMAVEMQRD 
VLEQIQQFLATQLIMQTSESGISAKS 
LRGRDSTRKQDASEKDSVPMGSPA 
FFSLSLWDTSGFGWILNKIIPMTLS* 


867 


6364 


A 


894 


283 


340 




868 


6365 


B 


895 


1649 


1741 


MSFAMTLKKiCLEEEEAEVKRKATD 

AAYQARQAVKTPPRRLPTVMVRSPI 

DSASPGGDYPLGDLlVriMEEATSG 

VTPGTLPSTPVTSFPGIPDTLPPGSAP 

LEAPMTPVTDDSPQKKMLGQKATP 

PPSPLLSELLKKGSLLPTSPRLVNES 

EMAVASGHLNSTGVLLEVGGVLPM 

fflGGEIQQTPNTVAASPAASESVSQ 

ATIVMMPALPAPSSAPAVSTTESVA 

PVSQPDNCVPMEAVGDPHTVTVSM 

DSSEISMlINSnCEECFRSGVAEAPVG 

SKAPSUXjKEELDLAEKMDIAVSYT 

AVEAALSFCEENDDPQSLPGPWEHP 

IQQERDKPVPLPAPEMTVKQERLDF 

EETENKGIHELVDIREPSAEDCVEPA 

EPEPVISGAEIVAGWPATSMEPPEL 
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PCTAJS01/086S6 



rSEQlB SEQID 
NO: of NO: of 
Dodco-tidc Ipeptide 
Isrqttcnec Iseqacncc 



MeTsEQID NO: 
Id 09/77(UtiO 



INodcotidc INudeotide 
llocatioD of llocadoD of last 
first codoD Icodoo for last 
Ifor peptide lamino add of 
[scqDCBCc ipeptide 
(sequence 



869 



6366 



Al 896 



2926 



Amino add sequence ( X=Unknown; *=^top 
codoo; ^=possiblc nodeotide ddction; V=possible 
Dudeotide insertion) 



RSQDLDEELGSTAAGEILEADVAIG 
KGDETPLTNVKTEASPESMLSPSHG 
SNPffiDPLEAETQHKFEMSDSLKEES 
GTTFGSQIKDAPGEDEEEDGVSEAA 
SLEEPKEEDQGEGYLSEMDNEPPVS 
ESDIX5FSIHNATLQSHTLADSIPSSP 
ASSQFSVCSEDQEAIQAQKJWKKAI 
MLVWRAAANHRYANVFLQPGTR* 
PGSTISSGTGKHKLLSTGPTEPWSIR 
EKLCLASSVMRSGDQNWVSVSRAI 
KPFAEPGRPPDWFSQKHCASQYSEL 
LETTETPK*VQSQ\RKRGEKGEVVE 
TVEDVIVRKLTAERVEELKKVIKET 
QERYR\RLKRDAELIQAGHMDSR\L 
DELCNVDIATKKKLEEEEAEVKRKA 
TDAAYQARQAVKTPPRRLPTVNfVR 
SPIDSASPGGDYPLGDLTFTTMEEA 
TSGVTPGTLPSTPVTSFPGIPDTLPPG 
SAPLEAP^^rPVTDDSPQKKMLGQK 
ATPPPSPLLSELLKKGSLLPTSPRLV 
NESEMAVASGHLNSTGVLLEVGGV 
LPMIHGGEIQQTPNTVAASPAASGA 
PTLSRLLEAGPTQFTTPLASFTNWA 
S\KPPVKLVPPPVEFFSQATrVMMPA 
LPAPSSAPAVSTTESVAPESQPDNC 
VPMEAVGDPHTVTVSMDSSEISMU 
NSIKEKCFRSGVTEAPVGSKAPSIDG 
KEELYLAEKMEIAVSYTGEELDFET 
VGDIIAIffiDKVDDHPEVLDVAAVE 
AALSFCEENDDPQSLPGPWEHPIQQ 
ERDKPVPLPAPE\MTVKQERLDFEE 
TENKGIHELVDIREPSAEIKVEPAEP 
EPVISGAEIVAGWPATS\MEPPELR 
SQDLDEELGSTAAGEIVEADVAIGK 
GDETPLTNVKTEASPESMLSPSHGS 
NPIEDPLEAETQHKFEMSDSLKEES 
GTIFGSQIKDAPGEDEEEDGVSEAA 
SLEEPKEEDQGEGYLSEMDNEPPVS 
ESDDGFSIHNAILQSHTLADSIPSSP 
ASSQFSVCSEDQEAIQAQKJWKKAI 
MLVWRAAANHRYANVFLQ\PVTD 
DL^PGYHSIVQRPMDLSTIKKNIENG 
LIRSTAEFQRDIMLMFQNAVMYNSS 
DHDVYHM\AVEMQRDVLEQIQQFL\ 
ATQLIMQTSVESGINAKSLRGRDS\T 
RKQDASEKDSVPVMGSPAFVLLSLFD 

GGTQGTPLCPLKPDMKMKKVKPQS 

YPL 



870 



6367 



A 897 



150 



425 



VYHFLVALKIPPSLMVFPCCPSPFPS/ 
PPRLPPHPVLFPLPPSPSPSNP*VLGS 
PRGLSPPPLLG*GPPVPPKPACFCSFP 
RDPGKLRWALRG 



871 



6368 



A 898 



65 



259 



872 



6369 



A 899 



273 



962 



KRERAVSLGQSGLPAVRAGPQGGG 

CTWGADALGGTGACGACSLRSSTP 

HFLGQSERVPH*QGG\TGIFHHPEHG 

S*AKK/DPVRPPCA*QGKGVAFLPA 

EA*ySGDQGGPGAVLSP/GRDCPFPS 
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wo 01/79449 



PCT/USOl/08656 



SEQU) 
NO: of 
Dodecndde 
seqoaite 


SEQID 
NO: of 
peptide 
scqococc 


Mc 
tlio 
d 


SEQ ID NO: 

inUSSN 

09/770,160 


Nodcotide 
locatioD of 
first codoo 
for peptide 
sequciice 


Nodcotide 
location of last 
codoo for last 
amino add of 
pcpnac 
scqocncc 


Amioo add scqnence ( X^UdIuiowd; *=Stop 
codoo; A=7ossibIc oodeotide ddetioa; >FpossiMe 
Dudcotide iQsertion) 














PGP/PGNPQPLAARQGPAPGNSGSL 

WPWQEPPVDWPSEGTP\GPLLRQQL 

QSQPKNATGRERHPPQT/AKPFPSCP 

>ITVL*IPEIK*NPWGEQQSRPALGST 

QDQRICNNH 


873 


6370 


A 


900 


1 


253 


KRKVSLCHPGWSAGAPSRLTATSSS 
LV\KRFSCLSFPSSWDYRCAPHLAN 
L/CRG/RGFnVBLARLVLNS*PQMIYQ 
SRPPKVLGLQV 


874 


6371 


A 


901 


327 


638 


LGLQGSTIFHKTLKKDLLQLEKQLN 

\a4RDPGESNNSHNSQIKSFPKIYHFF 

FFGLLRN*PTNTLDRFVFGFENTHLS 

VL/QRKTISFNLVCWSHTPSINVCAI 

YQ 


875 


6372 


A 


902 


834 


1187 


RKYETCLSALEIFT*SCSAVGII*FFC 

LFLGDEVLLCCPGLFTGCHHRWNY 

SLKLLGSKRSFCLSLLSSWNYRHAP 

PSLGF*KNFKKNFE\KDLAMLVPGLV 

FNS\YP*VILLWASSNG 


876 


6373 


C 


903 


150 


364 


MSILPLQSYINMNAGNLYGQMHNN 
FPYIVKQKKQVCRTVCTVSLVYHK 
MCVYMCVCECLXXXXXXXXXXX 
X* 


877 


6374 


A 


904 


29 


372 


SYENNHSYAGWSGSRKRFTLFLQIY 
/CRY1TPLYILLYVFEQ*VYYPFKVT* 

I*MQEIYMDRCITIF/LYIVKQKKQV 

CRNSVYSITCLPQNVCGICVYVSVYI 

HTYIYIYTHTHH 


878 


6375 


A 


905 


1 


815 


MGNLGQVRRLSLWDYLLGLTHPRG 

LTTSQPGRSGLSPPAPPQQSFCMCQ 

NVTPGIMALGMSAVYFQVSGTKEQ 

PVPGHPMQSILLELWGFQVHHCVP 

GNPRPDFMEHSKDLTLSLLDHSCH 

WHGRSHSSKEYLELHRENFLLILRS 

AFFTGLLRAWPRDGISQYLLVELKN 

NMFRFLVAGSAEGAAGPPCPGPRK 

VAKKKPHLKQAPKNAGPRRWDEG 

R*GFPSQKQKEEQKKLGGA*KRKA 

RGGRGPWPTGGIKNKSGQKSKLFPW 

CLRRW 


879 


6376 


A 


910 


140 


512 


PARGEGSRLDPSQWGEPASCAKEPT 

AVPRGPGLRNRTALTGTQKPPQSRE 

GARCnGGSAPSTPPSSARRRWPGG 

HS*AGRPGRSSRQEPGCCIDRAPGP 

GLPPPASQPPGAAPLRCFTAVGPS 


880 


6377 


A 


911 


68 


675 


RSTRTVHIPLLSCAQLPGQTP*PLSP 

WWFFCTPSSQGPPEPREDQPGCAPG 

PQEAPKPAGNLPPTDSSARAASETG 

RVLPS/PPTLIFCNLPRRG/FVSVAHL 

WLMSPF1RL*EATPGPGGQSGDLGG 

LILHPGQPGHGGQGQRGAAGALQR 

GP/DTSPTPCSRAAAAGMPTA*TLTP 

♦RILPRTAPSFITPGEQLPRPGNSGR 

DG 


881 


6378 


A 


912 


3 


3492 


GGTVPQGLRTHGTGRGDTVGDDGE 

PPPQDRTLHLPQPPHPLPAPGQGAV 

PAGRGGGAAQP/AGSPTAPCGPG1\S 
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wo 01/79449 



PCTAJS0iy086S6 



S£QU> 
NO: of 
Dadco-tidc 
seqacnce 


S£Qn> 

NO: of 
pepddc 
sequence 


Me 
tbo 
d 


SEQIONO: 
09/770460 


Nadcodde 
location of 
first codoo 
for peptide 
seqocQce 


Nodeotide 
location of last 
codoo for last 
amino add of 
peptide 
sequence 


Amino add scqneocc ( X=Uoknown; *^top 
codon; A^^possibte nndeotide ddetion; ^Fposslble 
nodeotide iosertioo) 




• 










GFAEDSR£ERGHRLPG£P£VPQP*R 

LHPG/PPGC/MPDVDFSNFSGESSDF 

DGLAGTSRN/RQAPGNPRSHGDIQA 

DRVPGWGHRQPAGGAEPGKGAEG 

GAAAAVPAAAGAPGPGRDPCRGPA 

PAGG*PQPHEA»G*RTLP*GAEAEG 

RDAQPLAAL*QCAAGEGAGRLTLP 

QPAGGAVSTEAGAAASQHGFLL*A 

GIARAVPEDSQRPGVRG*GAEPPEG 

GE*ETALADFQPGGEGHSGAEPGRG 

AGEPTGAGGAHPLAAGAGRGCREA 

ARAGQTLRAAELHGPCVPLCPVLG 

REGTDPAAVPEE*DGLPTLQGEGEC 

AAGPGVRAAEGARPGVLREGQCSE 

GDFPEPGGEGLPPQAGVRADGPGL 

RAAHTASPAAGRASGCAQAG/RPGP 

GSPVHGRSSGWCGCMPSAPETTAT 

AVPRQLHRVSALVGPECHVQPRAGG 

QLPLQQPRAPQPAVPVQAGGRGLR 

GRTLVFQQLPGDPGGRPGSPAGS*G 

RRPTPGL*APRHGRPSAAGKQPAAS 

LPWKA*CLGECTSRSSPGLQRRPHA 

AEASPQDPEPGHHAGYPGGCIAGA 

DQRHRREPHGHLHPPGHPGLGGGP 

DGLAPGHPDCDG*LRSLRALVQGSP 

GGHDPGGGRGASQEGGRLLLPVCE 

GQHGRL*EATPGPGGQSGDLGGLIL 

HPGQPGHGGQGQRGAAGALQRGP 

AR/PPTPCSRAAAAGMPTA*TLTP*R 

ILPRTAPSPTTPGLSSSS*PSSRT*LSS 

AP*PASHL/PGGPQ/IAGPHRQYGQS 

QGQPSAFVL*QGPVGPQQDGGLQH 

VLLGRELPHPGALYPGAAPSTRPAP 

ACAPRAQGGWEDPERETVPPPRV*E 

VPGRVLEPGGV*GLEP\GGDIIPGGR 

GVRGPLLGEPANSCGVPHGKEHPCP 

PGRPAGQCLHPAQDGHLPHRHPRL 

CQREDGKEAQEGPTAVGHLRGAAP 

GGCEAGGGRPGPGALSIQQPGS*RL 

ERPGRPAQLCPPGHRRRAEEGATFT 

SSKN*PQARGRASPPSNASVTRF.T T 

QGRG WALPPSNAS VTFFf ,TQARGR 

ASPPSNASVTEELTQARGRASPCLH ' 

UIRI^KKDKLIJ>RNTTGSKLITSGSL 

LPISWKPAWGTGT 


882 


6379 


A 


913 


232 


485 


TRLRLTPKVCPYRWSHFDRKFLSRV 
LMRRSAQKSRDRILNVFHELNL/NS 
VLDMRPMEF*GLRAAS*PQGERRGS 
LAFIREFHHT 


883 


6380 


A 


914 


2 


1163 




884 


6381 


A 


915 


771 


1597 


GACHLRLTPKVCPYRWSHFDRKFP 

SARVL\MRRSAQKSS/RDRILNVFHE 

LXNLKDAISYVAEVAEPLALPGRGC 

SRLGHWLIQFWT*GQWSFRVSGLLP 

D/TQGERRGSLAFIRSPSTDhfVVNV 

DFTPRSSTVEASVSYLLYVAMVMQ 

LPWGRAQPRELRVTDRAWAPGLG 

VAWKRGEVQKEGVGVSSHKPSYIR 
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PCT/US01/08d56 



SEQID 
NO: of 
nnclMMide 

SCQDCSICC 


S£Qn> 

NO: of 
peptide 
seqneoce 


Me 
tbo 
d 


SEQID NO: 
inUSSN 


Nucleotide 
location of 
first codoD 
■or pepnoc 
seqaence 


Nucleotide 
locatiooirfiast 
codoo for last 
amiiio scfd cm 
peptide 
sequence 


Amino add seqoence ( X^Unknown; *=Stop 
codon; ^=possiUe nucleotide deletion; >Fpossilde 
oodeotide insertion) 














PWPDSLSAGRKVKGRGSSGLGARP 
DVFAPGPQQPVMVPMPPLLLLRPW 
APQLTASSHRRSTLPDVQMLGSPSL 
TARALERDQ 


885 


6382 


A 


916 

• 


3 


471 


DSWLWWLRQRLQQIGGISGSTSTSS 

MLSRAVCGTSRQLAPVLGYLGSRQ 

KHSLPDLPYDYGALEPHINAQIMQL 

HHSKHHAAYVNNLNVTXEEKYQEA 

IjyCGELLEAIKRDFGSFDKVKEKAL 

TAASVGGKGSCWGGLGFNKERGH 

LQIAAWPNQDP 


886 

■ 


6383 


A 


917 


54 


873 


GPRAAQERHSWLWWLRQRLQQIG 

GISGSTSTSSMLSRAVCGTSRQLAP 

VLGYLGSRQKHSL\PDLPYDYGAL\ 

EPHINAADHASLHHSKHHA/APYVN 

NLNVXTEEKYQGGLWPRGDVYSPR* 

ALQPCT*KFVNGGG\HIN\HSIF\WT\N 

PQAPNGGGETQRGSLLGSHQNVDF 

GS\FDKFK\EKLTAASVGCPKAPGW 

GW\LGFQ*GNRGH/LYQIAACPKSGI 

PLQGTTG/LLFPLLGIDVWEHALLPS 

SIKNAOCPDYLKAIWNVIVNWENVTE 

RYMACKK 


887 


6384 


A 


918 


24 


452 


APSPDAMG/HSLWGKVNVEDAGGE 

TLGRLLWYPWTQRFFDSFGNLSSA 

SAIMGNPKVKAHGKKVLTSLGDAI 

KHLDDLKGTFAQLSELHCDKLHVD 

PENFKLLGNVLVTVLAIHFGKEFTP 

EVQASWQKMVTGVASALSSRYH 


888 


6385 


A 


919 


41 


601 


APSPRRPWGHFTEEDQGLLSTSLWG 

KWKCGKNAGRKKPLGKAPLWL/H 

PWDPKRSFEQALGNPVPLPSAMMG 

NPPKSRAHGK\KVLTVSLGEMPIKHP 

G*SSKGTFAQA*SELH\CDK\LHVDP 

ENFK\LLG\NVLAmVL\AIPFSAKEFT 

PGGCRASWAERWVTWSWPVPCSS 

RIPLSSLAHDCRAFQG 


889 


6386 

w 


A 


920 


14682 


14931 


EIGPGPRPLPSPLP*ATSTSVLAASGR 

PERTR\HAGIKIVLEDIFTLWRQVET 

KVRAKIRKMKVTTKVNRHDKINGK 

RKTAKEQSPLLQESLFATGDVSHNL 

UlALDVGLLANI^AL/^DISNNKI 

STLEEGIFANLFNLSEINLSGNPFEC 

DCGLAWLPRWAEEQQVRWQPEA 

ATCAGPGSLAGQPLLGIPLLDSGCG 

EEYVACLPDNSSGTVAAVSFSAAHE 

GLLQPEACSAFCFSTGQGLAALSEQ 

GWCLCGSAQPSSASFACLSLCSGPP 

PPPAPTCRGPTLLQHVFPASPGATUL 

AAFHIAAPLPVTATRWDFGDGSPEV 

DAAGPAASHRYVLPGRYHVMAVL 

ALG AGSALLGTO VQ VEAAPAA T .Fl . 

VCPSSVQSDESLDLSIQNRVGSGLE 

AAYSIVALGEEPARAVHPLCPSDTEI 

FSGNGHCYRLWEKAAWLQAQEQ 

CRAWAGATLAMVDSPAVQRFLVS 

RVTRSLDMWIGFSTVQGVEVGPAP 

QGEAFSLESCQNWLPGEPHPATAEH 



244 



wo 0in9U9 PCTAJS01/086S6 



S£QU> 
NO: or 
BBdco-tide 
scqneocc 


SEQID 
NO: or 
peptide 
scqneoce 


Me 
tho 
d 


SEQID NO: 

ioUSSN 

09/nD,]60 


Nadcoddc 
locatiooor 
first codoD 
ror pcpdde 
seqocnce 


Nnclcotide 
location or last 
codoo ror last 
omlnoaddor 
peptide 
scqneoce 


Amino add scqneoce ( X^Uoknowo; *=^top 
codoo; A=<possil)ie nndeotide ddctiim; V^possible 
Doclcotide ioscrtioo) 








• 

* 




• 


CVRLGPTGWCNTDLCSALHSYVCE 

LRPGGPVQDAENLLVGAPSGDLQG 

PLMPLARQYGLSAPHEPVEVMVFP 

GLRLSREAFLTTAEFGTQELRRPAQ 

LRLQVYRLLSTAGTPENGSEPESRSP 

DNRTQLAPACMPGGRWCPGANICL 

PLDASCHPRPAPMAARQGPGLLGA 

PYALWREFLFSVPAGPPAQYSVTLH 

GQDVLMLPGDLVGLQHDAGPGALP 

HCSPAPGHPGPQAPYLSANASSWLP 

HLPAQLEGTWACPACALRLLAATE 

QLTVLLGLRPNPGLRLPGRYEVRAE 

VGNGVSRHNLSCSFDWSPVAGLR 

VIYPAPRDGRLYVPTNGSASVLQVD 

SGASATATARWPGGSVSARFENAC 

PALVATFVPGCPWETNDTLFSWAL 

PWLGEGEHVMDVWENSASRANLS 

LRVTAEEPICGLRATPSPEARVLQG 

VPVRYSPWEAGSDMVFRWnNDK 

QSLTFQNWFNVIYQSAAVFKLSLT 

ASNHVSNVTVNYNITVERMNRMQ 

GLRVSTVPAVLSPNATLALTAGVLV 

DSAVEVAFLWTFGDGEQALHQFQP 

PYNESFPVPDPSVAQVLVEHNVTHT 

YAAPGEYVLTVLASNAFENRTQQV 

PVSAHUSLPSEAVGVSDGVLVAGRP 

VTFYPHLLPSPGGVLYTWDFGDGSP 

VLTQSQPAANHTYPSRGIYHVRLEV 

NNTVSGAAAQADVRVFEELRGLSV 

DMSLAVEQGAPVWSAAVQTGDNI 

TWTFDMGDGTVLSGPEATVEHVYL 

RAQNCTVTVGAASPAGHLARSLHV 

LVFVLEVLRVEPAACIPTQPDARLT 

AYVTGNPARYLFDWTFGDGSSNTT 

MRGCPTVTHNKIKSGTFPLALVLSS 

RVNRARYFTSICVEPEVGNVTLQPE 

RQFVQLGDEARLVACAWPPFPYRY 

TWDFGTEEAVPARVGGPEVTFIYRD 

PGSYLVTVTASNNISAANDSALVEV 

QEPMLVTSIKVNGSLGLELHYLWD 

LGDGGRLEGPEVTHAYNSTGDFTV 

RVAGCNEVSRSEAWLNVTVKRRVR 

GLIVNASCTWPLNGSMSFSTSLEA 

GSDVRYSWVLCDRCTPISGAENEV 

GSAQDSIFVYVLQLIEGLQWGGGR 

YFPTNHTVQLQAVVRDGTNIYSWT 

AWRDRGPALAGSGKGFSLTALEAG 

TYHVQLRATNMLGSAWADCTVDF 

VEPVGWLMVAASPNPAAVNTSVTL 

SAELAGGSGWYTWSLEEGLSWET 

PEPFTTHSFF I'PGLHLVTMTAGNPL 

GSANATVEVDVQVPVSGLSIRASEP 

GGSFVAAGSSVPFWGQLATGTNVS 

WCWAVPGGSSKRGPHVTMVFPDA 

GTFNIRLNASNAVSWVSATYNLTV 

EEPIVGLVLWASSKWAPGQLVHF 

QILLAAGSAV I'FRRQVGGASPEVLP 

GPRFSHSFPRIGDHWSVQSKNHVS 
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PCTAJSOl/08656 



ISEQID 
NO: of 
Inndco-tide 
IscqoeDce 


SEQID 
NChof 
peptide 
sequence 


Mc 
tfao 
d 


SEQID NO: 
» mUSSN 
09/nO,I60 


Nodcotide 
locatfoo 0 
lintcodon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino add of 
peptide 
seqoeoce 


Amino add scqncncc ( X'=UDknomi; *<^top 
codon; A=possible nncleotide ddetion; \=possible 
nndeotide insertioo) 














WAQAQVRIWLEAVSGLQVPNCCE 

PGIAMGTERNFTARVQRGSRVAYA 

WYFSLQKVRGDSLFILSGRDVTYTP 

WPRGCWRSSENRTLVLEVQDAVQ 

YVALRSGPCFTNRLAQFEAATSPSP 

RRVAYHWDFGDGSPGQDTDKPRA 

BHSYLRPGDYRVQVNASNLVSFFV 

AQATVTVQVLACREPEVDWLPLQ 

VLMRRSQRNCLDAYVDLRDCVTY 

QTEYRWEVYRTASCQRPGCPARVA 

LPGVDVSRPQLVLPRLALPVGHYCF 

VFVVSFGDTPLARSIQANVTVAPER 

LVPITEGGSYRVWSDTQDLVLDGSE 

SYDPNLEDGDQTPLSFQWACVAST 

QREAGGCALNFGPRGSSTVTIPRER 

LAAGVEYTFSLTVWKAGRKEEATN 

QTCWWRPRALPSLFLMQILCNTTA 

CFSFASFQTCHSSTYSLQATYALVT 

KATQSPSNTNRSSWLQYTRTHTPVS 

SALCMPFRRPGWKVANRMSILGGG 

WHDAEDAGAPLVYALLLQRCCQG 

HCKEFCVYKSSLSGYGAVLPPGFRP 

HFEVGLAVWQDQLGAAWALNR 

SLAITLPEPNGSAMGLTVWLHRLTA 

SVLPGLLRQADPQHVIEYSLALVTV 

LNEGPSRELVCRSCLKQTLHKLEA 

MMRILQAErrAGTVTPTAIGDSILNI 

TGDLIHLASSDVRAPQRSELGAESP 

LRMVASQAYNLTSALMRILTRSRV 

LNEEPAFSRAPANLSDWQLVFLVD 

SNPFLFGYISNYTVSTKVASMAFQr 

QAGAQIPIERLASERATTVKVPNNSD 

WAARGHRSSANSVWQPQASVGA 

WTLDSSNPVAVLHLQLNYTLLDG 

RYLSEEPEPYLAVYLHSEPRPNERN 

CSASRRlRPESLQGADHRPYTFnSP 

GTRDPVGSYRLNLSSHFRWSALEVS 

VGLYTSLCQYFSEEDWWRTEGLL 

PLEETSPRQAVCLTRHLTAFGASLF 

MPPSHVRFVFPEPTADVNYIVMLTC 

AVCLVTYMVMAAILHKLDQLDASR 

GCAIPFCGQRGRFKYEILVKTGWGR 

GSGTTAHVGIMLYGVDSRSGHRHL 

DGDRAFHRNSLDIFQIATPHSLGSV 

WKIRVWHDNKGLSPAWFLQHDVR 

DLQTARSTFFLVNDWLSVETEANG 

GLVEKEVLAASHAALLRFRRLLVA 

ELQRGFFDKHIWLSIWDRPPRSCFT 

RIQRATCCVLUCLFLGANAVWYG 

AVGDSAYSTGHVSRLSPLSVDTVA 

VGLVSSVAnnrPVYLAILFLFRMSRS 

KVLDIDSCLDSSVLDSSFLTFSGLHA 

EVRALLGVLGWAGGPAALAQLGL 

QTLCTSQQAFAGQVKSDLFLDDSK 

RSGPVPVPFPPPCPKPPPPLSWLPQG 

ALKGPGHAGIKIVLEDIFTLWRQVE 

TKVRAKIRKMKVTTKVNRHDKING 
KRKTAKEQ 
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PCTAJS01/086S6 



SEQID ISEQID Me 

NO: of NO: of Ibo 

Dodco-tide I peptide d 
scqncocc Iscqncoce 



6387 



B 



SEQIDNO: INodcoHdc INodcotide 
in USSN locatioD of llocatioD of last 
09/770,160 fint codon codon for last 
Ifor peptide lainlDo add of 
Iscqnence I peptide 
Iseqoence 



Amioo add scqacncc ( X=Uokoown; *^^p 
codon; ^:possible oodeolide ddetion; V^passible 
nodeotide insertioo) 



921 



1 



714 



MVKLSIVLTPRFLSHDQGQLTKELQ 

QHVKSVTCPCEYUaCVINTLADHR 

HRGTDFGGSPWLLirrVFLRSYKFAI 

SLCTSYLCVSFLKTIFPSQNGHDGST 

DVQQRARRSNRRRQEGIKIVLmJIF 

TLWRQVElXVILyaCKMKVTnCV 

NRHDKINGKRKTAKEHLRKLSMKE 

REHGEKERQVSEAEENGKLDMKEI 

HTYISPLLQESLFATGSEWRQRSrVI 

LQDCPTGPTSQLKL* 



6388 



B 



922 



387 



6389 
6390 



923 



277 



489 



^4RVRWLLFWLLFWLLLGF1SHQST 
CVINTLADHRHRGTDFGGSPWLLn 
TVFLRSYKFAISLCTSYLCVSFLKTIF 
PSQNGHDGSTDVQQRARRSNCRRQ 
EGIKIVLEDIFTLWRQVETKVRAKIR 
KMK* 



924 



465 



634 



6391 



925 



1 



4652 



MGSTGVYKVTPRSCHRFEQAFYTY 

DTSSPSILTLTAIRHHVIXjTITTDKM 

MDVTVTUCSSIDSEPALVLXjPLKSV 

QELRREQQLAEIEARRQEREKNGNE 

EGEERMTKPPVQEMVDELQGPFSY 

DFSYWARVLCFVGTGPAKLKYINY 

FRSGEKITVTPSSKELLFYPPSMEAV 

VSGESCPGKLIEIHGKAGLFLEGQIH 

pelegveivisekgassplrrvftddk 

gaysvgplhsdleytvtsqkegyv 

ltavegtigdfkayalagvtlhsq 

DVLMLPGDLVGLQHDAGPGALLHC 

SPAPGHPGPQAPYLSANASSWLPHL 

PAQLEGTWACPACALRLLAATEQL 

TVLLGLRFNPGLRLPGRYEVRAEVG 

NGVSRHNLSCSFDWSPVAGLRVIY 

PAPRDGRLYVPTNGSASVLQVDSG 

ASATATARWPGGSVSARFENACPA 

LVATFVPSCPWETNDTLFSWALP 

WLGEGEHVMDVWENSASRANLS 

LRVTAEEPICGLRATPSPEARVLQG 

VPWLLAGSSGYLVGFKFLESHGSD 

SGSANSFHRLISRNEFKTPLPDLTRV 

PRYSPWEAGSDMVFRWTINDKQS 

LTFQNWFNVIYQSAAVFKLSLTAS 

NHVSNVTVhryNITVERMNRMQGL 

RVSTVPAVLSPNATLALTAGVLVDS 

AVEVAFLWTFGDGEQALHQFQPPY 

NESFPVPDreVAQVLVEHNVTHTY 

AAPAALGGGAVLTRQPSVLLHLCS 

VPHVAWEPGTLKAGPQVSTVLTVL 

ASNAFENRTQQVPVSVCASLPSVSV 

CASLTGACWYPRVLIRSGRVPIVSL 

ECVSCKAQAVYEVSRSSYVYLEGR 

CLNCSSGSKRGGYTFTLTVLGRSGE 

EEGCASIPLSPNRPPLGGSCRLFPLG 

AVHALTTKVHFECMGWHDAEDAG 

APLVYALLLQRCRQGHCEEFCVYK 

GSLSGYGA\a.PPGFRPQFEVGLAW 

VQDQLGAAWALNRSLAJTLPEPNG 
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PCT/US01/086S6 



SEQID 
NO: of 
nodco-tidc 
stqneocc 


SEQIO 
NO: of 
peptide 
seqacncc 


Me 
tfao 
d 


SEQID NO: 

inUSSN 

09/771M60 


Nucleotide 
location of 
first codon 
for peptide 
scqncDce 


Nodeotide 
locatiOD of last 
codOD for last 
amino add of 
peptide 
scqncBce 


Amino add sequence ( X^UnkDown; *=Stop 
codon; /^possible nodeotide ddetion; \=possible 
nodeotide insertioo) 














SAMGLTVWLHGLTASVLPGLLRQA 

DPQLVIEySLALVTVLNEYERALDV 

AAEPKHERQRRAQlRKNIi'HILVSL 

RVHTVDDIQQIAAALAQCMRKLPE 

QDIAQGSYIALPLTLLVLLAGYNHD 

KLIPLLLQLTSRLQGVGALGQAASD 

NSGPEDAKRQAKKQKTRRTLATSIN 

TSREPSTDDQLPAHNQTMPQRHAR 

RSAPPRAYDRKTRQEENPHQTRSH 

AAAKRRERPPHDLQKQATTRLIFAG 

PRRRDGTSPRRTQPPPNTRRPAAAG 

HLARFRRAAPGARGARPPTARRGR 

EELDPAHIYAAAPGLPTPPRAGRTPP 

TPERRDRNTRRRRTREEGEGEFRPV 

SFLKTIFPSQNGHDGSTDVQQRARR 

SNCRRQEGIKIYLEDIFTLWRQVET 

KVRAKIRKMKVTTKVNRHDKINGK 

RKTAKEHLRKLSMKEREHGEKERQ 

VSEAEENGKLDMN\*IHFYMEMFQR 

AOALRRRABDYYRCKITPSARKPLC 

NRVSLLVFLAFGHSLPGQDMDTFFS 

LRLCASSPAEGDGREEGCLQAFIVP 

SLLVTVLRKNTFIPTQWGPHLIF 


895 


6392 


A 


926 


3 


156 


EMFQRAQ/ALRRRAEDYYRCKITPS 
A\RKLLCNRCTYNLVLPGSEKKYYS 
HA 


896 


6393 


A 


927 


183 


1518 


ASTQSAVGLVSSVVVYPVYLAILFL 

FWMSRSKVAGSPSPTPAGQQVLDID 

SCLDSSVLDSSFLTFSGLHAEVINTL 

ADHQHRGTDFGGSPSVLIITVSLRSY 

KFAISLCTSYLWVINTLADHRHRGT 

DFGGSPWLLIITVFLRSYKFAISLCT 

TYLaVSFLKTlFPSQNGHDGSTDVQ 

QRARRSNCRRQEGIKJVL\EDIFTLW 

RQVETKVRAKIRKMKVTTK\ATRLT 

KIKERRKTAQDHWRKLSMKEREHG 

EKERQVSEAEENGKLDMKEIHTYMV! 

EMF\ORAOALRRRAEDYYRCKITLF 

QRKPLCNRVRMAAVEHRHSSGLPY 

WPYLPAETLKNRMGHQPPPPTQQH 

SIIDNSLSLKTPSECLLTPLPPSALPS 

ADDNLKTPAECLLYPLPPSADDNLK 

TPPECLLTPLPPSAPPSADDNLKTPP 

ECVCSLPFHPQRMIISRN 


897 


6394 


A 


928 


123 


1040 


WRWFTIGTFRILLMFGCLGYEWLSG 

/GCTrWHSAWV*GSSCHPAnCFLCF 

VAKSDP*RNPGKLRKERTPRSQGQG 

SWFGEDQKSGLSILWADIYHRG'RDV 

FGGSPWLLIITVFLRSYKFAISLCTSY 

LCVSFLKTIFPSQNGHDGSTDVQQR 

ARXRSNRRROEGLKSICMHTKKRVS 

SFAGUOVLEDIFTLWRQVETKVRA 

KIRKMKVTTKVNRHDKINGKKKTA 

KEHLRKXLGMKEREVHEEKERQVSE 

AEENGKLDMKEIHTYMEMFQRAQ 

ALRRRAEDY*QHDKrrPSARKAFFA 

NRVQQWRQW 


898 


6395 


A 


929 


39 


525 


TKFVLGTFQILFTASFSHPSWWPLA 
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PCTAJS01/086S6 



SEQID 
NO: of 
nudco-tide 
sequence 


SEQlD 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SEQID NO: 

toliSSN 

09/770,160 


Nucleotide 
locatioBof 
first codoo 
for peptide 
seqDCOce 


Nndcotide 
location of last 
codon for last 
amino add of 
peptide 
sequence 


Amino add sequence ( X=Uoknown; *-=Stop 
codon; ^^possiUe nndcotide ddetion; V=possiblc 
nndcotide insertion) 














LENPHDSNLSGLFPLIDLDFSP*VLS 

CWASHTMENCS*LRSKRQITLWCS 

RMAE\LVYCLSWKCSHLKRHDFPM 

GKYQTPTCIDKGNMLYLSKLLGffiS 

QCLGAEMGIPIKAMQSFTTSGRPKN 

EHSRNFVIIWKVLI 


899 


6396 


A 


930 


1030 


1384 


LIALRKMGRjNAQAQICirr\SDG*NPS 
PLKTESTLKTVTQFSLYPWGEKFERT 
PSLMGQKNFRTVCQLSQMGAIGFQ/ 
H1QEWDGERKS1MTKKN*KDGEISW 
LECVMNNXVTCIPDSMKK 


900 


6397 


A 


931 


1 


225 




901 


6398 


A 


932 


2 


167 




902 


6399 


A 


933 


1 


3339 


PASVHPSVRPTVQRKGLQAGRTSTR 

GTEARRGAKSAADPCGPGQGTVAA 

AMQSCARAWGLRLGRGVGGGRRL 

AGGSGPCWAPRSRDSSSGGGDSAA 

AGASRLLERLLPRHDDFARRHIGPG 

DKDQREMLQTLGLASroELIEKTVP 

anirlkrplkmedpvceneilatlh 

aissknqiwrsyigmgyyncsvpqt 

ilrnllensgwitqytpyqpevsqg 

rlesllnyqtmvcditgldmanas 

lldegtaaaealqlcyrhnkrrkf 

lVdpr\chpqtiawqtrakytgvl 

telklpcemdfsgkdvsgvlfqyp 

dtegkyedftelverahqsgslac 

catdllalcblrppgefgvdialgss 

qrfgvplgyggphaaffavreslv 

rmmpgrmvgvtrdatgk\evy\rl 

ap*kpreohirrdkatsnictaqal 

lanmaa\mfai\yhgshg\lghia\r 

rvhnatlilseglkraghqlqhdlf 

fdtlkiqcgcsvkevlgraaqrqin 

frlfedgtlgisldetvnekdlddl 

lwifgcessaelvaesmgeecrgip 

gsvfkrtspflthqvfnsyhsetniv 

rymkklenkdislvhsmiplgsctm 

klnsssei>apitwkefanihpfvpld 

qaqgyqqlfrelekdlceltghdq 

vcfqpnsgaqgeyaglatirayln 

qkgeghrtvclipksahgtnpasah 

magmkiqpvevdkygnidavhlk 

anivdkhkeniaaimitypstngvf 

eenisdvcdlihqhggqvyldgan 

nfnaqvgicrpgdfgsdvshlnlhk 

tfciphggggpgmgpigvkkhlapf 

lpnhpvislkrnedacpvgtvsaap 

wgsssilpiswayikmmggkglkq 

atetailnanymakrlethyrilfr 

gargyvghefildtrpfkksaniea 

vdvakrlqdygfhaptmswpvag 

tlmveptesedkaeldrfcdamisi 

rqe\iadieeg\ridp\rvnplknvlh 

tpltcvtsshwdrpysrevaafplp 

fvkpenkfwpt1a\riddiygdqhl\ 

vctcppmvevyespfsxeqkravflv 

LCSLSFKGIDFDGLSPEAFDKQERFH 
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PCTAJS01/086S6 



SEQID ISEQJD 
NO: Of |NO:of 
ODdco-tidt |pc|itide 



Me 
tlio 
d 



SEQID NO: 
ID ISSN 
09miM60 



Nndcotidr 
locadoB of 
first codoD 
for peptide 
sequence 



Nucleotide 
location of last 
codOD for last 
amino add of 
peptide 
scqnencc 



Ajnino add scqoeoce ( X^Uokoown; ^^^top 
codon; /=possibie Dodeotide ddction; V=possiUe 
nndcotidc inscrtioii) 



LPTPSLK 



903 



6400 



934 



287 



904 



6401 



935 



36 



427 



905 



6402 



936 



247 



1183 



CCWESPVDPQPLRQISGIALFCSFKE 

PPLLLGVLHPNTKLRQGRKGCLKIN 

LLGPESVMAfflGGCDVYWGQQMGR 

WKLENG^NRRPLPGFGSGPLAKPE 

DDEPCVWGDPLGIRGRGPKWGLLF 

VGRLHTRGLF*R*NPWETVKVKLLL 

SSETPI*GGKNMSFVVNDLTVTPGW 

KEDLISPNPKQQNGQRRKLPAFWV 

MGGHKMTGRLLEV*YCDPGK*KFY 

WTQLRFPNGVQPVS*QKTLSLVAET 

S\MARIRRVYVSGPDERR\ADLFVEN 

MPGFPDNIRPSSSGGYWVGMSTIRP 

♦PVGSSMLDFLSERPWD 



906 



6403 



937 



179 



516 



907 



6404 



VFSVLRAEDKICELLFCLKIKLFSANS 

FLVFRNQLPRKNDFYSYEPPSENPPP 

ETGESVCLQLKSGAHLCRVCGCLG 

PKTCSRCHKAYYCSKEHQTLDWRL 

GHKQACAQPGG 



938 



41 



274 



KRGTERKTHFGGCSIQFSDIASGKNI 
U<5IX31-THKR\WFCSL*RQGWVSR 

WSHE*GCTRCWRLGKFLWVADRFL 
GSG 



908 



6405 



939 



iin 



909 



6406 



941 



3458 



4042 



910 



6407 



942 



226 



911 



6408 



943 



211 



912 



6409 



944 



1390 



401 



282 



1698 



CAPRQPAPRMAAAGARPVELGFAE 

SAPAWRLRSE\QFPSKVGGRPAWLG 

AAGLPGPQALACELCGRPLSFLLQV 

YAPL\PGR\PDA\FH\RCIFLFCCREQP 

\CCAGLARFLGIRLPRKN\DFYSYEP 

PSENPPPETGESVCLQLKSGAHLCR 

VCG\C*GPKTCSRCHKAILLAAREH 

QTL\DWEIGD1RQ\ACAQPDHL\DHI 

NFQDHNFPFFQEF\EWIETEDEnVfP* 

GVWKKEDYSRDY*GALG*STLKGR 

TWISM\AKHE\SREb\KFFQKF*NFRL 

ALGTEQDS*YAGRG/IAP1WISGENIP 

QEKDIPDCPCGAKKIVLEFQVMPQLL 

NYLKADRLGKSDDWGILAAFrcAES 

CSLGTGYTEEFVWKQDVTDTP 



AGMJRRPSPWPSIRPPPAVFINSCTS 

LQEPSGGTGRVQVPSIYQAS\STQIC 

VKGPD*GRNGKGNLSFGKAGIFHFP 

WCPKCPRPSSSPISMGLLSPEVDSVE 

R\PPTFRFPLAPIYKECV*NGAG/AQ 

APDPRQKRGWPCHWNLMGVGRMP 

RVSPHLPEAWGPKHPDDRYTKGTA 

ICPRNHLPCDPRISAIGQPQG 



TSGDHWNIAVAPHENSDLLLVQGH 

DYKYRYFGLrVCVL*QAIVTPEEPQS 
IVPRLRTR 



MFYPFFNPRYFSVGFIAMNRHTD* 



HLFPHIKAGR*YGRPCREGILQ*KE* 

ETTGRHTCVLQGL\FQEWVQVRN 

VFLHEALQLVKFAMQIFEVLLEKFP 

EPIVKHDLDQNTECLFFRHMEKEHS 
SKK 
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SEQID 
NO: of 
nndeo-tide 
seqaencc 


SEQID 
NO: of 
peptide 
seqaence 


Me 
tbo 
d 


SEQID NO: 

IdUSSN 

09/770460 


Nucleotide 
locatioD of 
first codoo 
for peptide 
sequence 


Nocleotide 
locatioii of last 
codoD for last 
amino add of 
peptide 
scqoence 


Amino acid sequence ( X^HJnknoWD; *=Stop 
codoo; /=possibJe oucJeotide deletiOB; V=»possible 
ondeotide inscrtioo) 


913 


6410 


A 


945 


27 


412 


lAEGNWCVYMPDIIWVFPPQAEAEE 

DCHSDTVRADDDEENESPANETDLQ 

AQLQMIARAQWMFELAPGVSSSNL 

ENRFCRAARGSL\QKTSADT\KGKQ 

EQAKEEKl^lIDm>IYIFFFWHMEIF 

TGHSK 


914 


6411 


A 


946 


24 


1489 


GGSSAAASGVSSRADAPVLAQSPAS 

AGNGRPSTPRVPGSRRHPSAPRSGP 

LPREDGCRTPGPQLLPLHGA\LLRPR 

TVLLSSAAEDKARSRHVPDTQHPSSG 

GRCKGGTESPSSAAGRPASMAEAEV 

EDCHSDTVRADDDEENESPAETDV 

QALIP\MIQAQWKLEPAPRVSSSNLE 

NRPCRAARGSLQKTSADTKGKQEQ 

AKEEKARELFLQAVEEEQNGALYE 

AIKFY^RRAMQLVPDI\EFKrrF\TRSP 

DGDGVGNSYIEDNDDDSKMADLLS 

YFQQQLTFQESVLKLCQ\PELESSQI 

HISVLPMEVLMYIFRWVGSSDLDLT 

SLVEQLSLVCQRIPNILCPETPENMPV 

LALL*KFWGR\SaiKLVSVTSPGRE 

DVF*ERpyRVVRFDGVYiSKTTyiRQG 

EQSLDGFYRA\WH\QVEYYRYIRFFP 

DGHVMMLTTPEEPQSIVPRLR\TRE 

YQGLDAIPTGVTTRLSPRHRTIRTQSl 

WLLITKEKRKEKPL 


915 


6412 


A 


947 

■ 


17 


499 


DRVLLCN/PRLECNGMITAHCSPKPP 

GSK*SSCFSLPSSWDY\KHEPPYRAN 

LKNFFVETGSLYVAQAGFELLDSSN 

PPCFSLPKCWDYRPP*ATTPS/FKND 

SHFNFLLNRF/SHFVFVF^VLRLNLC 

NN1P*GLKVGEIQPSPKAETKLGVER 

GGKNYIRFSK 


916 


6413 


A 


948 


9 


296 


RPSHQCRLLPPRASLGLSELCPEDQ 
QSYIP*LGHHSAECR*S/TSGGSCPLS 
SVSSQASRAS/GPTSLTTAAPTSPRT 
GASALTEQYWSNRFLNHFAE 


917 


6414 


C 


949 


114 


383 


MQMVGVWGGLGGIKQDKVLLSSE 
GPRSRDGGGTWRPTLKSTVRXXXX 
XXXXXXXXXXXXXXXXXXXXXX 
XXXXXXXXXXXXXXXXSALL* 


918 


6415 


A 


950 


1896 


2251 


IGTPLCRMEIDPFLEEAVPWSSVSSQ 

ASRASWPTSLTTAAFTSPRTGASAL 

TEVGRPKT^DHKISSVSTKATSSHCP 

GPEHTTSAVPVSRASSCPVTVTTKL 

SKHPLQLARRVGFTLLY 


919 


6416 


A 


951 


141 


439 




920 


6417 


A 


952 


278 


1177 


RHPLAFFKASRAGPQRPLDGTLGPE 

DSRASSPMIQNSRPSLLQPQDVGDT 

VETLMLHPVIKAFLCGSISGTCSTLL 

LQ\PLDLLKTHLQTLQPSDHGSRRV 

GMLAVLFKGVRTERLLDLWKGMS 

PSIVR\VSLGVG1YFGHSLLF*SSIS W . 

RRPIPQTALEWNHAGGSGSRSVAG 

VCMSPITVIKTRYESGKYGYXKSIYA 

ALRSIYHSEGHRGLFCGLTATILRD 














APLSGIYLMFYNQTKNIVPHDQVDA 
TLIPITNFSCGDICWYSGPHWVTSTC 
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wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: of 
nndco-tide 
scqDcoce 


SEQID 
NO: of 
pq>tidc 
scqocott 


Me 
d 


SEQID NO: 
in USSN 
09/770,160 


Nedcotific 
locatioD of 
first codoo 
for peptide 
seqoence 


Nucleotide 
locatioo of last 
codon for test 
amino add of 
peptide 

• • 

sequence 


Amioo tdd seqaeoce ( X'^IokDOwn; *=^top 
codoo; /"possible nodieotide ddetion; >pBposable 
nodeotide insertioa) 














GMHQNSYGRLLFHLKVSMDWPST 


921 


6418 


A 


953 


109 


376 


SLTRAKSHLGQQFPTSRTSQEENWS 
P*RGSRTPPTPHTLPCQNLRPSMPT/F 
♦QVNFKQFRGAFLSG*KSSVAIRTIQ 
QSNMALMGTYAL 


922 


6419 


C 


955 


123 


329 


MISRAPLPQLSELHCDKLHVDPENX 
KLIXjKN^VTVIJUHFGKEFTPEVQA 
SWQKMVTAVASALSSRYH* 


923 


6420 


A 


956 


41 


565 


APSPRRPWGHFTEED\KATI\TSLWG 

K\VNVE\DAGG/EKTPGKGPLVVLPP 

WTPEVPLTSFGNLSXSASAHHGQTP 

KVQGTMAKKVLTSLG\DA\TKHL\D 

DSQGAPFAQA*SELALVDKPAMWD 

PEVNFKASWGNVXLVTRFGQSHFRA 

KNFTPEGCRVSLGRKMGDLELASA 

LVPSRYH 


924 


6421 


A 


957 


1 


1000 


STRAPSPGPFPSSKLAGAYKSWCRR 

DPRTHSAGAQAAAARSVPIRCPAPT 

ASATMSHHWGYGKHNGPEHWHK 

DFPIAKGERQSPVDIDTHTAKYDPS 

LKPLSVSYDQATSLRILNNXGHAFVN 

VEFDDS\QDKAVLKGGPL\DG\TYRL 

ISVFTFHWGSF*WDKVSEAYCGIKK 

KYAAE\LTLGHWNTKYGDFGKAVQ 

EPDGLAVLGIFLKVGSAKPGLQKW 

DVLDSIKTKGKSADFTNFDPRGLLP 

ESL\DYWTYPGSLTTPPLLECVTW\1 

VLNF\PFSVSS\EQVFEIP»TLTFNGG 

GVNPEELMVDNWRPA\QPLKNR\QI 

KASFQIRWSHSLYSK 


925 


6422 


A 


958 


3 


402 


EELTMAGIFV*PnPIPVSL/SLFCH*V 

LTLNSGISPAGSPVLIFSTPEPKR*T5 

QGESRFHTFYLKKLGLNR*I*HPSSS 

SSSSSSSSSSSSSSSSSSSSSSSSSSSSQ 

NRFLKPLQHSLPPPLKPLTYAPNL 


926 


6423 


A 


959 


1666 . 


2187 


NFPSSASPPPTDSFL\GLSSEAPSEHR 

SPSCALDPIFFQTWL**SFSFSSLNFI 

NMIJCFWPLNKTKPPLTLVFPYLKQL 

ASLPIQSCFFF*DKILLCHLGWSAVA 

QL*LTATSTSWAQVMFPRSWAYRH 

APPHT/LASCFYFCRDR/SLTIFPRLV 

SNSWAQVILPPRPPKMLX3IQA 


927 

• 


6424 


A 


960 


3 


695 


TQLLRRPAVFVGSAASGIRRGLWSA 

SSGHWCAPAAGRAHAPVPRLVRGL 

GAASTAAPQDAQTGPQPMPRAOa 

MRHLPYFCRGQWRGFGRGLQASL 

GIP\TANFPEQVVDNLPADISTG1YY 

GWASVGSVGDVHKMVMSIGWNPY 

YKNTKKSMETHIMHTFKEDFYGEIL 

NGAIGDYLRPDDNFDSLQSLISAIQG 

DF\EEAKK*LDLPEHLKLKED1SIFFQ 

VSKSKIMNGH 


928 


6425 


A 


961 


60 


569 


STDLEELPTLGWF*KQELIILSCPFVS 

LTYRERLPANFFKFQFRNVEYSSGR 

NKTFLCYWEAQGKGGQVQASRG 

YLEDEHAAAHAEEAFFNTILPAFDP 

ALRYNVTWYVSSSPCAACADRIIKT 

LSKTKNLRLLILVG\RLFMWEEPEIQ 
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wo 01/79449 



PCTAJSOl/08656 



S£QID 
NO: of 
Dudeo-tide 
seqneDce 


S£Q1D 
NO: of 
peptide 
scqnniee 


Mc 
tbo 
d 


SEQIDNO: 

inVSSti 

09m0»160 


Nucleotide 
UxMtiaaof 
first codon 
Tor peptide 
seqneDce 


Nodeotide 
locatioiioflast 
codoo for last 
amioo add of 
peptide 
scqoence 


Amino add seqaence ( X^^UdIuiowd; *=Stop 
codoo; A^possiUe oodeolidc ddctioa; \=po$sibie 
nndcotidc inseitHHi) 














AALKKLKEAGCKLRIMNLV 


929 




A 


962 


62 


858 


QLRWDSGARAWPRPACLSPLPQRL 

LSHSPSMAQKEEAAVATEAASQNG 

EDLENL\DDPQKLKELIELPPFEIVTG 

ERLPANFFKFQFRNVEYSSVGRTKTL 

\LCYW*STGARGGKVQASWG\YLE 

DE\HAACPLQKESFSFNTILPAFRPK 

PIj\VTNVT/WGYVSSSPaAACADR\ 

rS^TLSKTKNLRLLILVGRLFMWEE 

PEIQAALKKLKEAXGCKLVRIMKPQD 

FRILSWE\NFVEQ\EEGESKAFQPWE 

DIQENFLYYEEKLADILK 


930 


6427 


A 


963 


409 


747 


VILQAQGSPMGP*SLRAFPAESERC 

QKQERLEPEEGRTCAAGLRGGPRVR 

WWPLSSW\TGDLRPSPARN*ILPAA 

PMMEERKDPAPAQPPWTSXTLPQFV 

SPEVLCSPPIENSHT 


931 


6428 


A 


964 


1092 


2338 


RCYCSI*PCFHLFQLSFQILDPPVLGT 
TFL 


932 


6429 


A 


965 


146 


180 




933 


6430 


A 


966 


2 


921 




934 


6431 


A 


967 


1 


621 




935 


6432 


A 


968 


2 


152 




936 


6433 


A 


969 


157 


1203 


NNSGVMPEMPEDMEQEEVhOP* ♦G 

GFWVTGCHWGFLGRAVHKEFQQN 

NL/WHAVGCGFRRARPKFEQVNLL\ 

DSNAVHHIIHDFQPHVIVHCAAERR 

PDVV\ENQPDAASQLNV\DASG\NLG 

KGKAAAVWEHFSILHLGSGF^ILM 

GTVNPPY\REEDIPASLN\LYGQTK\L 

DGRKGCPWRNHLGAAVLRIPILYG 

EVEK\LEKKCCELLMFE*KCQFQQQ 

SQAKQWIHWQARGSPPHMSKDVA 

PLCARQ\LAEKRMLDP\SIKGTFHWS 

GNEQMTKYEKGMCQLPDAXFNLPS 

SHL/RDPITDSPV\LGAQRPRNAQLD 

CSKLETLGIGQRTPFRIGIKESLWPF 

LIDKRWRQTWFH 


937 


6434 


A 


970 

■ 


1 


508 


NSNRQNGPPKKGERERASN/C/YPG 

APAAQAE/APLVPLSRQNKSTVETS 

NLKMLISFPKTLLRGPQEGWWHQG 

INPGSGAATLGPGS/SFQRPQSAAAS 

CSMARRTFFAVSSNSFFLLL/CFLCM 

GSSSGSQPSSSLKQKKHWAKSGSFS 

VGQWMKPASAIRSGVQRSPPRRAS 

S 


938 


6435 


A 


971 


21 


351 


WSmCAPAYREVSVHNSCLRSNEG 

GKQPSHTKCLCNSNLLTTQFKTKPI 

E/CWPEKTYMGSSSGSQPSSSLKQK 

KHWAKSGSFSVGQWMKPASAIRSG 

VQVRSPPRRASS 


/\o fx 

939 


6436 


A 


972 


1 


1011 




940 


6437 


A 


973 


2 


94 




941 


6438 


A 


974 


661 


2244 


QYFKNPVGSTAVFEMDRLFISSGTA"" 
EMTSRGF\QRS\CNNPPVCSSMTGRR 
ANQIHHLTPDFS\LRELL\PPK\!CAGT 
WADCVSPPCGERDRCEGWADRHR 
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PCT/US01/086S6 



SEQID 
NO: Of 
nodeo-tidc 
sequence 


S£QID 
NO: of 
peptide 
scqncoce 


Mc 
tho 
d 


SEQIONO: 

ioUSSN 

09/770460 


Nodcodde 
. location of 
first codoD 
for peptide 
sequence 


Nucleotide 
location of last 
codoo for last 
amioo add of 
peptide 
sequence 


lAmioo add scqoeoce ( X=Uobnowa; *^top 
Icodon; /=possal)lc nocleotide ddctioo; >r=possiblc 
londcotide insertion) 














A\CSSPAKSPTASSQVI*KGFKATAF 

FSRGRSGQHVAPRLHLGLSNHTAV 

GKREYLARRFLSLYSVSSSTRSFTPF 

PQ*LRMAFVLSF*IWCA1L*INNSN 

KJRKPCC*TVEEPGTLSPFSHHTQV 

MHU»KKKKTKKHNNKKTVL*GGT 

GVTDKEPAAQIQQAPGKVPPQDCD 

SLNNMRSRmHCGRLCVHANKAVSS 

SKRDTAFFLPHFSPGKPGNQNSKNE 

PPKKRERERSSHC/YPAAPAAQAEA 

PLWLSRQN^TVETSNLKMLISFPK 

TLLRGPQEGWWHQGINPGSGAATL 

GPGSSGQRPQSM\AASCSMARRTFF 

AVSSNSFFLLLVSFAILFLALSL\SSF 

KKFNQRVNSSVNCFLD/TERKAQPG 

RNCFXLCSSMGSSSGSQPSSSLKQKK 

HWAKSGSFSVGQWMKPASAIRLRG 

CRRSPPRRASS | 


942 


6439 


C 


975 


597 


683 


MWFHVCLLVVIFFYFLVHMKYLKC 
KFLG* 1 


943 


6440 


A 


976 


224 


290 


MPIPIPMPIPAPVPFPGPGFPPArypPV 
PLPLP/LLFPF*PLPFP*PEVSAKPVTL 
WSRKRQRSKGEKEGRGRGTGK | 


944 


6441 


A 


977 


3 


1815 

1 


HFVPVSPEAAAAESTACGVTAKML 

SVRVAAVWRALPRRAGNLVSRNA 

LGSSFIAARNFHASNTHLQKTGTAE 

MSSILE\ERILG\ADTSVDLE*NLGVS 

♦SIGDGIAPRTWG*RNVQAEEMV\EF 

SSRLKGYVL*TLEPDNVGVVVFGN 

DKLIKEGDIVKNRTGAIVDVPWGEE 

LLGRVVDALGVNAIDGKGPIGFQRR 

VGEVGLVKAPGIIPRMSVREPMQTGI 

KAVDSLVPIGRGQRELUGDRQTGK 

TSL^mrilNQiaiFNDGSDEKKKLYC 

lYVAIGQKRSTVAQLXVKRLTRCKM 

PWKYnWS\AT\ASDAAPLQYLAPY 

SGCSMGEYFR\DNGKHA\LnYDDU 

QNKAVA*PVKMSLLLRRPPGREAY 

PGDAH^HSRLLERAAKMNDAFGG 

GSLTALQVME'HQAGDVSATIQTDV 

NSI/TLPEQIFLETEW\FNKG\IRPAIN 

VG\LSVSRAGSPPTNPGAMKPGSQV 

PWKLELASSIREVACFLPPVSVSDVL 

DAATSTNLLESVAVPS*LEFAESQG 

PVFSPWLIEGTSCLLSYAGCKGDIFD 

KLEPSKJTKLRNAFLSHWSQHQDL 

VGALCRADGKISEQSVDAKLKEIVTV 

NFLAGFEA | 


945 


6442 


A 


978 


532 


878 


SYHFGRPRQADHLRSGVQDQPGQH 
EETPSLLKRQK\LAGHGGIYL*PQLL 
GWLRQENCLNLGGGGCSELGLHHC 
DPAWATEQDCLKKQNETKKESYS** 
GTSCLIAFLFILKSDQK | 


946 


6443 


C 


979 


36 


236 


MGPTn>DXSXFFWRKPITWMPTWE 

GTSNVGPQPLSSSKSLHSXRGHPAPI 

PTGQAGPRDSGPGASP* 


947 


6444 


C 


980 


26 


160 


N4RFQSTGLGAPHCALNKCVSCLNX 
XXXXXXFLLRGPKLNPFKGG* j 
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wo 01/79449 



PCT/USOl/08656 



SEQID 
NO: of 

sequence 


SEQID 

peptide 
seqacace 


Mc 

tbo 
d 


SEQID NO: 
I inUSSN 


Nadcotkle 
locatkioof 
first codon 
for peptide 
sequence 


Nnclcotide 
locatioo of last 
codon for last 

amino add of 

peptide 

scqucnee 


Amino add sequence ( X^nknown; *^=Stop 1 
codon; /=possible nodeotide ddction; V->possible 
nncleofidc insertion) 


948 


6445 


A 


981 


1 


523 


FFPKGFFLGYPRVFPFPPFLNPGPGQ 

I*FSPP*K/RKLRAP*KKASSSSSSVK 

TGNTFIESTVGCAKPCALEPHHSAP/ 

PQQPAPSGPGPPGEPG*ERLCASHK 

AFISHKQSH*SPQ»PCQAGVTLSRLQ 

TTNSPRPVPVRRGCGGLEPRP*VS^S 

QPTACSENSQGSQPSPKRTLS 


949 


6446 


A 


982 


145 


1315 


CLPPPGLGPAPSLSSSCWGPPPMPRT 

IRGIPPGSICRLCFCPAAGLLSLVAL 

QRPASSPTRHSALLCLLRWA*PTSPS 

LPQSLGSRAQLHSPLP*QAGSPCHA 

HTCGHLGPPW*VPLPCPRSHSHSS 

CLFPAGSQCP*QAPAGVSISCQASSS 

ASSCGPGPQGYGQTPGPIPETPRDR\ 

PCHPTPPKSKLQARGPWRAWVG*R 

TADGSCGKKP*/CGPTIPDPKSSPLA 

GLSSPFPWFWAETHHPGMP*RGKR 

DPRKCGNPQPPSPKLRKSPPTAHGD 

HPAP*FPTGKGWTPKDSWTPGPPP* 

SRRPRPLN*WTAA*PWGQNPWAWT 

PAHPRKKP*RPRGSCLSLSVSACGK 

WAPSPTSQGCCEGRCDAVPKQQGL 

AHPTVLLNKCVSCLN | 


950 


6447 


A 


983 


1 


682 


PPLFFQAAGKMADIQTERAYQK\QP 

TI\FQNQGRGSCCGETGKVEKLPR\Y 

YKEHSGLGLQRHPKEAY*GPPTLTK 

KCPF\TGKCVHFEGGILSG\WTK\M 

KMQRTIVIVRRVDYLH\YIRVKYNRLP 

RKRHKNMSV\HLSPCFQGTSRFG\DI 

VTGGAKCRPSEARQWRFNVLKGH 

QGLARHQRSSFQKFLRLGHRGRSPT 

MEIRLVPASPGKKKKKSFVPTGGAV 

DSIGGRGV 


951 


6448 


A 


984 


1 


465 




952 


6449 


A 


985 


1585 


2239 




953 


6450 


A 


986 


9 


2580 

t 


SLPPKKCELRLLHNCWGLFSPPARQ 

SGSVAAWAASAVSGVSGPQSPPLT 

CASSSLRSPRPARTRPVAVCVSPTPP 

RLPPRSSLRADMSGDHLHNDSQIEA 

DF\RLNn)SLKHKD\KQKDENARAR 

GHKEEKDRVEESKHSNSEHKDSEKK 

HKEKEKTKHKIX3SSEKHKDKHKD 

RDKEKRKEEKVRASGDAKIKKEKE 

NGFSSPPQIKDET*DDG\YFVPPKEDI 

KPLKRPRDEDDADNK/PHKKIKTED 

TKKEKKRKLEEEEDGKLKKPKNKD 

KDKKVPEPDNKKKKPKKEEEQKW 

KWWEEERYPEGKWKFLEHKGPVF 

APPYEPLPENVKFYYDGKVMKLSP 

KAEEVATFFAKMLDHEYTTKEIFRK 

NFFKDWRKEMTNEEKNHTNLSKCD 

FTQMSQYFKAQTEARKQMSKEEKL 

KIKEENEKLLKEYGFCIMDNHKERl 

ANFKffiPPGLFRGRGNHPKMGMLK 

RRIMPEDIIINCSKDAKVPSPPPGHK 

WKEVRHDNKVTWLVSWTENIQGSI 

KYIMLNPSSRIKGEKDWQKYETAR 

RLKKCVDKIRNQYREDWKSKEMK 
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wo 01/79449 



PCTAJS01/086S6 



|S£Qn> 
NO: of 
Inndco-tidc 
IseqneBce 


iSEQID 
NO: Of 
[peptide 
Iscqiiencc 


Itbc 
d 


rlSEQ ID NO: 
» idUSSN 
09/r7IM60 


INudeotide 
llocatiooof 
IlirstcodoD 
Ifor peptide 
IseqiKiicc 


Noclcotlde 
locatfoooflast 
codOD for last 
. amino add Of 
peptide 
sequence 


1 AmiDO acid sequence ( X^Uokuown; *=Stop 
Icodon; /^)ossible ooclcotide dddioD; V=^Missible 
loodeotide insertiOD) 














VRQRAVALYFIDKLALRAGNEKEE 

GETADTVGCCSLRVEHINLHPELDG 

QEYWEFDFLGKDSIRYYNKVPVE 

KRVFKNLQLFMENKQPEDDLFDRL 

NTGILNKHLQDLMEGLTAKV\FR\T 

YNASrrLQQQLKELTAPDENIPAKIL 

SYNRANRAVABLCNHQRAPPKTFEK 

SMMhnLQT\KIDAKKEQLADARRDL 

KSAKADAKVMKDAKTMCKWESK 

KKAVQRLEEQLMKLEVQATDREEN 

KQIALGTSKLNYLDPRITVAWCKK 

WGVPIEKIYNKTQRE\KFAWGHLT 

WLDEDYEF | 


954 


[6451 


C 


987 


65 


235 


MQFRVKYHICSTLLSLKTKICITCllP 

SHLFPASnPSWGCFHLYIHIAQKHV 
ING* 1 


955 


6452 


A 


988 


16 


148 


SPAEQGCVCVCVCVCVCVCVCVCV 
CVCVCVCVCVCVCVCVCVCVQVG 
ACVCN/CVCVCVCVCVCVCVCVCV 
CVCVCVCVCRWVLACATCVL | 


956 


6453 


A 


989 


287 


504 


LPRNFKTIYLDSEMVLESSKRGVCV 
SVCVCVCVCVCLCVCVCVCVCVCV 
1 /C*YLDLNHGKCTHPVSFSVRIFLA | 


957 


6454 


C 


991 


201 


488 


1 MGSRPRFCLFrrN'1'LCPDTVTSSVC 
SPKTTXRRLKXTFMPRCSRKPQAVL 
TSSEMALAACSXFSRSPDDFTQYQV 
AELVWDSLQPLGQXRSHCSLR* 


958 


6455 


B 


992 


53 


302 


MTSALTQGLERIPDQLG YLVLSEG A 
GLASSGDLENDEHAASAMSELVST 
ACGLRLHRGMNVHFKRLSWFGEH 
TLLETRVLTEX* ( 


959 


6456 


B 


993 


277 


573 


TSALTQGLERIPDQLGYLSSGDLEN 

DEQAASAISELVSTACGFRLHRGMN 

VPFKRLSWFGEHTLLVTVSGQRVF 
V* 1 


960 


6457 

1 


A 


994 


134 


1271 


NPGPVQVGVEGGQEEGPSSKKQAK 

TRQVCLASITEAPGPKIRFSEPLRPP 

AGCRHQMGSPTSGSASSPQTPFCPG/ 

PPSPAVCV/PPKTTGGETHQTGA*RA 

HSMPRCSRKTAGCAEQLQRWHWL 

PAHHSPGPQMTTALHLHSVPGSRA 

GLGFAPAPGSAQKSSG*RCKS*EAC 

♦RDGRPDTLHLQTQVSGLTNWPQVF 

SFPSQVPSRPPPPYNfVLNTDLPfiPPS 

APTLAPRLPWPSTSHLCYPKGPVLP 

LWPLPSDP\SSPPFVSARPA/ALPAAP 

EHPPTDPSPAFSSPSLPFPSPLPPRAD 

RR*GWSAGPPGG/EPHRLGSRDAEP 

PAGPLAHASSLTIAVFGAGGAPYQI 

GSFRLQAPVTCLQPLRSSFCLRHWP 

LAPPLA 1 


1 Q<1 1 
1 1 




A 

A 


yyj \ 


I 1 


422 1 




962 


6459 


A 


996 


3 


760 


TSRGRVGTQAGEPRDLRPPPCPSSPL 
RV\AVV\CLEQPERGAWEAHNIPQP 
NGDSAVRSFG\TGTHVKLPGPAPD\ 
NPNVYXDFKTTYDQMYNDLLRKDK 
\ELFTQNGILHIAG\RNKRIKP\GPERF | 
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wo 01/79449 



PCTAJS01/086S6 



S£QID 
NO: of 
nodeo-tidc 
scqococe 


SEQU) 
NO: of 
peptide 
sequcocc 


Me 
tbo 
d 


SEQIDNO: 

iolSSN 

09/770460 


Nucleotide 
locatioo of 
Grst codoo 
for peptide 


Nucleotide 
locatiOQ of last 
codoD for last 
amhioacidpf 

seqaencc 


Amino add scqoence ( X'^nknown; *=Stop 
codon; A^possible nocleotide deietioQ; V=possil)lc 
DQdcotide inscrtioD) 














QNCKDLFDLILTVCEERVYDRVGWK 

I*1SR\EQGDLPSPVHWN\LDIQDNH 

EEATLG/ARFLICEVVCQCIQHTEDMV 

ENEIDELLQEFEEKSGRTFLVHTWCF 

KLFSFLDICF 


963 


6460 


A 


997 


425 


591 


EYLKQWKVTVFDIKNHLC/MHLHA 
HIHTQV*THTQTHTHRHTHTHTHTP 
CHCLVHTA 


964 


6461 


C 


998 


120 


368 


MGTAHKPGYPQISTTVCIYVPDFAIL 
SPVLSFCRLIYLHTRMLQATELLLQ 
ALQNSTTKGNGRRERARDNSKMRH 
DGRAWRC* 


965 


6462 


A 


999 


2 


393 


ARGKKPNLRAFLLPLPRAWPEPQTL 

QQPRWP*TVQLPVPAIGDKALALGR 

RKSGPGPGFWLRTVPHALSHVRSL 

FRSLLLPLSLTLCVSFSFCLSVFPSPL 

PCSDGANPWQSQSWKQEDGSSSPW 

EVSA 


966 


6463 


c 


1000 


1247 


1716 


MLRPRLRCFFSSSOTACSSDLNRSV 

GSSQARPQGSPSSFSASCRKCSSVLH 

KEGPQLLWGQVPSFYGPSTCPFHT 

AAADSAWPCRSRASFKVLSHDFHR 

PLVLLAAQRLPPARFPLGRLGARSH 

TAGGAERAGVGAAQQLQRRPRWP 

GRRARAPRP* 


967 


6464 


A 


1001 


3 


630 


FCPRGQEFGEGNKLLSPRRPWGHFT 

EEDQGLLSTSLLGQG*ILEDAGRKK 

PLGKAPLVV\YPMGPOGFL*TGFGO 

PCPSCPLPIMGQPPKVQGHMAKKXV 
LTSLGEMPIKH\LDDPQGHLCPSLSE 
LHCDFOLHVDPENFKLLGKCAGDW 
FGNPFRQRIHPWRLQASWQKMAED 
GDCKWPVPCPPDTTEASWPMNSEA 
FKDKAFILASNYK 


96S 


6465 


A 


1002 


41 


625 


APSPDAHGV1SQRRTKATI\TSLLGQ 

G*ILEDAGGRKPLGKAPLWLPKW 

DPKRSFEQALGNPVPLPSAMMGQPP 

ICVQGHMAKEGA*PSLGEMPIKH\LD 

DPQRAPFAPA*SELH\CDKL\HVDPE 

NFKLLGVNVLVTV\LAIHFGKEFTP/E 

RLQASWAEDG\D\*SGQCPVLQIPLK 

PLGP*IQKLSKDKAFILASNYK 


969 


6466 


A 


1003 


106 


1315 


KQSGRAPGKWSRAFPGLNPCPGW 

K\LLTQ\VGAQVLGRLGDGLGAALG 

PGNRTHIWLFVRGLHGKSGTWWDE 

HLSEENVPFMKQLVSDEDKAQLASK 

\LWPLKDEPWPI\HPWETGSFKV\GL 

FDLKAGHVGLLWTKDGQKHVVTL 

LQVQD\CHVLKYTSKENCNGK1GNP 

VC*EGKTVSRFRKATSILEFY\RELG 

LPPK\QTVK\IFNITDNAA1KPGTPLY 

AASLFVQGQYVDVTAKTI\GKGF\Q 

SCSLKRWGXFKGQPAYRIGQTENPT 

GRPGAWATVGDIGRVWPGTKMPGK 

MGKHfflGQNMGmVWRINTKPPm 

YVNGSVrWDIKNCLVKVK\DSKLP\ 

AYKDLGKNLPFPYIIFLMGDGRGNL 

PERFC1D*KPCCQPRWRPPINICPML 
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wo 01/79449 



PCrAJS01/086S6 



S£QU> 
NO: of 
oodeo-tule 
scqncoce 


ISEQID 
NO: Of 
1 peptide 
Iscqiiciice 


Me 
tbo 
d 


ISEQID NO: 
inUSSN 
09/770460 


INDclcotide 
llocatioii of 
Ifirst codon 
Ifor peptide 
IscqDcncc 


INoclcotide 
llocatioD of last 
IcodOD for last 
IfiniiDo add of 
peptide 
jseqaenoe 


Amino add sequence ( X=<lDkoowo; *^top 
codoo; ^''possible aucleotide dcletioii; \Fpo8able 
ondcotidc inscrtioo) 














WDVGRTLTIFL 


970 


6467 


A 


1004 


218 


530 


KFEGCLPPRDETRIPIWARRCAYW 

♦SKEVSL»HCNTVTPG\GKPNKTVRVI 

WGK\VT\RAHGKPVANfVRAQIPEG 

NLSCLRPFGHR\IRSDGCYPSRILNLT 

EKSN 


971 


6468 


A 


1005 


2 


269 


FESEDEGEEFDDWEDDYDYPEEEQ 
LSGAGYRVADKMFLRTOEPALDGGF 

QMHYEKTPFDQLAFIEELFSLMVVN 
RLTEELGCDEIIDRE 


972 


6469 


A 


1006 


1 


456 


AELSELYEESSDLQMDVMPGEGDL 

PKWNEEATGTRAAIPWVPPATGAQQ 

LEEEGPMEE\EEAQPMAAPEGKRSL 

ANGPNAGEQPGQPSPGRRTSRAEDE 

A\EEFDDWEDDYDF\PREEPVKGAR 

LRFLPPS*KTPPSFWENRNTPLWGG 
LKIFY 


973 


6470 


A 


1007 


563 


771 


WSMVSLCSTAAVAPVCSRIPERTRR 
ATASVTHFCGDLG*SPVKPLSLGYR 
SNLGGPEEGREGGRKARRK 


974 

• 


6471 


A 


1008 


300 


391 


AVCTMSEMAELSELYEESSDLQMD 

VMPGEGDLPQMEVGSGSRELSLRPS 

RSGAQQLEEEGPMEEEEAQPMAAP 

EGKRSLANGPNAGEQPGQWAGAD 

F\ESEDEGEEFDD\WEDDY\DYPRRR 

SQLQWCPVTRVSAALEEA\DKMFL\ 

RTREPALDGRVSRCHVYEKTPFGSV 

SLLSEELFFT*LVCQSV*PEEL\GCDA 

WRG 


975 


6472 


A 


1011 


100 


270 


LRSSAVTVLVSLIHSPSSFAHHPSVD 
T*PHCLESPPGFKAIFIRGRLFTEACF 
CRIA 


976 


6473 


A 


1012 


13 


670 


RQRPKARASIPLHQPPQEACQPPAA 

ALTRPQPRP/PSALSHPAKPHSVSSA 

GSSYKNNPFASSISKHGVSSGSSSSG 

GTPVQSSVSGSLVPGIQPPSVGQATS 

RPVPSSAGKKMPGFPEVDSGSPSRR 

SKXGDSSGGTQGVAKLLTSPSLKPSA 

VSSVT\RLPPCQKERVGLCCWPAPL 

♦WLHPTNPAAQSCLGP*ARTTRGLG 

AAGVSLAQRKSLSTYRA 


977 


6474 


A 


1013 


3 


578 


GIPWWTHASEAVQTEIPWGPREW 

QSC*PRR/RLKPSAVSSVTSSTSLSK 

GASGTVLLAGSSLMASPYKSSSPKL 

SGAMSSNSLGirrPVPIPV\QCSPSAL 

TPLPKQGSPRMPSSQALPPGPSTVRP 

WPQSSGWLALQPAPCSASPTRCGA 

HPYPAESAR^SPDGQCAHAHRVPLP 

SPPLGALPLPRVLVSLP 


978 


6475 


C 


1014 


426 


653 


MVTWGGGSHQRERKEGPGTRVFM 
GREALESPCSASHCRPLLGFELSNT 

NLLLWLFCYYLRLLCKQTGNPSCK 
KYI* 


979 


6476 


A 


1015 


1286 


2318 


RTVPFYPMHLMVMMKTEPKIGVCK 
NPinVESnCVFSLKELHCHVPREKL 
APTVST/PLGVLSISQGQCRSPSCGS/ 
GPEFCPL*AHSLGMGRHWDHPGSL 
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wo 01779449 



PCTAJSOl/08656 



S£QID 
NO: Of 
Dndco-tide 
sequence 


S£QID 
NO: of 
pq>tide 
sequeoce 


Mc 
tbo 
d 


S£QU> NO: 
inUSSN 


Nodcoiidc 
locatkmof 
Orstcodoo 
for peptide 
sequeoce 


Nodcodde 
location of last 
codoo for last 
amino add of 
peptide 
sequence 


Amino add sequence ( X^Uoknoiro; *'=$ti>p 
codon; /^possible oodeotide ddetioo; V=possible 
nucleotide insertion) 














LQPEGAPEQWGALRYSDQMPGDQ 

ADSPTGVPTALPPEPVNTVPPTTAQ 

RKPQPRAAPLTTV*RQSCKAQSTGQ 

SAPPEQQGPGSLHGRHIRSAEKRSA 

ENSRSSRRTPSSRKGAVSVHPGRPA 

RSDSVPRPKWQALPLKRSQFPWYSR 

PFPVKLRSTWKRVRKIRTQVFHAL* 

FP*GSSNQTSRETPK*QKSPNAECSR 

AQTSHlsJPASSYSCTLLLATACKHTI 

TVKVGGHSAQCFQNSNSAVQL 


980 


6477 


A 


1016 


315 


480 




981 


6478 


A 


1017 


1 


1845 




982 


6479 


A 


1018 


1 


447 




983 


6480 


A 


1019 


218 


544 


SGFSLSLRGSISFSL/CFKVGMCVTY 
PRC YC* SVPVP*KPLIKPG WVSELPKP 
MNWASCSRTLASFLLQAARSHPWT 
PMKMETMEQSKLRSQPCKPAAGAV 
DPRAWHGT 


984 


6481 


A 


1020 


198 


562 


LKCGKQWSDPITSPQTESQLLGSSQ 

QQLHQQRHLQGP*K*NRDSPLCFSL 

SSCPIPKTYTNRHILLP/SSSKSLCKF 

L*PA*ISPQKMGFSFLSQSVCKFSKL 

LCSASUKLKAFNSIQVTS 


985 


6482 


A 


1021 


72 


270 




986 


6483 


A 


1022 


545 


812 


* 


987 


6484 


A 


1023 


477 


750 




988 


6485 


B 


1024 


537 


867 


XEQAAPCSALSLPMASCLRGHGEA 
RADPWSSTRPIDLKFKGPFTDWTT 
NLKLRNPSDRKVCFKVKTTVPHRY 
CVRPQQWNLLTPGSTVTVSVMLQP 
FDYDPNEKSKHKFM* 


989 


6486 


A 


1025 


822 

■ 


1750 


SSAEPSPPSSPAPSQQTAAAGAPPLC 

AVSPMASASGAMAKHEQILVLDPP 

TDLKFKGDG*VFIRPEQYYTV*KWC 

KRSKRHGPFRPVFTDVVTTNLKLRN 

PSDRKVCFKVKTTAPRRYCVRPNS 

GIIDPGSTVTVSVMLQPFDYDPNEK 

SKHKFMVQTIFAPPNTSDMEAVV/W 

KEAKPDELMDSKLRaVFEMPNEN 

DKLNDMEPSKAVPLNASKQDVGPM 

PKPHSVSLVNDTETRiCLMEECKRLQ 

GVEMMKLSEENRHLRDEGLRLRKV 

AHSDKPGSTSTASFRDNVtSPLPSLL 

WIAAinGFFLGKFIL 


990 


6487 


A 


1026 


184 


282 


VIASQNIFVLSSVTGPKDRSGRQPLV 
FLKSPG*THPS*SVSRNLFS\FA*PGD 
FRKTKGCRPDLSFGPVTLLRTKIFW 
LAIT*D*CFLGYIKMGHIVEHCQQ 


991 


6488 


A 

« 


1027 


445 


992 


HCCGRNCLQRRWGWKRVRSLLAGI 

VFVSPFFKLELQKPLPSEQITIGLML 

LPFPHFFFCCFVFCFLFVCLFF*DRV 

MLCHPGWSAWRSQLTVTSASRVQ 

AlICLSLPSSWDYRHPPPCLAFSR/DR 

GFTILARLVLELMTS»ATTPSLFCCH 

ADSVQQYAPSLYDLRNTNPRLLLAK 

IFVA 


992 


6489 


A 


1028 33 476 


HEDHAGPEPPRSYIPPYNATWQKL 
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wo 01/79449 PCTAJSOl/08656 



S£QID 
NO: of 
Dodco-lide 
scqnencc 


SEQID 
NO: of 
peptide 
seqaeDCc 


Me 
tlio 
d 


SEQ ID NO: 
in ussy 
09/770460 


Nucleotide 
locatioD of 
first codon 
for pq>tide 
seqoeoce 


Nodcodde 
locatlODoflast 
codoB for last 
amino add of 
peptide 
sequence 


AjdIdo add scqaence ( X'^^akDown; *=Stop 
codon; /^possible nndeotidc ddetion; \Fpossible 
nndcotide insertion) 














LDQGALLMGKTNLDEFAMGSGSTD 

GVFGPVKNPWSYSKQYREKRKQNP 

HSENEDSDWLITGGSSRGSAAAVSA 

FTCYAALGSDTGGSTKNPA/VHCGL 

V/GFKPSYGLVSRHGUPLVNSMDV 

PG 


993 


6490 


A 


1031 


187 


1611 


RAWERQERQRSGCSWLTRGVRGG 

GEGRTTRRKMASKEMFEDTVEERV 

INEEYKIWKK^rIPFLYDLVMTHAL 

QWPSLTVQW/LSLKVTKPEGKXDMP 

LHW\LGLGTHTSD*SRIILWARVHI 

PNDDSQFDANSHCDSDKGEFGGFGS 

VTGKIECEIKIN\HEGEV\NRAR\YM\ 

PQNPSHPLLTKTPSCLMVLVFDYTK 

HPAKPDPSGECNPDL\RLRGHHKEG 

YGLSWNSNLSGHLLSASDDHTAVCL 

WDINAGPKEGKIVDAKAIFTGHSAV 

VEDVAW\HLLHESLFG\SVADDQKL 

MDM/WDTRSQYHLPRPSSLGWDA\ 

HTA\EVNCLSF>a>YSEFlLATGSA\D 

KTV\ALWDLRNLRLNLHTFESHKD\ ' 

EIFQ\VHWSPHNETIFGFKCTCRR\LM 

VWDLSKIGKEQSPEDAENGPPEALL 

IHEGH\QVKISDFSWDPPMKPWVICS 

WSEDNMMQIWQNGLKIFYNDERVR 

CHDHPKLEGKGS 


994 


6491 


A 


1032 


3 


551 


FLLAPVEVSEGSFAEIWGQITGVGLF 

LCLGESPACWERGLSKRDLMSVKA 

CGPKAHFCLGYKAGGLPGTQRGAT 

QALL*KFEGVYARRMKPDSNLGVRR 

CAYW*SKEVSL*HCNTVTPG\GKP 

NKT\RVIWGKSKLG/VHGKQWAWF 

VPKFPKAIFPA*RPFGHR\IRSDGCYP 

SRILNLTEKSN 


995 

• 


6492 

• 


A 


1034 


20 


867 


ALERRVRKSGIX:(nT)SGTMNIFDR 

KMTFDALLKFSHTTPSTQQA/HMKK 

VYASFA\LCYFGAA\AGAYVNMVT 

HFUQAGL\I^ALG\SL1LMIWLMATP 

HS\HETEQKRLGTSLLGFCIPYRKLG 

LGPALGSFVIAVKRQASLPTAFMGH 

SNGSFPAFTLSALLC/RRPRSYLFLG\ 

GIL\MSALSLVAFCLPLG\NVFFWIPF 

WVFQA\NLYVG\LVVMCG\FVLFDT 

QLII\EKAEQGDQDYNL/WHC\IDLFL 

DF\1TVFQKNSMKDPGP*MKKDKKK 

RRRNEVTIQPFPI 


996 


6493 


A 


1035 


153 


546 


PAQETGRPRSK/VHVASTWRAFPPE 

DQWLLAGAP/LWEDEAHFWAKCG 

VEAL\TTLEVTRPACLEGK\VHGSL\ 

ARAWKSDEGQTPKAVAKQGERRKK 

KTGSG*/RRPDSSYNRRFCQTLLPT\F 

GKKEGPQWPTS 


997 


6494 


A 


1038 


1 


433 




998 


6495 


A 


1039 


10] 


1898 


SAAMIGGLFIYNHKGEVLISRVYRD 
DIGRNA\ADAFRVNV1HARQQVRSP 
VHQHLLRTSFFHV/IRRSNIWLGSSS 
PRQN/VSTVAMVFEFLYKMCbVMA 
AYFGKIS^EENIVKNNFVVHYMELLD 
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wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: of 
nudco-tidc 
scqncBce 


SEQID 
NO: of 
pqitiac 
sequence 


Me 
tbo 
d 


SEQID NO: 
inUSSN 

o9mo»ico 


Nodeotidc 
locatioaof 
first codon 
for peptide 
sequence 


Nodeotide 
locadoo of last 
codoo for last 
amino add of 
peptide 
sequence 


Amino add sequence ( X'HJnknown; *»Stop 
codoo; A=possiUc nodeotidc ddetioo; V=possiblc 
nodeotlde insertion) 














EILEFGYPQEFRD/SGALKTFMTQQG 

IQGVQAS/AQKEGSSQFTSQVTGQIG 

WRREGIKYRRNELFLDVLESVNLL 

MSPQGQVLSAHVSGPA^WVMKNYL 

SGMPECKFGNfNDKIVIEKQGKGTA/ 

G»NQARAGKQSIAIDDLHLSTQCVR 

LS\KFDSERSISFIPPDGEFELMRYRT 

TKDHLPFRVIPLVREVGRTKLEVKV 

VIKSNFKPSLVLGVQKIEVRIQPPLNTV 

SGVQVia4KGKAKYK\AGENSFVW 

faKVRMAGKfVKhmnismGFLPNKEK 

KKGGCPPLFPRNFGFKFAPSGLKYG 

\YLK\VLNPKLNYSDHDVIKWVR*\I 

GR\SGIYENSACKATRQLAQLPQPPF 

LQQVQVPLLPQTTHQVSPSPPCFAC 

PSPLQPSPEVLGLGQSNTTKWDRWK 

QPLGSPGQGSSEGSCSPHPPVCSWP 

NAQALSSVTQSPGGFPFLPHPCGHS 

SGVGGLVAPHLRAPPKASEWIPGLS 

PYSALG 


999 


6496 


A 


1040 


255 


662 


TGEGYAGTEATDITHPQLRNQQWV 

PRCKPFPICDLKIQPEKNYLFFLR/QR 

VSLCHPGWSAW*SRLTATSAFPGS 

SYSPAFSLPSSWDYRCAPPRPANFCI 

FSRD/RGFTMLARMVUS*P\VIHPP 

WPVP\KVLGLQA 


1000 


6497 


A 


1041 


2 


297 


TLILPQHVNCPGGINAWNTITSYIDN 
QICQGQKNLCNNTGDPEMCPENGS 
CVPDGPGiyVLRDSGSHHSIRLHSA/ 
LGDPAPKSQDFMNYIGLTTDLRSI 


1001 


6498 


B 


1042 


1 


786 


MAPHDPGSLTTLVPWAAALLLALG 

VERALALPEICTQCPGSVQNLSKVA 

FYCKTTRELMLHARCCLNQKGTIL 

GILPQHVNCPGGINAWNTri'SYIDN 

QICQGQKNLCNNTGDPEMCPENGS 

CVPDGPGLLQCVCADGFHGYKCM 

RQGCLSAAAPQALAGKWPPKNCHL 

PSFVDGQPQGQKEPCNNYPSIYTFV 

PVCGQICGIKMLKTELLHLKYWDIG 

PGNRNSYKFAAGNVKFAVTLENSL 

LIPQKAKRNYHMTQQFRS* 


1002 


6499 


A 


1043 


137 


1021 


GRAEAGSLASQCVALASGSPVLLG 

GPAVLISSLTLPDPAQPDMHPMSRE 

RAKFVKSGLVYCKTDIKS^CLHANRC 

CLNQKGT/ILWGLDLQN\CSL\EDPG 

QNFSIRHITTVIINDLQANPLTGDLAN 

TFNRGFTQLQTLlLPQHVmCPGGINA 

W\NimYIDNQICQG\QKNLCNN\T 

GDPRKCVPEKGILCYLNGPKVFWQ 

aVCA\DGF\HGIQSVLPPGLVPHCX 

MFLREFWEFrHSIRL\HS\AFGGPSA* 

KAKDFHGTYIGSLPFDLKINLELSLA 

PVRGALLPRKGIFRPVGFRLKG 


1003 


6500 


B 


1044 


203 


308 


XRPLFAPVRARAVEAAGPGSGRAA 
EHSGPTGTAGCA* 


1004 


6501 


A 


1045 


78 


308 




1005 


6502 


C 


1046 


35 


259 


MQFSTHRGQKYERTPDTSGARVIER 
PYLTVIIIHNNLEGRLKEKSGKPYKF 
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wo 01/7<M49 



PCTAJS01/086S6 



SEQID 
NO: of 
nodco-tide 
sequence 


S£QID 
NO: of 
peptide 
seqncDce 


Me 
ttto 
d 


SEQ ID NO: 
09/770460 


Nodcotidc 
locatioo of 
first codoo 
for peptide 
sequence 


Nndeotide 
location of last 
eodoB for last 
amino add of 
peptide 
sequence 


Amino add seqoencc ( X=:Unknown; *^top 
codoo; A=possibIc nucleotide ddetion; >Fpossible 
oudeotidc insertion) 














AFWIUICHFTDNFTTAALFVTR* 


1006 


6503 


A 


1047 

* 


162 


1341 


PPFQUMGEKVSPDYNWFRGTVPL 

KKIIVDDDDSKIWSLYDAGPRSIRCP 

LIFLPPVKWNCKMSFSRQILALTWM 

GLTGLIAFAVIPVyCDHLEFCDGFR 

KLLDHLQLXDKVHLFGRFFGKGLWP 

NfRFTGIPLQIS*SPIPLILCNSL\MDTS 

IFNQTWDCKQLLA*CPAFMLQKNSS 

LGMFHPGPGGPYGWAGCHLDFHG* 

DRA*ESFGVQELNLAFQGLTLELSK 

FLCGNLH*NSGTYL*TIYGMCLDPG 

GGAFQLKLKKKWYKLYPNGPKKL 

HLKTGGNFPYLCRSAEGNXLMVQIH 

LLQFHGTKYAAIDPSMWRPRSLRC 

RKAALASARRSSSVSSSPVNDELTP 

VCSLYSQWAFSTRSDRPFPFQVPSG 

LTRGPHWGLGKVGLDGHLP 


1007 


6504 


A 


1048 


321 


888 


VELSVHPPIPADPRSLLAGAMPWKL 

PISLPAE\PPCSLSCCLLPPATQHPLH 

PALPAVDGAKKNPVFSGRLPPPP/PT 

QRTSASGISALYA^DREV^AQISELW 

AMRG»VQKVGGTVQISRAGQLAAV 

TSVGNMSVYPLALKm>PP\PSPPLPP 

PPPPVGRWSVGLRDLSPAVPSSSEV 

CLWRSVLCLIPGY 


1008 


6505 


C 


1049 


137 


320 


MLKSSFTCFPTEKGPKFLEDNLKTK 
XXXXXXXXXXXXXXXXXXXXXX 
XXXXXXXXXXXXLV* 


1009 


6506 


A 


1050 


231 


477 


GVYFIFFIGLWFCFVLFDDGRFTVA 
QAGVQWCDLGSLQPPVPPVGSNDSP 
WPQLPE*LGITGACHHARLIFIFLLE 
TGFRPC 


1010 


6507 


C 


1052 


60 


523 

• 


MAEAGFIHCPTENEPDLAQCFFCFK 

ELEGWEPDDDPMQRKPTIRRKNLR 

KLRRKCAVPSSSWLHGLRPLRXLPG 

PRVAAPLPGHPWCHQPSCGPLSNV 

LGKEINIFKLDVSTVLLFCLESGTRG 

VLPVQRVLLVQLLALSLSPFFGGPF 

WRFE* 


1011 


6508 


A 


1053 


61 


208 


IFETGQRKSQEQNWSYSVTQA/GVQ 
WCDLGSPQPRPPGLK*FSHLSYMGS 


1012 


6509 


A 


1054 

• 


198 


1011 


QTHGLQQPSQHLP/rSTLRTVTAST/ 

SMRSRHIHCGRLCHANKAVSSSKR 

DTAFFLPHFSPGKPGNQNSKNEPPK 

KRERERSSHCYPAAPAAQAEAPLVP 

l^RQl^STVETSNLKMLISFPKTLLR 

GPQEGWWHQGINPGSGAATLGPGS 

SERPQSIEASCSMARRTFFAVSSNSF 

FLLLVSFAILFLALSLSSFKNSPRVNS 

SNCFLTERKAQPDECFLCSSMGSSS 

GSQPSSSLKQKKHWAKSGSFSVGQ 

WMKPASAIRSGVQRSPPRRASS 


1013 


6510 


A 


1055 


1077 


1457 


ARRPEPPHPAHRRGGGTPAQGGAG 

SPGASSDTSLRLEAPPQSIACWRSCC 

NAASWWTRSRGTCSRQTQR*GWP* 

CWRAQRGCAPALAAPQPFLAAHHG 

QRSAAASTTPGLHAGLRRSRRPPRP 

PRP 
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wo 01/79449 PCTAJS01/086S6 



S£QID 
NO: of 
Bodto-Cide 
scqncncc 


SEQID 
NO: of 
peptide 
sequence 


Me 
tlio 
d 


SEQID NO: 

inUSSN 

09/77(M60 


Nucleotide 
locatioo of 
first codoD 
for peptide 
sequence 


Nucleotide 
locatioo of last 
codoo for last 
amino add of 
peptide 
sequence 


Amino add sequence ( X^Unknomi; *'=Stop 
codon; ^^possiMe ondeotide dddion; \FpQ$siblc 
nndcotide Insertion) 


1014 


6511 


A 


1056 


2583 


3580 


DRVSLLLPRLECNGAILAHCNLCLS 

GSSDSPASASQVTGITGKCHHTQUF 

VFLVEMGFHHIAQAGLELLTSVDSPT 

LASQSAGrrGVNHHAWLFFFCS«U3 

TVSLCYPGWSRVA*SRITATSA\PGL 

K*FACFSLPSSRDYRHVPPHPGNFCI 

FGRDEVSPCWPGWF*TPDLR\YPPA 

SASQSAmiGVSHHTWPQEVFLFLNL 

FIYLRWSL/DSVAQARVQRRDLGSL 

QAPPPRFXPFSCLSLPSSWDYRRPPP 

HPANFFVFLVETGRTVLARRVLIS* 

PRDLPASASQSAGITGVSHHTR/LIF/ 

NFFETGTHSVTWAAVQWYTI/GSLQ 

PRTPELK*SSHLILTSNWDYRCTPPC 

PFNLnYLnVFHRDEGSLCCPGWS* 

TPELK 


1015 

* 


6512 


A 


1057 


166 


409 


WSDWGTRHLSAASFNSHAFWNLE 
EELTLVKGQALPSRGLDCPGRPAPP 
AACPGPKWRACLWV*FPNQNPISPG 
RNFNLKT 


1016 


6513 


A 


1058 

■ 


10 


604 


ARPPKKPTSPTATTTTR*GARPATPP 

PRRPTAPIRWPCTPSTAPPRAC!*AT 

AP*QPQPAPHQQTAALFWASPPPSH 

QAPWIPPFLPQPPS/LPPPPPHSPRGP 

PGAQQGGAPAEKPWRPWTAQR»D 

WTPPGAGLELGGSPGLWGHRRARE 

GGAGEGRGFPEDRTGRFYKRIFVGR 

GDSKLPGPRGSFRSFSGKFFLCF 


1017 


6514 


B 


1059 


167 


355 


MASGSNWLSGVNWLVMAYGSLV 
FVLLFIFVKRQIMRFAMKSRRGPHV 
PVGHNAPKRSHFILK* 


1018 


6515 


A 


1060 


67 


458 




1019 


6516 


A 


1061 


164 


528 




1020 


6517 


A 


1062 


203 


364 




1021 


6518 


A 


1063 


103 


1019 

• 


GNGRGAPGDPCAVASAEPGLTSQD 

SGVNPNNSARGREAMASGSNWLSG 

VNVPLVMAYGSUDVCTAIYFCEEA 

NHALCNEISKGTSCPCGTQCPQGT* 

K*EIDIRLSRVQDIKYEPQLL\ADDD 

A\RLLTTGKPRGNQSaYNYLVIGM\ 

KALGLPFRTSNEIPFHSNEGRHSPFP* 

WGKNFRSYLLVDLRNTSTAFQGCTA 

KHLIDTLFGMAMETVARYGDKGVF 

WPRMKYLRYQEALSELATAVKARI 

GELFSDIH/HVQAAKDLTQSPEVSPT 

TIQVTYLPSSQKSKRAKHFL\ELKSF 

KXDNYNTLVES'TL 


1022 


6519 


A 


1064 


1027 


1365 


PEV>niLYCLFKNKI*KALLSFQTYIC 
lYVLDVLIREKMVFKMCQVWCVXC 

rmcvcvcmj*cvcvcmHTHTHT 

CyVCDW»AIQ**TCPHYFFLILDQCC 
PNCi'FPLMVTML 


1023 


6520 


A 


1065 


675 


819 


HRLDRAHP*RAEGNCLLPIVYLSY/G 
PLIA*TGQGTSSPCLCS17*PRSAITHT 
PSQPGDPRQPQTVHSGELNPRVYTK 


1024 


6521 


A 


1066 


3 


603 


VDDFVQPARRRWEMLGVLPSVFLG 
LRRFVHPAKGMKQTRGDSFAFQSG 
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wo 01/79449 



PCT/USOl/08656 



SEQID ISEQID 
NO: of NO: of 
Inndeo-tidc Ipeptidc 
jscqaence (scqncoce 



Me SEQ ID NO: INacleotide INiiclcotide 



tbo ioUSSN 
Id 09/770460 



location of llocation of last 
first codon tcodon for last 
for peptide laiainoacid of 
jscqiicncc peptide 
sequence 



Amino add scqnence ( X^nknown; *=Stop 
codon; /^possible oncleotide ddetioo; V^possibk 
nndcotide inscrtioo) 



SPGVCFEGQEAEGSLSYGVGLIAAG 

FVLLSPPSQC/HDSLATQVLVCGVA 

LLWPSSGRAGTVQP*PAPENRSASP 

FCLPGHIQPVPVFTVPRSArnnrSS 

NLGTPRQPQTVPLRGAESPGQPCPM 

SLRKLPQARPLVLYTCSCHPAVDEC 
FR 



1025 



6522 



B 1067 



46 



1983 



1026 
1027 



6523 
6524 



A 1068 



849 



A 1069 



74 



2705 



^4RPRKAFLLLLLLGLVQLLAVAGA 

EGPDEDSSNRENAIEDEEEEEEEDD 

DEEEDDLEVKEENGVLVLNDANFD 

NFVADKDTVLLEFYAPWCGHCKQF 

APEYEKIANILKDKDPPIPVAKIDAT 

SASVLASRFDVSGYPTIKILKKGQA 

VDYEGSRTQEEIVAKVREVSQPDW 

TPPPEVTLVLTKENFDEVVNDADIIL 

VEFYAPWCGHCKKLAPEYEKAAKE 

LSKRSPPIPLAKVDATAETDLAKRF 

DVSGYFTLKIFRKGRPYDYNGPREK 

YGIVDYMIEQSGPPSKEILTLKQVQE 

FLKDGDDVIIIGVFKGESDPAYQQY 

QDAANNLREDYKFHHTFSTEIAKFL 

KVSQGQLWMQPEKFQSKYEPRSH 

MMDVQGSTQDSAIKDFVLKYALPL 

VGHRKVSNDAKRYTRRPLVWYYS 

VDFSFDYRAATQFWRSKVLEVAKD 

FPEYTTAIADEEDYAGEVKDLGLSE 

SGEDVNAAILDESGKKFAMEPEEFD 

SDTLREFVTAFKKGKLKPVKSQPV 

PKNNKGPVKVWGKTFDSrVMDPK 

KDVLIEFYAPWCGHCKQLEPVYNS 

LAKKYKGQKGLVIAKMDATANDV 

PSDRYKVEGFPTIYFAPSGDKKNPV 

KFEGGDRDLEHLSKFIEEHATKLSR 

TKEEL* 



KKLDFFRSLPVFQADFSHWQLFRVL 

FLLHPPLVISMDSWFILVLLGSGLIC 

VSANNATTVAPSVGITRLINSSTAEP 

VKEEAKTSNPTSSLTSLSVAPTFSPN 

rrLGPTYLTTVNSSDSDNGTTRTANS 

TNSIGinSPNGTWLPDNQFTDARTE 

PWPGNSSTAATTPETFPPSGNSDSK 

DRRDETPIIAVMVALSSLLVrVFIIIV 

LYMIVRGFKKYKQAGSHSNSFVRLS 

NGPH*GMWEPQSVPLL\ARSPNSTNR 

\KYPTPGPWDKLEEEINRRMADDNK 

LFREEFDALPACPIQATCEAASKEE 

NKEK\NRYVNnj>YDHSRVHLTPVE 

GVPDSDYINASnSGYQEKNKFIAA 

QGPKKETVNDFWRMIWEQNTATIV 

MVTTLKERKECKCAQYWPDQGCW 

TYGNIRVSVEDVTVLVDYTVRKFCI 

QQVGDMTNRKPQRLITQFHFTSWP 

DFGVPFTPIGMLKFLKKVKACNPQY 

AGAIWHCSAGVGR'nSTFWIDAM 

LDMMHTERKVDVYGFESRIRTQR* 

QMVQTDMQYVFTfQALLEHYLYG 

DTELEVTSLETHUjKMYNTIPRTNT 
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wo 01/79449 PCT/USOl/08656 



SEQID 
NChof 
ooclco-tide 
seqneoce 


SEQID 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SEQID NO: 

iaUSSN 

09/770,160 


Nncleotidc 
locatioa of 
first codoo 
for peptide 
seqncnce 


Noclcotide 
locatioD of last 
codoD for last 
amiDo acid of 
peptide 
sequence 


Amino add sequcoce ( X^UnkDOwo; *=$top 
codoo; /^possible Dodeotide deletioD; V=possible 
Dudeotide iosertioii) 

• 














NGL*EEFKKLTS1K1\QNDKMRTGNL 

PANMKKNRVLQII\P*EFTRVIIPVKR 

GEENTDYVNASFIDGYRQKDSYIAS 

QGPFS\HTMRDFWRMIWSGKSCSIV 

^4LTELEERGQEKCAQYWPSDGLVS 

YGDITVELKKEEECESFTWRDLLVT 

NTRENKSRQIRQFHFHGWPEVGIPS 

DGKGMISU\AAVQ\KQQQQSGNHPI\ 

TVH\CSPGGKERTGTFCA\LSNVL\E 

RVKA\EGILDVF\QTNAKSLR*\QRPQI 

GSRQLEQY*VLAYKVVPG VDLDAIP 

QINAQLQSKAANKGPVDPGGLPFNI 

LVIFLFC 


1028 


6525 


A 


1075 


734 


1151 


YRRGPGGLRWAEMSGDFPPIPLPVR 

GIHPIPLRASQ/PVL*GGQQGMGTGP 

ISQ/PGETEFQTGLSACPKPHRVPGP 

SSCnEKPSQRLHEQMVRGG*SSMG 

GAGNGVGMESGTVQGTPSGSGWR 

PAGTGVGARNCWYLPL 


1029 


6526 


A 


1076 


118 


399 




1030 


6527 


A 


1077 


1 


214 


LLMRVSLPSEVFFCWFETESRFVT 
QAGVQWHDFG*LQPPPPRFK*FSCL 

SPPSSWDYRHVPPCLANFCIF 


1031 


6528 


A 


1078 


2 


152 


ETESLYVTQAGVXQWHDLGSLQPPP 
PRFK*FSCLSLPSLTTFDTSLKSME 


1032 


6529 


A 


1079 


2 


426 




1033 


6530 


A 


1080 


1 


1716 




1034 


6531 


A 


1081 


2 


886 


VGGRGEALDGGGSGAPPSVSQTES 

RAGTMSAYPKSYNPFDDDGEDNEG 

ARPAPWRDARDLXPDGPDAPADRQ 

QYLRQEVLRRAAATAASTSRSLAL 

MYESEKVGVDSSEELARQRGWLEA 

HREDGGTRLDQDLKISQKHINSI*ER 

VLGGLVNATFKSKPVE\PPPE\QNG 

TLTSQPNNRLKEAISTSKEQEAKYQ 

ASHPNLRKLDDTDPGPPEAWASAP 

GVLMLTPKNPHLRA\YHQKIDS\NL 

DE\LSMGLG\RLKDIALGMQTEIEEQ 

DDILD\RLTIXVDKLDVNIKSTERK 

VRQL 


1035 


6532 


A 


1082 


1549 


1712 


SNL*FFFF£MESRSVA\RLVECSGVIS 

AVHCNLCLPGSSNSPT\SAS*VAGITG 

A\THHSRLIJFVFLGVETGF«HVG\QA 

GLVDSLTLMIQPALASPKCLGLQAVS 

PPMPSPYSSSFFCPLNILTPHVLYPG 

LNPPSSFCSDL 


1036 


6533 


A 


1083 


2 


336 




1037 


6534 


A 


1084 


218 


1080 


PSSRMNH\LPEDMENALTGSQSSIAS 

LRNIHSINPTQLMARMESYEGREKK 

GIS\DVREDFCLFVTIADLLF\VTLLW 

D* *EFKC*MGGHLRNTFRRRR*LQY 

♦LTISSIFLILFLPGQFFRF*KCLILAY 

AV\CR\LRHWWGQ*RLTTAMTSALL 

LAKVILLKLSSQGAFG\YVLPF1\SFIL 

AW\IETWFL\DFKVLPQEVAF.F.FNR/L 

SLIVQDASERAALIXPGWSFWMGQF 

YSPPGIRRQDLEGSLKEKQGQLRKP 
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wo 01/79449 



PCT/US01/086S6 



SEQID 
NO: of 
nndco-tide 
sequence 


SEQID 
NO: of 
peptide 
scqBcncc 


Me 
tbo 
d 


SEQID NO: 

inlJSSN 

09/770460 


Nucleotide 
location of 
first codoo 
for peptide 
sequence 


Nucleotide 
locntioDof last 
codon for last 
amino add of 
peptide 
sequence 


Amino add sequence ( X^Unknonm; *=^top 
codon; A=pQssible oodeotide ddetion; V^passlbk 
nndeotide insertion) 














LFRNYEYYFLFKCGKTLTESHRGKK 
RQAVESPCRQ 


1038 


6535 


A 


1085 


3 


400 




1039 


6536 


B 


1086 


333 


436 


XTPVFSYGDEIGLDAAALPGQPHEG 
LLLRFPYAA* 


1040 

■ 


6537 


A 


1087 


127 


2041 


RGVWGGHVPGGSREEWSGEDQGG 
KRRGDAVAENCAEAREAGESVLGP 

RVQVGVEPPSDRKLRRVAGSAGTM 

SQDTEVDMKEVELNELEPEKQPMN 

AASGAAMSLAGAEKNGLVKEIFPQ 

KKKGGGSAEDEAEAAAAAKFTG\L 

SKEELLKVAGSPGWVRTRWALLLL 

FWLG\AVL\GMLA\GAWIIVRAPR\C 

RKL\PAQKWWHTG\AL\YRIGEPLRP 

FQGQRRGANLAGSLKGRLDY\LSSL 

KVKGLVLGPIHKNQKDDVAQTOLL 

QI\DPNFGSKEDFRSLL\HSVKTKNL 

RGILD\LTPNYRG*ELRWFSTQVD'n 

VATKVKDALEFWLQAGVDGFQVR 

DIENLKDASSILGLSWQN/ISPKGFSE 

VDRLLIAGTNSSDLQQILSLLESNKD 

LtLTSSYLSDSGSTGEHTKSLVTQY 

LNATGNVRWCSWSLSQAR\LLTSF\L 

PAQL\LRLYQ\LMLFTL\PGTPVFQAT 

GNEUGLGCSCPLLGQPMGGSQFML 

WVDEVPAFPVDIPGGC*VANMDCGR 

GQSEVDPGSL\LSLF\RRLN\DQRSKE 

APPYCHGNDFNHAFLPLGPWTLSPDR 

QLGTQNETFSG*CLNLGDVGLS\AG\ 

LQASDLP\ASAKPWPAKADLLLSTQ 

PG\REEG\SPLELERLKLEPHE\GL\LL 

RFPYAA 


1041 


6538 


A 


1088 


652 


905 


HLLPPLTPTTTQWGRDLLLSPISQM 
RiaRHRKVKKKTRT/WPGVVDHPU 
NLSTLGGGAWRIA*GQEFETSLGN1 
ARPCLYKKKFK 


1042 


6539 


A 


1089 


3 


591 




1043 


6540 


A 


1090 

• 


266 


1905 


LGGHTWGTAAAGVWSDWPGRSW 

AELTSENSAGLSPSWGSPQDEVPGA 

WPMLQGAVEPMQIDVDPQEDPQN 

APDVNYWENPSLDLEEFAASYSGL 

MRIERLQFIADHCPTLRVEVALKMA 

LSFVQRTFNVDMYEEIIMKLSEAT 

RSSLRELQNAP\DAIPESGVEPPAL\D 

TAWVnVTRKKALLKLNEKLDTDLK 

KYKGNSIKESIRRGHDDLG\DHYL\D 

CGDLSNALK\CYF\RPRDYWTSAKH 

MNMCLNWIKGQRFTLQNWSHVLS 

YVSKAESTPEIAEQRGERDSQTQAIL 

TKLKCAAGLAELAARKYKQAAKC 

LLLASFDHCDFPELLSPSNVUIYGG 

FCALVTF\D\RQELQKNVI\SSSSFQV 

VLGSWEPQV\RDIIFKFYESKYASVC 

LRRLDEMKDNLLLDMYLAPHVRTL 

YTQIChARALJQYFSPYVSPDMHRM 

AAAFNTTGGPPWKNELIKFILXEGLI 

SARVD\SHSKIL\YARDV\DQRRTTF* 

ESLCLMG\KEFQRRAKAVMMLRAA 
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wo 01/79449 



PCT/US01/086S6 



SEQID 
NO: of 
DDcleo-tide 
scqoence 


SEQID 
NO: of 
peptide 
scqncoce 


Me 
tbo 
d 


SEQIDNO: 

inllSSN 

09/770,1^ 


Nucleotide 
location of 
first codon 
for peptide 
seqocDce 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino add sequence ( X^Unknown; *=:Stop { 
codon; /^possible nucleotide deletion; V=possiblc 
nucleotide insertion) 














WLRNQIHVSYPTQRKDARGELTPA 

NSQSRMSTNM | 


1044 


6541 


A 


1094 


2 


397 


SQDHVRGFLEKESAIVSRPLNPFTA 

KALSGTSPGDSDDVQPGPSVGPPSK 

DKDKVLPSFWIPSLTPEAKATKLEK 

PS/RLECVEKLIRKDMVDPVTGDKL 

TDRDUVLQRGGTGFAGSGVKLQAE 

KSRPVMQA 


1045 


6542 


B 


1095 


30 


310 


NITRHGKNCTAGAVYTYHEKKKDT 
AASGYGTQNIRLSRDAVKDFDCCSL 
PRSCCHAYEKQRGTRREEQKELQR 
AASQDHVRGFLEKESAI* 


1046 


6543 


A 


1096 


29 


449 




1047 


6544 


A 


1097 


2 


1069 


lETRCTPRCRNSARGESLVRMTRHG 

R\N\CTAGAVYTYHEKKKDTAASGY 

GTQNIRLSRDAVKDRDCCCLSLQP 

CHDPVVTPDGYLYEREAILE\YIL\H 

QKKXEIARQMKGLTRKAGGG'mPPK 

EQKELQR\AASQVDHVRGFL\EK£SA 

IVSRPLNPFTAK\ALSG\TSPGDSDDV 

\QPGPSVGPPSKDKDKVLPSFWIPFA 

TPRAKATKXLEVKPSRTVTCPHVKGS 

PLR\MSEPERPVHFHNR*NSSWEPR 

GASnPQASAYVCA\VTO\DSLSKRQ 

PPVAVLRPSGAWTLECVEMCLIRKD 

MVNDPVTGVDKLTDRDIIVLASGAVT 

GFAGSGVK\LQAEKSRP\VMQALRC 

AGGPNKPGLGP 


1048 


6545 


A 


1098 


5 


576 


SRWEFAKMAENSGRAGKHRDDSG 

VKGAVSHEQVIAGLQTTFGRNQRG 

LASQS/AAELGDWKLNEATALVIDT 

TGREV\DET\RKCYRMVWKEFLVEA 

NLSKEVACPAFGRTTKEQ\IQKII*DT 

*HSSFQAKGKELK*ISGKKHNI/RVL 

MGEDEKPSQPKENS\EGGLGLKAS\S 

AGWWSPRDQGLCIFFLP | 


1049 


6546 


A 


1099 


534 


1004 


RMSAGALFIWGTAIXYFDRKKTEVT 

PNFQEPGFRERRKKQKLAQGEKLG 

FPK\LPD\LKDAEAVQKFFL*RNTSL 

GEEL\LAQ\GEYEKG\VD\HLTKPELP 

VCX5QFrASLLQVL/QQANFFPPPV\F\ 

QMLLD*SSPnSQRIV\SAQSLAEVDD 

VGMRNKCLH 


1050 


6547 


A 


1100 


91 


942 


GLLVG VGAAAVMPGIVELPTI P.ET . 

KVDEVK1SSAVLKAA\AHHYGA\QC 

DKPVNKEVFMLCRWEEKDPVRRCLEV 

EGKLVNK\CALDFFKA**NRHCAE/P 

LFLQEYWGLCIDYTRPSKLFPSTVR 

KQAGKSFDEaVLDKL\GWVRP*PG 

ENCQKVTVKVKTDRPLPENPYH\SRP 

RPDPSP\EIRGEILQP\ATHGS\RFYFW 

TKLKMGPVAHTRSCAQTTTDENAH 

AGLHPTDSGVLSGIHQHLTKKLTYD 

DLAVILYHFLSIKIFKGEAPPLQHYP 

QSHQTTLCSPQNPG 


1051 


6548 


A 


1101 


140 


812 


GDFGDRAGAGRETEEIFHSSQQLKI 
RPWAGAGRAAEPKDWRIWGTGEW 
GSERQIPSPPVPSRSNPHFLPQAGAG | 
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wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: of 
ondttMidc 
sequence 


SEQID 
NO: of 
peptide 
seqoeoce 


Me 
tbo 
d 


SCQ ID NO: 

iDliSSN 

09/770460 


Nucleotide 
locatioQ of 
first codoD 
for peptide 
scqnoice 


Nadcotide 
location of last 
codoD for last 
amino add of 
peptide 
sequence 


Amino add scqacoce ( X^Unknowo; *^top 
codon; ^=possible nodieotide ddetioD; \=pfBSJble 
DDcieotide insertion) 














HFVQNPCKYPTPSPLQRSLEELPLSP 

TWKLLJHPDPPPCKAPLTLQPVAPK 

♦PESPPLPPMLDPRDFPSPAPHPANE 

LKKRRGNPRQWFFLSEraLSHLQN 

GTGWGWKGKDGRGRRTGMELGLI 

PEAPVPISGPPFIHSHSQPPCYTGL 


1052 


6549 


A 


1102 


228 


860 


STAQGhlLLTVFlQPRASMSGGKYW 

DSEGHLYTVPIREQG\NIYKPNNKA 

M\ADELSE\KQVYDAHTKEIDLVNP 

RPLNIFNG*PWSKIDFKDVIAEPEGT 

HRF*RAFGKASFHHLSL*RKYWFLP 

LCWSALFGHPRWALIWGHFTSANS 

LLFLAHLAVAWP\CIK\SFL1*GFQCI 

SRA^SYSILRSTTGLVTPLFEAVGVKI 

FQQLSASNLQKEI 


1053 


6550 


A 


1103 


825 


920 


f 


1054 


6551 


A 


1104 


222 


1244 


RWEKKMALLCYNRGCGQRFDPET 

NSDDACTYHPGVPYFHDALKGWSC 

CKRRTTDFSDFLSIGGCTKGRHNSE 

KAVPEPVKPEVKTTVGTKELCELKPK 

FQEHnSSPLSQ*KQLKRPSPDEPMT 

NLGIKNIWPPLKQALDKLKLSSGNE 

ENKKEEDNDEIKIGTSCKNGGCSKT 

YOGLESLEEVCVYHSGVPIFHEGMK 

YWSCCRRKTSDFNTFLXAQEGCTKG 

KHMWTKKDAGKKWPCRHDLHQT 

GGEVTISVYAKNSLPELSRVEANST 

LLNVHTVFEGEKEFDONVKLWGVl 

DVKilSYVTMTATKIEITMRKAEPM 

QWASLELPAAKKQEKQKDDTTD 


1055 


6552 


A 


1105 


87 


313 


ISQERG*RRDKERLAQREIK/RRRER 
EK/ER*EERIDKKREAKREKR/ERER 
KIPEEREEERKKGIFVnWFNPMSVP 
H 


1056 


6553 


A 


1106 


37 


404 


PQLSRCRSECMYVNPTWMTSMGQ 

ATWSDPHKAKTMLNRIPLGKFAGE 

SGGSPASWPAVPVCALGRGGRER 

WAAASFLYAPDPRPAH\EVEHVVN 

AILFLLSDRSGMTTGSTLPVEGGFW 

AC 


1057 


6554 


A 


1107 


19 


919 


AAMVWNSELFLAGRRVLVTGAGK/G 
WAAGKGGQRPAAGRGGQGTPSLSP 

LPAGIGRGTVQALHATGARWAWS 

RTQADLDSLVRECPGBEPVCVDLGD 

WEATERALGSVGPWDLLVNNAAV 

ALL\QPFL\EVTKEAF\DRVCPSASRS 

FE\VNLRAVlQVSQrVARGF/I*ARGV 

PGAIR/VNVSSQCSQRAWTNHSAT/L 

LPTKGVPLDMLDQG*WAL\ELGPH 

KLSRCRSELNASKP/TrVGD*RSMG 

PGPPWSDPHK\AKIMLNRIP\LGKFA 

EVEHVVNA\ILFLLSDRSGMTTGS\T 

LPVEGGFWAC 


1058 


6555 


B 


nil 


28 


384 


MKAAVLTLAVLFLTGSQARHFWQ 
QDEPPQSPWDRVKDLATVYVDVLK 
DSGKDSVTSTFSKLREQLGPVTQEF 
WDNLEKETEGLRQEMSKDLEEVKA 

KVQPYLDDFQKKWQEEMELYRQK 
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wo 01/79449 PCTAJS0iy086S6 



SCQID 
NO: of 
Dodco^ide 
sequence 


ISEQID 
iNChor 
Ipeiitfcic 
1 sequence 


Imc 

ttic 
d 


I S£QU>NO: 
» inUSSN 
09/77D4fiO 


INocleotidc 
llocalioool' 
Ifirst codon 
Ifor peptide 
IseqncDce 


Nucleotide 
locatioooriast 
codoo for last 
amino add of 
peptide 
sequence 


lAmino add sequence ( X^Unknown; *^=Stop ~1 
Icodon; A-possiUc nucleotide ddetion; V=pQssil>le 
Inudeotide Insertion) 














I * 1 


1059 


6556 


A 


1112 


44 


1009 


ggireggpprpfrmkaavlti-avlfH 

LTGSQAVRHFWQGG*SPPRAAWDR 

VUODLATOVPWTVLKEQRTETYVS 

QFEGLRLGENS*TLKLLVDNWGQR* 

PSTFQPSCAKQLGPVLTQEFWYNLE 

KETEGFRQEMSKDLNEEVKAKVQP/ 

YTLDDFQERSWQEE\MELYRQKV\E 

PLARKNFQEG\ARPESLHFJ . ARRSLS 

PLGEAVSRPRARPMWDALRTVHLAP 

YSDEMMPALGRAPLGALRENGGAR 

MGQYHA\QATEHLSTLSEKAKPALE 

D\LRQGLLPVLESFKVSFLSALEEYT 

KKLNTQLRRPPPPPypVLRINVSKV 
EKKXKK 1 


1060 


6557 


A 


1113 


62 


393 


IPAKQPTPTSLKTPTEECDQHENTAS 

SPSPMTPPCT/PSTNQPSPKLPVSHSP 

NP*KPPAPKLLREMDLTFPPHFPPSV 

APTMKPLSSATTPMPRRISLSGSHSR 
RWDPFVG I 


1061 


6558 


A 


1114 


3 


450 


QTQREPTMVLSPADKTNVKAAWG 
KVGAHAGEYGAEALERVMFLSFPTT 
KTYFPHFDLSHGSAQVKGHGKKVA 
DALTNAVAHVDDMPNALSALSDLH 
AHKLRVDPVNFKLLSHCLLVTLAA 
HLPAEFTPAVHASLDKFLASVSTVL 
1 TSKYR 1 


1062 


6559 


A 


1115 


9 


675 j 

- 


i NSARATDSERTHHGARLLPDKTNV 

I KAXAWGKVGAHAGEYGAEALERM 

FLSFPTVTKTYFPHFDL\SHG\SAQG» 

RAHGK\KVA\DALT\NAVA\HVD\DM 

PQTALSALSGPATAHKL\RVDPVQL 

SSS*SHLPCWWTLGRPTSPSEFNPW 

RLHAFPGTKFPGLLVEAPLLEPSKLP 

LKLGSLRVGHAFFAPLGLPPRALLP 

FPGTRNPVGLLNKILNWGGKKKKK 
KKIF I 


1063 


6560 


B 


1116 


61 


348 


ESALTQLLKAGGSLKKFLFHPGDTV 
PSTARIGYEQLALGVIAAGAGAIVH 
EKHPGKLAGYISSLLTLAGFATAMA 
AWLCVNSFIWQTEPFLYIDT* 


1064 

1 


"6561 


A 


1117 


2 - 


256 


CLSCAFWAGSWIAAGAGAIYHmCI 
HPGKLAGYISSLLTLTGFATAMAAV 

VLCVNSFIWQTEPF\LY1DTVCDRSD 

PVFPTTAIVL 1 


1065 


6562 


A 


1118 


3 


270 


AWLCVNSFIWQT/EPFLYBDTVCDR"] 
S^ALFLAVCVLKVIVSLVSLGVGL 
RNLCGQSSQPLNEEGSEKRLLGENS 
VPPSPSREQTSTAIVL 


1 1066 1 


6563 


A 


1119 1 


1 


642 




1067 


6564 


A 


1120 


46 


998 


AIVPSWDLDKDTISLLSPVLCIFPSPS 

SQTSLLYVFSLAGRMTQNTVIVNGV 

AMASRPTQPTHVNVHIHQESALTQL 

LKAGXGSLKKFLFHPGDTVPSTARIG 

YEQLAL\GVTQIFAGALRGVIL\GVC 

♦SWGPGTVLRASGCAFWAGSWIA 

AGAGATVHEKHPGKLAGXYISSLLTL | 
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wo 01/79449 



PCTAJS0iy08656 



SEQID 
NO: of 
nodco-cide 
sequence 


SCQID 
NO: of 
peptide 
scqocnce 


Me 
Ibo 
d 


SEQID NO: 

inUSSN 

09/770,160 


Nucleotide 
locatioa of 
first codoo 
for peptide 
scqnnce 


Nucleotide 

locatioDoflast 

codon for last 

amiooacidof 

peptide 

sequence 


Amino add sequence ( X'^UnkDowo; *<^top 
codon; /impossible nucteotide ddetion; V=possible 
nndeotide insertion) 














AXGFATAMAAWLCVNSFIWQTEPF 

LYIDTVCDRSDPVFPTTGYRWDAA 

KSRRNQWQKEECRAYM\QMLRKLF 

\TAIRALFLAVCVLKVIVSLVSLGVG 

LRNLCGQSSQPLNE/EKGSEKKLLG 

ENSVVPPSNPSREQTSTAIVL 


1068 


6565 


A 


1121 


504 


1026 


KIKRKKKRPHIPVLREIPGLLNIPCL 

WHLEWVTLSKSPSKRFCAFAVGGN 

GGESGWLGGTRP/PSPRGMHLPGSS 

SSESEPHRNCPCPGSAQPCGHQAGS 

EDPQNTGPVAS/EL*PPACWRLCGQ 

PGPLNGAPAAPLAGHPRPPWRQVGP 

GTSGSSQSWVSSCDHGGQHSGQHQ 

SWQ 


1069 


6566 


A 


1122 


461 


548 


KNLEQKNAMIHSAGEHHQGAERRS 

TWEELEGPRVTSLTLLV*RAWSSGP 

APSPT*PPSCTPPRRSS*APAGPSDAS 

PSRRPRA/SPASRQAAPKDKLPETPR 

RRIEKEP\PGPFAPGIFE/GGFTVSGG 

REQETPFAGTSGCY/RPTPPHFCWL 

GSPPRSTSSKAGGPSSSPPSPPTEAES 

STARPAKSRTMPTSGWHIGSTRPPR 

RRPSPR*RTSCTAHRRTSCSFSGTMP 

ARSRGLHSEIRRLQQHCTDLTYELT 

VKCSEQTGDGTSKSSELKKRCEELE 

AQLKVKENENAELLKELGAEKRDD 

SQCWRTPSRSREICKYLGGA 


1070 


6567 


A 


1123 


148 


197 


DPLGFL*QKRNQQEDD 


1071 


6568 


A 


1124 


1333 


2383 


RMKKEHVLHCQFSAWYPFFRGVTI 

KSVILPLPQNVKDYLLDDGTLWSG 

RDDPPTHSQPDSDDEAEEIQWSDDE 

nt\atl'napefp*slplkvqgsyqip 

lggqvsfpkv*fgs\aprd\aywia 

mnsslkcktlsdifllfkssdhtrd 

ftqpfihctddspdpvcieyelvlek 

wcemipggxefrcfvkenkligisqr 

dytqyydhiskqk\eeirrciqdffk\ 

khipvqil*mkdlvfdiyr\dsrg\k 

vwlidfvnpfgevtdsllftweelas 

ennfkrrflvkvdaqeqdspsfsva 

qtsevtvqpqplicsyrl\pkdfvdl 

svtgedahklidflklkrnqpegr 


1072 


6569 


A 


1125 


162 


413 


GA£)GQINQQTLDDRSGD£CLD£CP 
GPPRRGKGPQREVQPASPQASPPGT 
HQ*GSDGSSCTPSPV\SIGSPGLGPP1 
WRPHPKPG 


1073 


6570 


A 


1126 


2 


228 


GGPRNKEPYPQGPKNRAQSPKNLV 

hsltsm*ssp/lpfkpskstiidncplt 
hq*nplkp*plfppspnippgfkkp 


1074 


6571 


A 


1 127 


302 


488 


SPICLTPKSSLTHSSDDYKYSVWQR 

AVAHTCNPSTLGAEAG/WVT*AEEF 

KTSLHNIVRPCLY 


1075 


6572 


A 


1128 


66 


703 


RRRRLPSVAIMIILPGPSSSHDEMnS 

DIYKMRGDRGRGLCLEGGRGRWVS 

RTE\GTID\DSLIGG\NA\SAESPRGAK 

GTERHK*STGV\DrVTVfWlHLPGNKF 

SQKEASKKVHQRITMKSI\KGKP*K 

NRRPRKSKTFL*QGAAEQIKHILAN 
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wo 01/79449 



PCT/US01/086S6 



SEQID 
NO: of 
nadco-tidc 
scqBcnce 


SEQID 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SEQ ID NO: 

foUSSN 

09/770460 


Nackcotidc 
locattooof 
Grst codoo 
for peptide 
seqneoee 


Nucleotide 
focttiOB of last 
codon for last 
amino add of 
peptide 
sequence 


Amino add scqncnce ( X'Hinknowa; *^=^op 
codoo; A^possiMc nocJeotidc ddetioo; V^possible 
nndeotide insertion) 














FKKLQF/YFIGENMNPRWAWVLLL 
DY\»RIX}WP\YM1FFK\DG\LEMEK 
MLTNVAIILDLSPCHP 


1076 


6573 


A 


1129 


1 


1006 


LLLLGHASTSTGGGGKRASKMATT 

KRVLYVGGLAEEVDDKVLHAAFIP\ 

WGDITDI\QIPLDYETGEK\HRGFAF 

VEFELAEDAAAAIDmiNESELFGRT 

IRVNLAKPMRMKEGSLNRPACSDND 

WLKKF\SGKTL*ED*RGRRVRASQS 

RDPG/TGRAHLLKRRRSNPQVY\WD 

IKIGNKPAGVRIQMLLRSDWPMTAE 

NFRCLCTHEKGFGFKGSSFHRIIPQF 

MCQGVGDFTNHNG/TLGGKSIYGEE 

VSMMENFILKAYGDQGLLS/MLAC 

GDPNTNGSQF\FLTC*\KTDWLGWA 

SHWFGEVHRKALGCLCGQIEAQG 

SKDGKPKQKVIIAGLWGSTC 


1077 


6574 


A 


1130 


1 


574 


DTRFLERLRLSISFLVQTPIGHSTEED 

QGLLSTSLWGKWKCGKNAGRKKP 

LGKAPLVVLPPWDPKRFL*KSFGQT 

LSLCPLPHPWGKPPKSQRHHGKERC 

LTFPWGDAHKAPLDDPQRAPFAQA 

♦VNLH\CDKPAMWDPENFQAPGEM 

LLVTVL\AIPFSGKEFHPWRLQGFLG 

RKMGDLELASALVPSRYH 


1078 


6575 


A 


1131 


200 


740 


HGSMRRLLIPLALWLGXAVGVGVSQ 

I*ENPSPGGLQVALEEFHKHP\PVQW 

AFQH/TAVLESAVDTTFFFUGIFVRL 

EVFKLQQVTSCPEEGTWKKPRVQKSR 

PQWDGNRKLPWPCIQTWALEDKSS 

WARLVPPPPIKTQVLAGGWRSTQE 

DPSCLRVQRAC^RTPPSFYFPGQFAF 

SKVALPRS 


1079 


6576 


A 


1132 


79 


933 


EWPSSIDLVNELQVGISEKVSFLNR 

KIKPQVPLWYRLDGKVIILTAAAQG 

IGQAAALAFAREGAKVIATDINESK 

LQELEKYPGYSK/PRVLDVTKKKQI 

♦SSLPMKLRDFDVLFNVAGFCFSVRE 

LVLGL*GRKDWGLLR*ISMWRSTY 

LMDSRAFLPKML/RFRNLGNIINMS 

CCGLPSVKGWEQDVCTAQPKASR 

GLASTKSVGCRFHSRQGHSGANLC 

VARGTVDTPISYKKEYNATRKS*TT 

ARE*FP*RDKKPGKIPQLPEEISHAL 

RRISASD\ESAYVTW 


lOSO 


6577 


A 


1133 


1601 


1778 


MEQIRASGKLYKSLYQKREIYIYMC 

STTYIYT»Y/HSTAYIYICLYVHIYIY 

MYRQYYVF 


1081 


6578 


C 


1134 


58 


394 


MAEKPKLHYSNIRGRMESIRWLLA 

AAGVEFEEKFIKSAEDLDKLRNDGY 

LMXQQVP^4VEIDGMKLVQTRAILN 

YIASKYNLYGKXLKGESPFNLREQD 

AKXCLDPRGNPKIX* 


1082 


6579 


A 


1135 


133 


985 

• 


RNLRGIAILAGKPQVQFFHSRG\RM 

ESmWLL\AAAGVEFEEKFMK/SLA 

EDLDKFR\NDGYFDVSSKCPMV*DL 

MGLKLWQTRAILNLHLPANYNL/H 

YGGKDIKGREPU*YCILGRY*PDFG 
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V 



wo 01/79449 



PCTAJSOl/08656 



SEQID 
NO: of 
DDclco-lide 
sequence 


SEQID 
NO: Of 
peptide 
sequence 


Me 
tbo 
d 


SEQ ID NO: 
09/77(M60 


Nucleotide 
location of 
first codoo 
for peptide 
sequence 


Nodeotide 
locatioa of last 
codon for last 
amino add of 
peptide 
seqoence 


Amino add seqoence ( X=Uoknown; **=Stop 
codon; ^^possible nodeotide ddetion; \r=p08sible 
□Ddcotide insertion) 














VEIV/LLLSCPYCSTLREQDCQALPW 

lKEKN*KNRKrFPCPLEKVLKRAHG 

TKTY\LVGKKS*ARAGPFHVLVELSS 

TTVEELDFQSLSPSFPLPERPLBTPES 

RQPCPHSERKFPYSPGQPQGKPSPW. 

DEE/SL*EGRQGKDFSGFLINGSPWE 

GPRNLAINPMVS 


10S3 


6580 


B 


1140 


866 


942 


MDRHCPKLSGAPFGPPAPILGLTDP 
EFSHEPKLHHARJLHRAPPFniDHP 
VGVISRLPRAGRGRAEGSPPGPDLF* 


1084 


6581 


A 


1141 


405 


536 


KSAPRPGWAHTCNPSTLAGRG/G 
WIT*GQEFENSLANIVKCCFY 


1085 


6582 


A 


1142 


49 


365 


tpdkpirshetlpihek*prgktgppF 
dsddpppgspspqhvgnsqkinsklp 
issgdhspnpyhw*cplpsvlgip/pv 
rrdplcgpespqeeggqqrnesfdif 


1086 


6583 


A 


1143 


3 


452 




1087 


6584 


A 


1144 


9 


486 

- 


nsaratoserthhgacllpdktnv 

ka\awgkvgahageygaealerm 

flsfpttk\tyfphfdl\shg\saqg* 

rahgknkvavdaltkrrgatwddm 

/pqtalsalsdlh\ahkl\rvgpgstf 

kll\sqlpclgepwaahlpa\efqpl 

avarlpwnkvswgfc 


1088 


6585 


A 


1145 


1890 


2027 


KCLCPPR/RCPQPLTPYPC*GVKCPP 
SEIKYKP*MCPIGCPKPSIQC 


1089 


6586 


A 


1146 


1 


903 




1090 


6587 


A 


1147 


1 


1131 




1091 


6588 


A 


1148 


1 


1376 


walpagfdgvmshrkfsaprhgsl 
gflprkrssrhrgkvksfpkddpsk 

PVHLTAFLGYTPCLVAHIVREVDRPG 

SKVNKKEWEAVTIVETPPMWVGI 

VGYVETPRGLRTFKTVFAEHISDEC 

KRRFYKNWHKSKKKSFTKYCKKW 

QDEDGKKQLEKDFSSMKKYCQVIR 

V1AHTQMRLLPLRQKK\AHLM\EIQ 

V\N\GGTCARESWDWPPREGLKQQ 

VPVVNQVF\GQDENDRTSSGVTQGP 

KGLQRGSPSRNWHTQESCPRKDPPE 

GLRKWACIGAMAIPARVALPLWQR 

AGQEKATHH\RTEINKKIL*DLAQG 

Y\LIKGGKI7VSKNNASH*PM1LSDK 

SANPLGGFVH\YGK»TNDFV1FKSL 

VWLGPKKRVLT\LRK\SLLVQTKAA 

GLWRRITLKFMDTTSKFGHGRFQTM 

EEKKAFMGPLKKDRIAKEERSLMP 

GTDFASWWGLNKSYFPLKKKKK 


1092 


6589 


A 


1149 


3 


497 


PTLLVPTDSERTHPWLLSPADK\TN 

VKA\AWG\KVGAHAGEYGAEALER 

MFLSFPTTKTYFPHF\DLSHG\SAQV 

♦GPRARKVADALVTNAVAQRGTDIA 

QRACPPLSDLH\AHKL\RVGPGSTFK 

LLKATC/HCLGEPWAAHLPVAEFQPL 

AVARLPWGQSFLGFLLKQRC 


1093 


6590 


A 


1150 


26 


508 


NSTDSERTHPWLLSPADKDQRQGP 
AWGXKVGAHAVRSMCAEALERMF 
LSFPrnCTYFPHFDLSHGF\SQV*GP 
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wo 01/79449 



PCTAJSOl/08656 



S£Q ID ISEQ ID 
NO: Of iNChof 
Inndco-tide Ipqitidc 



Me|S£QIDNO: 
tfao inUSSN 
Id 09/770ati0 



1094 



6591 



1095 



6592 



A 1151 



A 1152 



Nnclcotide 
location of 
finteodon 



Ibr peptide 

SCqDCDCC 



232 



Nucleotide 
locatioD of last 
eodooforlasf 
amino add of 
peptide 
se^oencc 



Amino add sequence ( X^oknowo; *^top 
codon; /^possible Dodeotide ddetion; >r^M)55ilile 
ODdeotfde Insertion) 



RARKVADALXTNAVAQRGTDIAQR 
AVPPLSDLHAHKL\RVGPGSTSKLL 
KPLACLVDPGPPTSPAEFHPLRLQG 

FPGDKFPGLSVGKFKI 



520 



AKKHGHRGSSLTVFGGPHRLRENPP 
WCSSPADKINVVKAAWGRVGAHA 
VRSMCAEALERVMFLSFPTIXTYFP 
HFDLSHGFCPG*RATAKKVA\DALT 
KRRGATWDDMPQTALSGPEATLH\ 
AHKAFGVEPGSTLKLL\SHLPCW*P 
LARPPSPAEFDPWRVERLPWDKFP 
WVSC 



783 



TCNPQTSSNGSQNSKLGRISRKWR 
MRRCFCFSITRWCLECTSPRSRGRW 
KTDDVLLKLENMGVSELGQRI*LER 
FTKDTARFKDELDIMKnCKDFWTT 
VFKKQIDNLRTNHQGIYVL\QGNKF 
RLLTQMSAGKQYLEHAS*VA"*HLP 
CGLIRGGLSNLGMKSrVTAEVSSMP 
ACKFQVMIQKL 



1096 



6593 



1097 



6594 



1098 



6595 



1099 



6596 



1100 



6597 



1101 



6598 



1102 



6599 



1103 



6600 



1104 



6601 



B 1153 



28 



249 



MFLSFPTTKTYFPHFDLSHGSARLR 
ATARRWRRADQRRGHVDDMPNAL 

SALSDLHAHKLRVDPVNFKLLSHCL 

L* 



A 1154 



511 



A 1155 



B 1156 



A 1157 



A 1158 



A 1159 



CI 1160 



A 1161 



74 



DKTNVKAAWGKVGAHPGEVWCGP 

LERMFLSFPTTKTYFPHFDLSHGSA 

QVKGHGKNVADALTNAV/AHVDD 

NfPNALSALSDLHAHKLRVDPVNFK 

LI^HCLLVTLAAHLPAEFTPVAVARP 

SLGQVSWAFL*SNRCWTFQISLPAE 

FTPAVHASLDKFLASVSTVLTSKYG 



247 



PADKTNVKAAWGKVGAH/AGEYG 
AE/ALERN4FLSFPTnCTYFPHFDLSH 
GSAQVKGHGKKVADALTQGELGG 
EVGGQGHQQAVA 



195 



MFLSFPTTKTYFPHFDLSHGSAQVK 
GHGKKVADALTNAVXT* 



224 



136 



371 



TQREPTMVLSPADKTNVKAA/WGM 
FLSFPTTKTYFPHFDLSHGSAQVKG 
HGKKVADALTNAVASVDDMFNAL 
SALSDLHAHKLRVDPVNFKLLSHCL 
LVTLNAAHLPAEFTLAVHAFLGQFP 
GFF 



156 



MVRRPWRGCSCPSPPGXPPPRRVHP 

CGAXLPGQVSXFCEQRAELQIXLRL 
EL* 



577 



AAWGKVGAHAGEYGAEALERMFL 

SFPTTKTYFPHFDLSHGSAQVKGHG 

KKVADALTNAVAHVDDMPNALSA 

LSDLHAHKLRVDPVNFKPPRPTSRT 

ST*ATALPRLRATARRWPTR*PTPW 

PRGRHAQRAVRPERPARAQASGGP 

GQLQ\LLSHCLLVTLAAHLPAEFTP 

AVHASLDKFLASVSTVLTSKYR 



1105 



6602 



A 1162 



680 



ERTTMVLSPADKTNVKAAWGKVG 
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wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: of 
DDcleo-tfdc 
scqnencc 


SEQID 
NO: Of 
pq>tidc 
seqneocc 


Me 
Cbo 
d 


SEQID NO: 
ioUSSN 


Noclcotidc 
location of 
first codoo 
for peptide 
seqneocc 


Nucleotide 
location of last 
codon for last 
amino add of 
peptide 
seqaence 


Amino arid scqnenec ( X^Unknowa; *=Stop 
codon; ^^possiMe nndeotide deletion; V=pQssible 
Bodcotide iasertioo) 














AHAGEYGAEALERMFLSFPTTKTYF 

PHFDLSHGSAQVKGH/GRMFLSFPT 

TKTYFPHFDLSHGSAQVKGHGKKV 

ADALTNAVAHVDDMPNALSALSDL 

HAHKLRVDPVNFKLLSHCLLVTLA 

AHLPAEFTPAVHASLDKFLASVSTV 

LTSKYR 1 


1106 

• 


6603 


A 


1163 


2 


1758 


TMVLSP/ADKT/NVKAAWGKVGAH 

AGEYGAEALERMFLSFPTTKTYFPH 

FDLSHGSAQVKGHGKKVADALTN 

AVAHVDDMPNALSALSDLHAHKL/ 

RSRTST*ATALPQVKGYGQEGGRR 

VDQRRGARGRHAQRAVRPERPALR 

NKLWVDPVNFKLl^HCLLVTLAAH 

LPAEFTPAVHASLDKFLASVSTVLT 

SKYR 


1107 


6604 


A 


1164 


121 


521 


SFNKFFKKAKAVSQKKIPATKLRDK 
GLQTKYSCLYYYFYLRHGLALSPRL 
ACSG'nTAHCILKHRGSSDPP\T*ASH 
VLKLQYFCTS**LGITGACHHASLLL 
KFFVETDLTVLPRLVSNFWPSSCPSL 
LKCWD 1 


1108 


6605 


A 


1165 


407 


548 


VPFTKWHQKIEAGQAWWLMPVIPA 
VWEAE\AGGSLEIRSS*PAWATW f 


1109 


6606 


A 

« 


1166 

• 


25 


628 


EFHRLRENPPWCLSPADKTNVK/AP 

AWGKVGAHAGEYG\SEALER\MVL 

FPPPTPKPYFPHF\DLSHG\SAQV*GP 

RARKVADAUTNAVAQRGTDIAQR 

AVPPLSDLH\AHKL\RVGPGSTFKLL 

KATC/HCLGEPWAAHLP\AEFQPLA 

VATSSLGTKFPGFLVEAPLLTFQITF 

KGWKLWLAIVFLPFGLPPSPSSPFLH 

PYPRGL 1 


1110 


6607 


A 


1167 


2 


121 


1 > VKLGTLSTPLWGSYDFFFPS*FSL 
FLFYSVHFMPLAF 


nil 


6608 


A 


1168 


3 


582 


AKRELRFLLVYLHGDDHQDSDEFC 

R\SQALRENTYPFIAMIMLKDRRMT 

WGRLEGLIQPDDLINQLTFIMDAN 

QTYLVSERLEREERNQTQVLRQQQ 

DEAYLASLRADQEKERKKREERER 

KRRKEEEVQQQKLAEERRRQNLQE 

EKERKLECLPPEPSPDDPESVKIIFKL 

PNDSRVERRFHFSQSLTVRTT | 


1112 


6609 


A 


1169 


30 


130 


QILLSPCLPPP*YLNKRWPEDNTCLL 

KTKLKRT | 


1113 

• 


6610 


A 


1170 


2 


1412 


GIAGPTISCRGGGKMAAPEERDLTQ 

EQTEKLLQFQDLTGIESMDQCRHTL 

EQHNWNIEAAVQDRLNEQEGVPSV 

FNPPPSRPLQVNTADHRIYSYWSR 

PQPRGLLGWGYYLIMLPF\RFTYYn 

LDIF\RFAPRFIR\PEP\RSR\VT*PRLG 

nVSIYGTPFEEKYGRAHPVFYQGT 

YSQALNDAKRELRFLLVYLHGDDH 

qdsdefcrntu:apevis\lintrml 
fwacstnkpegyrvsqalrentyp 

FL\AMIMLKDRRE*PV\VGRLEGLAQ 
PDDLINQLTFIMDANQTYLGV/SERL 

ereernqtqvlrqqqdeaylaslr I 
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wo 01/79449 



PCTAJS01/086S6 



SEQU) 
NO: of 
nochiMlde 
scqncocc 


SEQID 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SEQIDNO: 

IdUSSN 

09/770*160 


Noeleotide 
locaciooof 
first codoo 
for peptide 
scqocBce 


Nucleotide 
locatioB of last 
codoo for last 
amino add of 
peptide 
seqocBce 


Amino add seqnence ( X^UnknowD; *=Stop 
codoo; /^possible nnclcotidc dclctioii; V=possiblc 
Qodcotide inserlioD) 








* 




- 


ADQEKERKKREERERKRRKEEEVQ\ 

QQKLAEERRRQ\NLQ\EEKERKLEC 

LPP\EPSPDDP*KVSKnF\KLPNDSRV 

ERRIPLFHRSLTVIHDFLFSLKESPEK 

FQIEANFPRRVLPCIPSEEVWPNPPTL 

QEVAGLSHTEVLFVQDLTDE 


1114 


6611 


A 


1171 


232 


427 


STKISHTKKTARINKTKGGRGQAW 
WLSPIIPTLWEIKVGGLFEPRRSRLQ 
♦AVFMP^CTPSWATQ 


1115 


6612 


A 


1172 


232 


427 


STSISHTKKTARINKTKGGRGQAW 

WLSPIIPTLWEIKVGGLFEPRRSRLQ 

♦AVFMPVCTPSWATQ 


1116 


6613 


A 


1173 


77 


1775 


GRKWMDLIPNLAVETWLLLAVSLX 

VLLYLYGTRTHGLFKKLGL\GGTPL 

PFLVNALYFRKGYW'IFDMECYKK 

YRKVWGryDC*QPMLAITDPDMI\K 

TVLVKECYSVFTNR\RPFGP\VGFMK 

NAISIAEDEEWKRIRSLLSPTFTASGK 

LQGDGPLSLPQYGDVXLVRNLRREA 

\ETGKPVTLKDVFGAYSMDVITSSSF 

G\VSIDSLNNPQDPFVGKHQGSF*GF 

NPLDPFVLLQLKVFPFLTPILEGIKY 

SLCFPRKSY*VFLNK1C*NRLKEGRL 

KETQKHRWDFLQLMIDSHICNSKDS 

ET\HKALSDLELMAQSIIFIFAGYETT 

SSVLSFUYELATHPDVQQKEQNEID 

TI\LPNK\APPTYDTVLQLEYLDMVV 

NETLKLFPVAMRLERVCKKDVEIN | 

GMFIPKGVGVMIPSYVLHHDPKYW 

REPEKFLPERFSKKNKDNIDPYIYTP 

FGSGPRNCIGMRFALMNMKLALIR 

VLQNFSFKPCKETQIPLEI/DAVGGL 

LLTEKPIVLKAESRDETVSGSLNFPK 

DILVCSLRKLVPQKHQRPSNYFTNR 

PLKRRRGFEPNVAAIK 


1117 


6614 


A 


1174 


3 


403 




1118 


6615 


A 


1175 


2 


465 




1119 

• 


6616 


A 


1176 


1 


1112 


AGEFPGQLHSRASFCTARSGSAAAL 

RMRPVRLMKVFVTRKIPRPRCRVA 

LARAADCEVEQWDSDEPIPAKELER 

\GVAGAHGLL\CLLSDHVDKR1LDA 

AGANLKXVISTMSVGIDHLALDEIKX 

KRGIRVGYTPRLSLT\DTTAELAVS\ 

LFLPT\CGRWPEAF\REVKNGGWTS 

WKPLWLCGYGLTQSTVGOGLGPH* 

AQALyUUJCPFGYQRFLYTGRQP\R 

PEEAA\EF\QAEFVSTPEAGWPNLILI 

WACSLTPAT\EGLCKKDFFQKMKE 

TAVFINISRGDWVNQGRPCTOALAS 

GKI\AAAGTGM*T\SPEPLPYKPPFSL 

TLERIWILPHIGNSATPQEPGNTMFL 

VWAVNNLLDGLRGEP\MPSELKL 




001 / 


A 

A 


1 177 


CIO 

518 


780 


EVLPSGPGLLALVLRLGSEFKLPHH 
EVSVGT/HPCQTSGAPARHRSTRDP 
VFPLSRGHNhfPVPSWKHRAALTRH 
QTFLYCERGLPACIH 


112] 


6618 


A 


1178 


117 


1166 


rrMATGQKLMRAVRVFKFGGPEVL"i 
KLRSDLWPIPKDHQVLDCVHACGW | 
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wo 01/79449 



PCT/USOiyOS6S6 



SEQID 
NO: of 
nodciMide 
scqocDce 


SEQID 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SEQ ID NO: 

idUSSN 

09/770»160 


Nudeotide 
tocatioB of 
first codon 
for peptide 
seqococe 


Nndcotide 
location of last 
codoo for last 
amiBo add of 
peptide 
seqaeoce 


lAmioo add seqncDce ( X^Unknowo; *=sStop 
codon; ^^possiUe nucleotide ddetioo; V^possilile 
nucleotide insertion) 














NPVETYIRSGTYSRKPLLPYTPGXSD 

VA\GVI*A\VGDNASAFKKGDRVFT 

RQARSSGGATVIAEYGFFAGRTTLFY 

KLPGKTGTFKQGSLPSDFPYFYCFIR 

GLMHSVACWKAGESVLVHGASGGV 

GLAACQIAVRAYGLEVLGTAGTEEG 

NQKICFCKNGAHEWFNHREVNYIDK 

IKKYVGE\KGIDIIVIEMLANVN\LSK 

DL\SLLSHG\GRVIVV\GSRGTIEINPR 

DTMGQRSPSIIGVTLFSSAKE\EFQQ 

YAAALVQAGMGIGWGGPVIRSQYPL 

ERVAEAHEDIIHGXSGATGKMDSSL 

MDD 


1122 


6619 


A 


1179 


264 


647 


NLGTCPFPVPALQCLLLVETVSRGS 
LLPVSPLLFQLLYPSPPANPSYSINSL 
LPP*PCPASLPFYDSLYI*RPAFP*SH 
PSPSTPRTEGGV\PSQSHPPCCPQAP 
APPPSLPASLSQRHLLPPLSHHSC 


1123 


6620 


A 


1180 


1 


575 


NFALEAKNSARAISSWQTPIGHSTE 

EDQGLLSTSLWGKWKCGKNAGRK 

KPLGKAPLWL/HPWDPKGSFEQAL 

GNPVPPALCPSWGNPPKSRAHGKXK 

VLTVSLGEMPIKHPG^SSKGTFAQPD 

VNCTCDKXLHVDPENFKLLGVNVLV 

TVLGNPIFGKEFTPEGCRASWAERW 

VTWSWPVPCSSRIPLKPLGP 


1124 


6621 


A 


11S2 


265 


714 


HFTYKYTAGTTIKSKNICITPKSYSC 

TFLVIhTILTTPLSNHYSGFSLLRLVLI 

VLEFFLFWRWSLALSPRLECSGMIS 

AHCNLCLLD*SDSPASASQV\AGITG 

TRHQACLIFVFLVETGYPHVG*ARL 

ELLTSGDPSPPWPPKVLGLQT 


1125 

■ 


6622 


A 


1183 


84 


1009 


HSMMMKIPWGSIPVLMLLLLLGLID 

ISQAQLSCTGPPAIPGIPGIPGTPGPND 

GQPGDPRG*KERKGFQGLAGDHGE 

F\GEKGRPRGFLGN\PGKKFGPKG\P 

MGPKVGPGAPGTPQAPKGDSGDYK 

ATQKL\FSATRTINVP/LLRRSQT\IRF 

GPR*FTNMNTVNYE\PRSGKFTLQGC 

PGLY*FNLSTPVSRG\NLCVN\LMRG 

RERAQ\KV\VTFC\DYCLTNTFPGPPP 

VGMGPQLKKAPKGGGGGEKKTW 

LQA\TDICN\SLTGAWEGA\NSIFSRV 

PGFFPDMGGPDLWAGFTSTPGSPCP 

ATLUPPTTTI 


1126 


6623 


A 


1184 


115 


361 


GWRGLPHCVPGRNCCSVLLMGS/C 
CL*GPHAL*KPSCSVRCCWPEAPLH 
SKTDPRLSAA*PPFC*VR*MRYGLR 
TVCAQILSV 


1127 


6624 


A 


1185 


3 


734 


GGSRERARPSPESRRLPSRRSAPHRP 

PPQPCEQDNSPRKIQFTVPLLEPHLD 

PEAAEQI\RRRRPHP\AT\LVLTSD\QS 

SP\ETAEDRIPNPHLKSTL\AMSPRQR 

KKMTRTTPTMKELQMNIVEHSPGGN 

RQQGEEP*RGPLESTG\LQES\RPPG1 

PDTEVECKCWAPFGTAKKXTAECnA 

KTHERGSKEPSTKEPSTHUPPLVDSK 

GANCGSERGGGILGSRLQFGNAWT 
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PCTAJS01/086S6 



SEQID 
NO: of 
nadco-lidc 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Mc 
tfao 
d 


SEQ ID NO: 

inUS^ 

09/7704^ 


Nodcottde 
locatiod of 
first codon 
for peptide 
scqncDce 


Nadcotide 
location of last 
codon for last 
amino add of 
peptide 
sequence 


Amino add seqoeocc ( X-linknowo; *s=Stop 
codon; /^possible nodeotide ddetion; V^possible 
nndco^de insertion) 














PDLFLIPSLLGKISCF 


1128 


6625 


A 


1186 


1 


1359 


GGPRDVNCRCRRLRAAETPPAWHL 

CMRSGAPTPPAAAMESETEPEPVTL 

LVKSPNHRHRDLELSG\DRGWSVG 

HLKAHLSRVXYPERPHPEDQRLIYSG 

KLLLDHQCLRDLLPKQEKRHWLHL 

VCNVKSP/SQKLPEINAKVA*IPQRE 

PVGSN\RGQY\PEDSSSDGFKGKGKF 

FR\NLSFPWGW\ENIFKGLEACPSRH 

FQGLGVPGFLPVYTPYGVAVLQLSW 

FQQIYARQYYMQYLAATAASGAFV 

PPPSAQEIPWSAPAPAPI\HNQFPA\ 

ENQPANSGMLAPSSGLFNPGVANQN 

FAG*IAQGGPIVEEDDEIN\RDWLD 

WTYSAATFSVFLSILYFYSSLSRFLM 

VMGATWMYLHHVGXWFPFRPRPV 

PNFPNDOPPPDVVNSDPHXNNXLRE 

GTD\PELKDP\NHLPP\DRDVTRMGE 

AGPGPFLYGGTAWVCSFKDFSLASS 

FFPEGPPSPSAN 


1129 


6626 


A 


1187 


314 


1614 




1130 


6627 


A 


1188 


128 


1910 


RWDRGRRWDSPSPLLGGGTWPGR 

SSLRFASASSDSDSDSGLYRASLHPS 

PGRAALGLCLYLTKTSCCAAIG1LY 

WGNIAYKQEAYSLSGENFFMSETE 

NSCSPFMSSLLLQTEDTKKLQSKNL 

nLLIKPTNKPKMSVNVNPQRCQTQ 

F\YRLQDAPRLIAQG*GAKGNGNPR 

PVI/MSNMVDVGKGSLIGPPNVSPPN 

IPIPELGAQTQFDVKNDRYIVNG\SH 

GGELSCQDML\DGFH*KNFVLCP\EC 

GGFLETDLHWNPKVKQTIGNS/CGK 

ACG\YRGMLDTHHKLCTFILKNPPE 

NSDSGTGKKEKEKKNRKGKDKEN 

GSVSSSETPPPPPPFNEINPPPHTMEE 

EEDDDWGEDTTEEAQRRRMDEISD 

HAKVLTLSDDLERTIEERVNTLFFLF 

LNKIKEEGVIDSSDKEIVAEAERLDV 

KAMGPLVLTEVLFNEKIREQI\KKY 

RRHFLRFCHNNKKAQRYLLHGLEC 

WAMHQA\QLISKI\PHILKEMYDAD 

LNLEEGFHSWSEKASKKYVSKELAK 

EIRVKAEPFDCWLKEAEEESSGGEEE 

DEDENIEWYSUCAASVPNVNEFVKS 

DNKDDDIVDIDAHLKGWMQPSLTV 


1131 


6628 


A 


1189 


132 


362 


RRVDWKIQKISIQSSE^KLFNESHGI 

FLGLQRIDEELTGKSRKSQLVRVSK 

NYRSVIRACMEEMHQVAIAAKDPA 

NGRQFSSQVSILSAMELIWNLCEILF 

lEVAPAGPL 


1132 


6629 


A 


1190 


97 


355 


AFSYNCPSKISCQRKSQHFHLGGLY 

VDLFLFQKGQGVCQQSHPERPEGNP 

RRHQGQKERSCVGKTLL*LPEQDFV 

PEKVSAFPPWWSLCHHPVSVPKGA 

RRLSAESSRKTGGQSETSSRTEGEK 

LRRQNASPRTYGGTRDTFPGMSVG 

H 


1133 


6630 


A 


1191 


137 


474 
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PCT/US01/086S6 



S£QU> 
NO: or 
Dndco-tide 
scqoencc 


SEQID 
NO: of 
peptide 
scqacnce 


IMc 
tbo 
d 


SEQID NO: 
09/770460 


Nttdcotidc 
locatiooof 
first codoD 
for peptide 
seqocBce 


INacleotide 
llocatioii of last 
Icodoo for last 
lainino add of 
1 peptide 
jsequcDce 


Amino add seqoeace ( X=Unluiown; *^top 1 
eodoo; /^possible nadeofide ddetioo; V^^possible 
nodcotide inserlioD) 


1134 


6631 


A 


1192 


307 


583 




1135 


6632 


B 


1193 


1 


969 


MRPYSQTVFSTQYRWVEQHLGPQF 

VERIILTRDKTWLGDLLIDDKDTV 

RGVHKSMCPGVTAASWGRAKDAM 

SICGCWLRELWDTSSRENSAAVKT 

GREADKPEVTKQTQFSTOKDEQAC 

SGYPYSDCWLAIELLHSAEPQAPRS 

RSDANASRSGLPLRAGCETRLRLGV 

SCSACKPKPSVLRRCLLSARPPLCGP 

LHASFLPGVDSKSGKTAPRTDCTQS 

TALTGSGGAGDTLRIDEELTGKSRK 

SHTQVnCTSPLLKYHHCVGEKYR 

WVEQHLGPQFVERIILTRDKTWLG 

DLLIDDKDTVRGWTRYPWQPSSLA 

CPD* • 1 


1136 


6633 


A 


1194 


834 


1834 


PSWCCRAGWMKPDKMLSKEADAS 

PASAGICRDHGGPDEDNAHS*SWE 

HPDTDRAGAASGSTGTRNVERYLQ 

DSTFATSPHL\ESLLKIMLGDEAALL 

EQKELLSNWYHFLVTRLLYSNPTV 

KPIDLHYYAQSSLDLFLQ/E*EQPSN 

PWTTSCWQPI^LTSI/NVIKECSIALS 

NWWFVAHLTDLLDHCKLLQSHNL 

YFGSNMREFLLLEYASGLFAHPSLW 

QWGVDYFDYCPELGRVSLGAAHLS 

GYL*TPRQKA\RKVLRICEAAADD* 

TSSQHL^DLSHESPSATIAWVLASF 

WSIRVKGCRLCPRSCQTGSSGITVSE 

AAFLIWISLATWGQP 


1137 


6634 


A 


1195 


32 


393 




1138 


6635 


A 


1196 


102 


888 


RNLQETAIMAEKPVKLHYFNARRRM 

EST\RWLL\AAAG\VEFEEKFIKIWQ 

KIWDKFKEMMGYFDVSQQVPNATV 

♦D*WGWKLVQTRAISQLTFASKLQP 

SYGGKDIKGRRALDLI/DVF*EGFSQ 

ILGLKLFPPFLPVMSHPEEKRCPSLA 

LGSKRKIKKIGYLPLPFEKSLKEPMG 

QDYPCWANKLEPGLDIHLWGTFFY 

YVE\ELGLLGLISSFPLLEGPWKTRI 

QLTCPTVEEVSLQPRAAPREAPPRD 

EKP\LEEAKEDFPGF | 


1139 


6636 


A 


1199 


46 


399 


PGSKYDKTAILVSHLNFLNLLIKQP 

NPTQISPQGMFKRGGAR/PLLKTGPF 

LPTWGKDSFCYGKHSNSGWFEAKG 

FRRLPSFKNERKRNnGSPPPRLWIS 

SESPHAPFGTKSIPED 


1140 


6637 1 


A 


1200 


37 


454 


PGSKYDKTVILVSHLNFLNLLIKQP 

NPTQISPQGRPPPPQCRVTEWTTTAS 

TQTQAGLKLKDSDDFQVSRMKEKE 

T**GAHHQDL*LFPQKAPMPHL*QN 

PFLKTDSRRNQVRSRTFPTSITFQNV 

GRSLPNTIYSGKK | 


1141 


6/«^R 


A 


IZUI 


OOfi 1 

Z70 1 




LLKVQSRQKHWAVGLRTLWRGA | 
VLIRVPPLREPLLAPPILVGASSRENI 
SR*VTGCSPTHSSTPPLATSPRQRA | 


1142 


6639 


A 


1202 


80 


589 


IFLNLLIKQPNPTQISPQGRPPPPHVQ 
GD*VYNYGPTPASQPERRALKRGI* 
RKGGEGGPRERVWAGAPPGLPTPF | 
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wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: of 
nndco-tide 
seqncDK 


S£Qn> 
pq»tiik 


Me 
tbo 
d 


SEQIDNO: 

iaUSSN 

09/770,160 


Noclcotide 
locatioD of 
Grstcodon 

for nMttid^ 

scqoencc 


Nodeotkic 
location of last 
codoD for last 

amino Mid of 

peptide 

sequence 


Amino add sequence ( X~UnkD0wo; *=5top 
codon; /^possible nodeotide ddetioo;V»possible 
DDdcotide inscrtioD) 














PENQGEKACG/GGRCLSPISSLQGPR 
FPADWWEIPIL\*SPDLHRDWGPAPP 
PPTSSNRPTFTVLRQERSGLGNPPSPP 
GHLGKLVFFQLAWDSFL 


1143 


6640 


A 


1203 


2 


661 


FVEADRGLAVGSLRPLNLRGARAA 

AFRFAAGRESRGKGTPGERRTRVA 

VAGKVTSVPFWSQGREHSHAPTR 

LPTIPPAAMSAAG\ARGLRAA\YHRL 

LDKVE\LMLPEKLRP\LYNQSRQVPR 

TVFFWAPIMKWGV\VCAGLA\DMA 

QTLPEKP*AQLQSACFGWLTRGLIW 

\SRILHL*IIPNTNW\SLFGW*FPFVG 

AAGASQLF\RTW\RYNPRTKKLKAH 

K 


1144 


6641 


A 


1204 


20 


400 




1145 


6642 


A 


1205 


457 


1011 


SRRPWGHFTEEDQGLLSQSLWGQAV 

♦NVEKMLGRKKPLGKAPLWLPPW 

TPRGSFEKALGNLVLLPSCPSMGNP 

QKSRAPWARRVLTFPWGDAHKSTP 

G*SSKGTFCPA*SEPA/HCDKLIWL 

DPENF\KLLG\NVLVTRFGQSIFGKE 

FHPLRCKASVWQKMGELQVGHFPV 

LQIPLSSL\PMMQSFQG 


1146 


6643 


A 


1206 


3 


452 




1147 


6644 


A 


1207 


9 


485 

■ 


NSARATDSERTHHGARLLPDKTNV 

KAXAWGKVGAHAGEYGAEALERM 

FLSFFRTKTYFPHFDLXSHGFCPRLK 

GPRQRRWPDALTKNAVAVHVDGHA 

QTALSGPEATLHGAQSFGVDPVQLS 

SS*SHLPCWLTLGRPPSPAEFNPCRV 

ARLPWNKFPWVSC 


1148 


6645 


A 


1208 


37 


298 


RQGLPLSPRLECHDRIIAHCNLEVLG 
SSSPPTPASPIA*\TTGVGHHTQLPFK 
LPYFFHSGLFFFLKKILYQFCDTYRA 
RISSDFCR 


1149 


6646 


A 


1209 


49 


564 


SQTPMGHFTEED\KATI\TSLWGK\V 

NVEKXSWKEKTPGKGSLWLPPWTP 

RGSFXDSFGQTCPSALCPSMGKPPKS 

RAPWPRRVLTSLGRCQQSTWDDPQ 

GAPFAQA*SELHC\DKPAMWDPE\N 

FKAPGEMLLVTRFGQFHFRAKNFTP 

EGCRASWAERWVTXGVUSALVPSR 

YH 


1150 


6647 


A 


1210 


134 


673 


QRRTKAHT^LWGKGENfWKDAGG 

E\TPGKGSLVVYPVWTQ\RFFD\SFG\ 

NLSSAFCPSMGKPPKSRLHGKVKVL 

TSLGRCP*KHL\DDLNGHLLPKPDV 

NLHODKPAMWDPGGTFKLPGENV 

AGLTRFWAIPFSGKEF/TPLEVARLP 

WQKMAEDGDWQWASCPVPPRIPL 

EAHWPMISELFKG 


1151 


6648 


C 


1211 


50 


373 


MGTVGSAWAAAPVQTHMFCSSSSC 
ISSLSTLPDSAAPLSPLASSWPVPPRP 
LLHWPFDQSSLLFSLSPSFXXXXXX 

xxxxxxxxxxxxxxxxxxxxxx 

RALTHTSLA* 


1152 


6649 


C 


1212 


45 


424 


mngdxgix:l;uwvpdqthmlgssss 
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wo 01/79449 



PCTAJS01/08dS6 



SEQfD 
NO: of 
Dodeo-tidc 
scqococe 


S£QID 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SEQIDNO: 
io USSN 


Nodcotlde 
locatioDof 
first codon 
for peptide 
sequence 


Nucleotide 

locatioBoriast 

eodoofvlast 

amiiioacidof 

peptide 

scqoeoce 


Amioo add seqaencc ( X^Unknown; *=Stop 
codon; A=possiblc oocteotide ddetioo; V=possit>le 
nndeotide insertion) 














ClSSLSn.PDSAAPLSPLASSWPVPP 

RPLLHWPFDQSSLLFSLSPSFXXXX 

XXXXXXXXXXXXXXXXXXXXXX 

XXXXLTHTFLSLERGGVLSISIRNfW 

VRLS* 


1153 


6650 


A 


1213 


97 


1382 


SACAWRLPSPGPSAMWPLWRLVSL 

LALSQALPFEQRGFWDFTLDDGPF 

MMNDEEASGADTSGVL\DPDSVTPT 

\YSAMCPF\GCVH\CHLRW<yCAFn, 

GLKSWKEISPDTTLLDLQNNDISEL 

RKDDFKGLQHLYALVLVXNNKISKI 

HEKAFSPLRKLQKLYISQNHLVEIPP 

NLP\SSLV\ELRIHDNRIRKVPKGVFS 

GLRNMNCIE\MGGNPLENSGF\EPG\ 

AFDGLKLNAT*RHLQRSKLTGHSP 

KYLPETLNELHLDHNKIQGHRTGR 

DLLRYSKLYRLGLGHN\QIRMIENG\ 

SLSFLPTLREV\HL\DNNKLAR\VPSG 

FP\DLKLLQW/YILHSNNIHQSGVF 

NEFLFPWGFGGEAGPYYNGHSAFS 

irPLPYW/ERLQPATFRWVTDRLAI 

QFGQLQKVEAAAATLVSQWGSLG 

NRARHPDGEAEPGS 


1154 


6651 

• 


A 


1214 


938 


1501 

- 


AGVGPDPGFLFQGIVANDSHPTALL 

KRMFASGGRRSWCQPFQGTPAMG 

GPWAKGCLGPASCAAKVGGPHPKT 

NPGPKPTGGQGFPATGLRGVGISPP 

K*PCQ*AVQPGSHCPATCAEPSPPW 

G/PGVPRFEAPPPQTPP*PRLWPETG 

EPPLGVQQKPP/QPMPGPGAPLEN*S 

ASGGPRSPRGWESVWF 


1155 


6652 


A 


1215 


883 


1216 


YISNSQLVQHFFFFFFFLFFFFETESC 

PVAQAGTQWCDLGSLQPPPP\G»SN 

SPASASRVAGITGVHHHAGANFLYL 

♦QRWGFTMLAQAGLELLTS*STRLG 

LPKCWGLQT 


1156 


6653 


A 


1216 

m 


197 


821 


RLFHSNQTVDHSQKNVDrrLKGVRP 

SNRVRAPKGTLR\RDFNPHQM*NSA 

LLGKEQQRGFRVD\KWWGYQKGN 

WPTRSGLFGSHVQDXMKGWLPLGL 

PVTKMRVSVYAHFPHPTLLSRENGV 

SLLKSRNFLGVEKYIPQGFRMKTRVL 

LCQYLKAQKR*N*SLEGND\IGLVS\ 

NFSRLLIPASPTRLKTKGIRKXFLDGI 

FCLLEKGLFRQA 


1157 


6654 


A 


1217 


241 


514 


DGQRLGKPHFVLLVLQ*LQTGLWS 
WWGKLGVGE/MLGVGEILGSAnSP 
VLERVEGSGSGGNQAGPREEGWLG 
KPLRPEAPPSTFIQHHTLG 


1158 


6655 


A 


1218 


3 


496 


SSGLFTQQSPEAWFCVSKCSYPAW 

QNVKVrVDSHKLQEIIQRSLIPFAQF 

PAMVTVCKAPGRFCHPCWHV*P/HP 

HSHDTEHGHHHKCLVLCYPFTASA 

PPSCPAPLRCIYGCILSCLVDVPWRT 

DRLNKQRVCKEAQSRREGSPAWLI 

GQHSHRLALPLLAALS 


1159 


6656 


A 


1219 


1326 


2014 


QLMIYTTRTELAHWPGDQKHYFHT 
CVMILFFLRQSLALLPRLGVQWHDL 
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PCTAJS01/086S6 



S£Q1J> 
NO: Of 
nndccMidc 
scqBcoce 


SEQID 
NO: of 
peptide 
scqocDce 


Me 
tbo 
d 


SEQID NO: 
ioUSSN 
09/7704 fiO 


Nocleotide 
locatiooor 
first codon 
forpefiljde 
scqncDcc 


NiYCleotide 
looitioa of last 
codon for hut 
amino add of 
peptide 
scqnencc 


Amioo add seqocncc ( X^^'Unknowo; *=Stop 
codoo; A=pQssiUe nndieotide ddcdoo; \r=po$sible 
nndeotidc Insertioo) 














GSLQPA\PPPPGFRLFSCLSLPSS*DY 

RHVPP\PQLlFFF\rLLVETGF/TPMLG 

RMVS1S*/PSDDPPTSASQSARITGVS 

HSWVNSCDLPLKNFFFFr.FRSHSVS 

QAGVQWHDLGSLQPPLPGFKLFCL 

CLLNSWDYRHAPPCPANFCIFSRDG 

VSPCWPAWSPSLHLVmPPWPPEVL 

GLQA 


1160 


6657 


A 


1222 


1 


459 


ffiffllKCGGIPAVLAAPAMGLELFLD 

LVSQPSRAVYIFAKKNGIPLELRTV 

DLVKGQHKSKEFLQINSLGKLPTLK 

DGDFELTE/SANRSVYLQGGCWHIT 

EMRFSKCKAEGPAKSRSAILIYLSC 

KYQTPDHWYPSDLQARARVHEYL 

GWHAD 


1161 


6658 


A 


1223 


2 


310 




1162 


6659 


A 


1224 


205 


454 




1163 


6660 


A 


1225 


2 


384 




1164 


6661 


A 


1226 


1 


1276 


MPGLGFREKKGGSRTVIPASRGCX5L 

PAPILCTKWELPLSGSSRCLAAAAL 

QGTVWTAESSSLTPAFQSRGWGLIP 

YFPARRDPATAAAHTALSAFTAIPA 

VLAAPAMGLELFLXDLVSQPSRAVY 

IFAKKNGIPLELRTVDLVKGQHKSK 

EFLQINSLGKLPTLKDGDnLTESLAI 

LIYLSC\KYQTA\DH\WYP\SDLQGFG 

ARVHEVPWAWVHADLHPVGTTWY 

YPWGVQGVWGHSLGVQVPEEKVG 

TQTRTAMDQALQWLEDKFLGDRPF 

LAGQQVTLADLMALEGS*CKPVAL 

GYELFEGRPRL\AAWRR\RVEAFLG\ 

AELCQEAH\NnLSILEQAA\KKTLPT 

P\SP\EAYQAMLLRNRPGSPEGSGM 

GAKEISNKDSFCYLLAPFYLSLLPQS 

LLSKLQCEALHRQRHSSVLWQVLL 

LLRCKHT 


1165 


6662 


A 


1227 


151 


278 


G'KYDSDIYHEAWPHQNQMSARS 
DKEKKRFIFYSSYYIPFC 


1166 


6663 


B 


1228 


1 


690 


MASWDEKDLTVPQPDTRKGSVLRC 

GLSSRALRWAGRGHVAAGWRPLA 

PESAGGWGMAAAMVPGRSESWER 

GEPGRPALYFCGSIRGGREDRTLYE 

RA^SRLRRFGTVL-reHVAAAELGAR 

GEEAAGGDRLIHEQDLEWLQQADV 

WAEVTQPSLGVGYELGRAVAFNK 

RILCLFRPQSGRVLSAMIRGAADGS 

RFQVWDYEEGEVEALLDRYFEADP 

PGQVAASPDPTr* 


1167 


6664 


B 


1229 


1 


975 


MSPPGREQGLLLNLLRPSGLDNAG 

K'rriLKKFNGEDIDTISPTLGFNIKTL 

EHRGFKLNIWDVGGQKSLRSYWRN 

YFESTDGLIWWDSADRQRMQDCQ 

RELQSLLVEEVGSSYPLCTWRFFSY 

LRIEQMYNLVLYRDIQFPDFCFNSN 

TDWSKGLKTHARFGNTSLHVAHTD 

STNTTNFVDVWRGRTKSLACLLQL 

SSLTCIYTAGKMRLQDRIATFFFPKG 

MMLTTAALMLFFLHLGIFIRDVHNF 



281 
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SEQID 
NO: of 
Dodco^ide 
scqucBcc 


SEQID 
NO: of 
peptide 

SCqBCOCC 


Me 
tlio 
d 


SEQID NO: 

inUSSN 

09/770,160 


Noclcotide 
locatiooof 
fiistcodon 

■or pcfMlOC 


Nadeotidc 
location of last 
codoD for last 

anuDO 8CKI OI 

peptide 
sequence 


Ami DO acid seqoeocc ( X=UokDOwa; *=^top 
codoo; /==possible andcotidc ddetioD; \Fpossible 
nodeotide inscrtioo) 














CITYHYDHMSFHYTWLMFSQVISI 
CWAAMGSLYAEMTENKYVCFSAL 
TILMLNGAMFFNRLSLEFLAIEYREE 
HH* 


1168 


6665 


A 


1230 


1 


211 




1169 


6666 


A 


1231 


950 


1326 


RPESQRANGVDSGPNLKTVPQPDTR 

KGSVLKWISKRGKPLAVEIEESHCLN 

CLPLRTECLGIKPVIVHLFSCTRPVIV 

PSLELNYDVDSIAHMFVADLLLMIT 

LPSYDIPFYCLVFQNLLVLEFQYL 


1170 


6667 


A 


1232 


271 


927 


MQGLRHVRLCRMCLVNQMFASSIL 

GKSHHHSLVPINQGHNALWKAAG\ 

PLPLKAGYQQGFSPCHSLKYGXSW 

DEKDLTVPQRDTHKRSV\LKVELVQ 

RGKNLPVEDGGKAHCLPELPPGELE 

CPG/ILKHGLYHWSSSEMGEKPAPM 

VGG\RHV\CSNAALVIPLLPLRCLGG 

EKHKSGL\HARPVI\VPSLELNHDTD 

SFAHMFFADLLLIITLPSVYYIPFC 


1171 


6668 


A 


1233 


62 


1158 


GHLCARPETSLLQVRPGPLPSSFSG 

MDVGPSSLPHLGLKLLLLLLLLPLR 

GQANTGCYGIPGMPGLPGAPGNKDG 

YDGLPGPKGEPGMPAISWIRGPKGQ 

KGEPG\LPGHSWGKMGPMGPPGDC 

QGLPGPLGDFPG\EPG*G\GRYKQKF 

QFSFSRLIRQTHQPPRTVNSLIRFNAV 

L\TNPT*IYNTCTG*FTSKVPGLY\YF 

VYHASH\TANWCWLYRSG\AKVV 

TFCGPHVPKPISSNSGGCACLRLQV 

GRGRCGWLS\MTYYGHGWGIQGL* 

KSVFSGLPWLLPRTKGGARCGSRPT 

GPSPSPQLPAWTQPYWPVCILALDH 

SPHQMDFSPPGSPPLTHPHCTPLPM 

GSLLPLNFFRSHCLCGSWDT 


1172 


6669 


A 


1234 


2 


907 


AVAFGAKGTDPAEARSSRGIEEAGP 

RAHGRAGREPERRRSRQQRRGGLQ 

ARRSTLLKTCARARATAPGAMKM 

VAPWTRFYSNSCCLCCHVRTGTILL 

GVWYLIINAVVLVDFIECPG*SGSSI 

TFQVLELGGDFEFMDDAN/NGAFAI 

AISLLMILICAMATYGAYKQRAAWI 

IPFFCYQIFDFAL\TC*VAISGLIYANS 

IQENIRELPPKFPYRDDAMSVNPNTC 

LVFm.LFISISLTFKGYLISCVWNCY 

RYINGRNSA»CPWFMLPAMTLRCC 

YPPYDDATVNGAAKEPPPPYRVCLS 

L 


1173 

. 


6670 


A 


1235 

- 

• 


966 


1564 


NDFFKTNKSSIIRNSCLTAILVFLLCC 

YDLTLTGTLF*ILTFRWL»LGLIIRLN 

\MASRSnYVYGSQPSFLFTFENTDF 

YQLWILFLVICLPFLFKLFKTIFLWP 

KLLTLENQILHQIQCFSWFLMSAPI 

TTVRGIHVLPVrVlLQTDLAWINQLL 

HLLFSKLGVYDDSVQDWVSLMWN 

GTHGRKCRSQFYMPIKGHL 


1174 


6671 


A 


1236 


155 


303 


AFQEGDPMFKPSRCPCPYLPKPCPS 
TCLP/SFAFRAWTQVP*CCVCKCPG 


1175 


6672 


A 


1237 


739 


1629 


GTSQMPTSAVPSLLSPSKFARKGFS 
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PCTAJS01/086S6 



ISEQIO 
NO: of 

IscqBcncc 


SEQID 
NO: of 

seqncncc 


iMc 
Itbo 


SEQ ID NO: 
> inUSSN 

vjfff /VflOlf 


INndeotidc 
iloaitioD of 
IGnt codoD 
Ifor peptide 
Iseqncncc 


Nadeodde 
locatioD of last 
codon Ibr last 
amino add of 
pq)tide 
scqoeocc 


Ainiao add sequcDCC ( X^Unknowo; *^top { 
codoo; A=>posdble oodeotide ddccioo; \Fpos5ible 
oadcotidc InsertiOD) 














KVLQLCLYRRIGLCPAPPPPPVPTQC 
PRPQELIGPAVRE»CPPGSFRNSPRNL 
FSFLQELPEESV | 


1176 


6673 

• 


A 


1238 


1 


554 


NFALEAKNSARA1SSLVPDA\MGHF 

TEEDVKATATSLWGKGEMWKDAGG 

ETVLGRL\LVVYP\WT\QRFFD\SFGN 

LSSASAHPWATPKVKAHG\KKVLTV 

SLGDA\TKHL\DDLKG\TFCPSLK*TC 

TC*QACNVGS*GTFKLPGEILLVTRF 

WQSHFRQKNFTPEGCRLSWAERW 

VTWSWPVPLFLPDYH | 


1177 


6674 


A 


1239 


29 


454 




1178 


6675 


A 


1240 


1 


1368 




1179 


6676 

* 


A 


1241 


1 


1266 


LSRVAEFEHLGWSPKPFTTCTPACQ 

GLSGAAMKSLVLLLCLAQLWGCHS 

APHGPGLIYRQPNCDDPETEEAALV 

AIDYINQNLPWGYKHTLNQIDXEVK 

VWPQQPSGRAVLRFEIRTPWGTTLP 

CCWDPTLVGQDASLEGSLKEHAVE 

GDCDFQLLKLDGKRSWYAKCDNS 

SQDSAEDWRKVCQHVCPLLAPLVND 

TRWHAAKSCPGPPFNAQNNGFQF 

raLEmSR\AQLWlJ>PS\TYV\EFTVS 

G\TDLLFA*KKATEAAKCNLSGQKS 

NMGFCKXATLSEICLGSGQRLQLTCT 

VF\QTQPVT\SQPNPEGANEAVPTPV\ 

VDP\DAPPSPPLGAPGLLPSWLTPKT 

TMVLL\AAPPGHQLHR\AHYDLCHT 

FMGWS\LGSPFRRKCSHPRKNT/RT 

VVEA*WLGAAAGATGFLPLFRGGI 
RHFKV 1 


1 1180 


6677 


A 


1242 ' 


1134 


1247 




1181 


6678 


A 


1243 


1330 


1517 


KLNMVFKKISHGMQLRKSYNLFYQn 

KSGKIMT*IWElFFPEFFFIFPFrY\LF 

LKREFLLNEPS 


1182 


6679 1 


A 


1244 


213 


287 




1183 


6680 


C 


1245 


249 


323 


MYKLRRKLEDRNKffiNENIVKSFR* | 


1184 


6681 


A 


1246 


1021 


1985 


lAWAFKINWLPIIFLIFSVLFYPIFGFI 

FFyLLWSNTCLS/FVFPFSYLKLLTl 

FSFSILFLSSNFLLSLYILPLAFCFLAC 

LFFFCFUJFRFKFIFFLPKSMFLSSNF 

PIF/CIFFFFAFPYSCLPVFHCQTFYLL 

QIVVIL/IHSQLIFPFSSAFSKCG*QGF 

♦MTQFSLRHGFQGLLITFGUSF*KIA 

FKLF'SPTraCUOFKUTaYUIFNL^ 

ALPSLLGLNSGLL*/FLSHQFSFKYIF 

YSMKiaHLNLRHVLETVLSFPSSCY 

SSKFVHFALSFLFPSLSFFFCFLLFRF 

KFIFFI7RKSMFLSSWFPIFSILFYLPIF 
F 


1185 


6682 


A 


1248 


147 


460 


PFYKNCVSIWWFETGSCSVTQAG 
VQWHDFSSLRPRPPGXSSDPPTSASR 
VAGTTG\MCHfflQLIF*SFFIETGTHY 
WQAGLKLLGSSHPPTFSLPKWLGL 
QA 


1186 


6683 


A 


1249 


168 


407 


ISHTREHSLDFFSFLFFFETESH/STR 
RLEYNGGLSAHCNLHLLGSSDLPTS | 
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PCTAJSOiy08656 



S£QU> 
NO: of 
Dodco-tide 
seqnencc 


SEQID 
NO: of . 
peptide 
scqneoce 


Me 
tbo 
d 


SCQ ID NO: 

inUSSN 

09/771M60 


Nadeotide 
locatiODof 
first codoD 
for peptide 
seqaeocc 


Nodeotide 
locatioooflast 
codoD for last 
amino add of 
peptide 
sequence 


Amino add sequence ( XHUnknowo; *^top 
codon; MpossiUe andcotidc ddetioo; V-pcsable 
nadeotide iosertiOD) 














AC* VAGTTSIWQHVQLTFVFFFFLLI 
IIF 


1187 


6684 


A 


1250 


163 


396 


TRFPILGSIA»IFFLFFFFFETESH/STR 
RLEYNGGFSAHCNLHLLGSSDLPTS 
AC*VAGTTSIWQHVQLTFVFFFFC 


1188 


6685 


A 


1251 


37 


698 


RSSSPALEGGKRKVDMECLGSTIGP 

GPGSGQPACPLIWLHC*NPVEQAGP 

KP/PARPARSGP/QPPPTAGPA/PVGP 

KPPPTAGPA/PVGPKPLFTAGPARS 

WRP*PSGARGIKETHTCI*VP/PQGFF 

ACLIPTAPTGPTD**WLHLDLPTTP\ 

QPHPEAVQHTGGSCLTPYDGPPPPQ 

PISSKHPLPSYPTPSPKLPLEHPSPQIL 

GETDFSNHQILVSHSLVSV 


1189 


6686 


C 


1252 


150 


308 


MALQRTHXLLLLLLLTLLGLGLVQ 

XPMARMXCTSDSCGNTCTLRRQVA 

SDRY* 


1190 


6687 


A 


1253 


2 


470 




1191 


6688 


A 


1254 


92 


1047 


RAAWQGGAEASGPPSALRGGSALA 

AAARWGPAEEGARIPGSFFAWAAP 

AAPGAGAAAAPAPRADPGGRGLLG 

EAGRGPNYAEAGTPTLHTLPRPHLR 

PCTHTHTRTFIPPRCKAGFKRTSLR 

FLPAPHHRTREEEAGEKQNFFPLSC 

PFLRTCSEAEEPVLEEMVMGLGVLL 

LVFVLGLGLTPPTL\AQDNSR\YTHF 

LTQHHIA\KTRGR\DPLSCKTFMRSR 

G\LTSPCKDI\NTHH\GVNKRTLKGQS 

CEhAKNGKPLTEKNLKE»SKSFLSQV 

TVTCKVLHGGSIAWPPVaQYRATAGF 

RNVWACENGLPVHLDQSIFRRP 


1192 


6689 


A 


1255 


199 


171 


PGSTAAADQRSRNWNPGRVRKKPD 

LEGGCGTVLSGRWRSRRNRRTSGQ 

SLVPVYIYSPEYVSMCDSLAKIPKR 

ASMVHSLIEAYALHKQMRIVKPKV 

ASMEE\MATFHTGCnCSISRRSAKR 

AMMIIRTSLEYGVRFINFPATEGIFT 

LCSS\*GGATITAAQCLIAGMCKVAI 

NWFGGWHHAKKKTCVYVALYKAF 


1193 


6690 


A 


1256 


1368 


2229 


WHPRQVLTGNDEVIGQVLSTLKSA 

DVPYTAALTAVRPSRVARDWSVEA 

GGLGRQLLQKQPVSPVDIPPESYND 

TAPRILFWAQNFSVAVYKDQWEDLT 

PLTFGVQELNLTGSFWNDSFARLSVL 

TYERIFATTAVTFSFIPAHQRYPPSAR 

HWFTMERLEVHSNGSVAYFNASQV 

TGPSIYSFHC\EyVSSLSQEG*SPRW 

ARTQPSSWQMML\QGFPDPGFSTL 

MGEQFSVAXSDCGQASSSPGIWMGL 

LTSLFMLFii^TYGLHMILSLKTMDRF 

\DEHKGPnSLTQIV 


1194 


6691 


A 


1257 


2 


630 


PDSSGPHRLRENPPWCLSPAXDKTN 

VK/APAWGKVGAHAVRSMCAEAL 

ER\MVLFPPFrPKPYFPHF\DLSHG\S 

AQV*GPRARKVADALD/TNAVAHR 

GTD/DCPNGWPPLSDLH\AHKL\RV 

GPGSTFKLLKATC/HCLGEPWAAHL 

nAEFQPLAVATSSLGTKFPGFLVEA 
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PCTAJSOl/08656 



SEQID 
NO: of 

scqncnce 


SEQID 
NO: of 

DMltills 

scqncnce 


Mc 

- * 

H 
u 


SEQID NO: 

ioUSSN 

09/770.160 


Nndeotidc 
locoHoo of 

flint mwIah 

for peptide 
seqncocc 


Nndeotidc 
loatioD of last 

CUullD lOr nSI 

amino add of 

peptide 

scqncnce 


Amino arid sequence ( X=UnkDowB; *^top 
codon; /=possil>le oudcotide ddetioo; \=possiblc 
nocicouoe inscnioni 














PLLTTQITFKGWKPRVGHAFFALW 
ASPQPLLPFPAPVPPWSFE 


1195 


6692 


A 


1258 


207 


591 




1196 


6693 


A 


1259 


1 


541 


WNLSASPARQHPLLPHPVSCILLKPS 

SKKCLPNLTGYYRFVSQKNMEDYL 

QALSSPH\DISLAVRKIALLLKPDKEI 

EmQGNHMTVRTLSTFRNYTVQF*/ 

HVGVEFEEDLRSV\DGRKCQGCPW 

HCNFSSQSHLLSSRAMFSTAYKIQL 

ALHIHGFCIHSFSKLQMEKYLGKIKI 

KNNNTK 


1197 


6694 


A 


1260 


214 


491 


ESHGAQIYIPHFCVPWSRWGNVRR 
CEAlj\VryVTNNKIYVLSDPEISCLQ 
PTSIN*QSNLLACK»GKN/RKTGQAR 
CHACNPSTLEGRSRRIN 


1198 


6695 


C 


1261 


48 


173 


MVRKRMEMKMRKLSQLRASGQLK 
MMRMXMSIPRSRRPRGDC* 


1199 


6696 


A 


1262 


59 


306 


FGTDRTAVQTSSSQRLCLPWVAQK 
TYWLLVPSSLLKDLKEKKEWEEA* 
NGRDAPANGNAVSVCFAPEPWQLP 
PHKIFPVLL 


1200 


6697 


A 


1263 


279 


889 


TLAVFLIPCIGSPACPTMSDAAWDT 

SSErmCDVLKEiCKEWEEAVENGRD 

APANGNAVEEEDGDEDEEAESATG 

KAGQPEDXDEDDDVDYQGKQKTDE 

D*IRQQKRKKLNLKKKRPAHRGQC 

HPADDTRSPPPNPNHENLQQGREKR 

NQNFQGPAFFLKSTLKRKFVCIFYL 

HFIFLYILLRVSHFLMISDDQTSLPER 

SLSYF 


1201 


6698 


A 


1264 


358 


508 


DDDVDTKKQKTDEDD*TAKKRKV 

KLKKKKAAVTYSPSTSRLRYLYVFT 

FE 


1202 


6699 


B 


1265 


46 


386 


XIRHESGSRSHSHCSTLSSIGDVAKK 

LGEMWNNTAADDKQPYEKKAAKL 

KEKYEKDIAAYRAKGKPDAAKKG 

WKAEKSKKKKEEEEDEEDEEDEE 

EEEDXEDDDEEEDDDDE* 


1203 


6700 


A 


1266 


263 


484 




1204 


6701 

• 


A 


1267 


157 


886 


TWGKGDLKKPRANMSSYAFFVQTC 

RGGNHKKKHPDASVNFS/ESFSKKCS 

ERWKTMSA*R/EKGKFEDMAKAVD 

KARYER\EMKTYIPPQRGRQKRKFK 

DSQLHPRGPPSGLLSSSCSEYRPKIKX 

GEHP\GLVSIGDVAKKLGRDVGINTA 

AD\DKQPY\ERRAAKLKEKYEKDIA 

AYRAKGKPDAAKKGWVKAEKSKK 

KKEEEEGEEDEEDEEDEEIEEVDEED 

EEDEEEDDGLMNKLGSGAVFFFSCL 


1205 


6702 


A 


1270 


2 


343 




1206 


6703 


A 


1271 


3 


647 




1207 


6704 


A 


1272 


59 


1297 


NHASVQVKLWILSRSYLQLTMEAN 

GL*PQGLPDLKNDTFL*AAWGEETD 

YTPVWCMRQAGRYLPEFRETRAAQ 

DFFSTCRSPEACCELTLQPLRRFPLD 

AAIIFSDILWPQMFSPPPGTGQWKV 

TMVPGKGPSFPEPLREEQDLERL\RD 
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SEQlD 
NO: of 
nodco-tide 
scqaencc 


SEQID 
NO: of 
peptide 
scqucace 


Me 
tho 
d 


SEQID NO: 

ijiUSSN 

09/770460 


Nodcotide 
locatioo of 
firsTcodoD 
for peptide 
scqaence 


Nodcotide 
locatloo of test 
codon for last 
amino add of 
peptide 
sequence 


Amino add seqeeoec ( X==^nkDowii; *=^top 
codon; A=possiblc nndeotlde ddetion; V^possibie 
nndeotlde insertion) 














P\EWASE\LGYGFQA1TVLTRQ\RLA 

GTCAG*LAFAGAPMEP*MTYM\VE 

G\GGSSmiAQAVKRWLYQRPQ\ASH 

\QLLRILTD/ALWLPYLV\GQWAGA 

\QALQLFESVHAGHFWPHSSFNKFCT 

ALTSRDVAQAK*RPRLPGSQALATR 

CPCnFA\RDGHFAPGRSLAQAG\YEV 

WGLDWTVAPKVKARECVGKTWR 

LQGNL\DPC\ALYA\SEEEIGQ\LVKQ 

MLDDFGPHRYMTPHLGHGLYPDMD 

PEHVGAFVDAVHKHSRLLRQN 


1208 


6705 


A 


1273 


7 


1047 




1209 


6706 


A 


1274 


7 


960 




1210 


6707 


A 


1275 


3 


53 




1211 


6708 


A 


1276 


237 


441 


AHFLHIVLVLLSCWYSV\RSRCTSQ 
QGVQSDI\LAQLLPLRQRLEGEALV 
ALGAGVERRHVRPGPRNST 


1212 


6709 


A 


1277 


94 


1003 


VRVSLSLRLECNGAILPHCNLHLPG 

SSDSPASASQVAGITGVCHHAPPIFV 

LLVETGFHHVGQAGLELLTSSDLPA 

WASQSAGITGGSH/LCLANVKYFKS 

HFKIFVIDETWFQHT*LLSLSSCD*V 

♦TSI*/PQVLD*NVLCPDV/SQ*LLPW 

LIKIFIJCYTLDCW^KRQAWLYWY* 

FGTELFGCP*GRQTLCFFFLRRSLyDS 

VAQAGVQ*CDLGSLQPLPPRFK*FS 

CLSFPNSWDYRCAPPLPANFCIFSRD 

/MGFAMLVRLVSELLTSGDPPASAS 

QSAGITGMSYRAWPKPYAFEVECR 

PGDN 


1213 


6710 


A 


1278 


4077 


5102 


KEASPAKRASGEGSRRLRVEAGGR 

CGKVCSGRGGGSPELRLRRQKMLR 

ASSQRNAAGHRGWRASGSRGSPTA 

AAERPKKGGGGSRAAQTASSSGTR 

RRRRRRLRESRRPRSRSGCRPPAFQ 

AAPDPPLPLPAGSHFRQATAELA/G 

RAPRRKWPKPAFASA^GRGRGRAL 

ATFPTASED/SPRPPAAPR*HPGQGR 

GAGRRGLWEARGGAPAAFGAPQL 

ASCKGRRA/HTPSTINLFLNDPPPLP 

KH\PH*ASPPTLGIEFQHE1WRGQTS 

KLSQHPSFSLRTLLTYSSTQAAFEFL 

FCRCLPTGHVPSSLLHSAADTAVSG 

DYATEGWECHCCWGCWEAKVGV 

LLH 


1214 

• 


6711 


A 


1279 


316 


1180 


KEASPAKRASGEGSRRLRVEAGGR 

CGKVCSGRGGGSPELRLRRQKMLR 

ASSQRNAAGHRGWRASGSRGSPTA 

AAERPKKGGGGSRAAQTASSSGTR 

RRRRRRLRESRRPRSRSGCRPPAFQ 

AAPDPPLPLPAGSHFRQATAELA/G 

RAPRRKWPKPAFASA^GRGRGRAL 

ATFPTASED/SPRPPAAPR*HPGQGR 

GAGRRGLWEARGGAPAAFGAPQL 

ASTQAAFEFLFCRCLFTGHVPSSAP 

PFSSRYSSFRRLCLIFRGCWTEVLNE 

GGANSDSWSLTKLESGSSECSS 


1215 


6712 


A 


1280 


2 


315 
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PCTAJSOl/08656 



SEQID 
NO: of 
Dodco-tide 
scqncDce 


S£QU> 
NO: of 
pqitide 
seqncDCC 


Me 
tbo 
d 


SEQIONO: 
ioUSSN 

os/no,i60 


Nodeotidc 
location of 
first codoD 
for peptide 
scqocBce 


Nodeotidc 
locatioo oflast 
codoD for last 
amiooaddof 
peptide 
sequence 


Amino add seqaeoce ( X<=UnkQOWD; '^Stop 
codon; A^possiUc oodeotide ddetioo; \Fpossible 
Dodcotide fnsertioD) 


1216 


6713 


A 


1281 


195 


739 


KFSSRITVCHWKDVLLSGFQEPDRG 

SAMDYVRK\YAAIFL\VTLSVF\LVHV 

LHSAPDVQDCP\EFTL\RENPFLSPAR 

VPPILQCMGLPASPRAWFIFI'KGPR 

KDGCWVPKEPSPSESPPCLW»PKIHI 

NRGPQ*MGGFPKVGEPTRACPLGS 

YLFrm^IFKMFLPQVLSWMDWLDF 

LGIGKl 


1217 


6714 


B 


1282 


29 


200 


MSRTRLVCPSLIPFCIYWDVGFSPG 
PQSCTSHEPKDIHAKCELAFLHHQR 
FYKNEGX* 


1218 

• 


6715 


A 


1283 


138 


1908 


ASRTAVARWECVLQNVRREPSPSR 

AWPSQLRPIASTATKCREVCGPGYST 

PLEAMKGPREEI\VYL\PCILPETQGT 

EGPRLSWATVDVDPKSPQYCQVIHV 

RLPMPN\LKDELHHSGW\NTaGSCF 

G*LAPSRGTK\LVLPSFHLLFGIYVG 

GTWGSEPRAPKLAQGSLSPRDIHAK 

CVNWAFLHTSHCLASGEVMISSLGD 

VKGNGKGGFVLLDGETFEVKGTWE 

RPGGAAPLGYDFWYQPRHNVMIST 

EWAAPNVLRDGFNPADVEAGLYGS 

HLYVWDWQRDSUVQTLSLKDGLIPL 

E1RFLHNPDRCPKAFVG\CALQAPN] 

QRFLQRTRGGTLFSGRR*FQV\PPRK 

LKGW\LLPKMPGL\rmLASPWNDG 

F\LYFS\NWLAWGP»GKYD1SDPQRP 

ALTGQLFLGGSIVKEGPWQVLEDEE 

LnrSPSPEPLWKGKRVGEGP\QMI\Q 

LSLDGKRLNNHHGRCTSALGQSSF 

YP*SQSGERLLVNAGRVEW»DNSK 

KGGA*KLNPQLSWVDFGEGAPLPK 

PLPH»ARYP\GG\DCSS\DIWILNSPPS 

HPHSLFWALHFPGGPGLSFCISLGTR 

TLGKHVPTTAKLRLWQCVES 


1219 


6716 


A 


1284 


155 


336 


HFKIINRGWAPWFMPVIPALWEAE 

GGVHLKL**AMIVPLHSSLGDTVRLL 

KYLCIYSLEF 


1220 


6717 


B 


1285 


251 


570 


XELLVQLASLQTSFVTLDEAIKITNR 

RVNAIEHVnPRIERTLAYUTELDER 

EREEFYRLKKIQEKKKILKEKSEKD 

LEQRRAAGEVLEPANLLAEEKDED 

LLFE* 


1221 


6718 


A 


1286 


83 


977 


HNQLTPVEEDTVESQFWSYCSLGCP 

AGDPSRKVIVRMSGKDRIEIFPSRM 

AQ11MKARLKGAQTGRNL/L*RKKS 

DALTSFDFRQILKKVIGDLKCLMGVE 

VMREAAFFTSWKPSFTAGDFQALT 

VIPKCSnCGGKLKVSE/DEGKVlVRP 

VK1FASNFEHYH»RN*PVMELTGLA 

RGGEVQLAKLKRNYAKAVELLVEL 

ASLQTSFVTLDEAIKITQQAC*MPIE 

HVIIPVRIERTLAYYSSQSWVRRERE 

EFYRLKKIQEKKKILKEKSEKDLEQ 

RRAAGVRCWSXLLIFLAEEKDRGSFL 

F 


1222 


6719 


A 


1287 


1 


3249 




1223 


6720 


A 


1288 


504 


932 


RYRCGVGSVLQAGGLILHLRKEGIL 
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SEQID 
NO: of 
ondeo-tide 
sequence 


SEQlD 
NO: of 

scqncoee 


Me 
tfao 
d 


SCQIDNO: 

ioUSSN 

09/770460 


Nucleotide 
hwatioDof 
first codoo 
for peptide 
scqacocc 


Nocleotide 
locatioii of last 
codOD for last 
amioo acid of 
peptide 
scqneacc 


Amino acid scqoesce ( X=^nkiiowD; ^'^Stop 
codon; A^^possible Docleotide deletion; >rspossible 
nodcotide insertion) 














HNKGKIEGMGLLEYVQGSLLQGW 

VMFVSVTAFFFSLLFLGMFLSGMV 

AQIDANWNFLDFAYHFTVFVFYFG 

AFF\MEAAATSLHDLH*NTTITGQPL 

LRDNQYNINVAASIFAFYDDS 


1224 


6721 

1 

f 


A 


1289 


66 


1363 


RTAVMPREDRATWKSNYFLKHQLL 

DDYPKCFIVGADNVGSKQMQQIRM 

SLRGKAVVLMGKNTMHAQAPFEG 

TL*NNPSLWRKLLF\HIRGEFGLLFH 

PGRTLTEI\RDMFAGPIRLPTAARCW 

CQLPPCEVTVPA\QNTGLG\PEKTSF 

FPGL*VSPTK\ISQGAPIENPEVNVPA 

ESRTGDKSGKPSEVATLLVNMLVNISP 

FSLWGWSSSQVFD\NASIYKP*KCLI 

SPEETLHSR\FLGGCPQMLPSVCLQ\I 

GYPTVASVPHSIINGYKRVLAL\SVE 

TDYIFPLAEKVKAFLXADPSAFVAA 

APC/AWAPPAAPAAAAAPAKVEA 

KEESEESDEDMGFAAAVLPGGTKP 

GALPPLAPGLALPRGPRCDPEAFRK 

RFRSQPRQDGGGHAELQKFTLPSLY 

FFSPKPSGCEPRANAKSSLNFVFSKY 

SLSTYYEQGL 


1225 


6722 


A 


1290 


3 


231 


CSSSTSPSSEYCPSWGTEFRSGEMGS 
K*SSL*GASSSLSPDTGRGTGSSSSSS 
GGGGPGGVLGPLGCGLGGLPLN 


1226 


6723 


A 


1291 


221 


984 

» 


ETGLMCSSPLDGQNSV*RLTPWTIA 

PGTTAEVNQEDQKKSQIL*KKWQA 

AANSSRLVKNS*MP\T*KIQNGRMD 

KNSPTKYLLSSRDSS\THKESHKLKD 

lALILPSSSEGSISELEQLSNSLPNKEL 

MTSICDCLLATLANSESSYNCLLTC 

VRTN4MFLAEHDYGLFHLKSSLRKN 

SSALHSLLKRWSTFSKDTGELASSF 

LEFMRQILNSDTIAPVCVAALSVSM 

CSHRSAPTWFPPKGLKGARTTSRNS 

SEA 


1227 


6724 


A 


1292 

« 


817 


1826 


SCYPFCTS»KSFHSFCHTNDTVQSFK 

SI*LKR\SDT*SANRSSNNPLrrPACSS 

PVTP*APHSASEDTNLVPALSCRTFK 

AIGWRSATCKFKACMVQSTNWPRE 

SCFVFFNCK*LNPFIIKLGISSKAVTH 

FAPLSSLYKSKSSVNFTEASIAPEFSL 

SGP*SFILLISISICVVLYGQLKYKSGT 

SSLSYGSYVIGGTEAKSSAVYSTSKF 

GYLNVSRSKSAIPSSSLEICS*PSSPSP 

SSSSSPSSSSSSSSSSGILSTVRRSSSS 

SSSSSSTSTSSSSSSPSSCCSSSTSPSS 

EYCPSWGTEFRSGEMGSK*SSL*GA 

SSSLSPDTGRGTGSSSSSSGGGGPGR 

SSWSPWLWSWRASIKLIFFLPISMF 

WDSFSNLGCGLGEGGWRWEGGGG 

GRVSVMTLSLYPLDPYIASVRQLYQ 

PLSTRPSVFl'FELGLKMMEVFSSYS 

RLPNLSKTGALGLPYTVEE 


1228 


6725 


A 


1293 


25 


771 


LDGPQGTSRPWGLPSLPPPRAGAGL 

SQGFGSSLRPARTPPSSGSKMSTEA 

QRVDDSPSTRAXQSSDGDQRESVQQ 
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S£Q1D 
NO: Of 
oncleo-tide 
scqaCDce 


ISEQID 
NO: of 
Ipcptide 
Iscqnencc 


Mc 
d 


; SEQ ID NO: 
1 inVSSN 
09/770460 


INndcotide 
llocatiooof 
Ifirsf codoo 
[for peptide 
Iseqnciice 


iNucleotidc 
llocatiQooflasf 
Icodoo Tor last 
laminoaddof 
Ipcptide 
Iscqueoce 


1 AmiDO tdd scqaencc ( X=UDkiiowa; *«^top 1 
Icodoo; A=possiblc ooclcotidc ddelloD; \ppo5sible 
Inadcotide iascrtioB) 










1 




EPEREQVQPKKKEGKISSKTAAKLS 

TSAKRIQKELAEITLDPPPNL*VAGP 

KGDNIYEWRSnLGPPGSA/YEGGVF 

FLDITFSPDYPFKPPKWTFRTRIYHC 

NINIQGVICLDILKDNWSPALTISKV 

LLSICSLLTDCNPADPLVGSIATQYM 

TNRAEHDRM\ARQW\TKRYAT | 


1229 


6726 


A 


1294 


449 


826 


QKSRRLroDLFFFFFCETGSCSVTQA 
GVQWHNHGSLQPPPPGSVNDPPTSA 
SQVAGVSVACHHSRFVCARVCVCV 
CVCVCVCVESGLKLLGSSNSPSLAS 
QNARIIGMS*IVPKKLYFKSKVKGRI | 


1230 


6727 


A 


1295 


1 


727 


N 1 tUQRNEEKAQREANKKIEKQLQ 

KDKQVYRATHRLLLLGAGESGKSTI 

VKQMRJLHVNGFNGDEKATKVQDI 

KNNLKEAIETIVAAMSNLVPPVELA 

NPENQFRVDHILSVMNVPDFDFPPE 

FTEHAKALWEDEGVRACYERSNEY 

QLIDCAQYFLDKIDVIKQADYVPSD 

QDLLR\CRVLT\SGIF\ETKFQV\DK\V 

NFHIV*RGVGQRDERRKW1QCFND 

VTAIIFVVASSSYNMVIREDN 


1231 


6728 


A 


1296 


2 


1271 


PVRSSAPRRGHSVASAPRSGLRQVA 

GRRGAALPCSLAPGCGAAAGASPC 

PGAGRRRAAGGRCLACECTSLTCA 

I GESGKSnVKQMRILHVNGFNGEGG 

EEDPQAARSNSDGEKATKVQDIKN 

NLKEAIETIVAAMSNLVPPVELANP 

ENQFRVDYILSVMNVPDFDFPPEFY 

EHAKALWEDEGVRACYERSNEYQL 

IDCAQYFLDKIDVIKQADYVPSDQD 

LLRCRVLTSGBFETKFQVDKVNFHM 

FDVGGQRDERRKWIQCFNDVTAIIF 

WASSSYNMVIREDNQTNRLQEAL 

NLFKSrWNNRWLR\TISVILFLNKQ\ 

DLLAEKVLAGKSKIE\DYFPE\FAR\Y 

TTPE\DATPEP\GEDPVR»TRAK\YFIR\ 

DEFLRISTASGDGGHYCYPHFTCAV 

DTENIRRVFNDCRDIIQRMHLRQYE 
LL 


1232 


6729 


A 


1297 


235 


1571 


GRPRPPPPQPGRAPPPPPPRMGCLG 

NSKTEDQRNEEKAQREANKKIEKQ 

LQKDKQVYRATHRLLLLGAGESGK 

STTVKQMRILHVNGFNGEGGEEDPQ 

AARSNSDGSEKATKVQDIKNNLKE 

AIETWAAMSNLVPPVELANPENQF 

RVDYILSVMNVPDFDFPPEFYEH/VK 

VLWEDEGVRACYVERSNVEYQLIDC 

AQYFL\DKMDVIKQAD\YVPSDQDL 

LR/CARVLTS\GIF\ETKFQVDKVNF\ 

HMF\DVGGQ\RDERRKWIQCF\NDV 

TAAIIFVVGSSSYNXMVIREDTGHNGL 

AGRL*TSPKGrWDNRWAAAPSLVIL 

FLTKQ/EILLA*ESPLAGNSK\IKDYF 

PE\FAR\YTTPEGCYSRRPGEGPHGV 

YRGQVTPFEDEFLRSSNCPVEDGRH 

YCYPHF\TCAVDTENI\RRVFNGLAV 

DIHFSGMHLSFSYGAGFKEGEPPKF | 
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wo 01/79449 



PCTAJSOl/08656 



SEQID iSEQU) Me 

NO: of NO: of tbo 

Dddco-tidc Ipcpfide d 
sequence IscqiiCDCC 



6730 



6731 



6732 



B 



6733 



SEQID NO: 
inUSSN 
09y770460 



1298 



1299 



1300 



1301 



NQdeotide 
locatiozi of 
first codoo 
for peptide 
scqacnce 



176 



310 



99 



Nucleotide 
locatkm of last 
codoD for last 
amino acid of 
peptide 
sequence 



lAmiDOactd sequence ( X^Unknown; *^tDp 
codoo; A^possible nucleotide deletion; V^possilile 
nucleotide insertion) 



NLKA 



SOS 



ILKFPWIDIFLYSFNLVFUFETRPHFI 

UPRLECSGMTSAHCNLCLPCSSDP 

PTSAS*VAGTrGTQHHAWLl»LFGE 

RELHHVTQAGLKLLSV*VILSPQPPK 

VLGLQA 



326 



SQHFGKLRRVHSLNSGVQDQPGQH 

EETSSLLKIQ\QLARHGCVCLWAQL 

LRRLGWEDHLNLGGRGCNEPRWC 

HCTPA*VTE»DSISKNNNNN*QAGV 

QWHHLGSLQPLPPRFK 



430 



64 



XVITQRELVSRQVSNDLTEQAATFG 

LILDDVSLTYLTFGKEFTEAVEAKQ 

VAQQEAERARFVKEKAEQQKKAE 

QQKKVEQQKKAAVISAEGDSKATE 

LIANSLAHRGGPP* 



967 



NFRVEAGVRGVQQKETCAFKVLESI 

GKLGNLALSVAGGAENSALYNVDA 

GHRAVIFDPIPGQK*QDIWGEGTHF 

\LIP\WVQKPQLSNDCRSRPRNCCQS 

ITGSKXDLQNWNITLRHPSSGPVRQP 

SFPRIFTSIGEDXYDERVLAVPSQLEN 

LKSWAPFDAGVELITQR\ELVSRQV\ 

SDDL\TERA\ATFGLILDDVSLTHLTF 

GKL\LTEAV\EAKQVAQQGKQRRAR 

FVAq^KAEQQKKAAIISAEGDSKA 

AELIANSLATAGDGLIELRKLEAAE 

DIAYQLSRSRNITYLPAGQSVLLQLP 

Q 



6734 



1302 



424 



598 



6735 



1303 



371 



6736 
6737 



1304 



1596 



1305 



556 



WDMMYVTRFASFLRNVLPSFISDW 

LYVQKMNTWFKHENYGLMPLNGY 

LKMEIFFIQKRGALI**IYLSIKPSVK 

EFTETSAVFEDGTMFEAIDSVIFATG 

YDYSYPFLDETIMKSRNNEVTLFKG 

IFPPLMEKPTLAVIGLVQSLGAAIPT 

ADLQAWWAAKVFASRWAILSFIHn 

NEHLLNTCY 



6738 



1306 



955 



1187 



IFFFFFFKMESCPFAQAGVQWCDLG 
SLQALPPGFTPFSCLSLLSSWDYRRP 

PPHLANFLYF**TWVFTVLAR1^SI 
S 



6739 



1307 



6345 



9041 



6740 



1308 



6741 



1309 



6742 



1310 



6743 



1311 



236 



437 



LLTLRWSHSSHVLLKTRGQPRRSG 

WCL*SH/HFGRPRRADHLRSGVQDQ 

PGQHSEIVSTKNTKIGWAWWQVPV 
IPAT*E 



182 



433 



MHLDLFLNKTLPQIRGVESEQSSRL 

HPLPDPRGDRHRMADNLPMEIHGS 

SATSSGKPSDFNQAAVDGAGERGG 
KEVLGGTLDVL* 



72 



254 



MVSTQLRQASDPRTTIGRERFELLL 
RRVDKLMSPRLPTGTLNPHHFWTL 
SIPQVGRCNAP* 



225 



735 



GELRVNSLHVSTHFQIPEETPIGWL 
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wo 01/79449 



PCT/USOl/08656 



SEQID 
NO: of 
anclco-tide 
scqococc 


S£Q ID 
NO: of 
peptide 
scqnence 


Me 
tfao 
d 


SEQID NO: 

inl^SN 

09/770460 


Nodcotide 
locatioD of 
first codoo 
for peptide 
seqacncc 


Nucleotide 
location of last 
codoD for last 
amino add of 
peptide 
seqaence 


Amino add sequence ( X^Unknowo; *^=StDp 
codon; A=posahle ondeotide ddction; ^possible 
nadeotidc insertion) 














VSPGQGPARPFEDIQLWPPGSLMAA 

EPTDQSLEESH*DRWnTFFTFAR\Q 

EGRK\D*PQRSNEFKEVLVTQQLPHL\ 

LKDVGSLDRKN*GAWDVNQDFGG 

SRFN\EY\WRLIGGAWPKEIRKEEKT 

LKIQERSKAAWLEDGVGQGRT 


1247 


6744 


A 


1312 


165 


629 


TGEMURKHCLYIVCKLSLLFIFRDM 

SCSVAQ\AGMQWHATNAVIXjD*LT 

ASLKLLGSSNPPPCNPKRAGnGMH 

QHIQLIFCWSFF*KQAn.RITKALRN 

FKKI*FQNTLVTGKY*HCSLTFFFCH 

FNENRILHLLAQMAKQDSGLLRLV 

AWEA 


1248 


6745 


A 


1313 


76 


523 


ELGRNLWNASQGRGLEWVSNRKF 

WAVYAYTTFLSHPERWNKHNCPL 

FE*KGECWEW*EARAQTVDRVQKQ 

MWLLRIQTSFSSRKETQSLRVTFWR 

YPVSPSPISMR*MSPGMSYRTLYKR 

NVPLKAHFPTAVLAWPPAVTNQG 

KEQG 


1249 


6746 


A 


1314 


55 


391 




1250 


6747 


A 


1315 


996 


1334 


WASVGLSGPRSPPSSRPQ*ARPRPG 

APASLRQADLGRGWRDRLGAPRPR 

PPRTGGWRSCCRGRGPGSRPRGAR 

AGLGPGAPGGWRRSRRSWTRARA 

ATRPRAAARGSRTPRG 


1251 


6748 


A 


1316 


1 


993 




1252 


6749 


A 


1317 


72 


496 


PPWARGSARRPPAWRTVRMPSCHP 

RMFGAPQKTFLRVSVWSRCRPWGI 

VMRMM*PMRGQVRRHNSCMAPKT 

EE*NPTVSATFCCCSFVSCSWPPVTR 

YSSILFTAAM 


1253 


6750 


C 


1318 


202 


378 


MTPYLTLFLSPLPPKGEIWGLLLFLT 

PLGFLLPSLPLLLPCPAPAGVRRQW 

DGPTEGA» 


1254 


6751 


A 


1319 


1 


1541 




1255 


6752 


A 


1320 


9 


345 

• 


YLSEVGVSVGIVIRPRQWIRRPEGDP 
FHGGRLKMDPLRAQQLAAELEVEM 
MA\DMYNRMTSACHRKCVPPPF\KE 
AFJ .SKGESVCLDVRCVSKYLVDIHGA 
♦WGKKFDRWLLQG 


1256 


6753 


A 


1321 


199 


985 


VRGSGADPGGRLCSASVRRGGPLE 

GAFNSRTRQATMTENSTSAPAAK\P 

KRAK\ASKXKSTDHPQVFQT*IVACN 

SSPRRTGAGS\SRQSIQVKYIKSHYKV 

G*ERLTSQIV!CLSIKRL\VTTGVPSRQ 

TK\GVGASGSFRL\AKSDEPKKSVAF 

KKTKKEIKKVATPKKASKPVKKAAS 

KAPNPRNPKSSPVKKA\KKKLAAPG 

PKKA\NKPKTVKAKPGKAFKAHWR 

PYLV*PKCKCPVAKEGRARRKLTM1 

VFFLRDTPSWSPIFCK 


1257 


6754 


A 


1322 


3 


129 




1258 


6755 


A 


1323 


376 


545 


NILHRLFTFREKTSYAPFWRRFHSK 
GRHTPFPALKWEWVWRKKGPGEG 
DSDMALSYPSPPPPPPPPMVMGVSP 
PSH^PLLLCRRVKKEGF 



29] 



wo 01/79449 



PCTAJS01/08d56 



SEQID 
NO: of 
nndeiMtdc 
sequence 


SEQID 
NO: of 
peptide 
scqocnce 


Me 
tfao 
d 


SEQ ID NO: 

iol^SN 

09/77a»]6a 


Nucleotide 
locatioD of 
Orstcodon 
for peptide 
sequence 


Nncleotide 
locatioD of last 
codoo for last 
amino add of 
nentide 
seqacDCe 


Amioo acid scqoeacc ( X=<Jolcoowii; *=5top 
codoo; ^BpossiUe ooclcotide deletion; V'possible ' 
OBcleotide iosertiofl) 


1259 


6756 


A 


1324 


14 




FQTQTKYQAPLHPAPGHRPTPLPPP 
PPASHCHLFLWSVCKRSNKPQAPFI 
SP\PPSNPLPEPGPCSSLCQPWGRTG 
EGLAPPD 


1260 


6757 


A 


1325 


234 


275 




1261 


6758 


A 


1326 


52 


454 


SQTQREFTMVLSPADKTNVKAAAV 

GMFLSFPTTKTYFPHFDLSHGSAQV 

KGHGKKVADALTNAVAHVDDMPN 

ALSALSDLHAHKLRVDPVNFKLLS 

HCLLVTLAAHLPAHKiPAVHASLDK 

FLASVSTVLTSKYR 


1262 


6759 


A 


1327 


3 


616 


PTLLVPTDSERTHPWLLSPADKDQR 

QGPAWG*G*GSHPPSNVAKTLER\M 

VLFPPPTPKPYFFVHFDL\SHG\SAOV\ 

KGHGK\KVADALTNAVAHV\DDMP 

NALSA\LSDLHAHKLVRV\DPFNFKL 

L\SHCLLG*PWAAHLPRPSFTPCGCK 

ASL\DKFPGLFVEAPLLEPSKLPLKL 

GSLRLAMLLCPFGPFPQPLLPFPAPV 

PPWSLK 


1263 


6760 


A 


1333 


732 


1634 


RRFWQVENHEILTEQAFVGQKPIFR/ 

MKSUCEKIJCTLATKRKPKNIGDILT 

KRKNNRTGSEAGEPQRWKPRRCP] 

RRAQEKNSQRPRKRREGKVPIWRK 

KP1JKTGRDRSW*P*KLLALCPSTVG 

IRSRAG 


1264 


6761 


A 


1334 


1 


531 


FFFLHVVAHLIFTATOMGSNILITVL 

QMRSPRPRRVEYLAQDHTPFATPHS 

KSHRQLRLSTSMMVTYHLPLQTISS 

LVPYSQWGHLQSPGPKLGNRKPFL 

TPPSPSPTPSKWNPVSPGTMYFFRVLI 

QSPLSSPRPRC*PIVRCPAAAPGSSLP 

STLFAGPSPPFPASYTLRLRCAF 


1265 


6762 


A 


1335 


130 


361 


GACCPLSPGGESGT*C/SPRGPRKPS 
GPSPKAKCS*QSTGCGQCASSPPSPS 
PGRAPCDSPBLACDLGQGGFLQLHT 
H 


1266 


6763 


A 


1336 


144 


224 




1267 


6764 


A 


1337 


nil 


1200 


PGWTLGGGACSEPRCATALQPGR 

ESETLP»TLHSHNQQSKPLPPICYPIS 

VNGNFILLVAQVKKPCKAGCGGPR 

L*SQHFGRPRQADHLRPEVQDQTG 

QHGKTASULKNTKISQVS/WTLQG 

GACSEPRCATALQPGRESETLP 


1268 


6765 


A 


1338 


344 


512 


ETLYTME*YTAIEKNEIMSFAGTWL 

ELEA\VIL\SNLV*EQKTKMLPCSPL 

MGWELK 


1269 


6766 


A 


1339 


274 


393 




1270 


6767 


A 


1340 


1 


561 


VRSAVGGTGMSSGASRKSWDPGKP 

WPPDWPITGRK\MK\VLWAALLVH1 

SCQNPMPKW*QAV*NKSRSPELR\Q 

QTEWQ\SGQ\RWEL\ALGRF\WDYL 

RWVQTLSEQVQEELL\SSQVTQ\ELR 

ALM\DETMKE\LKAYKSELEEQLTP 

WAEETOARVLVKXEPQAAQARLGAD 

MEDVRbRLVHYMFDV*An 


1271 


6768 


A 


1341 


1 


746 


MAAAGAFRLRRAASALLLRSPRLP 
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wo 01/79449 



* 



PCT/US01/086S6 



SEQID 
NO: of 
Dodeo-tide 
sequence 


S£QU> 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SEQIDNO: 

inUSSN 

09/770460 


Nucleotide 
location of 
first codoQ 
for peptide 
scqncocc 


Nodcodde 
location of last 
codOD for last 
arofttoaddof 
peptide 
sequence 


Amino add sequence ( X^tinfiuKram; *^top 
codon; A=possible nnclcotide ddetion; V^possitrfe 
ondeotide insertion) 














ARSCRPRPDSITRSPPDVRLPLEKQL 

KNAINQRGTKGPYIRYYPEVVDHY 

ENPRNVGSLDKTSKNVGT\GLVGAP 

ACGDVMKLQI\QVG*KRGRFVGC*G 

FKTFSAVGSAIVASSSLSHLNGVKGK 

TVVEEALmNTDOANKELCLSFPWK 

LALAPMLGLKVAFKAALADYKIET 

RTQKKGEAEKKWSPPLGEASSRPTP 

AVPQPAVPVTLDVSGSRLPSPTEGA 

L 


1272 


6769 


A 


1342 


160 


381 


SWGLDSALGVSDTTHHPKWGRAK 
HRGFLKWLPPPPGPPLGKRNCQPYP 
NPVQLPESGPPQQYFYLKCCPFYEL 


1273 


6770 


A 


1343 


653 


814 


WDSTPLPSSFTDWMLWPEKRQVGA 
CSHPTPNFLyC^GKLNISPNSPCQPKV 
LDLT 


1274 


6771 


A 


1344 


954 


1245 


DLSLTTSRQRKHEFKEVILPNYTHD 
KLYLINSNHPTKMCP*NQVLKKLIIK 
ITQQWXTGAMIHAYNPSTLGGRWG 
WlT*SQELEri'LPHlRGTLIHKI 


1275 


6772 


C 


1345 


155 


431 


MRERGLGPLGVFRSDAGLKSLPEG 
RRESGALEECVIHTQRVCDWKVPE 
HPLAPLLLVSVAVLRILAKPLPTQR 
DLFLLLSRSSLFNQHFPLC* 


1276 


6773 


A 


1346 


2 


70 




1277 


6774 


A 


1347 


1 


271 


LFF*TESCSVTRLQCSGMISAHCNLH 
LPGSSNSPASASRVAGTTGARHHAQ 
LIFA^LVETGFHHVGQDGLDLL/N 
LVICPPRPPKVL*LQA 


1278 


6775 


A 


1348 


117 


229 


kktmfrqklfy;crkqlqkgprp*g 
sakkklcfgksyfirgssfrkgqgh 

EERGLKYKKKTGEGV 


1279 


6776 


A 


1349 


255 


381 


IHFSINSQLFSPSSPPNKKG*FPKVT* 
KR/P*NGPRYIPQRFP 


1280 


6777 


A 


1350 


72 


577 


TTGVRGALQREGGSLPTQPQGERA 

LGGRRRNQPAGDPGFA\G*RGA*WP 

TGCKQGRGGSPSPQPLGSGGRXQNL 

ARLKPPRPPP/PQGEGDKGRPRQQG 

PSWRSKSSPPPILPTSYPGGDKGWP 

KHKLEAVNSVRARSSVSRNKCWSN 

RMDIALRCPVTVAHELTYSDAL 


1281 


6778 


A 


1351 


160 


336 




1282 


6779 


A 


1352 


1625 


1920 


LSFPAKKGNDCLPHVPGLSFKGRVP 
ESRQEFCETQESSLENPRLCIPV/CHP 
WAPWRWEPGETAEPPVLRRKEAF* 
PGPPCPPPNRVSETREAVLLQPRl 


1283 


6780 


A 


1353 


9 


249 


KVHTKPRTSS1CRSHIGFCLFF»ETES 
CSVTPPGVQWCNLG\SLQTP\PPG\SS 
DSPASAS*VAGTTGMHHRAQLII*\F 
YVFTGFFWQ*QLSDGILTH 


1284 


6781 


A 


1354 


426 


744 


DNLLKSFHLUSINCLFFCFFFL*TESC 
SV\SRLKCSGAJLAHCNLCLLGSSDS 
HISASLVAYRCLPPCQANCFFSFLAE 
TGFHHWGQAGLELKIQKLAECSG 

MRQ 


1285 


6782 


A 


1355 


184 


422 


GY1QGSPALVSTHGGHAV*PPTQSK 
PTEHAHP\LQPRRWARTRVGEGIPC 
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wo 01/79449 



PCT/US01/086S6 



S£Q ID 
NO: of 
nodco-tidc 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Mc 
tbo 
d 


SEQ ID NO: 

idUSSN 

09/770460 


Nucleotide 
tocattonof 
first codon 
for peptide 
sequence 


Nucleotide 
locacioo of bst 
codoo for last 
amino add of 
peptide 
sequence 


Amino add seqocDce ( X-Uoknowo; *^top 
codoo; /=possiMc nucleotide ddetioo; V=possible 
nucleotide insertion) 














AHPSPSCSPRPLATQKRFQANRRGR 
LEGLC 


1286 


6783 


A 


1356 


3 


1221 


HFIYLFIFIFLRQSLALPLRPECSGAIS 

AHY/RHLCLPGSSDPPNVSASRVPGT 

TGMPRCTWLIFVFLVEMGFHHVGQ 

AGLKLLTSGDPPALASQNGGITSVS 

HRVQPKNFFE*SRYYYLNFKGN*DS 

KRLKK*KIRQLEN/RRNMIQILLLFF* 

L*NSCSRMKDNS*AREKYLQHILRG 

LRFLTCKJOSTKLDUCAThOlNTTLE* 

MENMMKQFTEEKIQMPNKDLKRC* 

TSLGVREMQIEVIRYYFSRSS*QKFK 

RW/IIPGQLQRKCQF/PCTW*KSKPL 

KRFSEE1»YNINQIHLFEAGSCCWQ 

DRVQ*YHHSSL*PQPPRIKQSFHLSL 

FrSWDYWHMPP/HPS*FCVCLFCFF 

SRDEVSPGCSSWS*TPELKLSSHLNL 

PKCRDARPEPPCVAQYDINQNCiCK 

HVLS 


1287 

• 


6784 


A 


1357 


703 


918 


TREVEVAVSRDHATALQPGQQRQD 
SVSKKKKKGRVQWLAPVIPSTLGD 

QGGWIT*GQEFETSLTNKVKPHLY 


1288 

•• 


678S 


A 


1358 


273 


561 


DRQAEKKRNIL**NEIVLDLPR*PHT 
AS*ISSTT**FENTALRPGWAHACN 
PSTLGGGA/GQIT*GQEF\ETSLANV 
VKPISTKNIKINWEWWCRL 


1289 


6786 


A 


1359 


375 


663 


LITKQLGLGVVAHVCIPQHFGRPRW 
ADHLSP\GVQDQPGQ\QGETQSPQK 
NTKISQVWWHVPEVLAP*KAEAKG 
LLEPGRQRLPPTLHSRLGGSETL 


1290 


6787 


C 


1363 


79 


153 


MPDMIRQHSSCLIKRVYLTRWFGR* 


1291 


6788 


A 


1364 


4776 


9134 


WLHDSVNILKNIEHFFFFFFWRQSL 

APSSRLECSGAISAHCNLHLPGSSDS 

PASASQVAGITGAHHHAQLIFVFLV 

ETSSHHVGQASLKLLTSSDPLALAS 

QNAG1TGMSHHTWPNH*IEHF*WV 

NCMVWEHYLNKAILKFYKEIKSRR 

DPTPKAYLIWGR*C*/TVL*NKEQVT 

DTKFLT*LFKGVGRM*KFTVPAPEV 

VRVS*LYLA*DKCLVUVAMLMDRN 

VIFLKGPLMGFVG*LCSGFQGKEWF 

LFESYPSLPTSPTTLSPALPKYFL^VN 

VTKANNFLQ*SIPFYIMVLTFPST*S 

QYTNFFFFSF/HFFFFFF/CFFETESHS 

VTQAGVQW*DLGSL*PLPPRFQ*FS 

CLSLLSSWDYRHAPLRPANFCIF**R 

/SGVSPCWPGWS*TPDLK 


1292 


6789 


A 


1365 


3 


287 




1293 


6790 


A 


1366 


75 


301 


AHKKLRAAPLAPMTGTH»K\VFVK 
AGDKVKAGNXPSWVMFPMKMEHTI 
KSPKDGTVKKVFYREGAQANRHHS 
FSRV 


1294 


6791 


C 


1367 


155 


377 


MKASSFKKLQKFYIDPYKLLPLQRF 
LPRPPGEKGPPRGGGRGGRGGGRG 
GGGRGGGRGGGFXXXXXXXXXGF 
RG* 


1295 


6792 


A 


1368 


363 


423 


SI KGTENG FLI VL* PKSQ V 



294 



wo 01/79449 



PCTAJSOl/08656 



SEQID 
NO: of 
nadeiMidc 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


S£Q ID NO: 

inUSSM 

09/770,160 


Naclcotide 
locatioDof 
first codoD 
for peptide 
sequence 


Naclcotide 
locatio]) of last 
codon for last 
amioo add of 
peptide 
sequence 


Amino actd sequcoce ( X^Unkoown; ^^^Stop 
codon; ^=pQssible oncleotide ddctioo; V=possibic 
ondeolide insertion) 


1296 


6793 


A 


1369 


157 


723 


KTLWRYGNRG/GFQRGGST/RAGGC 

/GAQGQGPEGHVAPY*GEVFLHPCE 

DDIVCKCTTDENKVP\YFNAPVY*E 

TKEQMGKVDAIFGQLRDFYFSVKW 

SENMRLSSFKKLQKFYIDPYiCLLPL 

QRFLP\RSPGEKGPPK\SGGRGGRGG 

GRGGGGRGGGRGGGFRGGRGRNEG 

GGFRGGRGGGFRGRRTLSETC 


1297 


6794 


A 


1370 


1 


810 


ASPPLVCTHARSFSVLAPLFLHFPLL 

PDRRSRSFRAVHFWGPRSSPPHAAV 

RLREARRGRDRREKAESPTGEKSTS 

PSSSRRQRGPPTKVRRPPAPFTMQP 

ASAKWYXDRRDYVLKWEFVFLNTL 

RD\ANVNF\EKSKTYNFSCLGG\SDN 

F*GILNEIDLFH\CID\PNDSKHKRT\D 

RSILXCCLRKRRIWASSWPKGLTTOJE 

RGKGLIWV\SVDFN\NW\KDWEDDS 

DEDMSNFDRFSE\MMNNMGGD\EV 

VDYPEVDG\ADDDSQDSDDEKMPD 

LE 


1298 


6795 


A 


1371 


1 


588 




1299 


6796 


A 


1372 

■ 


179 


989 


KWRNQSWRWPKPGTNWMLSCSVC 

WRRVTWTGSVWMRKLGKHPQTFT 

/IKDCSIAATGKRPSARFPHQRRKKR 

REMDDGLAEGGPQRSNTyVIKLFD 

RSVDLAOFSENTPLYPICRAWMRNS 

PSVRDAECSPSS\PLPPLPEDEEG\SE 

VTNSKSR*CVQACPPTHTPGGQPKN 

ACR\SRIP\SPLAALRMQGTP*RWSPF 

EPEPSPSTLIYRNMQRWKRIRQRVW 

RPPACLPLVGPFATAESPLCLSRWK 

EASHRNQLRYSESMKILREMYERQ 


1300 


6797 


A 


1373 


245 


336 


HIPSQGQDGK*VKNRARKIVSYSRG 
GWHSG 


1301 


6798 


A 


1374 

• 


127 

• 


872 

■ 


EATGQTVGTVPSSLSRPRPPLHSSSG 

GVRIQTLFATSRPLDKTASIFLVLSN 

ACIF*iaLIA*KEIQDS*SHH\*K*LLLI 

RLDFLSSFFPP*LIN*FFFFPGNSLVH 

RLFFFFNLGMVAHTYNPSTLGGQSG 

RIA*A*EFKASLGNLVGPHFFFLGGG 

VGYKSPFIKPILNKKKTKSLQKKKR 

YRKRIPLLHMVPKREKNKGDMRQH 

AQQIKASFSYFFNVQNTSKGYTYLK 

QELSDAGHAGPGKPFQ 


1302 


6799 


A 


1375 


37 


80 




1303 


6800 


A 


1376 


1452 


1700 




1304 


6801 


A 


1377 


316 


373 




1305 


6802 


A 


1378 


144 


356 


FQFRLTSLRNSTDVHRCPQLPPPPP\S 

PPPYPGPWGMGCGRFPKGQQGPRP 

PRLSGLG*FLSFFALGFSDG 


1306 


6803 


A 


1379 


860 


924 




1307 


6804 


A 


1380 


263 


616 


TTCFSFESRASCHFHVASAVSPPTPL 

CSPATLMAQDKAGKPSPRK/PSLAP 

EKPLSPLPSPQ*RHSPKPKAPHVESP 

SGPSPTRAKKRV*FSSPPSLWGQEPR 

GHAECPLPYLGEGAPA 


1308 


6805 


A 


1381 


152 


272 


YSVLKFNYEILKNCFSFFV* VSEPFF 
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SEQID 
NO: of 
Dodco-tlde 
sequence 


SEQID 
NO: Of 
peptide 
scqncncc 


Me 
tfao 
d 


SEQID NO: 
in ISSN 
09/770,160 


Nucleotide 
locatioo of 
Grstcodon 
for peptide 
sequence 


Notlcotide 
locatioaof last 
codoo for last 
aodno add of 
Da>tide 
sequence 


AmiDO add sequence ( X=llnkDOWD; ^^^Stop 
codoo; /^possible nucteotide deletioa; \=possible 
nodeotide insertion) ^ 














KTULVYFTLTEKL 


1309 


6806 


C 


1382 


71 


316 


MCHHSQLTFLYFVKTKSHCVAQAG 
LELLASSDPLDSTSQSVGITGMSHH 
TQPLILFFNFSVSVKYTKIMVLKNGF 
RNSYKK* 


1310 


6807 


B 


1383 


165 


520 


XNLKLLDNWDSVTSTFSKLREQLG 
PVTQEFWDNLEKETEGLRQEMSKD 
LEEVKAKVQPYLDDFQKKWQEEM 
ELYRQKVEPLRAELQEG ARQKT .1 .P 
VLESFKVSFLSALEEYTKKLNTQ* 


1311 


6808 


A 


1384 


3 


558 




1312 


6809 


A 


1385 


3 


118 




1313 


6810 


B 


1386 


28 


384 


MKAAVLTLAVLFLTGSQARHFWQ 

QDEPPQSPWDRVKDLATVYVDVLK 

DSGKDSVTSTFSKLREQLGPVTQEF 

WDNLEKK 1 KGLRQEMSKDLEEVKA 

KVQPYLDDFQKKWQEEMELYRQK 
* 


1314 

• 


6811 


A 


1387 


2 


1093 


GGASCCLPRSLWLPSSRFRPCPRPG 

LWVPEVFSRSVPFSSPGCNEWGSTG 

LLHAEGTPLSQALLLLQVPHGPFRM 

KAAVLTLAVLFSDG*ARRRHFWQG 

G*SPPRAAWDRWK\DLATRVPWTV 

LKEQRTETYVSQFEGNSALGKXQLNL 

KAPLTTGDSVDLPPFS\KLREQF\GP 

C*PRDFLGINLGKRETEGP*GKGR*G 

KDLWKEVKAKVAALTLDDFQERS 

WQEEIGAFTRQKWEPLARKNFQEGV 

ARPESLHELARRSLSPLGEEMRDRA 

RAXHVDALRTyHLAPYSDELRQRLG 

AR\LGALRENGGARMGQYHA\QAT 

EHLSTLSEKAKPALEDLRQGLLPVL 

ESFKVSFLSALEEYTKKLNTQ 


1315 


6812 


A 


1388 


1 


2076 




1316 


6813 


B 


1389 


560 


752 


XSVAAVTALNSESNFARAYAQGISR 
TKYWELIYEDSMDLIAKLPCVAAKI 
YRNLYREGSVTRGH* 


1317 


6814 


A 


1391 


1031 


1407 


CVGGRAQVEKEGAALRLRPATVPR 

ALMSLSSLVKPETA/ALCGTEMQDF 

FIPLLCDFKS\PGISFCKGT*MCLRSC 

*HNVRRWR/DQPTPVSTVTPVPTLT 

CVPSPnFPVPERXGAGCLHLCLKFM 

VH 


1318 


681S 


B 


1392 


97 


880 


MAPRTVLLLLSAALALTETWAGSH 

SMRYFYTSVSRPGRGEPRFISVGYV 

DDTQFVRFDSDAASPREEPRAPWIE 

QEGPEYWDRNTQICKTNTQTDRES 

LRTAARLLQPERGRTMYGCDVGPD 

GRLLRGHNQFAYDGKDYIALNEDL 

SSWTAADTAAQITQRKWEAARVAE 

QLRTYLEGTCVEWLRRYLENGKET 

LQRADPPKTHVTHHPISDHEATLRC 

WALGFYPAGDHTDLAAGMPRTKL 

RNTELVETRPAGR* 


1319 


6816 


A 


1401 


1380 


2180 


EIQSEWNLQDL\ELQLEERLAGAWE 
E/LSFRAVRMPS1AFRSSALMG\MCG 
SRSADN\LSWPFFH*NVMEPVTELM 
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PCTAJSOl/08656 



SEQID 
NO: of 
nDclco-tide 
scqocnee 


SEQID 
NO: of 
peptide 
scqnencc 


Me 
tbo 
d 


SEQ ID NO: 

inUSSN 

09/nO»I60 


Nodcotide 
location of 
first codoD 
for peptide 
sequence 


Nucleotide 
locatioQ of last 
codon for last 
amino add of 
peptide 
sequence 


Amino add seqacncc ( X*4inknGWD; *»Stop 
codon; A^possable nadeotide ddetion; V=possiblc 
nndcotidc Insertion) 














QEQSYLKSELGLGLGEMGFEIPPGE 

SS\ESV\FSRAQQDSFCECSGPSNATR 

KMGVPSVTASVGKSKTPLVARKKVF 

RASVALTPTAPSR\TGSVQTP\PDL\E 

SSE\EVDAA\EGSPRKL»GPKSESEV/ 

EKEGHGKLPS\MPAAEEMHKN\VEA 

RLSLQQVIRVEIKESIVGEIRVREIGKL 

DFWAAVSSVSKASNSR\QDYH 


1320 


6817 


A 


1402 


119 


301 


INDKRKKKRPARPGAGGLHLQLCL 

SQPPQPRGHPAPIPTGQAGPRDSGP 

GASP*/GRDPPSD*WTPADLGSDPW 

AGPLPTPQEP*GSRWPSSATVSLSAS 

TATGTTCTYSHGTGWTQRLWTRGL 

PLSRDPPSD 


1321 


6818 


A 


1403 


1451 


2495 
• 


RGLAGNFEDRKSAHYVFQTFRGGE 

RRSLELEAHLEGWSLGLRFLLGPLK 

GPPAXQGHFHPSLPISSWRGAGVPHS 

R/SPFFrLGIPG*IFPPKPGRRPRGPPR 

KEDLGPGMVG/RPSGPLPQLPSAVL 

SADPAGPRPHVPFCEP/SPSHGVRAS 

PGSKWVEEEIGGEEGRQ/PKCRQAF 

QEAWLMQG/GARGQGLPGS/GCWR 

INKPSKPSKRGGKGLTCQTFSTNIC* 

SPPLMPRSLP\GPSFILHLISSQQP*SG 

LLFIDPIPPEKGRGGLSERWGRAFG 

DSVACSFQKPTPGPWEVFEQDAWP 

NPWP/QGPPPENFPKGNPSHSRNIHK 

GDEQSPVRTKTEPTPWGGKHSQFA 

SR 


1322 


6819 


A 


1404 


3222 


5798 


PLLTPLVSKVTAAGVPLFFFFFFFF* 

DIVSLCHPGWSAW*P*LTAASNS*\ 

VKQSSHLSLPSSWDNRYAPPRPANY 

FYYFYFL^RLDLALFPKLLLNCWAQ 

VILPSQPPKVLGL*AQSSEGG1HSGL 

SLPSPCFLLCNPI 


1323 


6820 


A 


1405 


38 


402 




1324 


6821 


A 


1406 


2 


380 




1325 


6822 


A 


1407 


1 


477 




1326 


6823 


A 


1408 


1 


1104 




1327 


6824 


A 


1409 


524 


1584 


IVKNDEKYSIMKSMNMHLTERKKDH 

FRNDTNTQSFYREKWIYVHKESTKE 

RHGYCTLGEAFNRLDFSSAIQDIRTF 

VNYVVKLLQLIAKSQLTSLSGVANQK 

NYFNILDKTVQKVLDDLHISLLFKDL 

PQVLSSNLCTVLIRGVGKSVLVGNIN 

1WICRLETILAW\QQQLQGLQMD*G 

K*TMGLTL\SDLPLAHGWNNILLPV 

FQDGWGHSKiFRPR*PPRLYMAVG 

EDRQLW\KKL\CQYHF\AEKQFCR\H 

LILSEKGHSA^WEVGCNFATFRKH 

YPAKEQYGRQHCBFCRHCSILFWKD 

SGHP\CTAADPDSCFTP\VSSQQFIAL 

FQVLRACPLPIPYWRFVNPCCPVQG 

LIVSVL 


1328 


6825 


A 


1411 


588 


855 


VLLSSYLTQYSLVFICWLFICLnCIFl 
FMYVTM*IWFAVVFVWNLVFPYKV 
VKAPWRSRIHVHCLYF**NYSPYAF 
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PCT/USOl/08656 



SEQU) 
NO: or 
nedco-tide 
scqncDcc 


SEQID 
NO: of 
peptide 
sequence 


Me 
tfao 
d 


SEQID NO: 
09/770,160 


Nncleotide 
locatloD of 
first codoD 
for peptide 
scqncDce 


NBdeotide 
locatioi} of last 
codoB for last 
amino add of 
oentide 
sequence 


Amino acid sequence ( X^^Jnknown; *^top 
codon; /^possible nncleotide ddetioo; ^=possible 
nndeotide insertion) 














LYSA*CYSLCVH 


1329 


6826 


A 


1415 


277 


509 


YMLSCHHTFVQTHRMYNTKHEP*C 
KLWTLC*DNLSM»VHQL*KFPTLVG 
DVDS/ERRLCMYGDRGYMGNLYIL 
LSILL 


1330 


6827 


A 


1417 


15717 


16041 




1331 


6828 


A 


1418 


41 


544 


TKLVMMQKLLKCSRLVLALALILV 

LESSVQGYP\TRKPRHQWVRCNPDS 

SSAHCLEEKGHMFELLPGESNKIPR 

L\RTDLFPKTRIQ\DLN\RIFPLSEDYS 

GSGFGSGSGSG\SGS\GSWFLTGNGN 

RNYQL\VDE\SDAFQ*QPLGSLDRNL 

PNSDSQDLGQHGLEEDSMV 


1332 


6829 


A 


1419 


168 


467 




1333 


6830 


A 


1420 


2 


196 


ASTRSRRSGSRGLTRRAAFGVRAGE 

GWVCGGPAGSRRRRKLPLTGPGSG 

SFQCRSRGGRGSVNMGKGDPNKPR 

GKMSSYAFnVQTCREEHKKK\HPD 

FSVNF\AEF\SKKCSER\WKTMSCKG 

RSSKF*RIWAKS*QSFAIDR\EMENL 

RFLPKGDKKGKKKDFN\AP\KRPFS 

AFFLFCSEHRPKIKMEHPGLSIGDTA 

KKLGEMWSEQSAKDKQPYEQKAA 

KLKXEKYEVKDIAAYRAKGKSEAGK 

KGP\SRPTG\SKKKNPPRSWRGWEG 

•EA**DPASGIWGAGRRGLGLWRA 

GGQSEEAETAPDRARFWEFSMSVT 

RWTRICQHG 


1334 


6831 


A 


1421 


3 


107 




1335 


6832 


A 


1422 


450 


851 


KTEFTQNYFWKSCTGVDGFFFSILF 

CLFV*DGVLLCHPGWECSGCDLHS 

LATSASQVQAILVPHQPSK*AWDYR 

RAPPQLG*YLYaCRDRVFTMFVPG 

LSNFW\PHVI\HLPQ\PPKVLRnGREP 

TCAPASMAF 


1336 


6833 


A 


1423 


6 


461 


AEMTPLHSSVGSRVRLHLKKKNYI 

KKPRKALFISIFGIIFFHLIYVSTYIYL 

STFSFTSLILMEFILCW*VLHLQLK 

NAILh4AYW/TFILITWLPSSEEDLK 

VL*LFMPICNELIFSKCFHFLFIVPKFT 

LIJ)HLAFLRLKLAFWRLGWHST 


1337 


6834 


A 


1424 


222 


350 


GAHTWTGISQAALQPTAPGRLSRTL 
LFLC*KCGEICNLLSGC 


1338 


683S 


A 


1425 


198 


385 




1339 


6836 


C 


1426 


207 

■ 


385 


KfFFyiOJVQMXQISVSTLKFKLVLFV 
PTGXQVNGGEPSTLYGRWGRXGSA 
PSWRYQPFCP* 


1340 


6837 


A 


1427 


327 


516 




1341 


6838 


A 


1428 

• 


58 


255 


FSPDFYRGYIYFYHYFGFEKFFFTPS 
NFFISQSR*FFCVKMFSFFNLRFKIPL 
PNHVDFALCFFW 


1342 


6839 


B 


1429 • 


242 


509 


MRPRKAFLLLLLLGLVQLLAVAGA 
EGPOEDSSNRENAIEDERERREEDD 
DXGENDLEVKEENGVLVLNDANFD 
NFVADKDMDTARDLPPX* 


1343 


6840 


A 


1430 


338 


511 


NSFSKSKTPCVAHGRGVHAEAGNK 
RQYLGFLFFFF*FFILWCFTSCSEY 
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wo 01/79449 PCTAJS01/086S6 



ISEQID 
NO: of 
Inodco-lide 
Iscqneocc 


S£QU> 
NO. of 
pq>tidc 
scqncDcc 

• 


Mc 
the 
d 


i SEQIONO: 
» ioliSSN 
09/770,160 


Nndeotide 
locatioii of 
first codoD 
for peptide 
scqDenec 


1 Nucleotide 
■location of last 
codon for last 
1 amino add of 
1 peptide 
[seqaencc 


1 Amino add seqneoec ( X^Unknown; *^top 1 
Icodon; ^=possible nucleotide ddetion; \=possiblc 
1 nndeotide insertion) 


1344 


6S41 


A 


1431 


2 


454 




1345 


6842 


A 


1432 


671 


955 


FFFF*IIT^LGCFTSCSEY»ITMNDVK* 
FSPEFLPEGYLLFLSLFGV*KIFFYTL 
LISLFLKAD/RFFCVKMFSFFNLRFKI 
PLPNHADFALCFFW 


1346 


6843 


B 


1433 


46 


3152 


MRPRKAFLLLLLLGLVQLLAVAGA 

EGPDEDSSNRENAIEDEEEEEEEDD 

DEEEDDLEVKEENGVLVLNDANFD 

NFVADKDTVl .1 .F.FY APWCGHCKQF 

APEYEKIANILKDKDPPIPVAKIDAT 

SASVLASRFDVSGYPTIKILKKGQA 

VDYEGSRTQEEIVAKVREVSQPDW 

TPPPEVTLVLTKENFDEVVNDADIIL 

VEFYAPWCGHCKKLAPEYEKAAKE 

LSKRSPPIPLAKVDATAETDLAKRF 

DVSGYPTLKIFRKGRPYDYNGPREK 

YGIVDYMIEQSGPPSKEILTLKQVQE 

FLKDGDDVIIIGVFKGESDPAYQQY 

QDAANNLREDYKFHHTFSTEIAKFL 

KVSQGQLWMQPEKFQSKYEPRSH 

MMDVQGSTQDSAIKDFVLKYALPL 

VGHRKVSNDAKRYTRRPLVWYYS 

VDFSFDYRAATQFWRSKVLEVAKD 

FPEYTFAIADEEDYAGEVKDLGLSE 

SGEDVNAAILDESGKKFAMEPEEFD 

SDTLREFVTAFKKGKLKPVIKSQPV 

PKNNKGPVKVWGKTFDSIVMDPK 

KDVLIEFYAPWCGHCKQLEPVYNS 

LAKKYKGQKGLVIAKMDATANDV 

PSDRYKVEGFPTTYFAPSGDKKNFV 

KFEGGDRDLEHLSKFIEEHATKLSR 

TKEELMDVQGSTQDSAIKDFVLKY 

ALPLVGHRKVSNDAKRYTRRPLW 

VYYSVDFSFDYRAATQFWRSKVLE 

VAKDFPEYTFAIADEEDYAGEVKD 

LGLSESGEDVNAAILDESGKKFAME 

PEEFDSDTLREFVTAFKKGKLKPVl 

KSQPVPKNNKGPVKVWGKTFDSI 

VMDPKKDVLIEFYAPWCGHCKQLE 

PVYNSLAKKYKGQKGLVIAKMDAT 

ANDVPSDRYKVEGFPTTYTAPSGDK 

KNPVKFEGGDRDLEHLSKFIEEHAT 

KLSRTKEEL* | 


1347 


6844 


A 


1434 


785 


1271 


LCTDQLHNFNNYFQDKDKCFYFPM 
FWSFLGLETEAACFKPDSKGKALQ 
NRKYFNWYLPSATSRDLWISPGWS 
QPFFFFFFFFFFFFF*RA | 


1348 


6845 


A 


1446 


549 


791 


GLLSN*NFFFSILIFFFQTESRSVA\RL 

ECNGAISAHCKLRLPGSRHSPASAS 

RVAGTTGAHHHAWLIFFVFLVETG 

FHHVSQDGLDLL/NLVIHLPRPPKVL 

G*QAGVQWCDLRSLQAPPPGFTPFS 

CLSLPSSWDYRCPPPCLANFFCIFSR 

DRVSPC 


1349 


6846 


A 


1447 


59 


485 


NSPCSGSSIATASPERRKGINPAPPST 
PAAPCRS*ACTAAAAAAVR\DDRLN 
VTEELTSNDKTRILNVQSRLTDAKR 
INWRTVLSGGSLYIEIPGGALPEGSK 
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wo 01/79449 



PCTAJS01/086S6 



S£Qa> 
NO: of 
Dodco-tide 
seqneoce 


SEQID 
NO: of 
peptide 
se^DCDce 


Me 
tbo 
d 


SEQIDNO: 
idUSSN 


Nucleotide 
locatiDD of 
first codoD 
for peptide 
sequence 


Nndeotidc 
locatioa of last 
codoo for last 
amino add of 
peptide 
sequence 


Amino acid scqneocc ( X^Uoknowo; *^top { 
codoo; A=possible aitclcotide ddctiou; \Fpossible 
nucleotide insertion) 














DSFAVLLEFAEEQLRADHVFICFHK 
NREDRAALLRTFSFL 


1350 


6847 


A 


1448 


125 


927 


NPPCSGSSIGPCSPKRRKGIKPGPPm 

RKPAPSGS*\ACTAAAAA\AVRVPGS 

PSTAV\VTRVRG\LGGAPDAPHPPLK 

DPRVGEGNSQRNPNL\SANLFYS\DD 

RLNEQKELXTSHDKDEHSRRPSSRLT 

DGKTPLNWRNNC'SGGSLFNIKPAG 

GRRWPEGSKGQLLQFLLEFA*GATC 

GADPKVFICFQTRTREKAEPPLLRVT 

FSFFGLCRLVRPGGIPLVPKETPDAC 

FMALQRSRESLPGEEEEVGARLRG 

WAIPPPWGHPLVCTGG 


1351 


6S4S 


A 


1449 


1 


866 


ESVDLAAEAVRIRRSPLIFSKAVHIM 

AAAFRKAAKSRQREHRERSQPGFR 

KHLGLLEKKKDYKLRADDYRKKT 

RITSKALRK\KALEK\NPDEFYYKMT 

RVKLQGWSYILLRETKGRK^PQEQL 

KADEELQDVKYIEMKRVAEAKKIE 

RLKSELH1WWDFQGKQQNKHVFF 

¥DT\KKEVEQFDV\ATHLQTAPELV 

DRVFNRPRIETLQKEKVKGVTVNQT 

GLKRIAKERQKQYNCPAHQRIEVRE 

KKUPLLPQKIQTRKDLMDKTQKVK 

\VKKETVNSP\AIYKFQKSVENR 


1352 


6849 


A 


1450 


3 


896 


LRAVRVGLLLGGGGVYGS\RFR\FTF 

PGCRANLSPWRVRVQRVRRCEMSTM 

FA\DTLLIVnSVCTALLAEG\n\WVL 

\VYRTDK\YTRL*AEVEKQSKKLGK 

GRKETIXTEFSWFGQQKJCKffiRQEEE 

T*RNNNRDLS\MVR\MKSKIFA\IGFC 

FTAL\MGMFNSIFDGRWAKASF*P 

LFSYIQ\GLSH\RNLLG\DDTHRLVPF 

IFa.YlUrrMSIR\QNIQKI\LGLAP\SR 

AVATKQGRVDFLGPPPPSGEVLLEL 

KELFIFYSFFLGHTHIRMGQLFCSQE 

PIGSLYYLGLFLVLNYFLSLLGYD 


1353 


6850 


A 


1451 


2 


125 




1354 


6851 


A 


1452 


18 


1374 


LAEQIVPRGVGIRPPDKADQAPCRS 

PIRTPAPESWHCDSRQRFRQDSSRM 

KMRVLGLWCLVLWTLHSEGSGG 

KLTAVDPETNMNVSEnSYWGFPSE 

EYLVETEDGYILCLNRIPHGRKNHSX 

DKGPKPWF\LQHGLLADSSNWVT\ 

NLGNSRLGFILADAAIDVWMGNIH 

GNTWSPKHKTLSVSQDEFWAFSYD 

EMAKYDLPASINFL\LNKTG\QEQV 

YYVGHSQGTTIGFIAVFSQMl .H , AK 

GLKMFFAWGPVASVAFCTSPMAKL 

GRLPDHLIKDLFVGDEEFLPQSAFWK 

VAGVPHLATHVILXKELCGNLCFLL 

CGFNERNLNMSRVDVYTTHSPAGT 

FVQNM*HWSQAVKFQKFQAFDWG 

SSAKNYFHYNQSYPPTYNVKDMLV 

PTAV*\TGGHDWLEDVYGVNI*LTQ 

itVNLVFHESIPEWEHLDFIWGLDAP 

WRLYNKIINLMRKYQ 


1355 


6852 


A 


1453 


165 


1353 


LPKPRLGPGQPEKDRTESSVRMAIT 



300 



wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: of 
nndciMide 


SEQID 
NO: of 
peptide 
scqncocc 


Me 
d 


SEQ IDNO: 

inliSSN 

09/770,160 


Nocleodde 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codoo for last 
amino acid of 
peptide 
sequence 


Amino add sequence ( X=Uoknofni; *^>Stop 
codoo; A-possible nucleotide deletion; V-possiUe 
nudeotidc insertion) 














LEEAPWLGWLLVKALMRFAF^4VV 

NNLVAIPSYICYVULQPLRVLDSKR 

FWYIEGIMYKWLLGMVASWGWYA 

GYTEM\EWGEDIRAV\SKDEAVTLV 

NHQATGDVCTLMMCLQDKGLWA 

HMMWLMDHIFKYTNFGIVSLVHGD 

FFIRQGRSYWXJQIXUJKKHLENNY 

RSRDRKWIVLFPEGGFLRKRRE\TSQ 

AFAKKNKIJ>F\LTNVTLPRSGPTTaiL 

NALV\AQQ\KNGSPAGEDAKELASK 

SKGLQWIIDTR*PYPKAEPI/DNIQT 

W\WGYRKPT\nrHV\HYGIFP\IKDV 

P\LETEDL\TTWLNQRFVEKEDLLSH 

FYETGAFPP\SKGHKEAVSREMTLS 

NLWIFLIQSLAFLSGYMWYNnQYF 

YHCLF 


1356 


6853 


A 


1454 


313 


650 


FVICV*TYTGMNTHSPTHTKTXSFLS 

DSG*FFYCRSLyCNIG*QKTYPQPNR 

LHIHTHTHTHTHRGYFSHTSSTVEK 

ALLTRIPEGSEEEDNGFYGWALRTI 

LVAFKSQCQMH 


1357 


6854 


A 


1455 


2 


401 


VSVGGLVGEVACACRDCIPETMAE 

GDNRSTNLLAAETASLEEQLQGWG 

EVMLMADKVLRWERAWFPPAl/MG 

UYYLDPSVLSGVSCFVMFLCLADY 

LVPIlj\PRIFGSNKWTTEQQQRFHEl 

CSNLVKTRRRA 


1358 


6855 


A 


1456 


18 


741 


AACGAFSRVWGVRVSVGGLVGEV 

ACACRDCIPETMAEGDNRSTNLLA 

AETASLEEQLQGWGEEMLMADKV 

LPWERAWVPPAIMGWSLVFLIIYY 

LDPSVLSGVSCFVMFLCLADYLVPM 

lAPRffGXSNKWrnEQQQRFHEICS 

NLVKTR\RRAVGW\WKRLFTLKFRK 

PKMm4TMIVSLAAAa,LAWGQQV 

HNLLLTyLIVTSLLLLPWT*TQHGIH 

FERTLGMANMEINKLLKHK**TN 


1359 


6856 


A 


1457 


2 


529 


GRVDPKAKKEAPAPP\KAEAKAKA 

LKA/RRKAVLKGVHS\HKKKKIPHV 

HPPFVRRPGRHLR\LRRQPK\YPPEEP 

RPRRNKLDHYAVffiCFPVLTTESAMK 

KIE\DlWn.VF\IVGCIJa>TKHQ\I*Q 

GC*RKLFWTLDVGAKVNTPGFGPD 

GRRRKAYVPTWLPDLPIAFGMFAN 

KIWGH 


1360 


6857 


A 


1459 


323 


624 


iwhlvpttqrsgkgkimelversv 
varvevghrgflerglpiaaindm 
kkspeusgrmtfwqprnwllfach 
atnevaqliqggrluchemtktasa 


1361 


6858 


A 


1460 


438 


549 




1362 


6859 


A 


1461 


210 


556 


QFWGPVATWGLPIDAINDMKKSPEI 

IQWGG*HFALaCYSVLTFMEILPYK 

VXQPSGTWASCFACHGTNEVRPSn 

QGEGRLIPNTRMDLKRASGINQWG 

KGKNKVFEGDSLCPGCC 


1363 


6860 


C 


1462 


110 


509 


MLLICSFAPATLXXXXXXXXXXXX 
XXXXXXXXXXXXXXXXXXXXXX 

xxxxxxxxxxxxxxxxxxxxxx 
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SEQID 
NO: of 
nndeiMide 


SEQID 
NO: of 
peptide 


Me 
tbo 
d 


SEQID NO: 

inUSSH 

09/770.160 


Nucleotide 
location of 
first codoo 

sequence 


Nucleotide 
location of last 
codon for last 
8IUII10 vera %n 
peptide 
sequence 


Amino add sequence ( X^akoomi; **^top 
codon; ^=possible nndcotlde deletion; >Fpossible 
ondcotide insertioo) 














XXXXXXXXXXXXXXXXXXXXXX 

xxxxxxxxxxxxxxxxxxxxxx 

XXXXXXXXXXXXXXXXXXVSA* 


1364 


6861 


A 


1463 


93 


180 




1365 


6862 


C 


1464 


128 


382 


MYIX5ISRRLSSMLTFLAYLHPRERP 
PHRAPXXXXXXXXXXXXXXXXXX 
XXXXXXXXXXXXXXXXQQWAQG 
TGISIPRTCTSTGL* 


1366 


6863 


A 


1465 


3 


140 




1367 


6864 


A 


1466 


1 


609 




1368 


6865 


B 


1467 


1 


690 


MASWDEKDLTVPQPDTRKGSVLRC 

GLSSRALRWAGRGHVAAGWRPLA 

PESAGGWGMAAAMVPGRSESWER 

GEPGRPALYFCGSIRGGREDRTLYE 

RTVSRLRRFGTVLTEHVAAAELGAR 

GEEAAGGDRLIHEQDLEWLQQADV 

WAEVTQPSLGVGYELGRAVAFNK 

RILCLFRPQSGRVLSAMIRGAADGS 

RFQVWDYEEGEVEALLDRYFEADP 

PGQVAASPDPTT* 


1369 


6866 


B 


1468 


1 


975 


MSPPGREQGLLLNLLRPSGLDNAG 

KTTILKKFNGEDIDTISPTLGFNIKTL 

EHRGFKLNIWDVGGQKSLRSYWRN 

YFESTOGLIWWDSADRQRMQDCQ 

RELQSLLVEEVGSSYPLCTWRFFSY 

LRIEQMYNLVLYRDIQFPDFCFNSN 

TDWSKGLKTHARFGNTSLHVAHTD 

STNTTNFVDVWRGRTKSLACLLQL 

SSLTCIYTAGKMRLQDRIATFFFPKG 

MMLTTAALMLFFLHLGIFIRDVHNF 

CITYHYDHMSFHYTWLMFSQVISl 

CWAAMGSLYAEMTENKYVCFSAL 

mMLNGAMFFNRLSLEFLAlEYREE 

HH* 


1370 


6867 


A 


1469 


25 


353 


EVCYYRSSEAFFSELIKVILRHLCSV 

AGKGLCSIPQLNTREGSVLRRISKR 

GSPLAVEIEEGHCLXCLPLGTECLGI 

KPMVHLLNSEIGEKPPFSPLSPCSSA 

AFLLLR 


1371 


6868 


A 


1470 
» 


79 


467 


RPESQRANGVDSGPNLKTVPQPDTR 

KGSVLKWISKRGKPLAVKTEKSHCU 

CLPUlTEClX3IKP\miLFSCTRPVIV 

PSLELHYDIDSIAHMFVADLLLIITLL 

SYYIPFYLGFQNAGITGINHRAWFY 


1372 


6869 


A 


1471 


368 


611 


LCPSHFAPTTLTQSGSSLKTCWLNS 
RFKACRAVPGPCLVNQMFASSILGV 
KSHHHSLVPINQGHNALWKAAGVPL 
PLKAGY 


1373 


6870 


A 


1472 


441 


1178 


FVALPQPLCPSHFDPTELIQSGAHKN 

MCCIKSRFKRDLGLCRTCLVNKMF 

TSSILGKSHCHSLVSINQGHNAPWK 

AAG\PLPFRAGYaQGFSPCDSLKYG 

\SWDEKDLTVPQPDTRKGSVLRWIS 

QRGKPLAVEMEEGHCUCLPLGTEC 

LGIK/PPIVHLFNSEIGEVNRP\MVGG\ 

RHVLQ*CCLG*FL*LPLRCLG\GEKH 

KSGLTHYHIPVIVLSVLELNYDIDSFA 
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PCTAJS01/086S6 



SEQID 
NO: of 
Dodco-tide 
scqneoee 


SEQID 
NO: or 
peptide 
seqDcoce 


Mc 
tbo 
d 


SEQID NO: 

idussn : 

09/770460 


Nucleotide 
location or 
first codon 
for peptide 
scqoence 


Nucleotide 
locatioo oflast 
codoD for last 
amino add of 
peptide 
sequence 


Amiao add sequence ( X==UDkooTVB; *=^top 
codon; ^=possible Dudeotide deletion; >Fpos5ible 
nodeotldc inscrtioD) 














HIS4FF/SVDLLLIITLLSYYIPFC 


1374 


6871 


A 


1473 


1540 


1812 


GKFQLIKTLQNPWCSLPVIPALWG 
GQRWVDHLRLGVRD*PGQHGETPS 
LLKhnWNNTKISWAWWHEPV\IPA\ 
MGEAEAGESLEFVGRRRLQ 


1375 


6872 


A 


1477 


1 


354 




1376 


6873 


A 


1478 


1 


411 




1377 


6874 


A 


1479 


2 


265 


RMYGKIIFVLLLSGIRNVHPK*IVSIS 
ASSTTGVAMHTSTSSSVTKSYISSQT 
NGITLINWWAMXARVIFEVMLVW 
GMnLISYCIR 


1378 


6875 


A 


1480 


111 


520 




1379 


6876 


A 


1481 


106 


395 


EEALPPPLHCTWVPFPSFECLQEMS 
KEIVSISALSTTEVAMHTSTSSSVTK 
SY1S\SQTNGRKRDNLSDRFHCTSSC 
SDNTSLFLCVMGWYYWERSS 


1380 


6877 


A 


1483 


3 


1078 


TRAAGLRAGVRVPRSPGPSRRMPA 

RSGAQFCRRMGQKKQRPARAGQP 

HSSSDAAQ\APA£QPHSSS\NPAQAP 

CPRERCL\GPPTITGPYR\SIYFSSPK 

GHLTRLGVNEFFDQPAVPLARAFLG 

QVLVRRLPN\GTELRGPHRWETEA/ 

YTLGPEDVEAAPLQGGWPGKTPRVN 

RGMFH^KPGD/LWWYIIYGMYFC 

MN1SSQGDGA\CVFL\RALEAPGKS 

WRPMRQLRS\TLR\KGTRQARVLKG 

PPKLCSGP\SKL\CQA\LPINKSF*PEG 

TLAQDEAVWLERGPLEPSEPAWG 

S/APRVGVGHAGEWARK\PLRFYV\ 

RGSPWASWDRVAEQDTQACAKG 

LPRQDFLHCLKTRINVLFLEKKKKK 


1381 


6878 


A 


1484 


3 


452 




1382 


6879 


A 


1485 


26 


493 


NSTDSERTHPWLLSPARQRPTSRPA 

WGKVGAHAVRSMCAEALERMFLS 

FPT\TKTYFPHFDL\SHGFCPG*RATG 

KKVDDSADQTPWPTWDDMPKRRC 

PP*SDLHAHKLS/RLDPV\NFKAPKA 

TCLAG*PLAAHLP\AEFQPLAVARLP 

WGQISWGFC 


1383 


6880 


C 


1486 


30 


200 


MaSYTKGHFVWWWVFPGFSKlLF 

RYISCPAPCRSSRMQSQCAI^QSE 

VPGHRA* 


1384 


6881 


A 


1487 


31 


664 


APALPGCEHMMAIRELKVCLLGDT 

GVGKSSIVWRFVQDHFDHNISPTIGX 

ASFMTKTVPCGNELHKFLIWDTAG 

QERFHSLAPMYYRGSAAAVIVYDF 

TEAGFHFHPLKKWV\KRLKELGPE\ 

NIVMAIAGNKCDLSDINREVPPEGML 

KEYUESIGAIWK1'SAKNAY»YRKS 

SFKEISRPDPHPWTPHENGNNGTIKS 

♦EANPCKPVRRCC 


1385 


6882 


A 


1488 


124 


1180 

* 


DLGKPLFKVQEEGGRPPTLNQSEW 

ALCPQGPGANHDARSLIMDSPRAG 

THQGPLDAKTEVGADRCIVIAYQE 

QRPQVEQDGKQAPLSPGLPAMGGP 

GPGPCKDPAGCGGAGANGGSEPLVT 

VTVQCAFTVALRARRGADLSSLRA 
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SEQID 
NO: of 
ottdco-tidc 
sequence 


SEQID 
NO: Of 
peptide 
seqaeoee 

< 


Me 
tho 
d 


SEQ ID NO: 

idUSSN 

09/770.160 


Nucleotide 
location of 
first codon 
for peptide 
scqoeDce 


Nadcodde 
locatioo of last 
codon for last 
amino add of 
peptide 
sequence 


Amioo add scqucBce ( X<=4JnkD0wn; *=^top 1 
codoo; /=possiblc nndcotidc ddctioo; V=possible 
nndcotidc insertloo) 














LLGQAFPHQXAQLGQLSYLAPGEDG 

HWVPIPEEESLQRAWQDAAACPRG 

LQLQCRGAGGRPVLYQWAPPPPK 

RGTPKPKRALDPFPPPSPPPPPKGPE 

DLGFRQGDTVDVLCEWGWAWPFP 

GSTWPGVWGA*SSACAVSRRGTQ 

KATPG*RPAEPDVPLAVDQAWLEG 

HCDGRIGIFPKCFWPAGPRMSGAP 

GRLPRSQQGDQP 


1386 


6883 


A 


1489 


1 


229 




1387 


6884 


A 


1490 


3 


461 


AASTRFRASGQFVMAGAGSAAVSG 

AGTPV\AGPTGRDLF\AEGLLEFLRP 

AVQQLDSHGHAVRESQVELRDQID 

hfLATELCRIN*GQKVAL\DLDPYVK 

KA/ILNARRRV\VLVNNILQVNAQE\R 

LRRVNHRWAREQPARRAMLDSGIY 

PPGSPGK 


1388 


6885 


A 


1491 


1274 


1416 


FGIFSQFSVLH*SGK*A*N\YYYYYY 
YYYCYFYKMEYGSFFNLQVTF 


1389 


6886 


A 


1492 


243 


1125 


FQQRLYRAARRFTMVKIAFNTPTA 

VQKEEARQDWEALLSRTVRTQILT 

GMCELRVCHPGKKEGSSGEMLWFTL 

FRAFQFILG\GLYLFGGACIYK/YTF 

MPKRHHFTVGEMCFFDSEDPANFPF 

GGGEP*LSCLVT*/EEADIREDDNIA1 

IDVPVPSFS\DSDPAANYFMTFEKG 

MTA\YL\DLLLGVNaYLMPLQYFYL 

LWPPKKIWVELFGQTGRVGRY\LP\ 

QTYWR\EDLVAVSRKIRDVSNLGIF 

lYQLCNXNRKSFRLRRRDLLLGFNK 

RAIDKCWKIRHFPNXEFIVETKICQE 


1390 


6887 

« 


B 


1493 


28 


282 


NfYHDWRLVPKHEEEAFTAFTPAPE 
DSLASVPYPPLLRAMIIAERQKNGD 
TSTEEPMLhfVQRIRMEPWDYPAKQ 
EDKGRAKGTPV* 


1391 


6888 


A 


1494 


2 


187 


QNDRKMETQAyPEEPMLNVQRIRM 
EPWDYPAKQEDKGRAKGTPHPTPR 
AHAGESGKRSLPFPH 


1392 


6889 


A 


1495 


302 


771 


RKRGVCTOLLCRRRSASNCRAPALP 

SLTFEGQDAPGLPWQVLRRWGP 

HPREAPVARLWLPQPGLARDQAA 

QAEEREAAEQLQ/AGGSRGARRPRP 

GPAAGVQRTAASRSRSPPRRAGSRA 

ACSVAPAGRARGGPAPRSAADAPS 

SAPWRVRVLSG | 


1393 


6890 


A 


1496 


497 


1212 


SWPGGEAGTARRPGCLPAPA*TR*R 
PPPRAWAPAASHGT*RVRSPAPRSQ 

SSLMKKKRRVFEGQDAPGLPWQV 

VQSHKQAGSARKALGPRGQEVGAS 

/DHANLQGGGEAGRPAGCRVGVRT 

GCTHLLRWGPHPREAPVARLWL 

PQPGLARDQAAQAEEREASEQLQQ 

SGSRGARRPRPGPAAGVQRTAASRS 

RSPPRRSGSRAACSVAPAGRARGGP 

APRSAADAPSSAPWRVRVLS 


1394 


6891 


A 


1497 


852 


1562 


FGKAGWELNRRERGSWRVEEKDL 
QRWGVCGGGLCLPKPVRRSGVCLS | 
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PCT/USOl/08656 



ISEQU) 
NO: of 
InBdciMklc 
IscqDeDce 


SEQID 
NO: of 
pqitidc 
scqncDcc 


Mc 
d 


SEQ ID NO: 
09/770460 


Nucleotide 
locatioaof 
first codOD 
for peptide 
seqaence 


Nodeotidc 
location of last 
codoo for last 
aroiao add of 
peptide 
scqoeocc 


Amino fsdd seqnence ( XHiokDOfm; *^top 
codon; A^iossible nocleotide ddetioo; V^possible 
nodeotidc insertion) 














LKHISGGLRTLSQAPNWRNNSNGR 

VRGKHSLNLAQPFHPSLSYELKPCC 

VSQGLQRGILPPPQVSGPTFCSPKAL 

TPPSVRVLPPPPPP*CASVCMSVNSP 

PALPTPLAKVSPADLAPRD*AHISG* 

RG*PLGHPHLSPLMLFTSPEPSE/PPP 

YPPSAPVPSSFSPARPAPPTVWPPPM 

QHRLWLPFPSS 


1395 


6892 


C 


1498 


127 


355 


MKNRILQRNGXXXXXXXXXXXXX 

xxxxxxxxxxxxxxxxxxxxxx 

xxxxxxxxxxxxxxxxxxxxxx 
xxxxxxxxx* 


1396 


6893 


A 


1499 


529 


2082 


FLDLLHFTTSLIIPHYKRIRDLTYTIR 

HFPFVHLSPKCLDRLPSLFLIHLLGV/ 

VIL*ALEPIH*SSSFLFH*LKIFSSPLW 

NI^VSFTFDSHF/CFLLILNLFLLSFPL 

SALI/NFQLQF*IKNETFHTLLIG*SEH 

*I/HT*MISTLFWLFK/LLLTGSLV*A 

RIFSCVHTQYHHACAIEKEMYLSSL 

FLFFMNNSKSCLILFCSIIGPEFFDILL 

IC/LFFFLD*IIFSSIPALQ*YYLWALN 

AHSSQKARDSMLS/F*/rLVCWIAVT 

LG*DTLLAVTLE*DILSKVHCFMDPI 

SSSFLVFNPHFGWENFPQRYFPQVR 

VQRRLS*KFA*QEKCPPLWMFLPEQ 

SALTMKFLGYQKISLKALKDVDPID 

FWAFSVG**QIC*QSISHPFLC*ANR 

DDLICFLPGHFNIFLLSLIFQNFnLC 

LDVRLYWALSIWRLSL/RLFFN/IFFF 

LFLHL-nLSLASLPGTPNITY^MTMSL 

FFLYNFYYLSLFALYLGEIPSTLFFQT 

VYQILLAVLFYFQRDLPYSQSSLSFP 


1397 


6894 


A 


1500 


3 


930 


SSRGRAGGVWRFERDEDGTGAGCG 

QWTRFCREPKMAVNVYSTSVTSDN 

LSRHDMLA\WINESLQLN\LTKIEQL 

CSGAAYCQFMDM\LFPGSIALKKVK 

FQAKLEH\EYIQNFKILQAGFK\RMG 

VDKIIPVDKLLKGIOFQDNFEFWQW 

VKKFFDANYDGKDYDPVA\AR\QG 

QETAVAPSLVAPALNKPIOKPLTSSS 

AAPQR\PI\STQRTA\AAPKAG/PLGV 

VRKNPGVGVNGDDEAAELMQQGQR 

I*NLLFEDLGGKERDFYFGKLRNIEL 

ICQENEGENDPVLQRIVDILYATDE 

GFVILDEGGPQEEQEEY 


1 1398 


6895 


A 


1501 


3 


87 




1399 ' 


6896 , 


A 


1502 


1 


667 


RRSSARRGGRSEPGRAAGGGAAED 

TRRRAGDMDRGEQGLLRTDPVPEE 

GEDVAATISAIHILSEEEQEELRREL 

\AKVEVEEIQTLSASVKQQiaaCHL\A 

E1QAGNLGINSLQELKQNIAQGW*D 

VTVnSAYKKTVSETLSVQAGQKANSA 

AFSSVGSVTTKKLEDVKNFPNFLNH 

FEEKVENLKSKVRGH/TKPAGGDF\ 

GEVXLNSAANASA I'll HPLPEKTQES 
L 


1400 


6897 


A 


1503 


1 


395 


AKAKMADVUDLHEAGGEDFAMDE 
DGDESIHKLKEKAKKRKGRGFG/SR 
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PCTAJSOl/08656 



SCQID 
NO: of 
Dudco-Cide 


SEQID 
NO: of 
peptide 


Me 
tho 
d 


SEQ ID NO: 

IdUSSN 

09/770,l€0 


Noclcotidc 
locatiooor 
OntcodoD 

■Iff! l^flUUC 

scqnence 


Nudeotfde 
locatioD of last 
codoD for last 

amiDD ■uu fn 

peptide 
seqocQce 


Amiao add sequence ( X'^loknowo; *^tDp 
codon; A^possible ouclcotide ddetioo; >FpQssiblc 
nadeotide insertioo) 














♦VWGKWGRVA**GRSYGFWSPHPP 

HRNNGRKEEFSVISCMSLIEEGSRA 

RMREDYDSVEHDGDEPGPQRSVEG 

WILFVTGVHEEA 


1401 


6898 


A 


1504 


146 


833 


CLSGTDEISIEGEMADVLDLHEAGG 

EDFAMDEDGDESIHKLKEKAKKRK 

GRGFGSEEGSRARMREDYDSVEQD 

GDEPGPQRSVEGWILFVTGSP*RKP 

PEEDIHDKFARIMGEIKNISSSTFDR 

RTGAriLKGYTLSLNlETYKEVAQAA 

MEGLNG\QDLMGQLGGV\DWCFVR 

GPPK\GKRRGGRRRSR\SPDRRPSLT 

GPLLSRCSLQDSIWTMAALGQIGLG 

WELCCVYI 


1402 


6899 


A 


1505 


717 


1563 


APLPAVLTQTIHLVTGTAFHSGKVD 

IVTIGYPnDLNDMVCMSQYDSTHG 

♦FHSTVKTENGKLVINGNCITHHPR 

RDFTKIK^DDAGTEYWESTGVFMT 

MEKAEAHSAPSADGVLNDEKYENSL 

KIIGNASCATKGFAP/LPAKVIHDNF 

GIVEGLMANfVHAITATQKTVDGPS 

KK\WHDSHGALQNIIPASTGATK/A 

GMAFLVSTTNVLVMDLTLEGILGY 

TEHQWASDFNSrraSSTFKAGVGI 

ALNNHFVKLISWYENEFGYSNRW 

DLMVHMASKGSS 


1403 


6900 


A 


1506 


625 


2919 




1404 


6901 


A 


1507 


2 


76 


HHYAKLGTRAVRRARRCAGWQSY 

VDNLMCDGCCQEAAIAGYCDAKY 

VWAATAGGV\FQSITPIEIDMIVGKD 

\RKGFF\TSGLTLGA\KKCSV1RDSLY 

VMXjDCTMDIRDKQS/QGGEFRYNV 

A\VGRSG\RALVI\VMGKGKVFHRR 

HTLTRKAYH1PLYT*RQAWHEGSA 

KGSKMCRLAELRG 


1405 


6902 


A 


1509 


63 


290 


GGILLSISRPYKTKPTHGIGKYKHLl 
KAEEPVKKKKGKVAVRAINLGTDY 
NYGVLNIH\LT\AYDMTLAESYAQY 
VHN 


1406 


6903 


A 


1510 


315 


1092 


RPRSSKRMSGTSEKVLCLRNNTIFK 
QAFSLLRFRTSGEKPIYSVGGILLSIS 
RPYKSKNPraGIGKYKHLIKAEEPKK 
. KKGKVE\VRAINLGTDYEYGVLNI\ 
HLTAYDMTLAESYAPLFSTTFCNSL 
SH*KSEESYA^4PTQNHKKWLPVCR 
DQGQPKCLLGLKCLPTHRRVXVQIS 
GI^ATFARKI=^WKnPKPVLP*RESG 
LFS*REHTERKTSRGRFQRFDPELGR 
TFWAKFEVATVDPFHCQQWSYLSA 
KEKSLLGS 


1407 


6904 


A 


1511 


284 


758 


KQNPSSPLQRLIAGSNLDSEPRIQTD 

ILKQATKDRVSDFHKLKQSRFFDEN 

ESPVDPQHGSKLADYNGDDGNVGE 

YEADKQAELAYNEEEDGDGGEEDV 

PPDEEREL/PNGKKQAMESNISMMS 

FKS*RNASENLKCCKMKSFYFVLSD 

FCCKDELYQL 


1408 


690S 


A 


1512 


148 


476 1 
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SEQID 
NO: of 
nucleoside 
sequence 


SEQID 
NO: of 
peptide 
scqueaee 


Mc 
(bo 
d 


SEQ ID NO: 

inVSSN 

09/770460 


|NDdcotide 
ilocatioo of 
llirstcodoo 
Ifor peptide 
Iseqiteoce 


Nucleotide 
location of last 
codon for last 
amiso add of 
peptide 
scqoence 


Amino add sequence ( X=4Joknown; *«Stop 
codon; A=possible oadeotide ddction; V=possiblc 
nndeotide insertion) 


1409 


6906 


A 


1513 


204 


620 


GDAMAAVTPRPPLPEGCRAPSSAPT 

VSLPELRSLLASGRARLFDVRSREE 

AAAGTIPGALNIPVSELESALQN!\DQ 

LAFQGF1FLLEKPKLGR*ASSFSFLFR 

WGKRGLQATQLARSLGYTGGFATY 

AGAY*\EWLEKES 


1410 


6907 


A 


1514 


1386 


1711 


FPKSIMGLVTIQDMNLCIKFIGLSHL 

PALVLLYCVDVRACVMSGC/LRKTS 

EKNLKSRPSFFACSIl^RNVQCNWT 

KIGMFKD1*GFFCFPYFYLPSVSCIFA 

YLCRFSGF 


Mil 


6908 


A 


1515 

• 


481 


1380 


TSKQNAAPLVKYFQEKGLIMTFDA 

DRDEDEVFYDISMAVDNKLFPNKE 

AAAGSSDLDPSMILDTGEIIDTGSDY 

EDQGDDQLNVFGEDTMGGFMEDL 

RKCKIIFIIGGPGSGKGTQCEKLVEK 

YGFTHLSTGELLREELAS*SERSKLI 

KDIMERGDLVPSGIVLELLKEAMVG 

\SLGDTRGFLID\GYPRE\VKQGEEF\ 

GRRIWRPHSWVICMEVCSADTNMTN 

RL\LQRSRSSLPVDDTTK\TMAKRIJB 

AYYRXASIPVIAYYETICTQLHKINAE 

GTPEDVFLQLCTS»LTLLFSEGKNA 

CLG 


1412 


6909 


A 


1516 


47 


416 


NSYIYMCIYSYlN'nyiHIYLESNISLP 

LNmSTinyHIY*RHTV*VHTKAYV 

HML*HVY1HFCLCVHKSFKGTIYRD 

ASFLESCSKVNTECHKLRKVKRKYS 

RIHHTGIHQSSLIITSPFTF 


1413 


6910 


A 


1520 


1386 


1666 


SLMAPQKMGRTSCSPSERLGN*GPE 
TGSDSHKTPQQGCKGGRTRGSIVSL 
GDRRPLAP/GACFAGDKDFLGLRSP 
GVGTALLGCTSINQRLLWA 


1414 


6911 


A 


1521 


304 


1253 


VTNEMSQGVGKYDFYIGLGLAMSS 

SIFIGGSFILKKKGLLRLARKGSMRA 

GQGGHAYLKEWLWWAGLLSMGA 

GEVANFA\AYAFAPANSSGLHLGAL 

\SVLVKCPFFLSYFLNERLNLHGKIG 

CLLSILGSUVMVIHAPKEEEIETLNE 

MSHKLGDPGFWFATLVVIVALILIF 

WGPRHGQTNlLVYinCSVlGAFSV 

SCVKGLGIAIKELF\EGSLCCGIPWA 

WILLLSLIVCVSTQINYLhlRAL\DIFN 

TSnrrPlYYVFFTTSVLTCSAILFKGV 

GKDMPVGRCPLVL*SGFFTIIVGGY 

SCCNfPLKTSALA 


1415 


6912 


A 


1522 


20 


131 


KEILPKQAFAVAPTYITEPVEIKFFFF 
SRIRL^VPPG 


1416 


6913 


C 


1523 


7 


348 


MSKLYIMQFXXXXXXXXXXXXXX 
XXXXXXXXXXXXXXXXXXXXXX 

xxxxxxxxxxxxxxxxxxxxxx 

XXXXXXXXXXXXXXXXXXXXXX 
XXXXXXXXXXXXXXXXXXXXHY 
TV* 


1417 


6914 


A 


1524 


1103 


1388 


VLLIFNLFPMALYFVCFSF/CFFETEA 
HSVT*ARVQWHDLGSLQPLPP*FK» 
FSCFSLPCS*YYRHLPPYPANFCIFSR 
DGVSPCCPGWS*TPNLR 
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PCTAJSOl/08656 



SEQED 
NO: of 
nodeo-tide 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Mc 
tbo 
d 


S£Q ID NO: 

IbUSSN 

09/770460 


Nodcotide 
locatiooof 
first codon 
for peptide 
sequence 


Nodcotide 
location of last 
codon for last 
amino acid of 
peptide 
scqoeoce 


Amino add scqococe ( X=4JDknowa; *=^top 
codon; /^possible oocteotide ddetton; V=possilrfe 
nucleotide insertion) 


1418 


6915 


A 


1525 


149 


421 




1419 


6916 


A 


1526 


1 


1 107 




1420 


6917 


A 


1527 


25 


1486 


GPQQPHSRSTHASGRPQSLSPVLSLS 

PDSMSFTTRSTFSTNYRSLGSVQAPS 

YGARPVSSAASVYAGAGGSGSRISA 

SRSTSFRGGMGSGGLATGVNAGGVL 

AGMGGIQNEKETMQSLNDRLASYL 

DRVRSLEiHNRRL\ESKlRE\HLEKK 

GPQ\VRDWSHYFKI\IEDL\RAQIF\A 

NTCGTMPRIRSARIDNA\RLA\ADDR 

RVKYEDRSWPMCPVLWRTDIHGLP 

KVH/IDDTNYHTDLQLETEAEALK\E 

ELLFQ*RRNHEEGS*KALRRQI\SSS 

GMNAWRLD\APK5QDLAK\IMADIR 

\AQ\YDELGSKKNPRGSLDKY\WSQ 

QI\EESTTGGSPQKSAEVG\AVETHA 

HRSLKRTVPVLGRSTLDSM\RNLKG 

QLWRTSLREG*RPAYALTRLEPAPT 

GSLL\HLESEL\AQTRARGTAARPRE 

YEALLN\IK\VKLEAEIAT\YRRL\LED 

GEDFNLGDALDSSNSMQnQKTTTR 

RIVDGKVVSETNDTKVLRH 


1421 


6918 


A 


1530 


277 


693 


PWHCPDSHYSQQPGSTASSSVPART 

GGPCWSSSCSPN»CCn^CX:STTPTPT 

LDPR/GSRHCQLPWLKQLPKGM/CT 

STCLHGSCGCICGSCGPCGCIDGPTL 

GRNHNEPHHHSHGDLPYRFPEHAH 

HGHATLMGLMDTPLV 


1422 


6919 


A 


1531 


1 


364 

* 


PFVSLGLMCFGALIGLCACICRSLYP 

nATGILHLLADTML*SPGHMEVSC 

VDAPAElPS*APN*QFrSFPAMCGSH 

PGCPALTSLQRTSATAIILLHPCETLl 

KNQLAEPNQPMELIEIK 


1423 


6920 


A 


1532 


1 


898 


RGESRVLWSELEGEAGGAGGWASS 














LNARMDNRFATAFVIACVLSLISTIY 

MEG\SIGTDFWYEYRSPGQENSSDL 

NKSIWDEF1SDEADDATYN\DALF\R 

YNGTVGFLRRVYSPYPKTLHWVLA 

HHERTESFDVVTK\CVSFTL\TEQFM 

EKF\VDPGK/HTNSRGLDLLRTYL\W 

RCQFLLPFWSLGFDVLWGALIGLC 

A\C1CRSLYPTIATGILHLLAGLCTLG 

SVSCYVAGIELLHQKLELPDNVSGE 

FG\WSFCLACVSAP*QF/LWASALn 

WAAHTNRKE\YTLMK\AYRVGNfSK 

KPACF 


1424 


6921 


A 


1533 


939 


1591 


LQSLCRVLLQMESGSRDnPGVCKR 

ERENREDTEVLQPRFPYQGGQLVG 

KAATPQPFG*STVGWTLQPQ*P*YP 

AGQGCPP\RCPPAPSS*GSKRPPEPQ 

QGRLGPKPGSPQA*GNASPPKCPPA 

PVPTPOPPTLCTGEKTGGARAGPW 

VGAGSPW*DPR*DGPIPCPVGDPLSP 

HPCCVIVALLPFNVSVPGGRGGAPP 

QPP*T*PKAMAVAPPFV 


1425 


6922 


A 


1534 


34 


912 


GRIRMQRQSTTGGRGIMEGPRGWL 

VLSVLAISLASMVTEDLCRAPDGKK 

GEAGRPGRRGRPGLKGEQGEPGAP 
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SEQID 
NO: of 

scqoeotc 


S£QU> 
NO: of 
peptide 
stqatBct 


Me 

tlM> 

d 


SEQ ID NO: 
ioUSSN 


Nucleotide 
locatioD or 
first codoD 
for peptide 
seqneiicc 


Nocleotide 
location of last 
codoD for last 
amino acfd of 
peptide 
sequence 


Amino acid sequence ( X=4JnknowD; *^top 
codoo; ^=possible nncleolide ddetion; V^possiblc 
Dodcotide iDsertioQ) 














G1RTGIQGL\KGDQGEPGPSGNPGK 

VGYPGPSGPLGARGIPGIKGTKGSP 

GNIK\DQPRPAFSAIR\RNPPMGG\NV 

VRFDTVRTNQEEPVQDPSGXRLVCP 

EPGYYYFTVFQGAGPQW\EICLSIVSL 

LQGARVRRSPGAFC*HPPTRGLFQV 

VSGGMGL\QLQQGDQ\VWVEKKPP 

QKGSHFYQGSEVADSVVFTGFLMFPIC 

LSQGRTPSPPPTSLASMLRL 


1426 


6923 


A 


1535 


919 


1260 


YSVSEFRGQTLTAKFCFFERESHSW 

PRLECRGTILAHCNLCLPGSSDSPAS 

ASRVAGXTTGACHNARLIFVFLVET 

GFHHWQAGLNS*PQVIHPPCPPKV 

LGLQACTWHLAH 


1427 


6924 


C 


1536 


130 


441 


MVQNKGQLPANSQRGTEAXXXXX 
XXXXXXXXXXXXXXXXXXXXXX 

xxxxxxxxxxxxxxxxxxxxxx 

XXXXXXXXXXXXXXXXXXXXXX 
XXXXXXXXXXXXXD* 


1428 


6925 


C 


1537 


5 


316 


MVQNKGQLPANSQRGTEAXXXXX 
XXXXXXXXXXXXXXXXXXXXXX 

xxxxxxxxxxxxxxxxxxxxxx 

XXXXXXXXXXXXXXXXXXXXXX 
XXXXXXXXXXXXXD* 


1429 


6926 


C 


1538 


74 


91 


MTLAM* 


1430 


6927 


A 


1539 


368 


430 




1431 


6928 


C 


1540 


191 


592 


MGQQPGQARAPSYCRCPLSPGSGR 

ALRWERPGGGQGPKEIVLSGCVPE 

KGPQTPAQPHSLRHLQNPEATARTG 

EEATSAAGGPWASPSFGGTQLCSDT 

MPALLGARSTCWIATHTHVCTLPLS 

ECGPINILLE* 


1432 


6929 


A 


1541 


58 


1531 


VIAVTSALPGRTQAAWTRWKMDL 

LAAKMAVGGGSLMTDLTSSISKPL 

VPVGNKPLIWYPLNLLERVGFEEVI 

VVTTRDVQKALCAEFKMKMKPDIV 

CIS\DDADMGTADSLRYIYPKLKTD 

VLVLSCDLITDVALHEWDLFRAYD 

ASLAMLMRKGQDSIEPVPGQKGKK 

KAVEQRDFIGVDSTGKRLLFMANE 

ADLDEELVIKGSILQKHPRIRFHTGL 

VDAHLYCLKKYIVDFLNIENGNSITSI 

RSELMPYLV/RGKQFSSASSQQGTRK 

EKEGGSKGKRGLKSFRISYSFY^KE 

ANYTGTGAPY\EAAC*NACRGDRWE 

DLSRSQWCYVHIMKEGLCSRVSH, 

GLYMEANRQWPKFLSALCPGRTHQ 

SISSSPDCQHYTWVGVDXSLIGPRDH 

RLGEKVIPLSASVIGSSL/CLIKDRVT 

I'nNCL\LMNSV'iFWRKEANIQGSVI 

L\NNAVI\EKGADIK\DCLIGKWARRI 

EA\KAKRSVCR*S*GNDQLMEI 


1433 


6930 


A 


1542 


315 


644 


EEETPKDQCLGAHFSSDTFPRQSRL 

LGVHGRGAGSLCTGLLSEHCPSTPP 

SGSPRVTYYLPH\PPLPPSP/SWAPTP 

PAHR*KPSTEPFPGPSTQW*PLPMF 

TTKGPAPP 
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S£QID 
NO: of 
ODcteo-Cidt 
sequence 


S£QID 
NO: of 
peptide 
sequence 


Me 
(bo 
d 


SEQIDNO: 

ioUSSN 

09/77IUM 


Nodcotidc 
locatioD of 
first codon 
for peptide 
scqneiice 


Nucleotide 
locatioa of bst 
codoD for last 
amino 8dd of 
peptide 
seqoeoce 


Amiao add seqoosce ( X^linkoown; ^'^Stop 
codon; A=possible ooclcotide deletion; V^possibCe 
nodcotidc Insertion) 


1434 


6931 


A 


1545 


1 


364 


FFFFF*DGVSLLWPRLERNGV1SAHC 

NLCLPASNDSPASASLVAGITSAC/R 

PLPPKQK*LJh'l->LRWSLALSPGWSA 

VARSWLNATSPGyF**KQGFHHAG 

QDGLGLLIHPPWPPEVLGLQA 


1435 


6932 


A 


1546 


1 


391 




1436 


6933 


A 


1547 


2 


2371 


GPPGRARARGLRRAPAAFLRRSLSL 

PAAFSSAAGPSSPQRSQEGRREPRTP 

RSSRGSRGSRPRRRLRLRRGRSAIH 

GEGRTAKGSAAWSARTFRSPPGVG 

RDPMRRAHEGREIPSLGGARRREVL 

QAGRSQRAAGRRRRRQELELGVGS 

GRPGGPPPGPGRRGTCAAALPPEWP 

RRRTGLPRRGPRPPLAMAKWLNKY 

FSLGNSKTKSPPQIAPRPDYREQRRR 

GERPSQPPQA\aAQASSA\ASASCGP 

ATASCFSASSGSLPDDSGSTSDLIRA 

YRAQKERHFQDPYNGPGSSLRKLR 

AMCRLDYCGGSGEPGGVQRAFSAS 

SASGAAGCCCASSGAGAAASSSSSS 

GSPHLYRSSSERRPATPAEVRYISPK 

HRLIKVESAAGGGAGDPLGGACAG 

GRTWSPTACGG*KLLNKCSSSSAEE 

SGAGMKDKVnADDYLDPFDAKND 

LKSISGKGESAGYMEPYEEQRIMTE 

Y*RQECVRSQH*GIQLYETP*EPEGQ 

NFESESESTVNPRMRENKLPQDYEQ 

/RPAD*Y\DQPLELNPV/rQFPALAA 

QFNGNEKPQSSPSPSR\DRRRQL\RA 

PGGGF\KPIKHGSPEFCGILGERVDP 

AVPL\EKQIWYHGAISRGDAEN/LCL 

RLCKECSYLVRNSQTSKHDYPLSLR 

SNQGFMHMKLAKTKEKYVLGQKS 

PP\FDSWEV1HYYTT\RKLPVIKGAE 

HLSLLYPVAVRTLLSGPDSALLCDR 

AWRLARCQRPPTNQPPATVAGCW 

CWCMVLAHHCMSLECCCHLRGLE 

KAWIKTEGRQHTTPSPNPNEALEFL 


1437 


6934 


A 


1548 


304 


678 


PQVILPPLVSQGCWELPDVSPLRPSL 

VW*FL/RK*KLDLPCDPAIPLLGVYP 

RKIKACFHTKTCIQIFIATLFGIAKKK 

GKQPKQPSAGEWimWW/HIHTMK 

HCSAVKKEQTIETISLFRSRIWRI 


1438 


6935 


A 


1549 


80 


623 


LGGVTRGFNMRIEKCYFCSGPIYPG 

HGMMFVRNDCKVFRFCKSKCHKN 

FKKKRNPNRKVRWTKAFRKAAGKE 

LTVDNSFEFEKRRK^TYSNYQRDLL 

GIKT1\DAMKRVEEIKQKPPS*IYNEQ 

lE/GKIKSYRKFQDIKRSPSQNIPSLS 

RAPPCQAKGKQLGEEMGTARLQGG 

CGHGKMPP 


1439 


6936 


A 


1550 


1021 


1544 


EPTKKCCVYYAQFLSLPSLFFPTGSE 

EQDSIYFILFFEMEFRSWTQAGVQW 

CDLGSLQPPPPGFKRFSCLSLPSSWD 

NRLLPQGPANFCIFSR/GWGFHRVG 

QAGLFSRDGVSPS*SGWSRTPDLVI 

RPPWPPRVLECSGQYIIFPWLFSRFS 

LSIFSKFDCNLSQFGFIWICLFYSS 
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PCT/USOl/08656 



SEQID 
NO: of 
nodeo-tide 
seqacntt 


SCQID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQIDNO: 

inUSSN 

09/770»160 


Nucleotide 
iocatioQ of 
first codoD 
for peptide 
scqacDce 


Nocleotidc 
locatioD of last 
codoo for last 
amino acid of 
peptide 
seqoeocc 


Atnino add sequence ( X^Unknowo; *^=Stop 
codon; A^possiUe oncleotide deletion; Vpossiblc 
nucleotide insertioD) 


1440 


6937 


A 


1551 


2 


210 




1441 


6938 


A 


1552 


2 


310 


IGVKMEEYAREPCPWRIVDDCGGA 

FTMGTOGGGIFQAIKGFRNSPVGVN 

HRLRGSLTAIKTRAPQLGGSFAVW 

GGLFSMIDCSMVQVRGKEDPWVNSI 

TSGCLNGEPYWQARNGTQWPMVG 

VSPQWVGIFPSF^FEGSWYLCLTRF 

ASGTVFPMGP\QFA\EDPSPVCLSTQ 

LPSLVPFGGGIFQAIKGFRNSPVGVN 

HRLRGSLTAIKTRAPQLGGSFAVW 

GGLFSMIDCSMVQVRGKEDPWELH 

HKWVP 


1442 


6939 


A 


1553 


1 


4629 




1443 


6940 


A 


1554 


96 


721 


PGQLSSLTPPRPASLLPWRAAYLFLX 

LFLPAGLLAQGQYDLDPLPPFPDHG 

QYTHYMDQIDNPDYYDYQEGTPR\ 

PSEGQFQNRQSQQEVQQGVIPSPNPR 

AQGNAELVEPTEPGPLDCREEQYPa 

TRLWSIHRPCKXQCLNEVCFYSLRR 

VYVINKEICVXRTVOAHEVELLRAVD 

LCSGTSFSKCGR*WASSGL\CQSWA 

ASCANRSCGSF 


1444 


6941 


A 


1555 


262 


732 


FONKGNFFSTKRTEVSPSTOFNYFA 

RKNTILIIRISHSSLGQVRIRLVWFG 

LVWFWFLETGV/CTLVIRGWEFQWV 

CDQNSLQP*TPGLQRIFPTSASQSTG 

ITGVSHHSLVRYVFVTEIQLKFWILI 

TK!TVLLVYN*L*NKGY*YIFIFTFFL 

NLQN 


1445 


6942 


A 


1556 


162 


496 


HSYIHIVHVCNFFMYSFAVFVFKKH 

LLLCLYNRTVIIYYNLGKL*INS*FK 

QPVYMHI*\a;yC/INLCFTYMVKAA 

RILLLICNYTHKIYICMIHEIYLEMFH 

LMDILWCE 


1446 


6943 


A 


1557 


2 


247 


GEIVVFKVEGRDIPIVHRVIKVHEKD 
NGDIKFLTKGDNNEVDDRGLYKEG 
QNWLEKKDWGRAR/GYALLAVM 
GAYVLLKRES 


1447 


6944 


A 


1558 


1 


503 


VRAGAVGAHLPASGLDIFGDLKKM 

NKRQLYYQVLTLAMIVSSALMIWK 

GLIVLTGSESPIVWLSGSMEPAFHR 

GDLLFLTNFREDPIRA/GDNGDIKFL 

TKGDNNEVDDRGLSKEGQNWLEK 

KDWVGRARGFLPYVGMVniMND 

YPKFKYALLAVMGAYVLLKRES 


144S 


6945 


A 


1559 


180 


257 




1449 


6946 


A 


1560 


2 


676 

* 


FVRCSAAVCATQSRRAARSPENPA 

MVRAGPPWGLNLPASRLGISSAD\L 

KKMNKRQLYYQSFKPSPWIVSSAL 

MIWKGLIVLTGSESPIVWLSGSME 

PAFHRGDL\LFLTNF\REDP\IRAGEIV 

VFKV*RPRTFP1SSQR*SKVHEKD\N 

GDIKFLDLKGDNN*SLMD*EALYK 

KARNWLEKKDVVGRARGFLPYVG 

MVTVIKMNDYPKFKYALLAVMGA\ 

YVFLKR 


1450 


6947 


C 


1561 


449 


820 


MVIXGQISPMTATSGQKAFLAGPLG 
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SEQID 
NO: of 
ondco-tide 
scqociKC 


SEQUO 
NO: of 
peptide 
scqoeocc 


Ml 
die 
d 


i SEQID NO: 
» ioUSSN 
09/770460 


Nndcotidc 
loaitioQof 
first codon 
for peptide 
sequence 


iNDCleotide 
llocatioD of last 
IcodoD for last 
: laaiiDo acid of 
1 peptide 
jscqoence 


Amino acid sequence ( X=4Jaknovni; ^^Stop 
codon; /==posstble nodcotide ddetioo; V^possible 
Docleolide iasertHwi) 














SLGTLPRSQAVKRRLLLKLTKDRIF 
RDVLLLMFLKGHRETHGQCLQRQQ 
TKESTSIVVIALCGLYGKQVVTLLN 
VGIPFSINVYFl'l PKSPLIMKLn* 


1451 


6948 


A 


1562 


251 


473 






6949 


A 


1563 


22 


I 212 




1453 


6950 


A 


1564 


160 


1 397 




1454 


6951 


A 


1565 


17 


262 


LFKWAKALNRHFSKKHIQMANQH 
MKRCSTSSAJREIQVKIAMVYN*YTI 

♦HSQXYSLQLPFPLWKTVWKFLTVV 
KLLNCSVK 


1455 


6952 


A 


1566 


2 


294 


GNKMAAPKGSLWVRTQLGLPPLLL 
LTMALAGGSG\TASAEAFDSVLGDT 
ASCHRACQLTYPLHTYPKVGPVRS 
GLRPFPCSPFLGSPHVCRLWQPGC 


1456 

• 


6953 


A 


1567 


366 


1412 


QRGTRWRRERGSLWVRTQLGLPPL 

LLLTMALAGGSGTASAEAFDSVLG 

DTASCHRACQLTYPNLHTYPKEEEL 

YACQRGCRLFSICQFVDDXGIDLTRT 

KLECESACTE\AYSQSDEQYALPFL 

GCQNSACHFAE\LRQEQLYVPRWP 

KMAK1'FFL*LLGEGSFWELT*WDSA 

QXSFITSSWTFYLQAVDDGKIVIFPV* 

SQKSQYAPHFGAREPrNFEENHLLS 

KMSSDLQMGKFHQAHQGIFLKNEE 

RDGLFKKPSILNSGWILTTVTLVLSVV 

MVLLWMCCATVATAVEQYVPSGE 

AGVTMGDLEFMNEQKLN\RYPASF 

SCGLVRSKTE\DHEEAGPSYLPKVN 
LAPFLEl 


1457 


6954 


B 


1568 


76 


384 


MSGWGVLSGRLNPAAREKDVERFF 

KGYGRIRDIDLKRGFGFVEFEDPRD 

ADDAVYELDGKELCSERVTIEHAR 

ARSRGGRGRGRYSDRFSSRRPRND 
RRNAPP* 


1458 


6955 


A 


1569 


3 


229 




1459 


.6956 


A 


1570 


152 


536 


PDIMSGCRVFIGRLNPAAREKDVER 
FFKGYGRIRDIDLKRGFGFVEFEDP 
K\DADDAVYELDGKEL\CSERVTIEH 
ARARSRGGRGRGRYSDRFSSRRPR 

NDRRNAPPVRTENRLIVENLSSRVS 
WQVC 


1460 


6957 


A 


1571 


771 


1383 


ILIEYKCGKCHVCTLSNIFSFSSLVFF 

ISCDCLCVPFPLLCLTQLSCVKDLK 

DFMRPAGEVVTFA\DAHRPK\LNEGV 

VEFASYiQDLKNAIEKL\SEKEINGRK 

IKLIEGSKRHSRSRSRSRSRTRSSSRS 

RSRSRSRSS\KSYSRSRSRS\RSRSRS 

DVPVLLSRSPRA*EEPRNRGSSSRSK 

SPASVDRQRSRSRSRSRSVDSGN 


1461 


6958 


A 


1572 


236 


1377 

• 


PDIMSGCRVFIGRLNPAAREKDVER 

FFKGYGRIRDIDLKRGFGFVEFEDPR 

DADDAVYELDGKELCSERVTIEHA 

RARSRGGRGRGRY\SDRFSSRRPRN 

DR/RVCEGWMAALNNYW*G*PF1CI 

QESLAVMILGPAV»SVLLFPR»PIVL 

DESI*V1EHKSIDGSH*NGL*YLMA* 
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SEQID 
NO: of 
nncteo-tide 


SEQID 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SEQID NO: 

iolfiSN 

09/770460 


Nucleotide 
locatioo of 
first codoD 
for peptide 
sequence 


Nsdeolide 
locatioDof last 
codoD for last 
amino add of 
peptide 
scqaeace 


Amino add scqacDcc ( X^okoowo; *^^rop 
codon; A-^Mssible nndeotide ddetion; \r=possible 
Doclcotide insertion) 














TCPQLNTSAVIAFLPL*IRIFFLRNAP 
PVRTENRLIVENLSSRVSWQDLKDF 
MRQAGEVTFADAHRPKLNEGWEF 
ASYGDLKNAIEKLSGKEINGRKIKLI 
EGSKRHRSRSRSRSRTRSSSRSRSRS 
RSRSRKSYSRSRSRSRSRSRSKSRSV 
SRSSPCP£KS\QKRGSS\SR\SKSPSHL 
WNRPEVPGPRSRSQIQLDQWPIKPV 
K 


1462 


6959 

- 


A 


1573 


568 


770 


PDIMSGCRVFIGRLNPAAREKDVER 

FFKGYGRIRDIDLKRGFGFVEFEDPR 

DADDAVYELDGKELCSVERVnEHA 

RARFTRLGRGRGRYSDRFNNSAEL 

RNDRRNAPPVRPVENRLIVENLSSRV 

SWQDLKDF\MRQAGE\VTLPDTTRL 

NLVNEGVVEFASMGDLRNAIEKLSG 

RELNGRKIKLIERPAKRPQ*VQQSRS 

SDPGTQKSPLGPRSRSPSPWANLN 

SRSKK/RRGSREPGSPEPSPRSC*VGS 

SPVP*ERFFKGYGRIRDIDLKRGFGF 

VEFEDPRDADDAVYELDGKELCS 


1463 


6960 


A 


1574 


22 


202 


TKSSS*CDSVATCGIIKFSCPHNLSKI 
HDSISPRVC\SICKPHGSIHICLCIKiKF 

HTFAR 


1464 


6961 


A 


1575 


1 


im 

« 


MQYSHHCEHLLERLNKQREAGFLC 

DCnVIGEFQFKAHRNVLASFSEYFG 

AIYRSTSENNVFLDQSQVKADGFQK 

LLEFIYTGTLNLDSWNVKEIHQAAD 

YLKVEEWTKCKKMEDFAFIANPS 

STEISSITGNIELNQQTCLLTLRDYN 

NREKSEVSTDLIQANPKQGALAKKS 

SQTKKKKKAFNSPKTGQNKTVQYP 

SDILENASVELFLDANKLPTPVVEQ 

VAQINDNSELELTA WEN J FPAQDI 

VHTVTVKRKRGKSQPNCALKEHSM 

SNIASVKSPYEAENSGEELDQRYSK 

AKPMCNTCGKVFSEASSLRRHMRI 

HKGVKPYVCHLCGKARTQCNQLE 

NACKELHTGEKPYKCGICVIKGFAQ 

KQQLVFHSRMHHGEEKPYKCDVC 

NLQFATSSNLKIHARKHSGEKPYVC 

DRCG\QRFAQASTLTY\HVRR\HYW 

EEKPYV\CDTCG\KAFAVLLVLFIHS 

FLRK\HTGEKPYICGICGKSnSSGEL 

NKHF\RSHTGERPFICELCGNSYADI 

KNLKKHKTKV\HS\GADKTPRTPSA\ 

EDPNLGVKQDPMQKSPFNPETYGCE 

SPS*YELYPLALPLGTED\HHMLLPV 

TDTQSPTSDTLLRSTVNGYSEPQLIF 

LQQLY 


I46S 


6962 


A 


1576 


42 


134 




1466 


6963 


A 


1577 


154 


768 


HVACGLLWIYVSPSAHLNLDGTITT 

K/ENLGTVNEILLGSNPTEAELQDMI 

NEVMSDGNGTIDFPVEFLTMMARK 

MKADTOSE/EKEIRRKHSRVFGLRVG 

NGLYLVACRNFRHV\N4\TNLGRRKF 

NQIEEV*WN*SRGSQILDG*WSKLT 

YEEFVQMMTAKVRPLSRNVLNFLV 
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wo 01/79449 



PCTAJS0iy08656 



SEQID 
NO: of 
oucleiKtidc 

SCqDCDCC 


SEQID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 

inliSSN 

09/770460 


Nucleotide 
locatioo of 
first codoo 
for peptide 


Nucleotide 
location of last 
codoo for last 
amino acid of 
neolide 

seqnence 


Amino acid sequence ( X<^Dkoown; *<=5top 
codon; /^possible oocieotide deletion; V»=possible 
nucleotide In^rtion) 














QNCFICLFLWFVTLSCKKVFSPTCQ 

KKNMHVIGN 


1467 


6964 


A 


1578 


3 


202 


RRMVSAFSCRCMPSEPCIAVTAPCM 

MAGQAPAERTAQ*PLYF/CTLFQGS 

LSPT*REVGWPLGPAGM 


1468 


6965 


A 


1579 


133 


378 




1469 


6966 


A 


1580 


891 


1744 


DMFPITPSRSVLPSFLLTYLPRQSL/N 

SVAQAGVHWCDLSSLQPPPPGFKQ 

FSCLSLPSTW»LGLQACriVPS*FFV 

WVCIFFFFLVETGF/TLGWARLVLN 

L*LQ/CDPPTWASQSAG/ITDVSHHA 

QPILRFKCLS*CIRSFNEGRIKGTRQ 

NKVELSL/CFLRQESHSVTQAGVQW 

CNLSSLQPLPPGFKQFSHLTG\LPKC 

WDYRSKRPRPANQTSILGC*RKDPY 

♦LHWAKKATEDIKLESCRLTPGKAR 

FTANFLRQGQFFWGPILGGLLGPQE 

GFPFLFFKGF 


1470 


6967 


A 


1581 


2119 


2436 


TTRYLKKTSTTGQRKKRGRGNGSF 

F1'ENLVPSGTVTGSQQLGPPFR*N/H 

TEECWGPFTADGRAGKGPRQQPGR 

AQRIYRWDPSDGTTWHHHRPCGSR 

GTDQPETK 


1471 


6968 


A 


1582 


208 


296 




1472 


6969 


A 


1583 


185 


947 


SHCSSGMEIPVDQLPSLPRAALVAQ 

NYINYQQGTPHRVFEVQKVKQSQA 

WKDI\PGKEGHKYSmLKFAV*KKL 

YKKQVKG*TCTA\EVLLPFQRGQET 

LHOEVNFHILKEKLGKNPD\EEDNT 

F\YQRLKSMKEPLQAQNI\PD\NFGN 

VSQEMTLVLNLAWVACGLI**WQK 

FLLKTTWYK\MVKI\QTCQARCQRI 

DDF\IELDYPPFYFINIASQEnP\WQM 

QVLWHPQYGTKVKHNSRLPKEVHL 

GYTPKPLTLEV 


1473 


6970 


A 


1584 


5060 


5662 


ESQAAPPPRPSTLHRPARATAITAC 

WSSQASGPQAVRRRLLTPLSSPAAR 

DLVSKEGFRRARHWGEIRRTAQA 

AAALRRGDYRAFGRLMVESHRSLR 

♦GPLGAPLLPGTGRPRPTPSISSLQXD 

DYEVSCPELDQLVEAALAVPGVYG 

SRMTGGGFGGCTVTLLEASAAPHA 

MRHIQEHYGGTATFYLSQAADGAK 

VLCL 


1474 


6971 


A 


1585 


2 


987 


LREGCPQR*RQPTQLDWPYF/CPFSP 
VC^KTK-nOCPYPCAPKLGHVRCPT 
ASTLQAHTGPCPPSPQTGPQTRAGL 
LHICVGVGARFLFLLSLSPFGDIPL 


1475 


6972 


A 


1586 


318 


382 




1476 


6973 


B 


1587 


106 


293 


MAGRVCLCQGSAGSGAIGPVEAAI 

RTKLEEALSPEVLELSFRGTEPPTTT 

PAGPRSAGRGAGS* 


1477 


6974 


A 


1588 


442 


905 


PMLSGRLVLGLVSMAGRVCLCQGS 
AGSGAIGPVEAAIRTKLE\EALSPE\V 
LELRNESGGHAVPAWAVRLHFRVG 
CW*ALVFEGLSPLTTDTGLFHAALA 
EELGRFRSHALANIPGTDPPPQWREN 
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wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: of 
ODcfeo-tide 

SCquCIICC 


SEQID 
NO: of 
peptide 
scc|iieiiee 


Me 
tbo 
d 


SEQID NO: 

ioUSSN 

09/77DJ60 


Nucleotide 
location of 
first eodoo 
lOr pepuoe 
sequence 


Nucleotide 
locatioQof last 
codoa for last 
amino aaa or 
peptide 
sequence 


Amioo add^^acDce ( X^UnknowD; ^'^Stop 
codon; ^^^posstble ondeotide ddetioo; >Fpossible 
Dodcotidc Inscrtioo) 














\SQLEQLAPPCLG\GKQENFLGTPLE 
PPKRG 


1478 


6975 


A 


1589 


1206 


1335 


KTQERYFNLKQN*TGQAWWLM1VI 
WEAEAKGSLEPRSLRPAWAT 


1479 


6976 


A 


1590 

* 


136 


837 


PSEKTSPDRDKKKRAVRSILFLLELQ 

NIIIQDHDQGQEKENESQIMKEENT 

GAGAEAKREEDMNPKVKSSKKHKS 

EEHNDKEHSSDKGRERLNSSENGE/ 

AQAQTPRKEGH/RKGRGHSRSRSRE 

RRHRIRGRERKKSRSRSRERKKSRS 

RSRERKKSRSRSRERKRRIRSRSRSR 

IQRHRA*D*KAGVGPRSRSRDRKKR 

lEKPRRFSRKFKPDSQVHLPLEGRTQ 

PWDAQEAFS 


1480 


6977 


A 


1591 


209 


1545 

■ 


PYYFLQANSPPGPLLTPALLPHRILS 

DVTQGLPHAHSACLEKLKRSYEFY 

RYF\ETQHQSVP\QCLSKTQQKSREL 

NNVHTAVR/SLWQLHLKALLNEVU 

LEDELEKLGCTKETQELVSEAYPILE 

QKLK\LIQPHVQASNNCW\EEAISQV 

DKLLRR\NTDiaCGVKPVEIAC*KPTCY 

SSTF*RQPTLHIADQDPIPEEQEVLEA 

YVDDroiDSAFQNRHDFYYLSQEDK 

ERQKREHEESKRVLQELKSVLGFK 

ASEAERQKW\KQLLFSG\HAVLK\SL 

FPVGPQWEPISNSEPSMNSDMGKVS 

KNDTEEESNKSATTDNEISRTEYLC 

ENSLEGKNKDNSSNEVFPQGAEER 

MCYQCESEDEPQSKIGSGLn\APPT 

P\RDSLQPSIKQRL\ARLQL\SPDFTFT 

AGPCWQEVGCLDLLLPFTTMAGNR 

LFGDEEEEQnEEN\KN\EIEEK 


1481 


6978 


A 


1592 


1 


296 


DFPLPTLLKTGPGPGF/YNGPP*GER 
FYVASPG*IWAPQGFF*KGPPSSSSS 
SSSQRSKPLFPCFANKTG*VGCFLVI 
SQRDQIPYPRPTPPTLPWLQP 


1482 


6979 


C 


1593 


15 


350 


MLISLNINQTLLYCNKTENCXXXXX 

XXXXXXXXGGPFKRTPGGPKFNRG 

WQGKIFPLKGGLLKPHWGIFXXXX 

XXXXXXXXXXXXXXXXXXXXXX 

XXXXEKGEKQPEKPGG* 


1483 


6980 


A 


1594 


11 


129 


APWLSVLY*SESPEAQPPYMMGPLE 

SP*AQRCPGLERGR 


1484 


6981 


A 


1595 


2 


660 


NFPTARLFRLFYPLFPLKIFiFPKAFN 

FCREVGPFCPPPK*GFFPKIPK*VFN 

RPP/SKGKSFTLPAPVKFGPPRGPFK 

RAPSSSSSSSSPW*APWPTVLY*SE 

SPEAQPPYMMGPLESP*APHEGVTA 

WVES*GPCPA*PWGRQAAPQPPPPP 

QERAG*EPESKFGPGSK/PPERPVYA 

GNSPVLRSGLTSPSPSPAPPGGFKY 

MEERSKADLGPGN4EKG 


1485 


6982 


A 


1597 


1 


680 


ESRIRRRSSRRPREPPGPSRRRRRRR 

PDPRTMPSEKTFKQRRTFEQRVEDV 

RLI\REQHPTQIPR**LERSKGNNQPP 

\VLDK\TKF\LVPDHVNMSEL\IRI\IR 

RRLQ\LNANQA\FFLLVVNGHSVMVS 

VSPHP1\SEVYEVSEKDEVDGF\LYMV 
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wo 01/79449 



PCTArSOl/08656 



SEQW 
NO: of 

— M— — J 

DOClCO-IldC 

sequence 


SEQID 
NO: of 
pepDOe 
scqscoce 


Me 
tbo 

■ 

d 


SEQ ID NO: 

inUSSN 

09/7704fi0 


Nodcotide 
locatioD of 
first codoD 
for peptide 
scqucDCC 


Nnckotfde 
locatioDoflast 
codon for last 
amino acid of 
peptide 
scqacDce 


Amino acid scqococe ( X'^Uokoowo; *^=Stop 
codoo; A=possiblc Dodieotidc deletion; V=pQSsible 
nucleotide insertion) 














LCPPPE/YGLR*TLSV*N*KKICNAAS 
S*NCLNPLPICEKlKECyPTE!DQFIPI 
TDHKiSSVPTLGVLGSCVCVSSRKT 


1486 


6983 


A 


1598 


2 


508 


PDSSGPHRLRENPPMVAVSCPTKTN 

VKGPPGGKVGAHAG\EYG\SEALE\R 

MFLSFPTVTKTYITP\HFDL\SHGLCPR 

LKGHGMCKVADALTVNAVAHVDXD 

MPVNGVVRP*SDLP1\AHKL\RVDPVN 

FKLLSH\CLLVTLA\AHLP\AEF\TPA 

VPRPPWDKFPWLSVKHRCLTFKYR 


1487 


6984 


A 


1599 


295 


758 


VLSRKCQRSLTAFSSKCPNSWFSITQ 

HECKTMTCGMPQUVTQQ^RPIINTS 

HQYSVKLGHPVDTL\NQGEFKELVR\ 

KDLQl^KKENKNEKVIBHIMRGP 

GTQNAAQPAELSREFIMLMGEA*PG 

AFPRRKIARGLTEGPGHPNK*PGPG 
GGAPP 


1488 


6985 

-- 


A 


1600 


411 

• 


1259 


SQGTTSRGSWEFPHSPEIEETSCLAE 

LFEKAAAHLQGLIQVAKQGATLCT ! 

LYAKYKQVKVGNCNTPKPSFFDFE 1 

GKQKWEAWKALGDSSPH\QAMQE 

YIAWIKLDPGW/ISSDIQRRNGKEA 

NTGFGGPVISSLYHEETIREEDKNIF 

DYCRGKQH*PYNQKPSNPKNVDVN 

VKDEEGRAP\LHWGL*SEDIKELVH 

SVAANIELTLNCQD\NERPKQALHY 

ASACGVSGIL*ELAAPSLGADPDSPR 

PGWLPARGGDRLQNSFFGAAAAHN 

WQGLIKRLENCSL | 


1489 


6986 


A 


1601 


177 


409 


FLQASGILKGFEPNLLVNLVLTVn*Y 
MRDPDDQYKLTGGHPGKLGLWFR 
G\TSLVL\ICPQDGMEAIP\NPFIQQO 
DA 


1490 


6987 


A 


1602 


1 


165 


PLKRSDGCNDGRPTRPPTRPDTTVF 

TSNLKQTRMVHLTPVEMCSAVTAL 

WGKVNVDEWGGKALGRLLWLP 

WDPKRSFQSPLGESVFrP*MVHLTP 

VERVCRYCPVGQGERG 


1491 


6988 


A 


1603 


240 


461 




1492 


6989 


A 


1604 


2 


206 




1493 


6990 


A 


1605 


2940 


3296 




1494 


6991 


A 


1606 


189 


736 


ENKISSVFKADFLPPAPCSLPGLEVS 

VSPKGKNTSGRESGFGWAIWMEGL 

VFSRLSPEYYELA\RPHLRDEEKSVCP 

CVLAQE\GPQG\DLLTKTPELGP»ITR 

TC\L'mVQKT*RKMVDKP\TQRSVS 

NAATRVCRTGRSRWRDVCRNFMR 

RYQSRVTQGLV\AG\ELAQQNLVST 

SRLCIPSTGPL 


1495 


6992 


A 


1607 


3 


452 




1496 


6993 


A 


1608 


3 


485 


PTLLVPTDSERTHPWLLSPADKXTN | 

VKGPPGGKVGAHAVRSMCAEALE 

RMFLSFPTTKTYFPHF\DLSHG\SAQ 

V*GPRARKVADAL\TNAVA\HVGRT 

LPNALVPPLSDLHAHKLNRVGPGSTF 

KLLKATCLAGLTL\AAHLPARVQPL 

AVASLPWDKVSWASC 
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wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: of 
Dodco-tide 
scqmocc 


SEQID 
NO: Of 
peptide 
sequence 


lifafl 

d 


tSEQID NO: 
> iaUSSN 
09/770.160 


INoclcatide 
llocation of 
IGrstcodoii 
[for peptide 
Iscqneocc 


Nodeotide 
locatiOQ of last 
codoo for last 
amino add of 
pqitide 
seqncoce 


AmlDO add sequence ( X=Ud known; *<^top I 
codon; A^possiUe nodeotide dektion; V==possil>ie 
nudcotide inscrtioo) 


1497 


6994 


A 


1612 


77 


636 


QPQTD1MVHLTPVE\KSAVTALWG\ 

KV>ILDE\VGGKALGRLL\W\YPWD 

PQKVL*NPLGESVFn>*MLVKWGKP 

PKGEKAQWQKKKCSGAL*VNGPGL 

T/HGQPSKGTFGPH*SmLHaDKLH\ 

VDIAENFRLPCQQCLVCVAGPITLG 

KEFmQLQACLFRKLVA\GVANAL 

GPTSNHLSLAFLAGPISN 


1498 


6995 


C 


1613 


167 


391 


MNVFMCRLGTTFHLVLLLPSVLPSL 
RKTVFLNPFSIKQRFQRWKHWVFQ 
VASELTDAILSSCGPILFLPGSHNLS* j 


1499 


6996 


A 


1614 


1402 


1871 


GLQGSQSLHIPSLTGLRHACITLGKT 

AHSSRLHPSPAPPPYL*STDTRDNN 

APEPTPPRSWTWRA*/PMGRGSSQE 

GQASQQPWPGEGKSGCEMPPVLVY 

KVKPEP*P/SPDPWGL*QSMPLDYL 

HLSVILRWRRGGGQWQGATKISRR 

DRRGGALLLHL 


1500 


6997 


A 


1615 


8 


551 


SAQMAVTIADPRVRPRVRTQLCSL 

ASLIQTLLVHLTPVEIKSAVTALWG 

KVNVDE\VGGEDLS\RLLPVYPWTQ 

1 FF1>\SFADQSTPDAAMGNPKVKAH 

SVKKVLGVAFSGGPGCTWDNLKGTT 

AHTEVSIJIC*QACTnVDP\ENFRLLG\ 

NVLVCCCWAHSLLGKEFQPHQLQA 

CLIKKIGWLGVG 


1501 


6998 


A 


1616 


3 


389 




1502 


6999 1 


A 


1617 { 


1 


672 




1503 


7000 


A 


1618 


18 


621 


RSLRCSRHSCLATSSPLPCARRAWH 

PARGKADQPFCRSAGPSVPAAQPR 

GENREKEETTRIGPGVMESKEKRAV 

NSLSMENANQENEEKEQVANKGEP 

LALPLDAGEYCVPRGNRRXRFRVRQ 

PILQYRWDMMHRVLGEPTGQGMKR 

RE*WKRIGEEVRQLMEICSWRGKSQ 

L\SH\SLRGESGTDPPSPMTHHD*VF 

ALMPLNP 1 


1504 


7001 


A 

• 


1621 


3 


700 


HASDRRHHGSHACSRVSSGHQAGL 

LGGGWEEDRECGQRAEGMMFWA 

ALALAATSPSRLLLSPGKGPVPSRLL 

PLSDAASPTWLKLTI*RR*RSQIYQT 

GVQEGPLLPSQIGVRLRDSHGVAVQV 

RF\VTGNiaL\RlLKS*GTCS*IFLIDL 

YHLN*ESQFAVRKGILRREQERDKG 

G»NFPSDF*IGEAGFHPFWLRYYKD 

QAESSLPNWEIWNHLTASALGRINL 

VWCTPSN 1 


1505 


7002 


A 


1622 


1 


340 


GEHSMAPPAHFRALLYHPGTATLV 
PHPASISQHSPSPWGNA/RG*PV*RQ 
RHLTAPRSPPHPRFRHKPGKDPREN 
PSRWPEVPSLPQTHWPGQAAWDT 
VNTTVCKNRSTKPQD 


1506 


7003 


A 


1623 


3 


1076 


HPVPSSSYSYlfrLSPAAMTEQMTLR 
GTLKGHNG\WVTQ\IATTPQFPENNL 
PASRVEKAIILRKPARGWSQPMNFQ 
RRSRR1HSHLLRMVVIS»DGQFC/AF 

QGFWDWKPCALGDLTNG/rPl'RGR | 
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wo 01/79449 



PCTAJSOl/08656 



SEQID 
NO: of 
nncleo-tide 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


S£Q ID NO: 

ioUSSN 

09/770,160 


Nucleotide 
locatioD of 
first codon 
for peptide 
sequence 


Nucleotide 
locatioa of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino add sequence < X*<fnkoown; *^top 
codon; /^possible nucleotide deletion; V=pcssible 
nucleotide insertion) 














FCGPIPKDVLSVAFSSDNRQRLSLGS 

RE*THQSLWN\TLG\VCKFhILSRNES 

H^ESWVirVNRFLAPTTSKPLSIGLP 

VAWDK\LVOV\WKPGLNCKADAPN 

PHLATTGFLVNTGDLSSSRWDPLCA 

SGG\KDGQAVMLWDL\NEGQPPLQR 

♦NGGDI\INA\LCFSPN\RY\WLC\AAT 

GPSUKIWDLEGKIIWDELKQEVISTS 

SKAEPPQCTSLAWSADGQTLFAGY 

TDNLVRVWQVTTGTR 


1507 


7004 


A 


1624 


1 


1189 


LQGGGRRGCGASFSKPSSAILVAAA 

THALAAAMTEQMTLRGTLKGHNGX 

WVTQUATTPQFPENNLPASRVEKAII 

LRKPARGWSQPMNFQRRSRRIHSHF 

V\SD WIS*DGQFC/AFQGFWDWKP 

CALGDLTNGHPHEGDFVGPyPRNV 

LSVA\LSSDNRQRLSLGSRE*THQSL 

W\NTPGWCA>nTVPG*EFrQEWV\S 

CVPLPRPNNQQTPinaLWPGNNLV 

QVMETWANCKLKDPT/NHWPTPGY 

SETPVTVLSRMDPFC AXSGGOOM A O 

AHVYGDL\NEG\KHLLHARMVGTSI 

NA\LCFSP*PATWLCAATGPSVIKIW 

GFRGERSIVDELKQEVISTSSKAEPP 

QCTSLAWSADGQTLFAGYTDNLVR 

VWQVnGTRLEVYGRALPIKKKTGF 

SEKKKK 


1508 


7005 


A 


1625 


3 


445 


GEFADSF/SSMGSPVNAODFCTDLA 

VSSANFIPTVTAISTSPDLQWLVQPA 

LVSSVAPSQTRAPHPFGVPAPSSGA 

YSRAGWKnSiTGGRAQSIGRRGKV 

EQETDQLEDEKSALQTEIANLLKEK 

EKLEFILAAHRPACKNPDDLGFPE 


1509 


7006 


A 


1626 


7 


514 




1510 


7007 


A 


1627 


3 


462 


RRSERAVTVLLPSSASQRPPVSAPRP 

LARLCLTATMMFSGFNADYEASSS 

RCSSA\SPAGNSLSYYHSPRRPPFSA 

WGSPVNAQVDFCTGPGPFSSANFMP 

TGHLPSWTSPD\LQWLVQ\PALVSS 

V\APSQTRAPSTFSESPPPTAGA\YSR 

AGWKTMTGGRAKSIGXRRGKVEQ 

1^PEEEEKRRIRRERN\KMAAAKC\R 

NR\RRELTDTLQA\ETEQL*DERTAF 

WT\RMSHPVEEEGKLEFILAAHR\PA 

\CK1PDDLGLPRKRMSVASLDLTGG 

LPRGLPPRRSEEAFTL\PLLNDP*/DP 

KPSVEPVKXSISSMELKTEPFDDFLFP 

ASSRPSGSETARSVPDMDLSGSFYA 

ADWEPLHSGSLGMGAHGHRGWEP 

LCTPVVTCTPSCNCLHVFLRLHLPR 

G*LLPOLCSCPPOGO000*AFL*LA 

QLTHAAGPVRGQGRGGSRHPQ>APL 

PELVHYREEKHIFP*RVPRPGIASLT 

TTHPADLLFQHGARLSTRRDFCTGP 

GPFSSANFHSHGSLAILDQSGPCSG 

WCKPALVSSVGPIADQSPFNLFGVP 

TPYRWGLAPGLAL 


1511 


7008 


B 


1628 


43 


674 


MDWTWSILFLVAATTGVHSQVHLV 
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wo 01/79449 



PCTAJSOl/08656 



SEQID 
NO: of 
DDcleo-tide 
scqaence 


SEQID 
NO: of 
pcptfde 
scqocncc 


Me 
tbo 
d 


SEQ ID NO: 

ioUSSN 

09/77D»I60 


Nodeotide 
locatkra of 
Grsrcodoo 
for peptide 
seqDCOce 


Nodeotidc 
locatioD of last 
codon for last 
amino aeid of 
peptide 
scqneoce 


Amioo add sequence ( X'^Unknown; *=^top 
codon; ^=>pos9ble nudeotide ddetion; V°pQSsible 
nndcotide insertion) 














QSGAEVKKPGASVKVSCKASFNSF 

DTYGFNWVRQAPGQGLEWMGWV 

SAFNGDTNYIRKLQGRVTMriDSST 

STAYLELRSLKSDDSAIYYCAATNS 

DKYFWGQGTLVTVSAASPTSPKVF 

PLSLCSTQPDGNWIACLVQGFFPQ 

EPLSVTWSESGQG VTARNFPPSQDA 

FGDLYTTSSQLTLPATH* 


1512 


7009 


A 


1629 


3 


1639 


SPGIFRGFQSVIRTEQRELTMESGLN 

WLLLVAVLKGVQCEVQILESGGGQ 

VQPGGSRTLSCAASGFIFSNYVMTW 

VRQAPGKGLEWVSSTAASGANTFY 

AESVKGRFTVSRENSENMMYLQMS 

SLRDEDTGIYYCAKDGDVPNLGVA 

WIVAGPGNVRPRKWFDAWGQGTT 

VTVSSASPTSPKVFPLSLCSTQPDGN 

WIAXSCLVQGFFPQEPLSVTWSESG 

QGVTARMFPPSQ\MASGDLYTTSSQ 

LTLPATQCIJ^VPKSVTCHVKHYTNP 

HPDVDGXPCPVPSTPPTP/CSLNSTYP 

ISLMLPPPTVTAPTGPSKDLFLGSEA 

NLTCTLTGLEVNASGCHFQSEGLQV 

GKSAVQGP\PEA*PSVAAYSWQLS 

CRGWREAMEPLVRPFTCTAAVHPV 

VOGPALTAHPLONPGNTFPGPRVHP 

FAPAVGRVCPFNDLLIM-HCLARVAF 

SPQGPCWVRWLQGSPKLPPRKST*L 

G/PFPAGAQARAPrrFAVTSILGRA^ 

QPEDWEEifEGTPFSCMAGHVEALAL 

AFTQKTIDRLARKPTHVKSASAVMP 

EVDGTCY 


1513 


7010 


A 


1630 


3 


497 


SSGPTRLRENHPWLLSPADKTTVKG 

PLAVGKVGAHAAEYG\SEALGEGFS 

LSFPQPPKTYFPATSDLE/HNGFAPG 

LKGHGQRKFGRTR*PKSRGGNVD\D 

MPQTALSAPERPCTAHKL\RVDPV\ 

NFQASLSHC/LCLVTLAAHLPAEFXT 

PAVRRLLWSKFLASWSTVL 


1514 


7011 


A 


1631 


9 


489 


NSARATDSERTHHGARLLPDKTKA 

QRPPRLKLGANA\GEYG\SEAL\ERM 

FLSFPNPPKTYFRQFRP*ANGFAQG* 

RGHGQRRWPDALTQ\AVA\HVDEH 

APNGAVRP*SDLH\AHKL\RVDPVN 

FQASLSHCLAW*PWPAHLPRPSSTP 

GGATPSLEQSSWASC 


1515 


7012 


A 


1632 


2291 


2960 


[NCPAQAKVADILQFNFKKFVCLF/D 

FLRQSLALSPRLQVQWVYDLSSLQSP 

SPRFKQFSCLRLPSS^NYRCASPRPT 

NFLIF/M*RWGFTMLARLVFVLLTSS 

DPPTSA/SHSAGITSVSHCTOPLQSIFI 

*PLEQVS*VKDK1WNKKTHFFVLFC 

FLRQSHSXVTQAGMQWHDQSSLLL 

QPPRLKQFSHFRLLSSWYYRCLANF 

*IFaaXlVLLCCPW*SQTPGLK 


I5I6 


7013 


A 


1633 


1 


1233 




1517 


7014 


A 


1634 


233 


884 


ESPGVGCSARRGPRPRSPGPPPAAP 

GTPRPHGIPLYTRAGHQ**GEIRRRP 

CIFISKFLRPQGGSASERQLPDLQAR 
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wo 01/79449 



PCTAJSOl/08656 



SEQU> 
NO: of 
nodco-tidc 
sequence 


SEQW 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SEQWfiOt 

inUSSN 

09/770460 


Nndeodde 
locatioD of 
first codon 
for peptide 
seqnence 


Nodeotide 
locatiODorUst 
codon for last 
amino add of 
peptide 
sequence 


Amino add sequence ( X^^Unknowo; *^top 
codon; /^possible nudeotide ddctSon; \Fpossible 
nodeotide insertioo) 














AWQELLGRPFNKHVHWFPR^SPCKG 
IGVTRCI\R1NP*KWIPLIGPGQHSAIG 
LSSQELFRLLP\SEL\TLWG*PPIEVSY 
RIGEDGSHLCACMKPSPAXGGSTVQN 
QTVNVQMWDSMUSCKEELLLGRTEP 
FPKTTNMMTVSG 


1518 


7015 


A 


1635 


2 


402 


SQTQREPTMVLSPADKTNVKAA/W 

GMFLSFPTTKTYFPHFDLSHGSAQV 

KGHGKKVADALTNAVAHVDDMPN 

ALSALSDLHAHKLRVDPVNFKM 

HCLLVTLAAHLPAEFTPAVHASLDK 

FLASVSTVLTSKYR 


1519 


7016 


A 


1636 


2 


522 


GLEFGTSHRLRENPPWCLSPADKTN 

VKAVAWGKVGAHAGEYGAEALER 

MFLSFP\TTKTYFPHFD\LSHG\SAQG 

♦RAHGK\KVA\DALTK\AVA\HVDD 

MP/HNGAVPPLSDLHGAQAFGWDP 

VQLQSS*SHLPCW*PLARPPSPAEFQ 

PLAVATSSLGOSFLGFLLKHRCLNL 

PNYR 


1520 


7017 


A 


1637 


344 


742 


GFLIGVNEKTCFFTSPMLHDSYFFFL 

VNVIRCHFICGTYLYWAKHIFSFyPF 

FLSFLFTSFISLFLPFPFFLFFFFFFW* 

LLLFrPFYVSF\MKG*SFNF*FFlFKC 

RLLTLLQNIK^TREMTl'FDYFLSVFL 


1521 


7018 


A 


1638 


1 


519 


PLKRSDGCNDGRPTRPPTRADTTAY 

TSNLKOTLLVHLT\TEEKSAVTALW 

GKVNVXEKVGGKALGRLLWYPWT 

QRFNFESFGDLSTPDAVMGNPKVKA 

HSQESSPRGL*WWAWLTWD>JLKG 

TFAHTEVSLHCDKNLHRGSLKNFRL 

LGQRAWSWAGPIHFWQKNFNPTS 

CRLA 


1522 


7019 


A 


1639 


3 


452 




1523 


7020 


A 


1640 


3 


484 


PTLLVPTDSERTHPWLLSPADKDOR 

QGPAWGKVGAHAVRSMCAEALER 

MFLSFPTl KTYFPHFDLSHGVSAQV* 

GPRARKVADALD/TNAVANVGRTL 

PNALVRPL\SDLHAHKL\RV\DPVQF 

SSFL\SHCLLG*PWAVHLPRPSFNPW 

RLQGFLGDKVSWAFC 


1524 


7021 


A 


1641 


180 


613 


SFAGISNGLAGRSVKDSGKAQWOCA 
VSR\SQRAGLQSQWGR\INRH*KSRD 
AS\HERGGATA\AVYSA\A1LE\YLPQ 
KVLELAGKASKDFKGKAYYPLRHL 
Q\LAIRG\DEE\LDSLIK\ATMAGGGV1 
PTTSHQISDRGGKKKDNQKTV 


1525 


7022 


A 


1642 


107 


368 


1Y1ILRD*VLSTFVCFILCKA1YKNIW 
TAFWKCS*ILICS1/LCNYVCTCTSVY 
ALCYIYIIDLR*QQTYLCESKCTCIC 
MYVCIFLC 


1526 


7023 


A 


1643 


790 


1252 


CAKPETQNNGNLRVRLRPLHFGHT 

LN*VRT*LKRRIFFFLRQSLALSPRV 

ECSGMISAHCKFCFLGSGHSPASAS* 

VAGTTARRQHAWLFLCVFSRDEFH 

RISKDGLNLL/NLVTCPPRPPKVLGL 

QHEPPCPAKRRNFLSKIMGGHCFEL 
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wo 01/79449 



PCr/USOiy08656 



S£Qn> 
NO: of 
nncletHide 


SEQID 
NO: of 
pcpdile 


Me 
tho 
d 


SEQID NO: 
inVSSfi 

09/n(M60 


Nodcotidc 
locadoD of 
first codon 

scqoeiKe 


Nodeotide 
location of last 
codoa for last 

sminn ftriil nf 

peptide 
sequence 


Amino add sequence ( X'=4JnkoowD; *>-Stop 
codon; A^possibie nudeotide deletion; V'^possible 
nodeotide Insertion) 














SSCN 


1527 


7024 


C 


1645 


171 


329 


MGARASGRSPLCQVGRQEQGLRGR 

NGPLPASRLPQQPQWPATPQSPRD 

DLA* 


1528 


7025 


B 


1646 


196 


514 


MGRDTGPELCLHDSSLPAADDGPSL 

PTKQNEEFRPFIRRLPEFKFWHAAT 

KGILVAMVCTFFDAFNVPVFWPBLV 

MYFIMLFCrnvfKRQIKHMIKYRYIPF 

THGKRX* 


1529 


7026 


A 


1647 


43 


321 




1530 


7027 


A 


1648 


35 


821 


GRPRLGRSGAASYRMSEGDSVGES 

VHGKPSWYRh'KlRLGQlYQSWLD 

KSTPYTAWWVVTLGLSFVYMIRV 

YLLQGWYIVTYALGIYHLNLFIAFL 

SPKVDPSLMEDSDDGPSLPTKQNEE 

FRPFIRRLPEFKFWDASVCGDGRCS 

CKAGGGRQCPVLAADAALTFSPHL 

K\HAATKGILVAMVCTFFDAFNVPV 

FWPILVMYFIMLFCrrMKRQIKHMI 

KYRYIPFTHGKRRYRGKEDAGKAF 

GQLEAGLRLPHVLQEQF 


1531 


7028 


A 


1649 


156 


818 


HSYRMSEGDSVGESVHGKPSVWYR 

FmRLGQIYQSWLDKSTPYTAVRNW 

VVTlXiM-SFVYIDSEFTCLQGWYIC* 

PMPLGIWHLNLFHKLSFSPKWDPSL 

M\EGLQDDGSFGYPTKQERREF/RA 

PFIRKGSPGVLNFWHAGYPRASLVA 

LWSCTF\FDAFQTSPVFWVPIL\VMYF 

HHASSCITDGRRANSRHMDLSYRY 

MPVSHMGK/RGRYRGKEDXAGKAF 

AS 


1532 


7029 


A 


1650 


154 


685 


PPLHLRDCFSPPGRALSPVGFYPYRV 
RSVP\TWLKLTVSDDVKE\QIYKLGQ 
EGPLLLSQIGWILRDSNHGWAQVRL 
G\TGHDTFKI\LKSKGLAPDLPEDLY 
HLIK\KA\VAVRKH\LERNRKD»GC* 
NSRLILIESRISPFWLRYYK\TKR\VL 
PPNWEIWNHLTASAPGRINLVWCT 
QAK 


1533 


7030 


C 


1651 


127 


435 


MAASXNPEVLDITEETLHSRFLEGV 
RNVASVCLQIGYPTXASVPHSDNGY 
KRVlj\l^VETDY 1FP1j\EKVKAFLA 
DPSAFVAAAXLGCCHHSCSXCCCSP 

S* 


1534 


7031 


A 


1652 


1 


689 


KCFl/VGADNVASKQMQQIRMSFRG 

KAVC*WGKNTN!MRKPIRGHLENNP 

ALEKLLPHIRGNVGFVFTKEDLTEIR 

DMLLANKVPAAARAGAIAPCEVTV 

PAQhTTGLGPEKTSFFQALGnTKlSR 

GTIEILGVRNVASVCLQIGYPTVASV 

PHSIINGYKRVLALSVETDYTFPLAE 

KVKAFLADPSAFA^AAAPA^AAATT 

AAPRAAAAPAKVEAKEESEESDED 

MGFGLFD 


1535 


7032 


A 


1653 


68 


1110 


RTAVMPREDRATWKSNYFLKIIQLL 

DDYPKCFIVGXADNVGSKQMQQIRI 

VPWGEACVLMGQKTMVMGQAHPK 
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wo 01/79449 



PCT/USOl/08656 



SEQID 
NO: of 
nadco-tide 
sequence 


SEQID 
NO: Of 
peptide 
sequence 


Me 
tbo 
d 


SEQID NO: 

inUSSN 

09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino add of 
peptide 
sequence 


Amino add scqoeoce ( X^moknown; *=^top 
codon; /^possible nucleotide ddetion; V=possibIe 
nudeotide insertion) 














GTL*NNPSLWRKLLP\HIRG\NLGFC 
FTQGGPSLEIKGHVCLANKGLPSWL 
PVVGANCPHGEVTGGQPQNTG/LSG 
PEKTSFFPGL*AnTKMSQGAPlENPE 

vnvpaesrtgdqsgkpseanaa*tc 

snispf\sfgagssqpgvstngshlpp 

lkgldihrrnlcifwlswrgvrnv 

Akclsarlayptva\svp\hsiingy 

krvla\lsv\epdytfplaekvkafl 

\adpsafwaa\pvg\vappaapgg\ 

vaapakveakeeseesdedmgfgl 

FD 


1536 


7033 


A 


1654 


1 


364 




1537 


7034 


A 


1655 


70 


253 




153S 


7035 


A 


1656 


151 


657 


APTTPTGPGDPLDLVALAEQVQKA 

DEFIRANATNKLTVIA\DQLQ\HLPE 

QARKVLEEAHRDANLHHVACNIVK 

KPGDIYYLL*TGRVGQQYFSIISPKE 

LGDKFVfflDFLGAYKLQHDLSWTP 

V*GH*EGKMLKISMMGHVAKPVSG 

PASVHWNPTFQGTDSLEEWGF 


1539 


7036 


A 


1657 


345 


547 


GFKPPDFFLCNENKWRKINTSSFSE 
Y*CLMHIHLLIFNITIFSS/LHTYIHKH 

THTHTPFSVFIMEGC 


1540 


7037 


A 


1658 


228 


900 


PSQAGNTSPSGARSSFPKDMKLLEN 

SSFEAINSQLTVETGDAHnGRIESYS 

CKMAGDDKHMFKQFCQEGQPHVL 

EALSPPQTSGLSPSRLSKSQGGEEEG 

PLSDKCSRKTLFYLIATLNESFQA^L 

*LQHSPQPLSSAGSPALSWLG*MQS 

TAVCSQLCGEDFKDLKPQLWNAVG 

RGDLPGLKCDIYS\YNPYLDSDP\FG 

EDGSLWSFNYFFYNKRLKRNRLL 


1541 


7038 


A 


1659 


35 


1288 




1542 


7039 


A 


1660 


I 


1641 




1543 


7040 


A 


1661 


212 


369 


HPVTVYLLLGYLLFQLPCGSEFSTSE 
THGHSADRLG\AAFAVSRLEQDEYA 
PG 


1544 


7041 


A 


1662 


63 


255 


VLMFSSSHG*GYQSSVRLQCKLQIVQ 

LIQDILLFFSF*IPE*LLS*LTPLKIFPL 

HQNGPSDFVS 


1545 


7042 


A 


1663 


169 


391 




1546 


7043 


A 


1664 


85 


1534 


KSSHCIKMGPQIFHKTSELVLPATSC 

PSCPDQNEEDVSQTQYKECCG\GG 

WCSHSIFAVW\Hn*RPDAT*FGLEQ 

RLTGLLASGPVSLREVV*LYSSLGT 

VISGK*KTSNVG*RGLALGSWAFSD 

KYSWFTMFTWACISGPTKALXTTGV 

\GLIAF\GQCDVIVAGGVELMSDVPI 

RHSRKMIKLMLDLNKAKSMGQRLS 

LISKFRFNFLAPELPAVSEFSTSETM 

GHSADRLAAAFAVSFL\DQDEYALR 

SHSLSKKAQDEGLLSDWPFKVPGK 

DTVTKDNGIRPSSLEQMAKLKPAFl 

KPYGTVTAANSSF/LLTDGASAMLI 

MAEEKALAMGYKPKAYL/RRDFM 

YVSQDPKDQLLLGPTYATPKVLEK 
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PCTAJSOl/08656 



SEQIO 
NO: of 
DBclco-tide 
sequence 


SEQID 
NO: of 
peptide 
seqociice 


Me 
tfao 
d 


SEQ ID NO: 

inUSSN 

09/770,160 


Noclcotide 
locadODof 
first codoD 
for peptide 


Nocleotide 
locatioD of last 
codoo for last 
amino aeld of 

sequence 


Amino add sequence ( X^'Unknown; *^top 
codon; A^possiMe nocleotide deletion; V-possible 
ondeotide insertioo) 














AGLVTMNDIDAFEFHEAFSGXQILAN 
F\KPMDSDWFAEVNYMG*KKPRFGL 
PPLWRRFNNWG\GSLS\LGHPFGT\T 
GCRNLWMTAANRLRKKGGQYGLW 
AACAPGVGQGSATDYVEAYPK 


1547 


7044 


A 


1665 


294 


823 




1548 


7045 


A 


1666 


3 


1171 




1549 


7046 


A 


1667 


1419 


1801 


TMEIHPIEQLDPSDHLESTAAGQEA 

IJFTYHSF*STFISFFETGPHFVTVRLK 

CSSAnXHYSVELLGSSHPPTSASWV 

AGNTGVCPHVQLIFLFFVEMGSHY 

VARLVFNSNGLVIFLPWLPKVLGLO 

V 


1550 


7047 


B 


1668 


68 


471 


MVRKLIVPRAEAAEAGGLPELGGH 
RPQPARAARAAALTGCSGGEDYTR 
YNQLSRAVPVCSRLGAHARVRWEL 

CDFVTASSFCRRRLFIVLIJCLRMAQ 
HLQGSIALL* 


1551 


7048 


A 


1669 


2 


359 




1552 


7049 


A 


1670 


1 


585 

- 


PRGVIGHGPLGTSFIGKYGCGDYW 
VKAFI.DR PSOPN\nfiPinrMFF\VWr> 

LVDVNTPVDLMAXPVSAKKERKVSC 

MFIPDGRVSVSARIDRKGFCEGDEIS 

IHADFENTCSRIVVPKAAIVARHTY 

LANGQTKVLTQKLSSVRGNHnSGT 

CASWRGKSLRVQKIRPSILGCNILR 

VEYSLLIYVSVPGSKOVFIKAL 


1553 


7050 


B 


1672 


21 


410 


MPSKVRCXSVQVFDAMKTATAVA 

HCKRGNGLIKLLEPVLLLGKERFAG 

VDTRVRVKGGGHVAQIYAIRQSISK 

ALVAYYQKYVDEASKKEIKDILIQY 

DRTLLVADPRRCESKKFGGPGARA 

RYQKSYR* 


1554 


7051 


A 


1673 


1 


456 


MPS/KGPLOSVOVFGRKKTATAVA 

H/CKRGNGLDCVNGRPLEM/IEPRTL 

QYKVLGSGTGVSGWRTLGDRDW 

ALESWGAGISNGMFRSCVGCRQWA 

AGASSASRQERFAGVDIRVRVKGG 

GPWPRFMSKKFGGPGARARYQKST 

DKPIVTQNSLV 


1555 


7052 


A 


1674 


172 

* 


661 


LLEPVLLLGKERFAGVDIRVRVKGG 

GHVAQIYGESQELGAWRRWLWEG 

GLHSAPVPFNCVSFSQLSVSPIS\KAL 

VAYYQK\WSEHGSFP*GRWVCGDQ 

VKDSV*LSKSSSLLFLPDVDEASKK 

EIKDILIVQYDRTLLVADPRRCESKK 

FGGPGARARYQKSYR 


1556 


7053 


A 


1675 


27 


554 


STLGAMPSK/GVPLQSVQ\VFG\RKK 

DSGOLLAH\CKRA\NGLI0G*TGGPL 

EMIEARARLQYK\LLEP\VLLLGK\E 

RFAG\VDIPCPV*KGGWSTWPQIYAI 

RQS\ISQKPLVAYYPEM*VSMGPSH 

E/YVDEAFQRREIKDILHPSY\DRNP 

AGLAGPFVRCE\SKKF\GGPGAVRAR 

YQKSYR 


1557 

.. 


7054 


A 


1676 


192 


836 


ALIMSFIFEWIYNGFSSVLQFLGLYK 
KSGKLVFL\GU)NAGKTT\1JLJIMLK 
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wo 01/79449 



PCT/US01/086S6 



S£Q ID 
NO: of 
nndco-tidc 
sequence 


SEQID 
NO: of 
peptide 
seqnciwe 


Me 
tbo 
d 


SEQ ID NO: 

ioliSSN 

09/77IM60 


Nocleotide 
locatioD of 
first codoo 
for peptide 
scqncncc 


Nncleotide 
location of last 
codoD for last 
anuno add of 
peptide 
scqnencc 


Amino add scqoeoce ( X»Uoluiowo; *«5top 
codoo; Ai'possible nucleotide deletion; V=possible 
nodeotide insertioa) 

« 














DD\RLGQHVP1^LHLT^SE£L1^1AGM 

TAFTTFDLVGHE\QARRVWKN\YLPS 

QLMGFVFLVDCA\DHFSPSWNPKVE 

LNAUw!TE*TWPMCPILILG\NK\IDR 

TDAISEEKLREIFGLYGTGPQERGEL 

♦KLKEL\NARPM\EVFHVAVLLKEG 

KVYGRGFSAGLLPVLFD 


1558 


7055 


A 


1677 


196 


520 


DTVSRKNKSGKIFQLSSRV*IYERSQ 

SGVKVYKCKTTGKAFTQ/HF^AHM 

RMYTGEKPYKY*ECGKFFILVLLLL 

LMIQKYFHLIKIVRLYLIRKKVSCKQ 

PSNKILQS 


1559 


7056 


B 


1678 

• 


1 

I* 


1521 


MGIRVTSVIVSRPVPHSEAVFCCWL 

LGATDVWIPEHPANPRLTFPLFPESP 

GRHLREIKLQSARDASVKSAKNTR 

VIPKPQRVIHPGGQPTDKMDLDLLD 

LNPRIIAAIKKAKLKSVKEVLHFSGP 

DLKRLTNLSSPEVWHLLRTASLHLR 

GSSILTALQLHQQKERFPTQHQRLS 

LGCPVLDALLRGGLPLDGITELAGR 

SSAGKTQLALQLCLA VQFPRQHGG 

LEAGAVYICTEDAFPHKRLQQLMA 

QQPRLRTDVPGELLQKLRFGSQIFIE 

HVADVDTLLECVNKKVPVLLSRGM 

ARLWIDSVAAPFRCEFDSQASAPR 

ARHLQSLGANfLREL^SAFQSPVLCI 

NQVTEAMEEQGAAHGPLGFWDER 

VSPALGITWANQLLVRLLADRLREE 

EAALGCPARTLRVLSAPHLPPSSCS 

YTISAEGSWGTNCKQNTRLHISPET 

AGPAAHAACWPQQDTVRAGHSES 

WHASCCNPDTDMQGQTISTSVNQQ 

QEAQAKPPPTPL* 


1560 


7057 


A 


1679 

- 


991 


1367 


AVLVFNNNGEANEGSGPRGP*GERS 

SRARPP/SGPGPWNCAPPRPWCPPL 

RGWSSVSWD*TAQAKPVCKSP/AG 

GSSPGTGSPSAPSPPGAGTEPAWAG 

PAELPGVFSLLNVPLSLSCLIF*SLAC 

LA 


1561 


7058 


A 


1680 


313 


429 


CIESMVHGGENIFPAGHGGSHL*SQ 
HFGRPRQVDHLRSG 


1562 


7059 


A 


1681 


552 


792 


GSASDYQSGIRTVGPRDWLCRRRA 
LDLDAARTQSVRAAEGKCAFLQMQ 
GPRVYTGPGRPRRADHLRSGV*DQ 
PGQHGETP 


1563 


7060 


A 


1682 


508 

* 


1085 


CQHFGRPRRADHLRS\GVRAQPGQ 

HGETPSLLKILKLA/GHGGAPL*SQL 

LGRLRQENHLNPGGRGCGEPRSHH 

CTPAWETERDSISKKKTKTQWia* 

SLNLVREIKNKIGLTAE*ILQKNSEL 

EDVSIEII*NEGQRDGKKMDRAFLRS 

MQQYQAVQYMCNQSPRRVGDRM 

GRINSQKJCCKTYTMNTIKHC 


1564 


7061 


C 


1683 


46 


516 


MLSDPPARIRTRKGPTETVSRIPRPN 
SPNGQGPVDSSPSGXXXXXXXXXX 
XXXXXXXXXXXXXXXXXXXXXX 

xxxxxxxxxxxxxxxxxxxxxx 

XXXXXXXXXXXXXXXXXXXXXX 
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PCT/USOl/08656 



SEQID 
NO: of 
Ducm^uuc 
scqnencc 


S£Q1D 
NO: of 

pCpuOC 

seqaeiicc 


Mc 
tho 
o 


S£Q ID NO: 
inUSSN 


Nodcotidc 
locatioD 0 ' 
first codoo 
for pq»tidc 
scqncoce 


Nodcotidc 
location of last 
codon for last 
amtDO add of 
peptide 
sequence 


Amino add scqacocc ( X=Unknowo; *=^top 
codon; /=poss{ble nucleotide ddctioD; \r>pa5sil>lc 
Dodeotide Insertion) 














xxxxxxxxxxxxxxxxxxxxxx 
xxxxxxxxxxxxxxxxxxx* 


1565 


7062 


A 


1684 


2 


100 




1566 


7063 


A 


1685 

• 


2 


814 


PGYKKGPQETGSRIPRPNSPNPLRVL 

WTAHLVAMAPGSRTSL\LLAFALLC 

LALGFKEAGCPSQTVPVLSRLFVDHG 

MVQGPSRVTSCAIDXTYQGFEETYIP 

KDQKYSFLHDSQTSFCFS\DSIPT\PS 

NMEGSATRNPILELLRI\SLLLIE\SW 

LEPVXRFLRSIVPPTTWVYEHLGTAI 

DYHLL\KDLEGGHPTV*WGRLEDG 

KPPDLGKILKQTYSKFDTNSHNHDA 

LLKVNYGLLYCFRKDM\DKVE\TFLR 

MVQCR\SVEGSCWLLGCPSSIL 


1567 


7064 


A 


1686 


3 


452 




1568 

- 


7065 


A 


1687 


3 


516 


PTLLVPTDSERTHHGACLLPDKTNV 

\KAAWG\KVGAHAG\EYGAEALER 

MFLSFPTVTKTYFPHFDLXSHGFCPGL 

RATGKKVADALTKRRG/HTWDDM 

PKRRCPP*SDLHAHKLVRV\DPVQLS 

SS*SHLPCWVTPGPAHLPRPSSTPGG 

CKASLGQSFLGFLLKHRCLNLPNNV 


1569 


7066 

■ 


A 


1688 


3 


409 


SNFRSNFGYNIPLIOILADRVAMYV 

HAYTLYSAVRPFGC/SGYWGCAIGK 

ARQAAKTEIEKLQMKEMTCRDIVK 

EVAKIIYIVHDEVKDKAFELELSWV 

GELTNGRHEIVPKDIREEAEKYAKE 

SLKEEDESDDDNM 


1570 


7067 


A 


1689 


2 


437 




1571 


7068 


A 


1690 


126 


409 


ILLLWMDILICTDFGSVNYFNVWRL 
PKSYLSLFYSRIYIVHDEVKDKAFEL 
ELSWVGVELTNGRHEIVPKDIREEAE 
KYAKESLKEEDESDDDNM 


1572 


7069 


A 


1691 


516 


564 




1573 


7070 


A 


1692 


224 


344 


1LLLGFLVLASDHLQSKYAL*CPLR 
HLPELNPSLREGSVL 


1574 

■ 


7071 


A 


1693 


1 


1237 


MGCRPVGQAGLELLTSARTCFVSD 

LKRGLKIQAAKFNIDGNNECPIDTR 

KQIJVENLVVIGGTSMLPGFLHRLLA 

EIRYLVEKPKYKKALGTKTFRIHTPP 

AKANCVAWLGARSLLGYNRFLMF 

QPFRGEETVWSLLPKIQAYCCPFLL 

KYDLSASTFSPDGRWQVEYAMKA 

VENSSTAIGIRCKDGVVLGV\EK*VL 

SKLYBRRVPNKKTFLMFDRVHVGM 

A\VAG\LLADA\RSLADIAREEASNF 

RSNFG\YTIPLKHLADRVAHVWCHA 

\YTTLPVAVRPF\GCQFPC*GPYSVhA 

DGA\QLYHD*PHPGVSIPVNWGCAI 

GQRPGQAWQRRKLEKVLQMKEMTV 

C\RDIVKEVAKnYIVHDEVKDKAF\E 

LEPSW\VGELTK\GRHEAVPK\DIREE 

AEKYAKESLKEEDESDDDNV 


1575 


7072 


A 


1694 


1 


1083 




1576 


7073 


A 


1695 


138 


545 


RPGMWSTRSPNSTAWPLSLEPDPG 

MASASTTMHTTT1AEPDPGVS\GLP\ 

DGI^MBTFTPHP*LTMWMAGCDV/ 
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wo 01/79449 



PCTAJSOl/08656 



SEQm 
NO: of 
andco-tidc 
scqoencc 



1577 



SEQID 
NO: of 
peptide 
scqococc 



7074 



Me 
tbo 
d 



S£Q ID NO 
09/770460 



1696 



Nodcotide 
locatiOD of 
first codoD 
for peptide 
scqaence 



Nodcotide 
llocation of last 
Icodoo for last 
amino add of 
peptide 
[sequence 



498 



Amino add scqncsce ( X^Unkoowo; ^=Stop 
codoo; ^"^possiMc oodeotidc ddetion; \ppossible 
nndcotide iosertioo) 



AAVPIVLVSLLFWMLRYMYRHKGT 

YHTVhfEAKCreFAESADAALQGVDP 

AL\QDAGDSSRK\EYn 



1578 



7075 



1697 



41 



510 



1579 



7076 



1701 



153 



744 



1580 



7077 



1702 



35 



569 



1581 



7078 



1703 



509 



2455 



1582 



1583 



1584 



7079 



7080 



7081 



1704 



1503 



APSPRRPWGHFTEEDQGLLSTSLWG 
KGEMWKKCWEGRNPWERLPGCPT 
PWTPRGSFEQLWQPCPSA/ILAHPW 
ANPQSPRHHGK\KVLTSLGRCP*STL 
DDLKGTFAQL\SELHCDKLHVDPEN 
FKLLG\hm.VTV\Ij\IHF\GKDFTPGG 
CRASWAEDG 



AVNLVPSKDRHLTQSRSQGGGVAN 

PNSGVYSARPSSPPPQIALPAWGTG 

QPQTLQTSPGEGFSVQTGAEVGVG 

RG*PRRRPPRARQGKGVHSTLKICL 

KHYRFHIADGLDRGQAPPLGRPLFL 

GPGWLRTH*GRAGK/QNPQTVGDH 

PGAGAPPSSPALAVSL*/H/CTGLC*I 

PSPACSPGSPSPPRRGSHSPPDAWV 
DP 



1705 



1706 



635 



804 



LPAATVLFTSSPNFQIQQPNRTNGD 

VTKKIHDSLESSKISTLKGNLERGYF 

QPSWMTLRGVRLQLEEVPADIVEIA 

RELELEVEPEDVTEFLQSHDQTLAD 

QKLLLMAEQRKWFLEMETTPGGD 

AMhnvmXINNLEYNINFVDKGAAG 

FERIDSNFERSSTAEWVTVKQTQAH 

PSGGIQEGIVHRDGSRPYTTPEHLPV 

RPNVEEEDSDIDESSPFFLRNYYKA 

AHSFIGRIRFKHSTSLLREAFYIITSK 

EFFSAIRKLASSPEKGKGGIIFTAINP 

FTRSINEIYKIQRRRGKERQLNDCV 

HRSDDANKGPESLGSAGSGQSHDV 

AQGHLQGLVLGQLFILAPLGKFHPE 

EDVKQATSNFENLQKQLARKMKLP 

IFIADAFTARAFRGNPAAVCLLENE 

LDEDMHQICIARENfNLSETAFIRKLH 

PTDNFAQKNlVmSTLTrVTLSGELRA 

RRAEDGIVLDLPLYPAHPQDFHEVE 

DLIKTAIGNTLVQDICYSPDTQKLLV 

Rl^DVyNRSFLGEPGKLNTENLLQV 

ENTGKVKGLILTLKGEPGGQTQAFD 

FYSRYFAPWVGVAEDPVTGSAHAV 

LSSYWSQHLGKKEMHAFQ/SFPPSE 

ESWEFPFVQT*RVDIRGCAPVVLEG 

TLTAYRWLCCDAAVSNHQVFSA 



LQFSSALGGGRCRASASSPRRARRR 

GQRPRHPAPRRPQAARPSAAPRARR 

FLSQRPAAAAAAQRAALMQAIKa 

VWGKPKL*GK'nCLLI\SYTTQCHF 

LGEYIPTVFDNWSAVNVMVDGKTG 

EIWGLWDTAVQEDYDRVTPPYPYP 

A/QADVFLRCFPFVSPASFENVRAK 

WYLNVRHHCPN\TP\nLVGTKLDLR 

DDKI>nEKLK£KKLT\PlTYPQGLA\ 
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wo 01/79449 PCTAJS01/086S6 



SJCQ10 
NO: of 
nodco-Cidc 
sequence 


SCQID 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SEQIONO: 

mlJSSN 

09/r7O»16O 


Nadeoddc 
locatioii of 
Grst codoi 
for peptide 
sequence 


Nocicotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino add sequence ( X=MJnknown; *^=Stop 
codon; A=possible nncleotide ddetton; Vfpossible 
oodeotide insertion) 














MAKEIGAVKYL\ECSALTQRGLKTV 
FDEAIRAVLCPPPVKKRKRKCLLL 


1585 


7082 


A 


1707 


1 


848 

• 


RPRVRAGAENMMFSAAARLSPWE 

GSPSFAENMNDWMPIAKXEYDPLKA 

GSIDGTDEDPHDRAVWRAVMLARY 

VPNKGVIGDPL\LTLFVARLNLQ\TK 

EG\K*KEV\FPRYGDIRRLRLVRDLV 

TGFSKGWAFIEYKEERAVIKAYRD 

ADGLVIDQ\HEIFVDYE\LER'nLKGW 

IPRRL\GGGL\GGKKESG\QLEFGGR 

DR\PFRKP\INLPVVKNDLYREGNRE\ 

RRERSRSRERHWDSRTRDRDHDRG 

REKRWQEREPIRVWPDND\WRRER 

DFRDDRIKGREKKERGK 


1586 


7083 


A 


1708 


3 


3067 




1587 


7084 


A 


1709 


148 


4435 


GIQRKYLKGSIMVSSGCRMRSLWFI 

IVISFLPNTEGFSRAALPFGLVRRELS 

CEGYSIDLRCPGSDVIMIESANYGRT 

DDKICDADPFQMENTDCYLPDAFKI 

MTQRCNNRTQCIWTGSDVFPDPCP 

GTYKYLEVQYECVPYIFVCPGTIJCA 

IVDSPCIYEAEQKAGAWCKDPLQA 

ADKIYFMPWTPYRTDTLIEYASLED 

FQNSRQTITYKLPNRVDGTCFVVY 

IXjAVFFNKERTRNIVKFDLRTRIKS 

GEAIINYANYHDTSPYRWGGKTDID 

LAVDENGLWVIYATEQNNGMIVIS 

QLNPYTLRFEATWETVYDKRAASN 

AFMICGVLYWRSVYQDNESETGK 

NSIDYIYNTRLNRGEYVDVPFPNQY 

QYIAAVDYNPRDNQLYVWNNNFIL 

RYSLEFGPPDPAQVPTIAVTITSSAE 

LFKTUSTTSTTSQKGPMSTTVAGSQ 

EGSKGTKPPPAVSTTKIPPITNIFPLP 

ERFCEALDSKGDCWPQTQRGMMVE 

RPCPKGTRGTASYLCMISTGTWNPK 

GPDLSNCTSHWVNQLAQKIRSGEN 

AASLANELAKHTKGPWAGDVSSS 

VRLMEQLVDILDAQLQELKPSEKDS 

AGRSYNKAIVDTVDNLLRPEALES 

WKHNfNSSEQAHTATMLLDTLEEG 

AFVIj\DNLLEPTRVSMFrHNIVLEV 

avlstegqiqdfkfplgikgagssiq 
lsantvkqnsrnglaklvfhyrsl 

GQFLSTENATIKLGADFIGRNSTIAV 
NSHVISVSINKESSRVYLTDPVLFTL 
PHIDPDNYFNANCSFWNYSERTMM 
GYWSTQGCKLVDTNKTRTTCACSH 
LTNFAILMAHREIAYKDGVHELLLT 
VrrWVGIVISLVCLAIClFTFCFFRGL 

qsdrntihknlcinlfiaefifligid 
ktxyaiacpifagllhffflaafaw 
mclegvqlylmlvevfeseysrkk 
yyyvagylfpatwgvsaaidyks 

YGTEKACWLHVDNYHWSFIGPVTF 
IILLNIIFLVITLCKMVKHSNTLKPDS 
SRLENIKSW\VLGAFALLCLLGLTW\ 
SFGNLLFINEXETIVDGHISFIMFNCFP 
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wo 01/79449 



PCTAJSOl/08656 



SEQID 
NChof 
Bodco-tidc 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Me 
tho 

d 


SEQiDNO: 

inUSSN 

09/7704^ 


Nodeotidc 
locatiOD of 
first codoD 
for peptide 
sequence 


Noclcotide 
loatioa of last 
codon Ifn- bst 
amino add of 
peptide 
seqoence 


Amino add seqnence ( X^oknonm; *»Stop 
codoo; A=possibie Bacleotidc ddetion; V^possible 
ottdeotide Insertion) 














GGVFHFPSFHCALPKGKVRKRIMA 

KCL/RRHLHTACGGP/LPT*ESPHSS 

VKASTHPEPSARYS\SGTQS\RIRRM 

WNDTVRKQSESSFISGDINSTSTLNQ 

GHSLNNANRDTlSAMDTLPLNGNFN 

NSYSLHKGDYNDSVQWDCGLSLN 

DTAFEKVMUSELVHNNLRGSSKTHN 

LELTLPVKPVIGGSSSEDDAIVADAS 

SLVMHSDNPGAnVEUlHK\ELEAPL\I 

PQRTHSLLYQPQKKVKSEGTDSYVS 

QLTAEAEDHLQSPNRDSLYTSMPNL 

R\DSPYPESSPDMEEDLSPSRRSENE 

DIYYKSMPNLGAGHQLQMCYQISR 

GNSDGYllPINKEGCIPEGDVREGQM 
QLVTSL 


1588 


7085 


B 


1710 


98 


264 


XQWCKKYRGFTIPEAFRGVHRYLS 

NAYAREEFASTCPDDEEIELAYEQV 

AKALK* 


1589 


7086 


A 


1711 


155 


1217 


DPPSPVPAPPSSPRDGHFLVPDATM 

AEEQPQV\ELFVKAGSDGAK1GNCP 

FSQIU.FMVLWLKGVTFNVTTVDTK 

RRTETVQKLCPGGQLPFLLYGTEVH 

P\DTTKJEEFLEAVL\CPPR\YPK\LAA 

LNPEVQHSWGWDIFAKFFLPNIQEF 

QTPALN*QSGRRGFLESP*KVLDNY 

LTVSPPSPEEVDETTSC^KIEGVSQVRK 

F\LDGQRRPHPWLDLQTCCPKVTH* 

VQVV\CKRK*PGNSPHPPKAFPGKC 

HRVP*SKMPYAPGKNSPSHPVPDDE 

EIELRPMSKVAKALQISPSLGLPSTP 

SIFSTKAPGGFHIATPMGHTPKLASG 

QGILGDIEPAKGWEEGMRERNGGP 
GSDF 


1590 


7087 


A 


1712 


39 


256 


LSVKMEEGlLPCSLYETnTDSKT*Q 
G»YI/EDFRLVFLINLNAYILKKMLV 
NHLR*NMRDNSETYRRIVRIV 


1591 


7088 


A 


1713 


1193 


1436 


PQSDFLDTLPQTSPUP/I*EVPTGLVC 

YSSRVNKRAAPPASIPVPACSPPSPV 

SNPPHPVSNPPHVSAPLPCSSHQTQ 
QAP 


1592 


7089 


A 


1715 


2 


533 


ARDSFLAAMASHR\LLLLCLAGL\VF 

VSEAGPTGTG\ESKCPLMVKV\LD\A 

VRGSPAHQMWP*HWRKPR**PPW 

EAILPSGTRKTQLSLGELXHGAHKLR 

EGICTNGIYKSGK*DTKFFTGKGTL 

GIFPHFPLRHCQEVGISTGQRTSGPR 

RLTPLAALLEPLTPISTTGCSFTNSQ 

ON 


1593 


7090 


A 


1716 


38 


661 


APSPRRPWVISQRRTKATITSLWGKX 

VNVE\DAGGETVLGRL\LVVYPMDP 

RGFFDSFGNLSSASA1\MGNP\KVKA 

HG\KKVLT\SLGDAlK\HL\DDLKG/r 

PFAQA*SELHC*QACNVGS*GTFKL 

PGEILLVT/LFWAIPFSGKEFHPLRCQ 

VFLGQEQKMAEDGD\WS\GQCPCSF 

Q! l"i ELTGP»MQSFSRI WLYSCKQLQ 

IINLFLLRDHQ 


1594 


7091 


A 


1717 


32 


487 


SRRHGSSLWGKVNVEDAGGETLGR 
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wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: of 
Dodco-tide 
sequence 


SEQID 
NO: of 
peptide 
seqveDee 


Me 
tbo 
d 


SEQ ID NO: 

idUSSN 

09/770J60 


Nucleotide 
location of 
first codoD 
for peptide 
sequence 


Nucleotide 
locatioo of last 
codon for last 
amino add of 
peptide 
sequence 


Amino acid sequence ( X=Unbnown; ^'^top 
codon; /-"posstUe nucleotide ddetion; V=po5Sible 
oocfeotide instrtioa) 














LLWYPWTQRFFDSFGNLSSASAIM 

GNPKVKAHGKKVLTSLGDAIKHLD 

DLKGTFAQLSELHCDKLHVDPENF 

KIXGNVLVTVLAIHFGKEFTPEVQA 

SW/QEDGDWSGQCPVLQIPLSSLPM 

MQSFQG 


1595 


7092 


A 


1718 


41 


597 


APSPRRPWVISQRRTKATIVTSLWGK 

\VNVE\DAGGETVLGRL\LWYP\WT\ 

QRFFDNSFGVNLSSASAIHGQPPKVQ 

GTWSKKVLTFLGEMP*KHL\DDLK 

GHLLPKFEVNLHC\DKPAMWDF\EN 

FKAPGEMLLVTRFWAIPFSAKEFHP 

WRLAGLPGQKDG*LGVGQCPCSFQ 

IPLKPLGP*IQ\SFQG 


1596 


7093 


A 


1719 


3 


573 


HSLFGTSEVINKLLVPDAHGSFHRG 

GPRLLSTSLWGKGECGKMLEEKPL 

GRLLWYPWIAQRFFVESFGNLVLLP 

SCPSMGQPPKVKAHGKRRC*LSLG 

RCQ*STLDDL\KGTFCPSLKRNLHC* 

QACNVGS*RTSKLLGENVAG*PVFG 

QFHFRAKNFTPEGCKASWQKQKM 

AEDGDWSWPVPLFLPDYH 


1597 


7094 


A 


1720 


676 


1283 


QiaCILYTHNTTENKWEGIINFT*SFR 

IFLFFLRRSFTlrVAQAGVQWVLDLGS 

LOPLPPRFKOFSCLGLPSSWDYR/RC 

VPAHPANFCIF**RWGFTMLARLLS 

NS*PQGDPPASASQ\SAGITGVSA/H 

APVRASFFLSLTVSGVQWRDLGSLQ 

PLPSGFKGFSCLSLPSSWDYGCPPPS 

PANFCJFSRHGFSPCWSGWSQTPDL 

K 


1598 


7095 

• 


A 


1721 


41 


669 


APSSRRPWVISQRRTKATI\TSLWGK 

\VNVE\DAGGRKPLGKAPWLSTPWT 

XQRFFDSFGNLSSASA/LSMGKPPKS 

KAHGK\KVLT\SLGDA\TKHL\DDLK 

G\TFAQA*SATCTVDKL\HV\DPGGT 

FKLLGENVAG*PVFGQFHFRAKNFT 

PGGCRASWQKQKMAEDGDWS\GQ 

CP\VLQIPLKLNCP*MQSFSR1RLLFL 

QAITNNKSISAKRSP 


1599 


7096 


A 


1722 


2 


307 


TPYLVGQWAGAQALQLFESHAGH 

LGPQLFNKFALPYIRDVAKQVKARL 

REAGLAPVPMnFAKDGHFALEELA 

QAGYEW/GDDFGPHRYIANLGHG 

LYPDM 


1600 


7097 


A 


1723 


20 


473 


AVEFEANGLGPQGFPELKNDIFL*A 

AWGEETDYTPVWCMRQAGRYLPE 

FRETRAAQDFFSTCRSPEACCELTL 

QPLRRFPLDAAIIFSDILWPQWTLM 

TYMVEGGGSSTMAQAKRWLYQRP 

QASHQLLRILTDALVPYLVGQWA 

GAQAL 


1601 


7098 


A 


1724 


3 


1170 


CKHSLGHTCYSPRGSSYRQLTMEA 

NGLGPQGFPELKNDTFLRAAWGEE 

TDYTPVWCMRQAGRYLPEFRETRA 

AQDFFSTCRSPEACCELTLQALGME 

VTMVPGKGPSFPEPLREEQDLERLR 

DPEWASELGYVFQAITLTRQRLAG 
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wo 01779449 



PCTAJS0iy08dS6 



SEQW 
NO: of 
nndco-tifle 
seqnencc 


SEQID 
NO: of 
peptide 
sequence 


Mc 
tbo 
d 


SEQID NO: 
09/770,160 


Nodcotide 
locatioaof 
first codoB 
for peptide 
seqneocc 


Nucleotide 
location of last 
codon for last 
amino add of 
peptide 
seqocnce 


Amino add seqoente ( X'^mnbnown; ^^^stop 
codon; /=possiblc nodeotide ddetion; V^possibk 
nodeotide insertion) 














RWLIGFAGAPWTlMrYMVEGGGS 

STMAQAKRWLYQRPQASHQLLRIL 

TDALVPYLVGQWAGAQALQLFES 

HAGHLGPQLFNKFALPYIRDVAKQ 

VKARL\REAGLAPV\PSIIFAKDGHF 

ALEELAQAGYNEVVGLEAWTVAPKK 

AraCVLGKTVTLQGNLDPCALYASE 

EEIGQLVKQNLNDTFGPHRYIANLG 

HGLYPDMDPEHVGAFVDAGHKHS 

RLV»QNMWGPLWMIX5IhrraVWFD 

KTECIPLPSRTPNPDDWLFSGP 


1602 


7099 


B 


1725 


92 


846 


IIFAMDGHFALEELAQAGYEWGLD 

WTVAPKKARECVGKTVTLQGNLDP 

CALYASEEEIGQLVKHMLDDFGPH 

RYIANLGHGLYPDMDPQHVGAFVD 

AVHKHLRLV* 


1603 


7100 


A 


1726 


1 


804 




1604 


7101 

• 


A 


1727 


178 


1093 


TFLLPACLLAALLPLRHHVRGRAW 

VQGS1LNEGVG*ALKD\LINBACWG 

Y*APAGVNLQSMGHRPTVSL\VQLT 

LRV*GASTPYRCVDRNLGHGR*NLT 

SNMSKILKMAAGNED/ISLTLRAEDN 

AGYLGR»YFEGTKPGRKFSDYEMK 

LMDLDVEQLGIPEQEVYSCWKMPS 

GEYA\RICRESQPnX5DAVV\ISCA\K 

1XJSENFSASGELGNE1^IKLSQTSNV 

DKEEEA\VPIKMNEP\VQPNFCH*GY 

LNFFTKXATPLSSTVDTPVCSADGTP 

LVGRSIKIAGYGDHLKYLLGLPKDP 

RIEEGSLGHS 


1605 


7102 


A 


1728 


58 


483 


AARDRLHLRRTTEQHVPEVEVQVK 

RRRTASLSNQECQLYPRRSQQQQVP 

WDFQAELRQAFLAETPRGTVAAA 

AIXAATASIAGAPTQYPPGRGTPPPP 

RRQTTPFPGIM\APPPGMRPPIG/PPPI 

GFPLARGTPISMPPSGN 


1606 


7103 


A 


1729 


292 


531 


FQAKTSLPLGFQKHQVLTVDIGFGG 
TAIMTVGKSSKMLQSLFPLQW/CFV 
KLCRVFVSFLFPHFALIIANNKCIEQ 
KKKKK 


1607 


7104 


B 


1730 


326 


419 


XRLTCKRSLARSIASLNAPQTDASGI 

SGGPDA* 


1608 


7105 


A 


1731 


774 


1763 


GNPRSYLLSIAFPLGLQKAFKVFNC 

GTLDFG\VNSNHDIJFGKS\Sia.U3\HI 

DYRMRCILQDGRI\nGTFKAFDKH 

MNLILCDCDEFRKIKXPKNAKQPRA 

VEE/ESRVLGLVLLRG\ENLVSMTVE 

G\PPPKDT\GIARVPLAGAAEGPG\V 

GRAAGRGVPAGWPISPGPLAGLAG 

PCSRGSLGGPy^PQQVMTSTGKEAL* 

AAAAVA\ATASI\AGAPNTVPTQGT 

GTPAPTTSGRATQP\PGIMAPPP\GM 

RPPMGPVPMGLRPARGTPVIGMPAPG 

\MRPPPPG\IRGPPPP\GMRPHKTLSIL 

FDPSQSLFPLQCVLVKLCRVSAELF 

CSLIIAIIRC 


1609 


7106 


A 


1732 


32 


487 


SRRHGSSLWGKVNVEDAGGETLGR 

LLWYPWTQRFFDSFGNLSSASAIM 
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wo 01/79449 



PCT/USOl/08656 



ISEQID 
NO: of 
Inacleo-tide 
IscqoeDcr 


SEQID 
NO: of 
peptide 
sequence 


Me 
tfao 
d 


SEQID NO: 
in ISSN 
09/770,160 


INndcotidc 
llocation of 
IfiTstcodon 
Ifor peptide 
Iscqnenec 


INudcotidc 
llooition of last 
Icodon for last 
> lamioo acid of 
Ipeptide 
[scqnence 


lAmiDO add scqneocc ( X^nknowo; *«^top 
1 codon; /^posstUc cDckotidc ddetion; V=pos5tUe 
Inndcotide insertion) 














GNPKVKAHGKKVLTSLGDAIKHLD 

DLKGTFAQLSELHCDKLHVDPENF 

KLLGNVLVTVLAIHFGKEFTPEVQA 

SW/QEDGDWSGQCPVLQIPLSSLPM 
MQSFQG 


1610 


7107 


A 


1733 


1 


591 


NFALEAKNSARAISSLVPDAHGVIS 

QRRTKATlVrSLWGK\VNVE\DAGGE 

TUGRLLWYPWTQRFFDQLLANLS 

SASAHHGQPPKVQGHMAKKVLTFL 

GEMPnCHLDDLKGHLLPKPEVNCT 

VDKPAMWDPENFKAPGEMLLVT/L 

FWAIPFSGKEFTP*RLQASWAERWV 

TWS\GQCPCSFQIPLKPLGP*IQ\SFQ 
G 


1611 


7108 


A 


1734 


1 


477 


RRPSWLVAAVLRNANMQIFVKTLT 

GQNHHPLRYETQ*HPLKNVQKPKIS 

KNKGGYPHPDVQQRLDNLPGKQLE 

GWPALLSDYKHPRKESHPAPWCLR 

LR\GGIIEPFSPPGLPQKYYLRQR*SC 

RQVLCFAFNPPCLSTGRKKVKCGSH 

QTTLRPQEGRFK 


1612 


7109 


C 


1735 


9 


254 


mefhscx:pgwsamarsqltaatas 
qvqsdspasasrvaginrhalthpa 
nfvflvetrflhvrqaglelppqpp 

KLLGLQV* 


1613 


7110 


A 


1736 


5 1 


290 1 


fnlthiesrpsrlkk/deye^fthld 
krslpaltniikilrhdigatvhels 
rdkkkdtvpwfprtiqeldrfanqi 
lsygaeldadhpvspwpvg 


[1614 


7111 


A 


1737 


68 


312 




1615 


7112 


A 


1738 


317 


916 


tssppsslcflsfsdichellghvplf 
sdrsfaqfsqeiglaslgapdeyiek 
latiyavftvefglckqgdsikayga 

GLLSSFGELQYCLSEKPKLLPLELEK 

tgiqnytvtefqplyyvaesindak 
ekvgnsaatiprpfsvrydpytqrie 
gldntqqahdlg*fhltveigilcs 
alqknkvkamdrmvvcqave 


1616 


7113 


A 


1739 


389 A 


1881 


nlqphvlfanlpvpealksqrphsr 

gasmstavlenpglgrklsdfgqve 

tsyivedncnqkwvpisldpphlker 

klgalgpkycalf\eendvnli\hie 

s\rpsrlk\kdeygffppfgikrslp\a 

ltniikilrhdigatvhelsrdkkkd 

tvpw\fprtiq\eldrfanqilsygsg 

nwdavdhpgfkdpvyrarrkqfad 

iaynyrhgqpiprveymeeekktw 

gtvfktlkslykthagyeynhifpnl 

lekycashednipql\edvsqfl\qt 

ctgfrlrpvagllssrdflgdlafr 

vfhctqyirhgskpmytpefdiche 

llghvplfsdrsfaqfsqeiglaslg 

apdesieklapiywftvefglckqg 

dsikaygagllssfgefqyclsekp 

kllpl/eslektaiqnytvtefqpvly 

ylae\sfndaqgei*gtfaati\prpf 

sv\rhdphtpqriggswdntqql\ki 

la\dsi*q*igipfavalqnik 
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wo 01/79449 



PCTAJSOl/08656 



SEQID 
NO: of 

> ^ 

DOClCO-OOC 

seqncocc 


S£QID 
NO: of 
peptide 
sequence 


Me 
tfao 
d 


SEQ ID NO: 

iqUSSN 

09/770,160 


Nadcotide 
locatioo of 
first codoD 
lor peptide 
scqacDcc 


Nodeotide 
locatioB of last 
codoo for last 
amino add of 
peptide 
seqoeocc 


Amino add sequcssce ( X^UdIuhiwd; *^top 
codoo; A=pos5iblc nucleotide ddcHon; >Fpassible 
oudcotlde iosertioa) 


1617 


7114 


A 


1740 


1 


191 


MQK*ITAWAPAPMKIKIIASPERKYS 
VWIGGSIWPQLST/FQQMWISKQEY 

DESGPSIVHRKCF 


1618 


7115 

« 


A 


1741 


1 


360 


SGACPAFLVDRNLRHHh"J''rFNLlMK 

CDVDIRKDLYAKrVLSGGXTTNlYPG 

lADRMQKEITAL/APPSTLRFRFIAFP/ 

ERRKYSVWIGG\SILASLSTFQQ\MC 

LGKQEYDESGPSIWQRKCF 


1619 

■ 

r 


7116 


A 


1742 


13 


1277 


INPPPLSRRCQLSHSVLPPLRRRVSL 

PVAMEEEIAALVIDNGSGMCKAGF 

AGDDAPRAVFPSIVGRPRHQGVMV 

GHGPRTDSYVGDEA/QRSKRGILTL 

KYPIEHGIVT^m)DME\KIWHHTFY 

NELRV\APEKHPVL\LTEAPLNPKAN 

REKMIXJ/ILCFETTTsrrPGHVPWPIQA 

VLSL*SLWAQPIGIVMDSG\DGVTH 

TV\PILRGATTLLHAI\LIU>GPGLARD 

LTDYLMKILTVERGYSFrrHGPSGKT 

FRN1KGEACATSPLDFEQVEMGT\AA 

SSSSLEKSYELPDGQVmGNERFRC 

PEALFQPSFLGMESCGIHETTFNSIM 

KCDVDnUOJLYANTVALSGGTTMDP 

GVIADKIAEGRSTALAAPAP^KIRVIIA 

PPNERKXYSVWIGGSILASLSTFPARF 

WI\SKQE\YDESGPSAVHRKCF 


1620 


7117 


A 


1745 


644 


844 


ELSPTTFMPFSEOAEHLYLPPGQPG* 
GSESPGGCPA/PPYPSPYSAPPATPEP 
lEKSQPNPIRHRFPP 


1621 


7118 


A 


1746 


2 . 


271 




1622 


7119 


A 


1747 


83 


420 


DSSNPSCQSPTQLSKANTLGWHVV 

CELALPDPQSSGTSASRGGLE*THLL 

VA*ALEPIVL*SGAGLPGKL\GPVRP 

LG*AAVGPGAESLLPSVRSGSSLPQ 

RREGLSPDGPLP 


1623 


7120 


A 


1748 


154 


1030 

• 


SDISQAQLSCTGPPAIPGIPGIPGTPG 

PDGQPG\TPGIKGEKGLPG\LAGDHG 

EF^GEKGDPGIPGVNXPGKKFGPKGP 

MGPKGGPGAPGTPGPVKGDSGDYK 

ATQKIAFSATRTINVP/LLRRSQTMRF 

RPRCirNMNTXNYEVPRSGKFTLQGC 

PGLY»FNLSTPVSRG>ILCVNVLMRG 

RERAQKV\VTFCGIJ4AY\NTFQ\VTT 

GGHGSSAEE/GPQKEGGGGKRKPFF . 

LQATDKNXSLTGAWEGANSMFSGFL 

AFFQIWEGLTCX3LASHPTPAPPARN 

AHYTPNNNHMTKPNAHNRDW 


1624 


7121 


A 


1749 


3 


607 


FCPRGQEFGEGNKLLSPRRPWVISQ 

RRTKATATSLWGKWKCGKNAGKE 

ETPGKGSLWL/HPWTPRGSFEQLW 

QTCPSALCPSMGNPQSQGTMAKKV 

LTSLGRCP*STLD\DLKGHLLPKPEV 

NLHLLTSLHVGS*RTFKLPGEMLLV 

T/LFWAIPFSAKEFHPLKVAGFPGQK 

DG*LGVGQCPCSFQIPLKPLGP*IQ\S 

FQG 


1625 


7122 


A 


1750 


2 


585 


AAAAPAGGNPEQRLDYERAAALGG 
PDGRAWGGRSPLPPPAP*AQGAPGP 

RWPPPRAGSPAPSPAGCGGGKGGG 
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PCTAJS01/086S6 



SEQID 
NO: Of 
nndeo-tide 
scqoencc 


SEQID 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SEQ ID NO: 

idUSSN 

09/770460 


Nucleotide 
locatiOD of 
first codoD 
for peptide 


Nucleotide 
locatioo of last 
codoD for last 
aroloo add of 
Dentlde 
scqneoce 


AmiDo add sequence ( X^^oboowD; *=5top 
codoo; /=possible nodcotidc ddction; V^^possible 
nndeotide insertioD) 














LVrPGRGGPRAAGREL/RAVRCPCP 

VRPRPPSKPALGGSLPQPEPAAAPG 

PSIR/PVLPIQTGS\PWRRPKSLRPVL 

GTRVGRTPPLPPP/PDPAGPPPLPLPG 

PWPSRPPPPTGPWRPARADGRV 


1626 


7123 


A 


1751 


25 


1295 


KLCATKDLSYLAAAASPTAFAYLG 

GLFSPKLPVTMAHRFPALITAEQKK 

ELSEIAQSIVANGKGILXAADESVGT 

MGNRLQRIKV\ENT\EENRRQFR\EIL 

FLLWDSSIQPGGIGGC*FLFPRR/yPL 

TQKGTARGKLFPGNIPSREKGDSW 

VGNQV*DQGRLFLFCREPNKGNHH 

FKGLDGLF\ERFVQYKKDGVDFGK 

WRAVLRIADSXCPSSLAIHENANAL 

ARYASICQQNGLVPIVEPQVIPDGD 

HDLEHCQYVTEKVLAAVYKALND 

HHVYLEGTLLKPNMVTAGHACTK 

KYTPEQVGYGSP*QALHRTGPAAV 

PGMCFLSGGMSEEDATLNLNAYQTF 

A/TSTKSPWKLSFSYG\RGLQAQCTG 

LPWGGKAANKGGNPRTAF^fKRAH 

GLTCQAAQRDSMFTRVLLGAASHP 

SRLLHKPCLYPT 


1627 


7124 


A 


1752 


1 


186 


1FSRDGA\HRVTQDGLDLLTS*SARL 
SLPKCSDYSREPPRPAQTPILIRHFIH 
NSKHEKTME 


1628 


7125 


A 


1754 


74 


595 


RGGQGLLSTSLWGK\VNVE\DAGGE 

TPGKGSLWYPMGPORFFDSFGVNL 

SSASAIHGQTPKVKXAHGKKGADFP 

WDDAIKHLXDDLKGHLLPKPEVNLH 

C*QACNVGSLRTFKLPGENVAGLT 

VFGNPIFGKRISPLKVAGFPGQKDG* 

LGVGQCPCSFQI\PLKPLGP*IQ\SFQ 

G 


1629 


7126 


A 


1755 


21 


457 


NPRVRGALTMELSESVQKGFQMLA 

DPRSFDSNAFTLLLRAAFQSLLDAQ 

ADEAVL\DNKNSLEILLGSIGRSLPHI 

TDVSWRLEYQIKTNQLHRMYRPAY 

LVTLSVQNTDSPSYPEISSSCSNfEQL 

QDLGGKLKDASKSLGKSTQL 


1630 


7127 


A 


1756 


1 


455 




1631 


7128 


A 


1757 


3 


468 




1632 


7129 


A 


1758 


50 


895 

* 


THASDGALTMELSESVQKGFQMLA 

DPRSFDSNAFTLLLRAAFQSLLDAQ 

AD\EAVLDHP\DLKHIDP\VVLKHa 

HAAA\ATYILEAGKHRA\DKSTL\ST 

YL\EDCKILTEKRIELFFAREYQ\NNK 

\NSLEALLGKY*GRSLPSYNRVFSW 

ALWIIQVKDQSTFHRM\YRP\AYLG 

DLKWQNTGIPPS\YPRELVFSCQPW 

NQLXQDLWGETLKDASKKPWKRAT 

SWTLGKVNRSPPSSRRKTQKPPLP 

FSWNHRLCRAGCPFSVEKNFSLLNL 
YPFIHFGHFKNV 


1633 


7130 


A 


1759 


470 


737 


RKSFFLAQTVLKWCCEKMSSPGKK 
LFPGEIWGVKGNKNKLWPLPDPSIR 
HRFERVPSHKRPLPGWVRWLTPUPS 
TLGGQSAVDHLRSGVRDQPGQHGE 
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PCTAJSOl/08656 



SEQID 
NO: of 
nuctco-tidc 


SEQID 
NO: of 
peptide 
seqacDcc 


Mc 
fbo 
d 


SEQID NO: 
IdUSSN 


Nadeottdc 
locatiooof 
first codoD 
Tor peptide 


Nucleotide 
locatioo of last 
codOQ for hist 
amino add of 
pcpuuc 

sequence 


Amino add seqneoce ( X^Unknown; *s^top 
eodoo; ^possible nncteotide delctloo; V=po5$ible 
nadeotide Insertion) 














TPSVLKI*KLAGRGGRQL*SQLFGRL 
RQENCLNTGG\RGCSEPRSHHCTPA 
WATE*NSWDYSCLPPRPANFYIFST 
DGVSPCWPGWSRTPDLK 


1634 


7131 


A 


1760 


1 


297 




1635 


7132 


A 


1761 


1 


162 




1636 


7133 


A 


1762 


54 


504 


YTAIMSIMS YNGG A VMA MK GKNP 

VAIAADRRFGIQAQMVTTDFQKIFP 

MGDRLYIGLAGLATDVQTVAQRLK 

FRLNLYELKEGRQIKPYTLMSMVA 

NLLYEK/RDPDHLFEnSQAMLNAV 

DRDAVSGMGVIVHireKDKnTRTL 

KAR^fD 


1637 


7134 


A 


1763 


51 

# 


748 


YTAIMSIMSYNGGAVMAMVKGKNC 

VA1AADRRFGIQ\ARLLTTNFQKIFP 

MGDRLYIGLGPASPLDVQTTSAAAQR 

LOVSGL>ILY*V*llFfiVRnTnTPTTr fJt 

i-<V< ▼ ijVJl-ii^Jj I Y AJuVJuVV^lV^ 1 ri 1 JL*|V1 

EAWLANLFVMRKRFNGPLLTLRPVH 

LPGLGPERPFKALS1C/SL*DLIRVGP 

MGDLNDFCGSSGNLAPNQMLRECV 

ESLWGGPTWVPDSTVLKTIFPRPWL 

NAVGPGWQCSGMGSSLFHIIEKDKJ 
TT\RTLKARMD 


1638 


7135 


A 


1764 


433 


851 


KPQPFILCSKYNQMILLHLRAPGHA 

DASTQKQQLWL*NLLTSLGQRLFN\ 

FFETESHSVT*17QCSGMISAYCN\IC 

LPDSSNPPTSASRVAGTAKRQHHTQ 

LIFCIFA^QTGFCHVGPGLGFTEAR 

AIHPPWV\PKVLGLOV 


1639 


7136 


A 


1765 


213 


617 


KRFLV*KVASVLKGLHA I\ W^iDRH 

GSTLLLKWANDNAPEHAF/RGPGFL 

NSTFALATDQGKQTWDFSKNKSWC 

LLLTPYQGGFNFNSFYLWVGEFS*A 

QAGSAQLQGLICSA*EKGTWFPLF» 

RN*GQVVEVSLI 


1640 


7137 


A 


1766 


2 


140 




1641 


7138 


A 


1767 


157 


371 




1642 


7139 


A 


1768 


3 


135 




1643 


7140 


A 


1769 


1 


1431 


MHKAGLLGLCARAWNSVRMASSG 

MTRRDPLANKVALVTASTDGIGFAl 

ARRLAQDGAHVWSSRKQQNVDQ 

AVATLQGEGLSVTGTVCHVGKAED 

RERLVATAVKLHGGIDILVSNAAVN 

PFFGSIMDVTEEVAVDKTmiNVKAP 

ALMTKAWPEMEKRGGGSWIVSSI 

AAFSPSPGFSPYNVSKTALLGLNNT 

LAIELAPRNIRVNC/LAPGLDCTSFSR 

M\LGEPEDCAGIVSFLCSEDASY1TG 

ETVVNLSVMFTGGGVCRAASWKE 

GGTGTPRTPRESPRQREPGETSSTDT 

QENKVWNGLPANPQRPAAEGPVRR 

KTNKQKGIASTSAKDSINIRTGKDIH 

TKTPSIGHQHQRPKVDKTTKMERN 

QSKKAETSRNQNVSSLPKEYKSSPA 

REQNWMENKFDDLTDVSFRRSVrr 

NYTQLKEHVLTHCKEAKNLDKML 

NEWLTRMKNLEKSLNDLMELITTV 
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PCTAJSOl/08656 



SEQID 
NO: of 
Doclco-tide 
scqococe 


SEQU> 
NO: of 
peptide 
sequence 


Me 

rbo 

d 


SEQIDNO: 

ioUSSN 

09/770^60 


Nadcotide 
locatioo of 
first codoD 
for peptide 
sequence 


Nucleotide 
locatioa of last 
codon for list 
amino add of 
peptide 
scqDencc 


Amino add sequence ( X~Unknown; *>=Stop 
codon; /=^)ossible nucleotide delclioo; V^possibJe 
nudeotide insertion) 














QELHEGYTSFNS 


1644 


7141 


A 


1770 


53 


582 


RKETVSVSPQQSRHLIGVRSPKGLS 

EVALAGLIHAOGAATSVHCARAGK 

SVRLASSGMTRRDPLTNKVALVTA 

STD*ALHRLSLDLTTTQARQGLFSR 

SA\ALAQIAGATSQGPT/CQ*GKTQT 

SQAPFLYWLPVDYQAAKPYGGIDIL 

SSKAVVNPLFEA*RVSPEEARDLTL 

DUG 


1645 


7142 


A 


1771 


44 


1059 


AMHKTGLLGLCARAWNSVRMASS 

GMTRRDPLANKVALVTASTDGIGF 

AIARRLAQDGAHVWSSRKQQNVD 

Q\AVATL\QGEGLSVTGTVCHVGKA 

EDRGAAWWPPAVKLHGGIDILVSN 

AAVNPFFGSIMDVTEEWWDKTLDIV 

NVKGPKP*MTKAVVPEMEKRGGGS 

LGLAQTTVLPIELXAPRNIRWNCLAPGX 

L[KTSF\SRML\WMDKEKEESMKEVr 
LRIKKV*ASPEDCAGVI VSFLCSFDA ^ 

LHSLGKTWVGGGTPVPASEGTGK 
TAQRPKVGLLSFLVLFPAIQPNWPF 
PTSCSTLLFHPHSNQFLPL 


1646 


7143 


C 


1772 


1 


174 


MWIFIFNKYYQHVKSPTMSRTGKS 

ATCDGCGMAAHCSRCWGLSWGLG 

EALSYSKNVS* 


1647 


7144 


A 


1773 


154 


765 


RAGLEELTAAVMVRLLNCrVAVSQ 
NMGIGKNGDLPWPPLKNEFIYFQR 

MTTT^iSVFriKnNl VTMOVKK'TWXPQT 

ivl 111 k>0 V CrVJIvV^l^X^ V liVlVJVIV^.1 W uTOl 

PE/RRNRPFKG*EFNLVLSRELQGNL 

PQGA\HFLFQKF*D/AMPLKLTEQPE 

LANKVDMVAVVIVGGSSVVYKEAMN 

HLGHLKLFVTRIMQDFESDTFFSEID 

LEKYKLLPEYPGILSDVQEGKHIKY 

KFEVCEKDD 


1648 


7145 


A 


1774 

■ 


1 


676 


DRPNSGRPRAALAAGSTFPVLACSS 
AMAPKGSSKQQSEEDLLLQDFSRN 
LSAKSSALFFGN\AnVFAIPIW\LYW 
RIWHMDLFKSAVLYSVMr*LSTYL 

VAFA\YKNVKFVLKHKV\AOKEGK 
DAVSK\EVTRKLFWKLDY*ERCSRE 
GRKD\£R]LWK\KN£V\ADYEATNIF 
PiryNNTLF\LVVLVIVASFF\ILKNFQ 

PHSVSFSRNY1LSISG\SSGLIALLFTG 
SK 


1649 


7146 


A 


1775 


99 


362 




1650 


7147 


A 


1776 


3 


403 


« 


1651 


7148 


A 




184 


360 




1652 


7149 


A 


1778 


1 


885 


EFGTRWDFSMAWADLDLRAGSDL 

KALRGLV\ETVAAHLGYSWAINH1V 

DFKEKKQEIEKPVAVSELKriLPrVQ 

GKSRPIKILTRLTIIVSDP\SHCNGFER 

QLLRGARLYDWAVFNPKGQEKSLF 

HIA\CTHU5CGDLV\CmVTEETTIFT 

SKRPPINVAIDRGLAFDLALIPLLSR 

TPT^fRKVYNFPSAPPILMP^ILAKGK 

NVNYYLGGWQERAFREIR\GP\YDV 
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PCTAJS01/086S6 



SEQID 
NO: of 
Dodco-tidc 
scqocnce 


SEQlD 
NO: of 
peptide 
scqoencc 


Me 
tho 
d 


SEQID NO: 
09/770,160 


Nodcolide 
locatioB of 
first codon 
for peptide 
scqaence 


Nodcotidc 
locatioo of last 
codoo fortast 
amino acid of 
peptide 
seqaeoce 


Amino acid seqocDce ( X^^Uoknowo; *^$top 
codon; A=pi^silrie oodeotide ddctioii; V-pusjJble 
oodcotide iuscrtioa) 














GKS*ACLPGPF*K*TPRVRVSTVNCR 
AAVLLHGETRKTAFG11STVK1CPRP\S 

EGDEDCLPASKKAKCEG 


1653 


7150 


A 


1779 


175 


534 


DCSLPSVCHFPHLPSPTHPPTHPPWG 
/CP<5GGPEGLPrT* R HOVG^CPTA PPP 

VPAPSRQSDCGAVHSQDENTVNALI 
GGFLVLLHIMCNWALTFYATIYED 
LCCTCNKYIEKAHTSVW 


1654 


7151 


A 


1780 


190 


390 


TKRGAGEGNSKWLGLQVGCGSQR 
GNHQGMFTWA/CCGKDSGGACSCL 
GV*CSWGQKSIRVSLLWGF 


1655 


7152 


A 


1781 


80S 




PRNHPHFVLWYLPLPQTRLEPKPLP 

PQLPSVG*VKGPGPSFGLSLTAGPLP 

LQERLVPTQLLPVGKPGPGPFPACA 

TSSGKPKLKRPLCAKSTMP*THPPT 

VPVKPPGQEAVENQAPMASEFPPSSP 

SVSGDLKPWGFRSFLCQGGAWS 






A 


1 /o^ 


lUlO 


1 

1 jDU 


VT\D1?T f\ A Otfl?lV^l?CV/'^TTM> A 1X17 A 01 1 

DFAFSDPHLLGFLSSFLERSSyCGKT 
DLSKTFSLD*SFGLNFSRLRESSYRP 

r \ J V K^\Jt\v\J^ rLr r /vJYLr r oAol^ 1 lA^vj" 

SCGVPICAFIPAVPSTFQLPMFLWVR 
FLSLPSFSFPNPPVSSGPSLFPHTPFL 


1657 


7154 


c 


1783 


68 




XRASFIPFPLDLXXXXFFLSFQMKSI 
DF* 


1658 


7155 


A 


1784 


1373 


1651 


LFPWTWKKIFFYI FK*NT 1 I^SIMHI*! 
imCAYIVLYVN^IUaTKYMLLSTT 


1659 


7156 


A 


1785 


6 


140 




1660 


7157 


A 


1786 


223 


397 


QTPP*KSKQPFRTSS*DQVPSQP*\PPI 

PPINNPPIPPPFGEVYYFEPIILRKWV 

KGR 


1661 


7158 


A 


1787 


2287 


2854 




1662 


7159 


A 


1788 


1 


610 


SGRPFFFFLSGGARATAQLAESWRG 
GQHLQSSSPPPPPASPGGPSSSDQRS 

TALVGNKDP\PSIWAAIPGKTFLNIT 

PAEVGVLWGKDWVKLLSLNGLDT 

GGPRNYNLLVPGDFHWLAGWGN* 

T\aDL\QLKSIGGSP\TFNVIVTMTAK 

TLGLLMGKEGIHGNFIDK*CYEMAS 

HLQRSQY 


1663 


7160 


A 


1789 


157 


610 


GYRKKOl RGnRRWAIHIlTRTTT T^P 

NVKSLEK\VCA*L**RRRKKEKNLK 
S*KGIAVRMPTKT\LRITTKKT\PCG*/ 
EGSKDRWDRFPD^GFHKVRT HI TI H 

SSFLRFV*GRFTSFSYLRPGFEVGSS 
PFADAL^QISnmDDQLLKKKKKK 
Kl 


1664 


7161 


A 


1790 


1367 


1582 


METRWESPPPDNFNIAPVTP*FCSNS 
D/CVLSVPDSSRLPRHFPPSHCTRKR 
PHLPTQQQPFRKCALQEKWFF 


1665 


7162 


A 


1791 


122 


344 


ALGPLPLFFPPSPLPVQKG^YSNQKL 
EGAGPGQGGFQPVFP*LGGTSNFP\P 
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PCTAJSOl/08656 



SEQID 
NO: or 
Dodco-tidc 
seqoencc 


StQiD 
NO: of 
peptide 
scqotDCC 


Mc 

tbo 
d 


SEQ ID NO: 
09/770460 


NodcotRlc 
iocatioD of 
first codoQ 
for peptide 
seqoeocc 


Nucleotide 
location of last 
codon for last 
amino add of 
peptide 
scqacDce 


codoo; A-possible nucleotide ddctioii; >Fpo8tib!e 
nodcotide insertioD) 














FRKSPSQVQAH*PGSDEDPRPL»EDP 
RPL 


1666 


7163 


A 


1792 


656 


1068 


NOINFCLNGKYTYVCIDTLPLYMFN 

IHTLKHINTSVUSLEFAI*HKGQVEL 

HIKITYRSN*MWLGHNQRRN/LCPQ 

EGEEIPNEA*1FS1IKR0SWPGTVAH 

ACNLITLGG*DGRIS*DQVFKTSLIN1 

VETPSLLKK 


1667 


7164 


A 


1793 


138 


396 




1668 


7165 


A 


1794 


143 


327 


CGVQLLPDRRRESRDnVEL*AAVA 

AAGGNPDGKKGGGGWEAGQRKER 
KESEDPDAFPnPV 


1669 


7166 


A 


1795 


23 


483 


KAIVLLHIICTEVISIILFNDFIQDKRP 

CRLFTCCSLLRSASPVSSAANMPEL 

FSSTSSSTVSWSLSLSSSLSSCFLSFR 

FGNSSCMSFSSnPFVRPEDWKRMLL 

AK^GPLMALMLCALFFSSSSRLKPL 

FMSTTILSLKYGGGVQDVGGWQ 


1670 


7167 


A 


1796 

■ 


429 


1394 


TISFEADIHMYKT*ETD»TIFLEPYD 

YLLQLPAGKQVRTQT/LSQAFN\HW\ 

LKVPEAKLTDYLFEVDRKLFGLMPS 

LLIXDDIEDNSKLPTWAFPVAHSIYGI 

PSVINSANYVYFLGLEKVLTLDHPD 

AAKLFTRQLLELHHGQGLDIYWRD 

KCLKHIVSDYQEYLKPLLNTLGLFF 

QIRDDYANLHSKEYSENKSFCEDLT 

EGKFSFPTIHAIWSRPESTQVQNILR 
nRTP>JinTK"vvpvMvi pnxPfiQFFVT 

v^rv. 1 sjvi ii^i^xv. I \^ V n I l>ill/\isuof1j> i i 

RNTLKEL\EAKAYKQIDARGGEPLS 
LVA\LVKHLK*RCSKEGKWNNV 


1671 


7168 


A 


1797 


145 


172 


HPTGMHSTCWFHVELCGKGLGSRH 
TLKQHQSAF*SMPA/PPAPCHIVP\QE 
PTS*VHPCWVFCVETG 


1672 


7169 


A 


1798 


197 


378 


VLMSYLPALGYPPRSMWLYVRGLN 
ADTP*PPSTTFPLAIJ*PSSTWNO/PS* 

VHPLLGVCVET 


1673 


7170 


A 


1799 


32 


377 


SSMPPTPGPSILSSLVPIPVSPFHPCPP 

VLYLWPAPI/Y»KLLPVPDLAHSPPS 

TPTLHVSHYPMVGITLTPVPLFFIPS 

NSLPNGGDPEPSSDOVEPVOPGLLS 

LPSSKGSGFCF 


1674 


7171 


A 


1800 


168 


224 




1675 


7172 


A 


1801 


224 


527 


CHQLRQELAIFTSFVILQLFSGHLDV 
YMQAWAQRPDKYEYDNK*FIEIKKI 
IQFTLISKRMK/YVGINLTR*VKDLH 
NENYKTLMKEIEEDTSEWKDISCSW 


1676 


7173 


A 


1802 


22 


430 


SPGCRRAESEKSOGSERGVGPSYRI 

WVGSGKLOSKGWLWOAGAGVIR 

CSAGELLSQEKGFHKVMSSVKAGT 

SHLHFFCDSSVTSGHVDVYVQAWA 

QRPDRYSVHCSGDGCTKVSEIITKN 

LFM*PKTTCTPKTTE 


1677 


7174 


A 


1803 


386 


511 




1678 


7175 


A 


1804 


362 


439 




1679 


7176 


A 


1805 


776 


1376 


GAPWAFGGLPWVHGLAKEGVTAVl 
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SEQID 
NO: of 
nndeo-tide 
scqncocc 


SEQID 
NO: of 
peptide 
scqocncc 


Me 
tbo 
d 


SEQIDNO: 

inUSSN 

09/770»160 


Nndeotide 
locatioo of 
first codon 
for peptide 
scqocDce 


Nucleotide 
locatioo of last 
codon for last 
amino add of 
peptide 
sequence 


Amino add seqncocc ( X"UDkiiowa; *^>»5to|> 
codon; A'possiUe nnckotide deletion; \Fpossible 
nndeotidc f nsertioa) 














AEHGLWNIGVHEGHGTLQLQHMH 

uvAVAi i>i>UDi7fr\Ar\ Ar\Dr2\/i at 
rl T A V AUslvrtrr ll^Al^AV^KO V LtALrVi 

OvJIvlU i IvtvC VIVAivVJV^rlvVrioINiN^ri 
TfinWttVTSVP^JFni WT^YT I ♦nPK' 

1VJ\^I^I\.1 i O V a tj£j>VJJL» W i liiJU vJx^ 

MTQDAEQAGRDGGDDGGLALVGE 
ALLEAHRDAIEQALPWGLRQLSLTV 
SQIGGHTVGPFVHFPGLSHIGEEHGL 
RGQLSTV 


tool/ 


7177 


A 

/V 


lOl/D 








IDOi 


71 751 
/I/O 


A 


lol// 


ID J 


o*f 1 




1692 


7179 


A 


1808 


796 


1123 


IQWICHNTISAPKNYLEISPMNNKQ 
F*KK1»KHFPFA*RT»SKKYLGINVQ 
SLRSLYLEIYK/SLIKMIKN/DT*RYN 

DV#)tC/lVTKn\/V*I VXfD1iil41?D17Krr\/1>T 
ri^^rOISaWIVIv 1*1 JNrM'rKrN 1 Vrl 

KMPIS 


16S3 


7180 


A 


1809 


137 


303 




1684 


7181 


A 


1810 


122 


385 


YPALEHILKAQAIQSRCGCDSCLPPS 
APWDHPGPTTPXSPGRRAAADPWHL 
SP1DGREHLR*VPVLPVTPPSPTLGH 
WVTDPSPGVGG 


1685 


7182 


A 


1811 


77 


1181 


PLEKCYDLFSQNWSGFLPCFQEFQF 

QFKRILINRLKPDLEKSRKMGRK/R 

AEEYRQTFLTADV*RSPKKSRSPRE 

SPKKAKKLEVIIGKPQGSSSF*QRIR 

KRERTPATRA*SQ\KREKARRRSRSI 

DRGFERMR\SDVRNRLTSPSRSRDR 

KGDRRDRDREREKENERGRRRDRD 

YDKERGNEREKERERSRERSKEQRS 

RGEVEEKJCHREDKDDRRHRDDKR 

DSKKEKKHSRSRSRERKHRSRSRSR 

NAGKRSRSRSKEKSSKHKNESKEKS 

NKRSRSGSQGRTDSVEKSKKREHSP 

SKEKSRKRSVASKERSHKRDHSDS 

KDQSDKHDRRRSPKYRTREPRKTSl 

KNKDETV*KYFVKCGSH*ILLND 


1686 


7183 


A 


1812 

■ 


1 


585 


PLKRSIXK3^DGRPTRPPI1<PDTTVF 
TSNUCQTRMVHLTPVEKNSAVTAL 
WGQA* IwMIvVCKjIUU^uK/RCWVV 
LPWDPKRSFEVLWGNLSQLPVDAVN 
GANP*R*KASMAKEKVLGCPLVNG 

KVLHRGSLKNFRAPGATVLGLCCLA 
HSLLAKEFNPNKLQGLPIQEKLVGW 

V VVj 


1687 


7184 


A 


1813 


505 


671 


QKNKVYFFFETYEIYWPGTVAHAC 

NPSTLGS*G/GWIT*AQEFETSLANM 

LKPCLC 


1688 


7185 


B 


1814 


277 


480 


GTGHFYGRTPSDTNCQEQYTHRKL 
CQIKSKADLVLMKNSKSLTRVIRNI 
LAPQDQNHQQNPLNSQFLQ* 


1680 


1 lOU 


A 








PRSITSNQSAKSSSSRGVYSAYQAP 

DIHECCHFRSASFFLDKMATPAVPV 

SAPPATPTPVPAAVPASAPASVPAPT 

PAPAAAPVPAAAPASSSDPAAASAT 

TAAPGQTP\ASAQAPAQTPAPALPG 

PAU>GPFPGGRVV\RLHPVV1LASIVD 
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PCTAJSOl/08656 



SEQIO 
NO: of 
andeo-tide 
scqocDcc 


SEQID 
NO: of 
peptide 
scqueDcc 


Me 
tho 
d 


SEQIDNO: 
In VSSN 
09/770460 


Nodcotide 
locadoo of 
first codon 
for peptide 
sequence 


Notlcotidc 
tocatioo of last 
codoD for last 
amino add of 
peptide 
seqaencc 


AmiDo add scqoence (X-UdIu)owo; ^'''■Stop 
codoo; A=posslble nocteotidc detetioa; V>possibie 
ondeotide insertion) 










• 




\SYERRNEGACPS*SGTLFGKLVDK\ 

HSVE\VTN\CFSVPHNESEDEV\AVD 

MEFAK\hn4YETGIKKVSVPNia-ILG\ 

WYATGHDITEHSVLMHEYYSREAP 

NPIHLTVVDTSLPGTGRMSIKA\YyST 

\LMGIPLGRT/LWGVMFrPLTV\KY\ 

AYYDTER1RRLTLIMK\TCF*PPTRVI 

WTSQVDLQQEGGGIQLRNPGMPLS 

TSVANMPEGCTCLGKVSADlSrnRK 

VGHFLMSL\VN\QVPENRKPMrFH'r 

MLNShnNDU^MVTYLANLTQSRVIA 

LNEELVNL 


1690 


7187 


A 

MX 


1816 


273 


748 


VlONl FNKMDVfiTfiOVRWHAr^JP 

RHFRRLRQEPRSGVQDQPDQHGET 

PSLLK1QKLARR/GGVVHL*SQLLRR 

LKQENRLNPGGGGCSEPRSHHCTPV 

♦VTQ*DSVPPAPRKKKMYVVLTKK 

FHIWHISFTLPNIIKRSDSLRNRKVT 


1691 


718S 


A 


1817 


1 


406 


LCQLETYPPISQCTASDFPGPVTAS 

WAIQEAARSGQAKAGA/GSATLS/M 

AYAGARFVFSLVDAMNGKEGWE 

CSFVKSQETECTYFSTPLLLGKKGIE 

KNLGIGKVSSFEEKMISDAIFELKAS 

IKKGEDFVKTLK 


1692 


7189 


A 


1818 

■ 


1 


1222 


frqragagqcggrwshfrvtssca 

cyvdappapamlsalaravpsacs/ 

larsfstsaxqnnakvavlgasggl 

gqplslllknsplvsrltlydiahtp 

\gsgpqdls\hietksrc*kaylgtw 

nslpmx:l\kgl*ww*vipagvptkp 

GMDRD\DLFl"rNATIVGTLTAACAQ 

HCPEAMlCVMNPVNSTrtSPITSKK 

WKKAWGQHPQKKSSGVTTLNIVR 

AKTTVAELKGLDPAGVNVPATGGH 

AGKTITPI.TSOVHAYDPVRCiFFrTPK 

VDFP\QDQL\AALTG\RIQE\AGTEW 

KAKAGA\GSATLSQCRNAGA\RFVF 

SXLVDANELEKERCLWECSLPLSPQE 

TECTYFS\TPLL\LGKKGIEKKKAKT\ 

LGIGKSL\PFEEK\NaSDAIPELKA\Sl 

KKGEDFVKTLK 


1693 


7190 


C 


1819 


876 


1124 


MALGLRQRGIVSLAASITGFCPMSP 
APSHPGTQVLLPTTOWPQVCLSHTC 
VEMRQVTKRLSAFKVRNKPDTRFY 
SALLCSTE* 


1694 


7191 


A 


1821 


103 


483 




1695 


7192 


B 


1822 


1 


798 


MAFLDNPTIILAHIRQSHVTSDDTG 

MCEMVLIDHDVDLEKIHPPSMPGDS 

GSEIQGSNGETQGYVYAQSVDITSS 

WDFGIRRRSNTESPKEPEQLRNLFIG 

GLSFETTNESKRSHCEOWGTLPDCV 

VMKDSNTKRSGGFGFVTYATVEEV 

DAAMNARPHKRRKKYPLLGKNTN 

DKQLDLGPEKGRKHALNCHRMKP 

ALFSVLCEDCEKTGGATQAFAKENN 

QKAYKEIYGVSHITRHDMLQIPKL 

AQNEKSQVPSIRSIQRLKJI* 
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wo 01779449 PCTAJSO 1/08656 



SEQlD 
NO: of 
Dndeo-ddc 
sequence 


S£Q ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


S£QIDNO: 
09/770,160 


Nucleotide 
location of 
first codoo 
for peptide 
sequence 


Nucleotide 
locatioo of last 
codoo for last 
amino add of 
peptide 
sequence 


Amino add sequence < X^^Jnknown; *=Stop 
codoo; A=pos$iblc nucleotide deletion; V==possible 
oodeotfde insertion) 


1696 


7193 


A 


1823 


3 


54S 




1697 


7194 


A 


1824 


1 


440 


\rmilJiSSQDRLLPMTVVmASAR 

VQDLIGLICWQYTSEGRKPKLNDN 

VSAYCLHIAEDDGEWTHDFTTLDS 

NEPIHKFGFSTLALVEKYSSPGLTSK 

ESLFVR\INAAHGFS\LIQVD\TQKVT 

MKEILLKAVKRRKGSQKVSGACD 


1698 


7195 


A 


1825 


293 

• 


2142 


GNWPTERMAFLDNPTIILAHIRQSH 

VTSDDTGMCEMVLIDHDVDLEKIH 

PPSMPGDSGSEIQGSNGETQGYVYA 

QSVDiTSSWDFGIRRRSNTAQRLER 

LRKERQNQIKCKNIQWKXERNSKQS 

AQELKSLF*KKNLSKEKPPISG\KQSI 

LSVRLEQCPLQLNNPFNEYSKFDGK 

GHVGTTATKK\TDVYLPLHSSQDRL 

LPMTVATMASARVQDLIGLIC*QYT 

SEGREPiCLKDNVSDYCLHIAEDDGE 

VDTDFPPLDSNEPIHKFGFSTLALVE 

KNSSPGLTSKESLFVRINAAHGFSLI 

QVDNTKVTMKDILLKAVKRKKGFQ 

NVSGPQYRLEKHSEPNVPADLDSTL 

ESHSAREFCLVRENSSRADGVFEED 

SQIDIATVQDMLSTLHYKSFPVSMI 

HRLRFTTDVQLGISGDKVEIDPVTN 

QKASTKFWDCQKPISIDSDLLCACDL 

AJfclilvor^xHALtr Li 1 ILrXoINrlLIHS^o 

TFESDAATANEIVLKVNYIL\ESRAS 

TARXADYFAQKQRKLEQTVRAFSFQ 

KEKEIPGSIEQLAFQPQILVPVASEP 

ACPGPSALRSPPGVLKSFGGEAHPL 

GPLGTGAGGLFGEGVGGPLRREAA 

GDIAMGRKFALAMGF 


1699 


7196 


A 


1826 


436 


917 


RLSSKLLHGAYQCFKAKIENYLLSW 
LNRKFRISFKKEKFSKAVCLKNDIW 

I*DQPGKQ*DL/PSLQKNKKLPRHGG 

\HTLWSQLLGRLRWENHLSLGDQG 

CIEVSSRHCTRAWVTEQDPPKQLG 

PQGVYHHAWVIFCFFVEMQVSLFS 

RLVSNSWAQVILPLQPHSVGIAVTS 

HCTQPYVIL 


1700 


7197 


A 


1827 


46 


573 


SQTPMGHFTEEDVKATTnSLWGKW 

RFFD\SFGNLSSASAIHGOTPKVKAH 
G\KKVLTFLGTMPTKHL\DDLKGHL 
LPKPEVNCTFDKLACGILEELSSFLG 
KMLLG*PVFGNPIFGKR1SPLEGARF 
FLGRKMGDLELASALVPSRLPLKPL 
GP 


1701 


7198 


A 


1828 


1 


388 




1702 


7199 


A 


1829 


75 


520 


TPERGSAYPRPLLCGAPPGEATVOM 

SDOEAKPSTEDLGDKKEGEYIKLKV 

IGSGPfiEIHFKVKNfrnHLKKL\»ES 

YCQRQG\VPMVNSLRFLF\EGQR1AD\ 

NHTSNKNWGM\EEEDVD*SFFREQT 

GGSFQQFRIFFLFFKl-'SLKSFFIF 


1703 


7200 


B 


1830 


78 


236 


MSYIPGQPVTAWQRVEIHKLRQGE 
NLILGFSIGGGIDQDPSQNPFSEDKT 
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PCT/USOl/08656 



SZQW 
NO: of 
Dodeo-lidc 
scqucacc 


SEQID 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


5EQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
locatiOD of 
lint cofSoB 
for peptide 
seqoeoce 


Nodcodde 
locatioo of last 
codoo for last 
amino add of 
peptide 
seqoeaec 


Amino add seqoeoce ( X^Uoksowo; ^'^Slop 
codoo; /=posslb!e oodeotidc ddetioa; \F=po$sible 
Dodeotide insertioD) 














DK* 


1704 


7201 


A 


1831 

• ^^^^ m 


67 


587 


IRVEMSYIPGOPGTAWORGEIHKL 

RQGENLILGFSIGGGIDQDPSQNPFS 

EDKTDKGIYVTRVSEGGPAEIAGLQ 

IG\DKIMQWGW\D\MTMVTHDQ\A 

RKRL\TKR\SEEVV\RLLG*RGSRMQ 

KXAVQQSMLFLRQPPPSCDSCLPPLC 

TVTPLPHSGPHLASADRWAPASEGL 


1705 


7202 


A 


1832 


3 


420 


HSLSGTSEVINKLLVQTPMGHFTEE 

DKATATSLWGK\VNVE\DAGGETLG 

RLLVVYPWTQRF\FDSFGNLSSASAI 

\MGNPVKVKAHGKKVLTFLGEMPLK 

HLXDDLQG APF AQA* SELALVDKPA 

MWDP*GTSKLLGEMLLG 


1706 


7203 


A 


1833 


3092 


3227 


ERQ/WPGTVAHACNPSTLGG*GGG 

AGrr*GQEFKTSLANTVNPSLL 


1707 


7204 


A 


1836 


3 


1088 


SMAAVAAESACICRWRRSCSTGQF 

EELLRLKAKSLLVVHFWAPWAPQ\ 

CAQMNEV\MAELAKELP\QVSFVKL 

EAEGVPEVSEKYEISSVFIFLVFFKNS 

QKIXDRLGWVHMPQELTKKVQADM 

HLSGLLPTQALMEHL*RKILQPFGL 

EGNLTSWLAPLAWLFYWKGELPSK 

EPR\CGFSK\QMVEILHKHN1QASSF 

YGSGEUGGLDUKELEASEELDTICP 

KAPKLEERLKVLXTNKASVMLFMK 

GWKQEAKXCGFSKPNSGKYLNSTW 

C*NLETFRIILEDERKFGQGLKSLTP 

NWVPNIPLSLYVKGE\LVGGLDIVKE\ 

LKRKLGEFAAL*LRGEN 


1708 


7205 


A 


1837 


3 


703 


VEFFSSQRAELYATPLTPAPGPNGGI 

PGWTLWLALPRPGNLRKGPGPLSL 

QEVDEQPQHPLHVTYAGAAV/DDE 

KGKLYTLVL'nDPDAPKQGKDP\KY 

REVWHHFLGWSTLKGQMTSATGTV 

LS\DYVGLGGLPKGTGLHR\YVWLV 

\YEQ\DRPLK\CDEPHPSATRS\GDHR 

GKIQRWASLPVKK»*SSRAPGGWAP 

CYPQPEVGMNQCAPKL 


1709 


7206 


A 


1838 

■ 


717 


1390 


ASTTTSSVHCARTYMGSVYNTPAR 
VRLRVGWRAADQLLLAASSTSAAI 
VSTRALECAKMQNAEAADATLVFI 
GYWPALATLYAAGATLPRSAGKD 

TPPGTGDHGPAGALGTQAAGGHRV 

HAVWALDATLSDPAGAHGHHLAR 

EARGCTLPGGYCTL*RISPNSWPSPA 

AL*HHFSTAT*TRASPASSNG**KSC 

PAG/APALLPGPHGGAAGAGVGGP 

ALLGET 


1710 




A 


1839 


I 


310 


RTSPHSPRNILLLS/EPENADSLMLV 
DFEYSSYNYRGFDIGNHFCEWVYD 
YTHEEWPFYKARPTDYPTQEQQLH 
FIRHYLAEAKKGETLSQEEQRKLEE 
DLLCM 


1711 


rm 


A 


1840 


3 


375 


HYLAEAKKGETLSQEEQRKLEEDL 
LEMYSLKDEMGNLRKLLESTPSPV 
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wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: of 
nudco-tiilc 
scqocDCc 


SEQlD 
NCh of 
peptide 
scqocncc 


Me 
tfao 
d 


SEQIONO: 
09/77M60 


Nucleotide 
location of 
first codoD 
for peptide 
scqaeacc 


Nodcotide 
locatioa of last 
codoo for last 
amino tod of 
peptide 
scqocQce 


Amino add sequence ( XKloknowo; *«=Stop 
codon; A=poss*ble oocicotide ddction; V=pQssiblc 
nodcotide insertion) 














VFCHNDIHSSS*LHPPTPW1SPGASR 
AGPWREEQRAEGPGDWAEPPSETE 
VQETGLFLSLSRSPWLAGQSPVLCM 


1712 


7209 


A 


1841 


94 


429 




1713 


7210 


B 


1842 


96 


979 


XVGEEPREVLLRLYGAILQGVDSLV 

LESVMFAILAERSLGPQLYGVFPEG 

RLEQYIPVRAQSYPLLPKAPPPPNPT 

PVPNVCLHJPHPNPITTLIASWVQSR 

PLKTQELREPVLSAAIATKMAQFHG 

MEMPFTKEPHWLFGTMER* 


1714 


7211 


A 


1843 


5 


1463 


PEKPRPAGRGAERGRKEPSPSEGSG 

AHPGLGPGRARAMAAEATAVAGS 

GAVGRCLAKNGLQQSKCPDTTPKR 

RRASSLSRDAERRAYQWCREYLGG 

AWRRVQTEELKVYPVSGGLSNLLF 

RCSLPDHLPSVGEEPREVLLRLYGAI 

LQGLDSLVLESVMFAILAERSLGPQ 

LYGVFPEGRLEQY/IPTSWVQSRPLK 

TQELREPVLS/SQAIATKMAQFHGM 

EMPFTKEPHWLFG\TMSRTLKQIQD 

RPPTGLPEMKLRGNVRLKDEVMGN 

LRKLLESTPSPWFCHNDIQEGNILL 

LSEPENADSLMLVDFVEYSSYNYRG 

KKAGPPSPSPHQRQQVHFIRQLPLA 

RGK*KVESLPPRRSQKKNWKE\DLL 

VRKSSRVMFWQSHFLWG\LWS\ILQ\ 

ASMSIMEFGYLDLCPSLRFQVFLLPS 

KKGQA*PSVHSCILDSTLPLLGFLLE 

PPGQGPWRGGTTSRRPWRLG 


1715 


7212 


A 


1844 


143 


762 


CRQERAVAPARRAMERIPSAQPPTV 
CLPKAPGLEHGDLPGMYPALMYQ 
MYKSRRGLKRSEDSKETYELPHRI I 

EKKRRDRINECIAQLKDLLPEHLKL 

TTLGHLEKAVVLELTLKHVKALTN 

LIDQQQLFKMHYA*LLIVF*L/SSFPV 

FILVLSRCLYL*SCYKYILYKYIKKE 

NVSDVYLYNYLIHTVRKNECIPVFE 

EKNNFFFL 


1716 


7213 


A 


1845 


203 


1507 


CRQERAVAPARRAMERIPSAQPPPA 

CLPKAPGLEHGDLPGMYPAHMYQ 

VYKSRRGIKRSEDSKETYKLPHRLIE 

KJORIU^RTNECIAQUCDIJLPEHUCL 

TTLGHLEKAV\VFELTFE1W*KALT 

NLNLSSSRQKIIALXQSGLQAGELSG 

RNVETGQEN4FCSGFQTCAREVLQY 

LA\KHENTRDLKVFASLSTHL\HRV 

VSELLNQGGTSRKPSDPASKVMDFR 

E1CPSSPAKGSE\GPRKNCVPVIQRTF 

AHSSGEQSGSDTDTDSGYGGESEK 

GDLRSEOPCFKSDHGRRFTMGERIG 

AIKQESEEPPTKKNRMQLWDD\EGP 

FQLASDLNQLPPFPGPTPQHQPPFCL 

PFYLIPPSS/ATAYLPMLEKaWYPTS 

VPVLYPGLNASAAALSSFMNPDKIS 

APLLMPQRLPSPLPAHPSVDSSVLL 

QALKPIPPLNLETKD 


1717 


7214 


A 


1846 


628 


105] 


AHRKSLYLCEACFPRSRASQETSGL 
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wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: of 
Dodco-tide 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQID NO: 

idUSSN 

09/770460 


Nucleotide 
location of 
first codoD 
for peptide 
sequence 


Nnclef^e 
location of last 
codoo for last 
amino add of 
peptide 
seqneoce 


Amino add sequence ( X=UnkBOW9; ^'^^Stop 
codon; A=posablc nucleotide deletion; V^possible 
nodeotide insertion) 














KEENWRLGRKTSKCRPGLSKKLGC 

ERKDRDCSG/CRKDEQQGPWEAPQ 

AARHSQKSRNARGRPFLEGGPGTE 

NR*QSFPPKNSREQGFNDPVGPQSV 

EPLEQPLFPWEWQWPALAQDREL 


1718 


7215 


A 


1848 


88 


953 


FQAPQLCYDSAFMISSVPSPHILRVC 

EFPCFHAHLRVCEFPCFHAHLCVCE 

FPCFHAHLCVCEFPCFHAHLCVCEF 

PCFHAHLRVSASVNFRFHAHLCVCE 

FPCFHAHLRVCEFPCFHAHLPVSVN 

FCFHIHLCVCEFSCFHAHLRVCEFPC 

FHAHLCVSANFRVFTPTCASVNFRV 

FTPTCVCEFPCFHAHLRVSASVCEFP 

CFHAHLQVYEFPCFHAHLRVCEFPC 

FHAHLRVCEFPCFHAHLCVCEFPCF 

HAHLCVCEFPCFHAHLCVCEFPCFH 

AHLRVSASVNFRFHAHLCVCEFPCF 

HAHLRVCEFPCFHAHLPVSVNFCFH 

IrlLiv^ VLfCroi^r 1IA1IJUK.V v,»cri^rxiA 
HI r*VQ AW/PPPFWrHl T^n?17PPl7HT 

luuv* V ^n.vM\jK\jr x\ 1 niA^ v ^d*i^^i*n 1 

FHAHLQ/CL*ISVFSCPPAGL»ISVFS 
CPPACL*ISVFSCPPVCL*ISVFSCPP 
ACVCEFLCFHAHLCVCDFPCFHAH 
QSATVLV 


1719 


7216 


A 


1849 


1 


254 




1720 


7217 


A 










1721 


7218 


A 


1851 


1 


380 


IPTPLIGNFGPRGPRIRHERPQKRDD 

RREPSSFGKRRQ*DGTLLC\RRCGS\ 

KAWHLQKSTCGKCGYPAKRKRKY 

NWSAKAKRKNTTGTGRMRHLKIVX 

YRRFRAWDFREGTTPKPK^GSLLQH 

SSSS 


1722 


721Q 

/AI7 


A 




Al 


CAA 


AP<lPRllPWnHFTPPri\V ATIXTCI W/^ 
/\ror J\J\j W vJrir J Cd^VIW\ JIM oLr WO 

K\VNVE\DAGGE\TPGKGSLVVYP\W 

TQRFFDSFGNLSSAF\AHHGQTPKV 

ICAHGK\KVLT\SLGDAIK\HLDDLKG 

TFAQA*VNLHL*QSCNVDP\ENFQA 

PGEMIXVTRAaJUHF\GK\EFnH3GC 

KASWAEDG*LAVGQWPCSSRYH 


1723 


7220 


A 


1853 


145 


705 


SWRNRTVSNGSAVSASSVmXFAE 

CNGTVKYLL*QEV\LKTAPLI\HDGP 

SHVGIPRSCPKPLDKRQAH\LCVLAS 

\NCDEPTMYVKLVEAL\CAEHQNQP 

♦LRVD\DNKKLG\EWG*GLLLKFDR 

GGGKPRKSWLG\CSCFS*FKDY\GK 

ESQAKDVIV\EYFKCKK 


1724 


7221 


A 


1854 


110 


776 


SLASGPYLVTHQQKVLGLYKRALRH 

LE\SWCVQRDKY\RYFACLMRARF\ 

EEHKK*KRIWAKATQL\LKEARGKN 

FWYPVKHPKSOYILPLTSPLGGHPP 

Y*EDHD/CAYKVPRIGCL\D\DWH\PS 

E\KAMYP\DYFCQRREQWKENLRR 

GKAWGTEEGLSSLQEVETP\PG\GP\L 

TESFAPWPEKEGD\LPPLW\W\YIVT 

RP\RERPMLERERPHLSCLQVKYVT 

EHGTCa* 
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PCTAJS01/08dS6 



SEQID 
NO: of 
Doclco-tide 
sequence 


S£Q1D 
NO: of 
peptide 
seqoenee 


Me 
tbo 
d 


SEQID NO: 

inVSSN 

09m0,160 


Nndcotide 
locatioo of 
GrstcodoD 
for peptide 
seqococc 


Nodeotide 
locatioo of last 
codon for last 
amino add of 
peptide 
seqaence 


Amino acid scqnence ( XsUpknown; *^top 
codon; /=posdble nodeotide ddetioa; V=possible 
nndeotide insertion) 


1725 


7222 


A 


1855 


1 


858 




1726 


7223 


A 


1856 


165 


856 


PVSYHPRMCTGGCARCLGG\TLISL 

AFFGFL\ANILLFFPG\GKVIDDNDHL 

\SQEIW\FFGGILGKRCL**SFPALVF 

MFTSTIFAVGWILGELGYSFnSAISI 

NKGP*NPSMAKK\TWGLPPSNDGD/ 

YELNDEGLNGTKOREPLQCGFPGN 

LDPLSSILLGRREGIQMV\LCAI\QV\ 

VNGPPWGTLCGGTCQCCGCCGG\D 

GPVLNLRA 


1727 


7224 


A 


1857 

■ 


163 


1322 


PGPYCGPVATMSLHGRRKEIYKYE 
APWTVYAMNWSVRPDKRFRWALG 
SFM£\EHNNEGYLDGLDEERS*VI\S 
KNILDRPYPTNKVMWIPDTKGVYP 

DLLATSGDYLRVWRVGEIETRLEC 

LLNNNKNNSDFCAPLTSFDWNEVDP 

YLUiTSSIDTTCTrWGLETGQVLGR 

LNLWSGHVKTQLIAHDKVEVYDIAF 

SRAGGGRDMF\ASVGADGSVRNIFD 

LKrii^brlo 1 Jl Y bDPv^nllrLLKLU W. i 

KQDPNYLATMAM\DGM\EVVILDV 

RVPCTPVARLNNHRACWNGHLLWX 

APHSS\CH1\CTAAG*PPGFSSWDI\Q 

QMPRAMEDPMLAYTAEVGEINNVQX 

WANSNSAPNWESPIQYNNCPWRYS 
pocx/nrj A votrp An a pvpp a c a pddv 

Cv^O V A V r rttlAuAr V r I^Ao Ai^l'riv 


1728 


7225 


A 


1858 


1 


420 


REDRIQLWKPPYTDENKKVGLALK 

L/ivi\i>iLfL«ii 1 i\j^rii 1 otxJSJuivoisJAC 1 rvj 

VAHNVKAMVl Fl KOSFFDARKNF 

OLEEEEONEAKLKEKOIORTYRGL* 

ILAKRAAEIWDPEMTP 


1729 


7226 


C 


1859 


28 


156 


MMYRLMSILTRHVSSLKSYILIHQK 
WnCCSWGLLPRKPGLV* 


1730 


.7227 


A 


1860 


1 


315 




1731 


7228 


A 


1861 


1 


119 




1732 


7229 


A 


1862 


1 


1477 




1733 


7230 


A 

■ 


1863 


3 


1866 


PLQSGHSAGRGGSGVAQGWHKKK 

YLQAKM\TKFLREERIQLWKPPYTD 

ENKKVGLALKDLAKQYSDRLECCE 

NEVEKVIEEIRCKAIERGTGNDNYR 

TTGIATIEVFLPPRLKK\DRKNLLET 

RLHITGRELRSKIAETFGLQENYIKI 

VINKKQLQLGKTLEEQGVAHNVKA 

MVLELKQSEEDARKNFQLEEEEQN 

EAKLKEKQIQRTKRGLEILAKRAAE 

TWDPEMTPYLDIANQTGRSIRIPPS 

ERKALMLAMGYHEKGRAFLKRKE 

YGIALPCLLDADKYFCECCRELLDT 

VDNYAVLQLDIVWCYFRLEQLECL 

DnAFKKLNLAOKCFKNCYGENHO 

RLVHIKGNCGKEKVLFLRLYLLQGI 

RNYHSGNDVEAYEYLNNRHVSSLKS 

YILIHQKWnCCSWGLLPRKHRLGL 

RACDGNVDHAATHITNRREELAQIR 

KEEKEKKRRRLENIRFLKGMGYST 

HAGQXQILLShfPQMWWLNDSNPET 
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wo 01/79449 



PCTAJS01/086S6 



SEQW 
NO: of 
DDdeo-tlde 
sequence 


S£QW 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SEQlDTiOz 

idUSSN 

09/770460 


Nucleotide 
locatiofl of 
first codon 
for peptide 
sequence 


Nodcotide 
location of last 
codoo for last 
amino add of 
peptide 
seqococe 


Amioo acid scqoeoce ( X^UoIuiowd; *^=^op 
codoo; A=pQssible oncteotide ddetioo; V^posable 
nodeotide iosertloo) 














DNRQESS\SQENIDRLVYMGF\DALV 

\AEPALRVFRGNVQLAAQTLAHNG 

GSLPPELPLSPEDSLSPPATSPSDSAG 

TSSASTDEDMETEAVNEILEDIPEHE 

EDYLDSTLEDEEIIIAEYLSYVENRK 

SATKKN 


1734 


7231 


A 


1864 


1 


727 


MVVWDADTQQVIPNGIQLAGLDKS 

HSGFALAPPTELFPSGGGGGGAKAT 

AAAGAGLASPGMKTNGGRCRIRAL 

CWSRREWRGAGEDTAAECPRPQPQ 

QHCLAPRFPVRLGTSPGQGWSGRG 

AGDLAKQYSDRLECCENEVEKVIEE 

IRCKAIERGTGNDNYRTTGIATIEVF 

LPPRLKKDRKNLLETRLHITGRELR 

SKIAETFGLQENYIKIVINKKQLQLG 

KTLEEQGVAHNVKA\M\VLELKQSE 

EDARKNFQL\QEE£QN£AiCLlEERL 

QRTKRGLNEILAKRAAVEPVWPEMT 

PYLDIANQTGRSIRIPPSERKAL^4LA 

MGYHEKGRAFLKRKEYGIALPCLLX 

DADKYFCECCRELLDnrVDNYAVLQ 

LDIVWCYFRLEQLECLDDAEKKLN 

LAQKCFKNCYGENHQRLVHIKGNC 

GKEKVLFLRLYLLQGIRNYHSGND 

VEAYEYLNXRHVSSLKSYILIHQKW 

nCCSWGLLPRKHRLGLRACDGNV 

DHAATHITNRREELAQIRKEEKEKK 

RRRLENIRFLKGMGYSTHAAQQVL 

HAASGNLDEALKILLSNPQMWWLN 

DSNPETDNRQESPSQENIDRLVYMG 

FDALVA\EAALRVF\RGKVPVAAQT 

PAYNGGSL/PFPELPLSAEDSLSPPAT 

VSPSDSAG-nSSAXSTDEDMETEAVNE 

XLEDIPEHEEDYLDSTLEDEEDIAEY 

LSYVENRKSSN*RCRIRALCWSRRE 

WRGAGEDTAAECPRPOPOOHCLAP 

RFPVRLGTSPGQGWSGRGAGDLAK 

QYSDRLECCENEVEKVIEEIRCKAIE 

RGTGNDNYRTTGIATIEVFLPPRLK 

KDRKNLLETRrjHOTGRELRSKIAETF 

GLQENYKIVINKKQLQLGKTLEEQ 

GVAHNVKADGCLN 


1735 


7232 


A 


1865 


1 


513 


PRVRNLSREWLCDRHLREKMFSSV 

AH\LARANPFDTPH\LQLVHDGLGD 

LRSSSPGPTGQPRRPRNLAAAAVEE 

QYSCDYGSGRFFBLCGLGGIISCGTT 

HT\ALVPLD\LVKCRMKV\DPQKYK 

GIFNGVFSVTLKEDGVRGLAKGWAP 

TFL\GYSMQGLLQVLAFYEVFKVLY 


1736 


7233 


A 


1866 


2 


1296 


ALCEPQPFQGSGCVIAILGRKMFSS 

VAHLARANPFNTPHLQLVHDGLGD 

LRSSSPGFTGKPRRPSQ/HMAAAPV 

EEQYSCDYGSGRFFILCGLGGIISCG 

TIHTALVPLDLVKVCRMQVDPQKY 

KGMFNGFSVTLKEDGWRGLAKGW 

APTFLGYSMQGLCKFGFYEVFKSU 

YSNMLGE\ENTYL*RTSLYLAASAS\ 

AEFFAD1ALAPMEAAKVRIQTQF\G 
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wo 01/79449 



PCTAJS01/086S6 



SEQIO 
NO: of 
and€o-tidc 
scqBcocc 


S£QID 
NO: of 
peptide 
scqncoce 


Me 

tbo 
d 


SEQIO NO: 

ibUSSN 

09m0460 


Nucleotide 
locatioo of 
first codon 
for peptide 
scqoeoce 


lixucleotide 
locatioo of last 
codoD for last 

lamiiio add of 

Ipcptidc 

jseqacncc 


AmiDO add scqoeoce ( X^^^UnkoowD; *^top 
codon; ^=possible oodcotidc ddetioD; ^possible 
ondcotide insertion) 














YANT*EGISFPKCIKEEGLTSILQGG 

IXPLWMRQIPYTMN»SSPCLERTV\E 

A\LYKFV\VPK\PRRE*FICROSRLWT 

* > ' TITS U jIXAVI^ a XVlV^^h^ jva^ * T X 

IW^QVTIARVFCANCFSPLPEFLG*P 
VLD*GKKVSQCFLWVLQRDLGFK\ 
GV\WKGLFA\RII\MIGT\L'RALQWFI 
YYSVKGYFR\LPRP\PPP\EMQES\LK 
KKLGVNSVVRIKANCGLNLLVDPV 
FEESAKGTFIYLTV 


1737 


7234 


A 


1867 


127 


433 


RPLESWIGLVRCNICRSPIAEAVFRK 

LVTDQNISKNWRVDSAATSGYEIG 

NPPDYRGQSCMKRHGIPMSHVARQ 

\DLNRKSNRVKTCKAKIELLGSYDP 

QKQL 


1738 


7235 


A 


1868 


2 


535 




1739 


7236 


A 


1869 


551 


1299 


PADPPRPSYYRHRTPPQAHWSRLRR 
SRLRRRGSHTRCPVGVGAGLRRRA 
GARLAVRLRASACGTPRCLGASAR 
GKMAEQATKSA^FVCLGNICRSPIA 

i-vrwri\AJL^V ll./V^INIOniX/ WI!AJJV\^lv\j 

NFRWVIDSGAVSDWNVGRSPDPRA 

VNSCLRNHGIHTAHKARQmKEVFP 

TFDYILCMDESNL\RDLNRKSN\RVK 

TCKS*KFELPWEL*SPQKQLI1ED\PY 

YGE*LWTLETVYQQ\CVR\CCRAFL\ 
EKAH 


1740 


7237 

• 


A 


1870 


85 1 


563 


VIQEQDLSIGDHPVTPVQSVYCKRS 
PKIPKIFVKVSKTNSETQIYLGWQV 
KlGFPNF*NPVAGILDR'nCYR IFP* A P 

GIHKLGKYPRE1»ASYV*KSPSTSMS 
TAALFPIAKPRAGP*MPTKGSWVK\ 
KIWYGOK 


1741 


7238 


C 


1871 


604 


804 


MKRLRHLRXINNLAKTTQPLSKTAL 
NLSPTQGGSKSRAILEFQLSRPGVPN 
PTLNWPSLNPFREPE* 


1742 


7239 


A 


1872 


64 


73 


AFL*RWGSPPCCPRAGLK/PP*P/PSI 
CPPRPPKPAGITRREPPG0AYFL1I*F 
PSI*L 


1743 


7240 


A 


1873 


47 


225 


NSHHVRGRPRCADSSSPSGDRGQPE 

AQPAPDSSAPEHAQEPGRAAVKRP 

DL*SHMTRRP 


1744 


7241 


C 


1874 


101 


232 


MTMTTPSSKLTLTKGNKSWSSTAVA 
AALELVDPPGCRNSARGF* 


1745 


7242 


A 


1875 


66 


723 


AILinjLSSEGLWSSDQHRLVGVQDS 

PPQGSLCCHFSAMATSEQSICQARA 

SVMVYDDTSKKWVPIKPG\QQGFSR 

INIYHNTASNTFRWGVKFQDQQW 

VINYSrVKGMKYNQATPPFPQWRD 

ARQVYGLNFASKEEATTFSNAMLF 

ALNIMNSQEGGPSSQRQVQNGPSPD 

EMDIQRRQVMEQHQQQRQEFLERR 

TSATGPILPPGHPSSAASAPVSCSGP 

SPPPPPPVPPPPTGANTPPPPPPLVPAG 

GAQGSSHDES/SPCSGLAACH*LGPS 

LRRVPNGPEDASGGSSPSGTSKSDA 

NRASSGGGGGGLMEEMNKLLAKR 



346 



wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: of 
DDdeo-tidc 
sequence 


SEQID 
NO: of 
peptide 
seqseoce 


Me 
tho 
d 


SEQlD NO: 

ioliSSN 

09/7704^ 


Nodeotide 
locatioo of 
first codon 
for peptide 
scqoeoce 


Nodeotide 
locatioo or last 
codoo forla$t 
amiooaddof 
peptide 
scqoence 


Amino add sequence ( X='Unluiown; *^lop 
codoo; ^=possiUe oodeotidc ddetkm; >Fp08dblc 
Dodeotide Insertioo) 














TSPSPGTRAASQPPNSSK\AGRKPW 

DKhWPLRNPLSSNLVRNPLLAKGPR 

KLRAPFSQQPHSRMKPAGSVVSDMA 

\LDAFDLD\RMKQEI*KEVVRELHK 

GERKEIID\AIRQEA»SGISRKKNLGH 

RAHPPTRTSnCSQRPRLM 


1746 

• 


7243 


A 


1876 


1 

* 


668 

• 


GERGVARHDRPRGTLREYKVYGRC 
LPTPK\CHTPPL\YR\MRIFAP*SMSSL 

oJrixT \ W T r V o\^l^lVJSJL'CCoL>V^ W JKJ o I 

R^Ci\TI4NMY\PF?Y\PnT nHPOAPVHP 
SCLTRDNG VAP AP A A/HF AfTFHFRFl 

ERLEEMGQQDCRRPGCSKQFPRIS 
RFKFPAAPPGSLRRQDKPRFNTTKRP 

KTFLKVQGPSSGVCPQNKTQETPR 


1747 


7244 


A 


1877 


1 


1059 




1748 


7245 


A 


1878 


87 


260 


* 


1749 


7246 


A 


1879 


1 


1254 








A 


looU 




J 


DC1 XIXWrTODT CI7K117C A'DVDVTIJrCXTrv 

JrJ>L.iN I I V lorL.oliNroAKYKNHoND 

LTCVHTELQNKTFCLTVLEGDILDEP 

FLKRACQ\DVSVI\IHTACIIDVFGV\T 

HRESIMNVNVKGRVAWGGDKARW 

GNEDQKEGQEGKRSLSIEHLLCSGP 

SDFADHYQLGELKAAIFSFIDEKTRT 

EQ 


1751 


7248 


A 


1881 


53 


1338 


CPLQGHPRVTLESDLLPSIFCFLVSD 

SCYFGLATMGWSCLVTGAGGLLGQ 

RIVRLLVEEKELKEIRALDKAFRPEL 

REEFSKLQ\NK\TKLTVLEGDILDEPF 

LKESLARDRLRSUHTACFHLMSFGV 

\THREFFaviNVQC*KVPSSC»EACVQ 

ASVPVFIYTSSIEVAGPNSYKEnQNG 

HRFFPLEN\TWPAPYPRSKKLA\KKA 

VLAANGWNLK\NGGALYTCALRPM 

YIYGEGSRFLSVSINEALNNNGILSS 

VnVP^TWMPWWflMVAWf^Un A1 
VVJ.RJ'OlWINrV I V\OIM VAWuIlILr/uL* 

RALQDPKKAPSIRGQFYYISDDTPH 

QSYDNLNYTLVSKE^GPPPLDSRWXS 

FPLSLMYWMGFLLGNR*GFLLVRPIY 

TYRPPFNRH1SSHCSN*ALFHLIJFIKE 

GFSEILGVLRPLLTAGGGKAKAGKR 

VGSWVWVPFVDPAQGRNLEVPRIQ 


1752 


7249 


A 


1882 


3 


575 


HSLFGTSEVINKLLVPDAVMGHFTEE 

GKGSLVVYP\WTQRF\FD\SFGNLSS 

ASAAMGKPPKSKAHGMCKVLTFLGT 

MPTKHLE*FSRGTFCPSLK*TCTC*Q 

ACMWDPGGTFKLPGENVAGLTVFG 

QSHFRQKNFTPEGARFFLGRKMGD 

LELASALVPSRLPLKPLGP 


1753 


7250 


A 


1883 


1 


960 


GRPAPEDGGPLSLPNAAMARGPKK 

HLKRVAA\PKHWMLDKLTGVFAPR 

PSTGPHKL\RECLPFnF\LKNRLKYA 

LTS\DEVKK1CMQRFIKI\DGQVR\TD 

ITYPVAGFMDVIVSIDKDGREFSVIVY 

LIDTQGVRFCL*HRITP*GRAKVQSC 

AKMRKILLWAPKGIPSSWVT\HDAR 
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wo 01/79449 PCTAJS01/086S6 



S£Q ID 
NO: of 
nodeo-dde 
scqacocc 


SEQID 
NO: of 
peptide 
sequence 


Me 
tfao 
d 


SEQID NO: 

inliSSN 

09/770460 


Nucleotide 
location of 
first codoo 
for peptide 
sequence 


Nodeotide 
location of last 
codon for last 
amino add of 
peptide 

jm|ucijvc 


Amino add sequence ( X=lIoknown; *=Stop 
codoo; A=possible oocleotide ddction; \FpoKibie 
ondeotide insertion) 














NHPATPDPPSSKVN'YHFRLDLETG 

KDyLISSKFDTW*PCVMVT\GGAVN 

LGKNWVLITNVRERHPGIF^PLVHVK 

VDANGNKLLATSDFSNIFWLLGKGN 

KPWUSL\PRGKGIPPHHLLEERDKRL 

AAKQSSWVKWGPWVTWSDLLVP 


1754 


7251 


A 


1884 


1 


1218 


FFQNSARGAGAGWQLPWTRFVWTV 

SGLLEINE\TLVIQQRGVRIYDGEEKI 

KFDAGTLLI^THRLIWRDQKNHEC 

CMAILLSQI\VF1EEQA\AGIGKSAKI 

VVHL\HPAPPNKEPGP\FQSSKNSYI 

KLSFKEHGQIEFYRRLSEEMTQRRW 

ENMPVSQSLQTNRGPQPGRIRAVGI 

VGTERKLEEKRKETDKNISEAFEDL 

SKLMIKAKEMVELSKSIANKIKDKQ 

GDITEDETIRFKSYLNLSMGIANPVT 

RVPLEERGGIMSLTEVYCLVNRARG 
MELLSPEDLVNACKMLEALKLPLR 

ALETVSEMGSLTS*EFAKLVGMSVL 
LAKERLLLAEKMGHLCRDDSVEGL 
RFYPNLFMTQS 


1755 


7252 


C 


1885 


179 


361 


MPKVCFVHNFLKTSSERDLFALMN 
TVGKKHSIMSEKGRSKKFLHLIDSK 
KNEDPHLDGTL* 


1756 

• 


7253 


A 


1886 


2 


913 


RRLLLFGWARSGAVSLGSAGVSSS 

GFLTAPHSRRLTAAAAAAGGAWRF 

EAERHRGWGAEEEQQPEGGAVCPG 

TERPCAMAYAYLFKYIIIGDTGGGR\ 

SCLLLQFTDKRFQPSAMTLTNGVEF 

GARMITIDGKQIK\LQIW\DTAGQES\ 

DTSTHLTTW\LEDA\RQHSHFQHGS 

LCLLGNKSDLVESRKE/VSKKRKEGE 

SFLQPRNHGLHLPWKTSCKNCFPM* 

AVNGIKIGPVQHAATNATHAGVNQGG 
QQAGGGCC 


1757 


7254 


A 


1893 


138 


426 


FIHSHCCIVFRLFIHFSLHPKVIHSPIN 
SLLRIFQF*AIMNSTV*NILIHVFW»V 
YTFPF\GINPKKGIARL*GVYIFSFSIY 
CQTVFQSDCKKAPF 


1758 


7255 


A 


1894 


45 


1057 


FLVFLVETGFHHVAQAVLELLASSD 

PPALAPPKCWDYRCELLRLAEFCFL 

RTEFWYLLFFFFWRRSLALSPRLEC 

SGANL\THCNLR/LPGFkQFSCLSLSS 

SWDYRCMPPHLATFFVF/SVETGFH 

RVAQASLELLSSGSLPALA/FPKaW 

DYRAKATVAVPSPGVSSFILGL*TS* 

WAi^SHTAKTKHLWILVSILMEF*VA 

LIS/SFFLGPGGK*T»VTAPQCPSLGQ 

DTLS*FLHAACTRSVPYPGLA/CGPS 

LWLTRVLLLPTPP»QQHNP/DTLEKT 

SFPGPHW1L*/TPQPSLSETPAPKVPP 

FPAFGSIPTHEEPGLP 


1759 


7256 


A 


1895 


2 


289 
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wo 01/79449 



PCTAJS01/086S6 



SEQID 
NOrof 
Dndc&4ide 
scqucDCt 


SEQID 
NO: of 
peptide 
seqaence 


Me 
tfao 
d 


S£QU>NO: 

ibUSSN 

09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
scqnence 


Nodeotide 
locatioa of last 
codoo for last 
amino add of 
peptide 
sequence 


Amino add sequence ( X=Unluiown; *«Stop 
codon; A=possblc ondeotide ddetioo; V=possiblc 
ondeotide insertion) 


1760 


7257 


A 


1896 


1 


397 




1761 


7258 


A 


1897 


1 


410 


STMISPVLILFSSFLCHVAIAGRTCPK 

PDDLPFSTWPLKTFYEPGEEITYSC 

KPGYVSRGGM\RKFICPLTGLWPIN 

TLKCTPRVCPFAGNLRKMGAVRLIT 

DFLNYSPTRFSFSLLTWGFDLEWAL 

DSVAKCIEGG 


1762 


7259 


A 


1898 


19 


1215 


CQCDSSTMIFSRCSSLFSSFLCHVAI 

AGRTCPKPDDLPFSTWPLKTFYEP 

GVEEITYSCKPGYVSRGGIEESLSCPL 

\TGTVGPFNTSGNVTPRVCPFUGIFR 

KMGGRTLIl'lF^NYPNTDPVFSLLTL 

GF*FWNGALDFWPSCTGGKGKW\S 

P\ELPGLVAPII\CPP\PSIPm3FATlii 

VLLRPFRLGNNSPPIGDTAVFECLA 

HNMAMFGXNDTmCTTHGKLDLNY 

CONPNTLFTRVKAPHLGLPHDOIF^ 

GMGPRKEIVEC*PQTWGKPGSWPLA 

PSW*KPSLVKGTPVKKRPrVV/YPQ 

GERVKDSREKFKEWECLHG**KFLS 

FCKNKEKKCSYTEDAQCIDGTIEVP 

KCFK\EHSSLAFWKT\DAS\DVKPC 


1763 


7260 


A 


1899 


58 


446 




1764 


7261 


A 


1900 


1 


954 


MGEVSGTSDCTDDQCRQVKKALEG 

GKAARGHRSKIKIRFFRPGGLGPGP 

AITAVAGMPRVYIGRLSYQAREHA 

V\ERLLNGHAK1LEVDLKNGYGFVE 

FDDLRDADDAVYELNGKDLCGERV 

IVEHARGPRRDGSYGSGRSGYGYR 

RSGRDKYGPPTRTEDRLIVEN\LTSR 

CSWQDLKDYMRQAGEVTYADAHK 

GRQKMKGVIEFVSYSDMKRALEKL 

DGTEVNGRKIRLVEDKPGSRRRRSY 

SRSRXSHSRSRSRSRHSRKSRSRSGSS 

KSSHSKSRSRSRSGSRSRSKSRSRSQ 

srsrskkeksrspskdks\rsrshsa\ 

gksrskskdqae\ekfqnndnv\gk 

pksrspsrhksksksrsrsqerrvee 

grkrgsf*qgq/eaqekslrqsrsr\ 

srskagsr*pvdrsrsk:skdkrksr 

KRSRRP«SRSRSRSRSKS£RSRKRG\S 

krdskas\sckkkkkedtdrsqsrs 

psrsvxskereha/rslessqregrg 

esenagtnqedpgpgprsn\skskp 

NLPIRMHRSKIKSQASKTPISGPMSR 
SR\SASRSP\SRSRSKSRSRSQSRSRS 

kkeksrspskdkslqpqp 


1765 


7262 


A 


1901 


3 


180 




1766 


7263 


A 


1902 


227 


440 


gmhnvcyvavne*fcgfiir*slae 
rrqis*efqlfkftlclelilarrac 
resma5pvagswshfperef 


1767 


7264 


A 


1903 


2 


438 


HEELDTSERKIEFDSASGTYTLYLW 

GDAHFEEPQSLWNVADLVHQSPPE 

EKAPLDLSCPQNLFTPK\QErQWIRI 

GA\NVS\hnFTFAP\STIIFHVLGHA\AM 

lX31>mryWTQlJ«i4RQTLKYLAIL 

GSVTFLAGNRA4LAQQAVKRTAH 
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wo 01/79449 



PCT/USOl/08656 



SEQID 
NO: of 
oadto-tidc 
seqnencc 


SEQID 
NO: of 
peptide 
set] D nice 


Me 
tbo 
d 


SEQ ID NO: 

inUSSN 

09/n0460 


Nucleotide 
location or 
first codoo 
for peptide 
seqoeoec 


Nucleotide 
locatioa of last 
codon for last 
amino add of 
peptide 
sequence 


Amino acid seqoeoec ( X^oknowD; *=Stop 
codon; A=possibIe oudcotide ddction; \=po8siblc 
nndcotide insertion) 


1768 


7265 


A 


1904 


1 


1660 




1769 

■ 


7266 


A 


1905 


156 


2369 


PVLKTHPGPQSLPRVPGVPCGGLLE 

PLSRAEVSPRFGLRRDLLGGMAPPG 

SSTVFLLALTriASWALTPTHYLTK 

HDVERLKASLDRPFTNLESAFYSIV 

GI^LGAQVPDAKJCACTYIRSNLDP 

SNVDSLFYA\AQA\SQGLSGCEISISN 

ETKDLLLAXAVSEVDSSVYPRSYHAS 

WQL*SGLLGLSLWAVPKESTQVAL 

NWLVFKQGKETVLVATVQALQTAS 

HLSQQADLRSrVEEIEDLVARLDEL 

GGLYLQ\FEEGLETTAL\FVAATYKA 

/LMDH\VGTEVPS1KE\DQVIQLMNAI 

RSKKNFES\LSEAFSV\ASG\AAVLS 

HNRYHVPWWPEGSASDTHEQAI 

LRLQVTNVLSQPLTQATViCLEHAK 

SVASRATVLQKTSFTPWGIVFELNF 

MNVKFSGG*CDF\LVEVEGDNRYIS\ 

NTVELRVQDPPTEVGITNVDLSTVN 

DKDQSIAP\QTTRVTYPAKAKGTFH 

SAGQATRNFGLVLSSW*DYNTG\AE 

LTPHQTFVRLHNQKTGPGSGCLFAE 

PGQQGTCYKFELDTSERKGLNLTSR 

SGTYTLYLIIG»CQL*RTQILWKCGL 

PKQGNFRHLFPGRP*GRRAPPPWCP 
KTFTAPESFFGPLL/LCFLRLLWIRD 
WVPKCLPTFTFCFLSTIIFHPWDML 
AYAGTSMYVY*TQAQPCSQTLEVP 

WPILGQCDRFLAGQSGMLAPARQV 
KRIAAEOSSRLAKYRTLRTAH 


1770 


7267 


A 


1906 


37 


404 


PQLSRCRSECMYVNPTVVMTSMGQ 

ATWSDPHKAKTMLNRIPLGKFAGE 

SGGSPASWPAVPVCALGRGGRER 

WAAASFLYAPDPRPAHVEVEHWN 

AILFLLSDRSGMTTGSTLPVEGGFW 

AC 


1771 


7268 


A 


1907 


271 


1086 


YTQCPGIEPVCVDLGDWEATERAL 

GSVGPVDLLVNNAAVALLQPFLEV 

TKEAFDR*ACEGGGTSGRGCPGGRS 

SPNL*PGSVPRPLDPLRVNLRAVIQV 

S0IVA\RGLI\ARGVPTGPS*>IVSSOC 

FPAGQ*TNHSVLLLPTKGVPLDMLD 

QG*WAL\ELGPHKLSRCRSGVNA\V 

NPHSGG*RSMGPGPPWSDPHK\AKI 

MLNRIPVLGKFAGESEVEHWNAUL 

FLLSDRSGMTTGSVTLPVEGGFWAW 

LSSLHTPQAPWACFILTPNPSNKT 


1772 


7269 


A 


1908 


2 


305 


ARESGSLVAPRSRPPWEHGLPGEHS 

♦DAPRPHKSPTLPWLPHLHLSKEAL 

DTHQRSQHE\ECMPLYKJh''l'Pl'SEKR 

PQLMLPLPEQQCEQJLCRFGSTPVTW 

A 


1773 


7270 


A 


1909 


2 


529 


GTVAACGACYWLLGLMAVRASFE 

NNCEIGCFAKLTNTYCLVAIGGSEN 

FYSVFEGELSDTIPWHASIAGCRIIG 

RMCVGXTEEILADVLKVEVFRQTVA 

DQVLVGSYCVFSNQGGLVHPKTSIE 
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wo 01/79449 



PCTAJSOl/08656 



SEQID 
NO: of 
nndeo-tide 
sequence 


SEQID 
NO: of 
peptide 
seqacncc 


Me 
tfao 
d 


SEQ ID NO: 

idUSSN 

09/770yk60 


Nucleotide 
locatioo of 
first codoa 
for peptide 
sequence 


Noeleotidc 
location of last 
codoo for last 
amino add of 
peptide 
seqotncc 


Amino acid sequence ( X=Unlu)own; ^^^Stop 
codon; /=posdl>ie UDdcotide ddetion; >Fpossil)le 
nodcotide Insertion) 














DQDELSSLLQVPLVAGTVNRGSEVI 

AAGMWNDWCAFCGLDTTSTELSV 

VE 


1774 


727! 


A 


1910 


18 


889 


GVQGTVAACGACYWLLGLMAVRA 

SFENhACEIGCFAKLTNTYCLVAIGG 

SENFYSVFEGELSDTIPVVHASr\AG 

CRI\lGRMCVG>I\RHGLL\VPNN'riD 

Q\EL\QHISATGLPRHSGRFRAGWKE 

RFLSLWGNFFNHLAIDYVGLGSNO 

D\LDKGR0EEISG0MLFXGWEVFRO 

TV\ADQV\LVES\YCVFSNPGRAWVP 

SPRPFQ*RPRNELSSISFKVPL\VAGT 

C*TKGSEVICLLGMGGEMNWCA\FC 

GPGTPNPA0SCOWEECLOS*NEAP 

ALAPIANRACGNSLMDSLT 


1775 


7272 


A 


1911 


132 


440 




1776 


7273 


A 


1912 


149 


389 


FSWV*REIFSFL1SL1FIYETFSKLIKIF 
QDHPLQKTYNYNVLNfVPKPQGPLP 
NTALLSLVLMAGTFFFAMMLRKFK 
NSS 


1777 


7274 


A 


1913 


3 


153 




1778 


7275 


A 


1914 


94 


593 


HPLQKTYNYNVLMVPKPQGPLPNT 
ALLSLVLMAGTFFFAMMLRKFKNS 
SYFPGKLRRVIGDFGVPICILIMVLV 
DFFIQDTYTQKLSVPDGFKVSNSSA 
RGWVAHPLGLRSEFPIWMMFASAL 
PALLVFILIFLESQITT 


1779 


7276 


A 


1915 


115 


3015 


TTGHSGPRHGGAAGGCSLASAVLP 

PGGSGDLVLDSYLRWGWKSPSQPS 

LSGHFPQDDYEDMMEENLEQEEYE 

DPDIPESQMEEPAAHDTEATATDYH 

TrSHPGTHKVYVELQELVID\ERIPD 

LQWMEAAPLRXQLDENLGENGAW 

GRPHLSHLTFWSLLELRRVFTKGTV 

LLDLQETSLAGVANQLLDRFIFEDQI 

RPQDREELLRALLLKHSHAGELEAL 

GGVKPAVLTRSGDPSQPLLPQHSSL 

ETQLFCEQGDGGTEGHSPSGILEKSP 

PDSEATLVLVGRADFLEQPVLGFVR 

LQEAAELEAVELPVPIRFLFVLLGPE 

APHIDYTQLGRAAATLMSERVFRID 

AYMAQSRGELLHSLEGFLDCSLVLP 

FTDAPSEQALLSLVPVQRELLRRRY 

QSSPAKPDSSFYKGLDLNGGPDDPL 

QQTGQLFGGLVRDIRRRYPYYLSDI 

TDAFSPQVLAAVIFIYFAALSPAITF 

GGLLGEKTRNQMG VSF.? .T JSTAVQ 

GILFALLGAQPLLWGFSGPLLVFEE 

AFFSFCETNGL\EYIVGRVWIGFWLI 

LLWLWALRGVASLVRnSVRYnQ 

EIFSFLIS\LIF1YETFSKLIKIFQDHPL 

QKTYNYNVLMVPKPQGPLPNTALL 

SLVLMAGTFFFAMMLRKFKNSSYF 

PGKLRRVIGDFGVPISILIMVLVNDFF 

IQDTYTQKTSQVPDGFKVSNSSARG 

WVIHPLGLRSEFPlWMNfFASALVPC 

LLVFILIFLESQITTLIVSKPERKI^m: 
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wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: of 
oncleo-tide 
scqocQcc 


SEQID 
NOtof 
pepddc 
sequence 


Me 
tfao 
d 


SEQID NO: 

inUSSN 

09/770,160 


INocleodde 
llocation of 
first codon 
for peptide 
scqocnce 


Nucleotide 
locatiOD of last 
codon for last 
amioo add of 
peptide 
sequence 


Amino add sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; >Fpossible 
nodeotide insertion) 














GSGFHLDLLLWGMGGVAALFGMP 
Wl^TTVRSVTHANALTVMGKAST 
PGAAXAOIOEVKVEORISGLLVAVLV 

GLSILMEPILSRIPLAVLFGEFLYMGV 

TSLSGIQLFDRDLLLFKPPKYHPDVP 

YVKRVKTWRMHLFTGIGIICLAVL 

WWKSTPASLALPFVLILTVPLRRV 

LLPLIFRNVELOCLDADDAKATFDE 

EEGRDEYDEVAMPV 


1780 


Tin 


C 


1916 


20 


202 


MAAIKYLGISAILYYKYKCPRGQGN 
QPEELGTGSILCGNFSLGMLFPVQM 
YTVKKAYRAV* 


1781 


7278 


A 


1917 


1 


493 




1782 


7279 


A 


1918 


214 


612 




1783 


7280 


A 


1919 

• 


287 


847 


SDRPTMAPGVARGPTPYWRLRNLG 

TNKTCEECLKNVSCLWOOTNKACI 

DYPDTSVLPPASIXICLSSARWGVC 

WVNFDALHTMSWGGTLLLGIAAC 

CCCCCRRKRSRKPDRSEEKAMR\ER 

EDR\WILQEERRAEMNTRHDEIRKK\ 

YGLFKEENPYARFENN 


1784 


7281 


A 


1920 


61 


515 




1785 


7282 


A 


1921 


1 


2175 




1786 


7283 


A 


1922 


3159 


3441 




1787 


7284 


A 


1923 


36 


387 




1788 


7285 


A 


1924 


64 


408 




1789 


7286 


A 


1925 


1 


10514 




1790 


7287 


A 


1926 


64 


601 


VNNILGLGHTFWALLASPKMEHKE 

GPSLFSVTKKQLGAGSREECAAKCE 

EDKEFPPAGAF\QYHSKEQQCVIMA 

ENRKSSMIMRVRDAVLFGKGKCILF 

RVQDLGMERTTEGRCPKQKMASPC 

OKWEFHFSPADLGOTFPFIFVFIYCK 

WPLCL 


1791 


7288 


A 


1927 


173 


491 


AGEARWESQSAHLKPEFGGPTGPN 
NAQSPPREADAQQVWREPPGPASK 
APHSPPVGYSSPGHESHLLPGDDPA 
KDGSCPPI\PFPLGIEAPVPGPRKRIR 
TCCCMN 


1792 


7289 


A 


1928 


1 


735 




1793 


7290 


B 


1929 


1 


1026 


MRARRLPWALTLVAELGWDTQGG 

DQTSPGGNDRMSMEAECESTTVSP 

LSCSIPTGCGQTREEVSARATPPPSL 

GASLLQTLTPDTHCTGVSATIMSML 

WFLLLWPFSHSSTLAKHKRIHTGE 

CTYKCEECGKAFSRSSTLAKHKRIH 

TGEKPYKCKECGKAFRQSSTLTKH 

KIIHTEEKPYKCKECDKAFKRLSTL 

AKHKUHAGEKLYKCEECGKAFNRS 

SNLTIHKFIHTGEKPYKCEECGKAF 

NWSSSLTKHKRIHTREKPFKCKECG 

KAFIWSSTLTRHKRIHTGEKPYKCE 

ECGKAFSRSSTLTKHKTIHTGEKPY 

KCKECGKLLSTPQPLLNIK* 


1794 


7291 


A 


1930 


1 


2832 
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PCTAJS01/086S6 



SEQID 
NO: of 
oodco-tide 
sequence 


SEQlD 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SEQID NO: 

ioUSSN 

09/77&,ld0 


Nadcotidc 
location of 
first codoa 
for peptide 
seqneocc 


Nndeotidc 
location of last 
codon for last 
amino add of 
peptide 
seqocDcc 


Amino add sequence ( X<=Unknown; *=^top 
codon; A=possit»le nucleotide ddetion; V=possiblc 
ondcotide insertion) 


1795 


7292 


A 


1931 


98 


3867 


PAGIGRATAKMPGTPGSLEMGLLTF 

RDVAIEFSPEEWQCLDTAQQNLYR 

WMLENYRNLAFLGIALSKPDLITY 

LEQGKEPWNMKQHEMVDEPTGICP 

HFPQDFWPEQSMEDSFQKVLLRKY 

EKCGHENLQLRKGCKSVDECKVHK 

EGYNKLNQCLTTAQSKVFQCGKYL 

KVFYKFLNSNRHTIRHTGKKCFKCK 

KCVKSFCIRLHKXTQHKCVYJ I'KKSC 

KCKECEKTLSWVSSTLTNHKEIHTED 

KPYKCEECGKAFKQLSTLTTHKIIC 

AKEKIYKCEECGKAFLWSSTLTRHK 

RIHTGEKPYKCEECGKAFSHSSTLA 

KHKRIHTGEKPYKCEECGKAFSHSS 

ALAKHKRIHTGEKPYKCKECGKAF 

SNSSTLANHKITHTEEKPYKCKECD 

KTFKRLSTLTKHKIIHAGEKLYKCE 

ECGKAFNRSSNLTTHKFIHTGEKPY 

KCEECGKAFNWSSSLTKHKRFHTR 

EKPFKCKECGKGnWSSTLraHKRI 

HTGEKPYKCEECGKAFRQSSTLTKH 

KIIHTGEKPYKFEECGKAFRQSLTLN 

KHKIIHSREKPYKCKECGKAFKQFS 

TLTTHKUHAGKKLYKCEECGKAFN 

HSSSLSTHKIIHTGEKSYKCEECGKA 

FLWSSTLRRHKRIHTGEKPVYKCE\E 

CGKAFSHSSULAKHKRIHTGEKPY 

KCKECGKAFSNSSTLANHKITHTEE 

IG>YKCKECDKTFKR1^TLTKJIKIIH 

AGEKLYKCEECGKAFNRSSNLTIHK 

FIHTGEKPYKCEECGKAFNWSSSLT 

KHKRIHTREKPFKCKECGKAFIWSS 

TLTRHKRIHTGEKPYKCEECGKAFS 

RSSTLTKHKTIHTGEKPYKCKECGK 

AFKHSSALAKHKllHAGEKLYKCEE 

CGKAFNQSSNLTTHKnHTKEKPSKS 

EEa)KAFIWSSTLTEHKRIHTREKP 

YKCEECGKAFSQPSHLTTHKRMHT 

GEKPYKCEECGKAFSQSSTLTTHKn 

HTGEKPYKCEECGKAFRKSSTLTEH 

KHHTGEKPYKCEECGKAFSQSSTLT 

RHTRMHTGEKPYKCEECGKAFNRS 

SiCLTTHKIIHTGEKPYKCEECGKAFI 

SSS11.NGHKR]HTREKPYKCEGCG\ 

KAFSOSFN/TLTGHKRLHTGEKPYK 

CGECGKAFKESSALlKHKIUfTGEK 

PYKCEKCCKAFNQSSILTANHKKIHT 

ITPKIHTREKPYKYKECGKSFNRSST 

FTKHKVIHTGVKLYKCEECGKSFF 

WSSALTRHKKIHTGQQPYKQEKFG 

KAFNQFSHLTTR 


1796 


7293 


A 


1932 


590 


891 




1797 


7294 


A 


1933 


1 


1527 




1798 


7295 


A 


1934 


13 


1668 


PESKMAGSRHRGLRARVRPLFCAL 

LLSLGRFVRGDGVGGDPAVALPHR 

RFEYKYSFLXGPHLVQSDGTVPFWA 

HAGIXAISSSDQIRVAPSLKSQRGSV 

WTXTKXAAFENWEVEVTFRVTGRG 
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PCTAJS01/086S6 



SEQID 
NO: of 
nodco-lidc 
scqneocc 


SEQlD 
NO: of 
peptide 
seqaence 


Me 
tbo 
d 


SEQ ID NO: 

inliSSN 

09/770»l60 


Nucleotide 
locatioD of 
flnt codoo 
for peptide 
scqococe 


Nodeotide 
location of last 
codon for last 
aiaioo add of 
peptide 
scqDCDCe 


Amino add seqoencc ( X»lJnknovra; ^^stop 
codoo; A=posslb!e nodeotide ddetion; V=possible 
niideotide insertion) 










- 




RIGADGLAIWYAENQGLEGPVFGS 

ADLWNGVGIFFDSFDNDGKKNNPA 

IVIIGNNGQIHYDHQNDGASQALAS 

CQRDFRl^YPV\lUVKrrY\YQNTL\ 

TVMI\NNG\FTPDK2aDYEFCAKVE^ 

MIIPAQGYFGISAATGGLADDHDVL 

SFLTFQLTEPGKEPPTPDKEISEKEK 

EKYQEEFEHFQQELDKKKEEFQKG 

HP\DL\QWQPAEEIFESVRD\RELRQ 

VFEGQNRIHLEIKQLNRQLDMILDE 

QRRYVSSLTEEISKRGAGMPGQHG 

OITOOELDTAAnCTOHFII ROVNFM 

KNSMSVEPVRLVSGMQHPGS\AGGV 
YG\TTOHFIDI\KEHLHT\VKR\DIDNl , 

VORNMPVSNEKPKCPELPPFPSCLST 
VHFOMFWVOTWLFIGYIMYRSOO 
EAAAKKnXTTIFLCTSSICVQNDVV 
LREFKYLNCFTV 


1799 


7296 


C 


1935 


238 


360 


MGGLGLSLRSLSSASPAXFRPAHAP 
VGAAGLGPASPQGPL* 


1800 


7297 


A 


1936 


1 


1656 




1801 


7298 


A 


1937 


83 


260 




1802 


7299 


A 


1938 


1 


678 




1803 


7300 


A 


1939 


1 


1097 




1804 


7301 


A 


1940 


1 


1706 


MQLLLAECMGQSGPPGAVCHCQR 

VWQARAVRRSKRPVPSTTQGLKSV 

GAWRGSGRQLHLQPQYRIHWVKP 

AGLLSLVGTMENICVWPSDCKYTN 

RHSVSSSRLLDSLKRDYAGKPQPPl 

KSERRNPPSYAMAAAQLRDSEETG 

GSEFVFAEKTLRKC VKCPQVFT .RNV 

AFAKDAEESRDAQRLGHWWPCIME 

TLSNASGTFAIRLLKILCQDNPSHNV 

FCSPVSISSALAMVLLGAKGNTATQ 

MAQALSLNTEEDIHRAFQSLLTEVN 

KAGTQYLLRTANRLFGEKTCQFLST 

FKESCLQFYHAELKELSnRAAEESR 

KHINTWVNSKKTEGKIEELLPGSSID 

AETRLVLVNAIYFKGKWNEPFDET 

YTOEMPFKINQEEQXRPVQMMYQE 

ATFKLAVHVGGLRAQLLEVLPYARK 

ELSLL\VLLPt)DGVELSTVEKSLTFE 

KLTAWTKPDCMKSTEVEVLLPKFK 

LQEDYDMESVLRHLGIVDAFQQGK 

ADLSAMSAERDLCLSKFVHKSFVE 

VNEEGTEAAAASSLWWVAECCME 

SGPRFCADHPFLFFIRHDRANSILFC 

GRFSSP 


1805 


7302 


A 


1941 


3 


428 


ETLERIKNhfDPKLEEVNLNNIRKIPIP 

TLKAYAEALKENSYVKKFSrVGTRS 

NDPVAYALAEMLKENKELKTLNVE 

SNHSGAGILRPGEALPYNTYLVEM 

RSDNQSQPPGNKVEMEIVSMLVEKN 

ATLLRVR*HFSQQDAR 


1806 


7303 


A 


1942 


1 


1258 


ALARPLPAGAPRPPPASICPPPAPVP 
QPASAPAPQLCVRVLLSTEIQETQTS 
SSTMSYRRELEKYRDLDEDEILGAL 
TEEELRTLENELDELDPDNALLPAG 
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PCTAJSOl/08656 



SEQID 
NO: of 
Dodco-tide 
scqncoce 


SEQID 
NO; of 
peptide 
scqococe 


Me 
tfao 
d 


SCQ ID NO: 

iaVSSN 

09/770460 


Nockotidc 
locattoo of 
first codoD 
for peptide 
seqocate 


Nndcotidc 
(ocatioo of list 
codoD for last 
amino add of 
peptide 
sequence 


Amino add seqoeocc ( X^Unkwnva; *^=^top 
codoo; A>posdMe audcodde ddctioD; \=»possibic 
Dodeotide insertioo) 




_ 




- 






LRQKDQTTKAPTGPFKREELLDHLE 

KQAKEFKDREDLVPYTGEKRGKV 

WVPKQKPLDPVLESVTLEPELEE/U. 

ANASDAELCDIAAILGMHTLMSNQ 

QYYQALSSSSIMNKEGLNSVIKPTQ 

YKPVPDEEPNSTDVEETLERIKNND 

PKLEEVNLNNIRNIPIPTLKAYAEAl 

KENSYVKKFSIVGTRSGDGWAYAL 

AEMLKENKVLKTLNVESNFISGAWI 

LRLVEALPYNTSLVEMKIDNQSQPL 

GNKVEMEIVSMVEKDPHHFLKFGL 

PPYPSKEPRLR\ASTAM\NfNTIALVR 

EVRRLAAPDLGPSFPKCRSGV 


1807 


7304 


A 


1943 


2 


382 


EIAHOnEOOMG/EG*NFVAIESW*K 

IVTEOOTGOKIOrVTALDHNTOGKO 

FILTNHDGSTPSKVILARQDSTPGKX 

VFLTTPDAAGVNQNLFFTTPDLSAQ 

HLQDVIMGAVTCEGCKGFFKRSIRK 

N 


1808 


7305 


A 


1944 


240 


454 




1809 


7306 


A 


1945 


1 


1851 




1810 


7307 


A 


1946 


128 


512 


TAPLAAGRRPGDAl OPRPl AVfiVlf 

GTPWPPPPTRSLVSPPSVSYRRFCAL 

LTPASGADATVPRLPLVDWGALRE 

ERLKKADGMWDRDSRRRELSVFG 

ACALATGRSGERRS*RSQGGVEGSE 

GRAAAL 


1811 


7308 


A 


1947 


1 


705 




1812 


7309 


A 


1948 


124 


1583 


IMATIEEIAHQIIEQQMGEIVTEQQT 

GQKIQIVTALDHNTQGKQFILTNHD 

GSTPSKVILARQDSTPGKVFLTTPD 

AAGVNQLFFTTPDLSAQHLQLLTD 

NSPDQGPNKVFDLCVVCGDKASGR 

HYGAVTCEGCKGFFKRSIRKNLVYS 

CRGSKDXCUNKHHRNRCQYCRLQR 

CIAFGMKQDSVQCERKPIEVSREKS 

SNCAASTEKIYKKDLRSPLTATFTF 

VTDSESTRSTGLLDSGMFMNIHPSG 

VKTESAVLMTSDKAESCQGDLSTTL 

ANWTSLANLGKTKDLSQNSNEMS 

MIESLSNDDTSLCEFQEMQTNGDVS 

RAFDTLAKALNPGESTACOSSVAG 

MEGSVHUTGDSSINYTEiaSGPLLSD 

SHVAFRLTMPSPMPEYLNVHYIGES 

ASRLLFLSMHWALSIPSFQALGXQEK 

QP*SLVKAYWNELFTLGLAQCWQV 

MNVATILATFVNCLHNSLQQDAKV 

lAALIHFTRRAITDL 


1813 


7310 


A 


1949 

• 


6 


2028 


KJLRTLTPQKYPRTESSLRRESRSHM 

FTAFLNLSCRSAPQSTRGSRGTVAS 

APDAGGSRAQKRREIMATIEEIAHPI 

lEQQMGEIVTEQQTGQKIQIVTALD 

HKTQGKQVILTNHDGSTPSKVILAR 

QDSTPGKVFLTTPDAAGVNQLFFTT 

PDLSAQHLQLLTDNSPDQGPNKVF 

DLCWCGDKASGRHYGAVTCEGC 

KGFFKRSIRKNLVYSCRGSKDCII\N 

KHHRNRCKYCRLQRCIAFGMRQDS 
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PCTAJSOl/08656 



SEQID 
NO: of 
nndco-tide 



1814 



1815 



1816 



1817 



S£QU> 
NO: of 
pcptiffe 



7311 



7312 



7313 



7314 



Me 
tho 
d 



SEQIONO: 
09/770,160 



Nucleotide 
locatiooof 
lirst codoD 
for peptide 
scqncoce 



1950 



65 



1951 



1952 



1953 



JJ 



Nodcodde 
location of last 
codoo for last 
amino add of 
peptide 
segncpce 



Amioo add scqneocc ( X-Unkoown; ^^^top 
codoo; /=pos5iblc oodeotidc deletion; V>possible 
Dodeotide lasertioo) 



286 



15 



262 



82 



1934 



1274 



VQCERNPLEVSREKSSNCAASTEKI 
YIRKDLRSPLTATPTFVTOSESTRST 
GLLDSGMFMNIHPSGVKTESAVLM 
TSDKAESCXJGDl^TLANVVTSLANL 
GKTKDLSQNSNEMSMIESLSNDDTS 
LCEFQEMQTOGDVSRAFDTLAKAL 
NPGESTACQSSVAGMEGSVHLITGD 
SSINYTD\KEGPLLSDSHVAFRLTMP 
SPMPEYU^nWIGESASRLLFLSMH 
WALSIPSFQGSRGKENXSISLVESLLG 
IELFTLGLAQCWQVMNVATILA\TF 
VNCLHNSLQQDKMSTDRRKLLME 
HIFKLQEFCNSMVKLCIDGYDYAYL 
KATVLFSPDHPSLENMEQIEKFQEK 
AYVEFQDYITKTYPDDXTYRLSRLLL 
RLPALRLDGCnXTEELFFKGLIGNIR 
ADSVIPVHILKMEPADYNSPnCHSI 



MDYCNTTLPSNPETVFGDIMPRVNK 

PDLGTALSRGFTHEINKTYLSHLKL 

GSQKTHFWFnSFYAHLTLIIYP* 



CVQAATSLSVGICPLPGPGPSPPWY 

PGVSVNVWIFKQIDDEGDLRLLINK 

EVLSGVWISSKDSVQHQGVSLTME 

GTVNLQLSAKSVGVFEAFYNSVKA 

QLRRSVQATGLEERPALPERLQQEG 

SEEAGGLSGAEAALPRRARGSPIQII 

NSTIEMVKPGKFPSGKTEIPFEFPLH 

LKGNKVLYETYHGVFVNIQYTLRC 

DMKRSLLAKDLTKTCEFIVHSAPQK 

GKFTPSPVDFTITPETLQNVKEHSHQ 

TEAGQQRAFQRFRSALRGGRLTAR 

ADNSSSSNVAQGSQKSGHPCSRPSS 

VLPGQRQVCRVKRALLPKFLL/RRT 

SQLNKLCHHAATNGRAGGGELGSR 

HQKRGAAAGARGDPGQQSRP*P*L* 

KTRGRRGSKSKSVAVP*Q*PRV*GK 

VCR\SYARDATE1QNIQIADGDVCR 

GI^VPIYMWPRLFTCFTLETTNFKV 

GKWHSPPSPHGPMGRAAQRQGLL 

WVTELRTCRPSVPQCQGLPQAIQLR 

ACCPSAAQQNLVKELLCRTGDTPT 

GSPGACGTSTVTWGNTQTHISVDM 

GRPQPQVGTDSKAPSTAELPQCGA 

QHRVPSAHTMPFPPLLTLGKEMVL 

VCRQDQQGSPISAEESVEKESCLLK 

EFEVNIWLLHPDHLITENFPLKLCR 
I 



ATAGREGKGRGPQPSGEAPLVSLGS 

RAATSGGCCGELEMGTGLDIKSKR 

ANKVYHAGEVLSGVWISSKDSVQ 

HQGVSLTMEGTVNLQLSAKSVGVF 

EAFYNSVKPIQIINSTIEMVKPGKFPS 

GKTEIPFEFPLHLKGNKVLYETYHG 

VFVXNIQYTLRCVDMKRSLLAKDLT 

KTCEFIVHSAPQKGKFTPSPVDFnT 

PETLQNVKERALLPKFLLRRTSVQLN 

KLCHHAATNGRAGGGELGSRNHQK 
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wo 01/79449 



PCT/US01/086S6 



SCQID 
NO: of 
nndco-tidc 
5Ci|iimcc 


SEQID 
NO: of 
peptide 
sn|Dcii^c 


Me 
tbo 
d 


SEQIDNO: 

inUSSN 

09/770,160 


Nndeotide 
locatioo of 
first codoD 
lor peptide 
scqncoce 


Nucleotide 
locatioDoflast 
codoD for last 
amino acid of 
peptide 
seqocDce 


Amioo add sequence ( X^nkoowo; *^top 
codou; A=poss)t)le oocSeotide ddetioD; V'^possible 
nndeotide insertion) 














RGAAAGARGDVRVCRVSYARDAIAE 
IQNIVQIADGDVCRGLSVPIYMVFPR 
LFTCPTLhM^rNFKVEFEVNIVVLLHP 
DHLITENFPLKLCRl 


1818 


7315 


A 


1954 


2 


236 


DRCLMLKQGSEAWLTSISIEPPAPPV 

YQAPCQSCPEPPGAHEPSDSPHHTP 

VHPPPE\TRTPVLPQPRAVPPPRSSM 
S 


1819 


7316 


A 


1955 


760 


925 


HLEYLPTYANSSYSWVPSSVAHTCN 
PSTLGGRGGRITGGQEFKTSVANIT 
KPCLY 


1820 


7317 


A 


1956 


32 


487 


SRRHGSSLWGKVNVEDAGGETLGR 

LLWYPWTQRFFDSFGNLSSASAIM 

GNPKVKAHGKKVLTSLGDAIKHLD 

DLKGTFAQLSELHCDKLHVDPENF 

KLLGNVL\nVLAIHFGKEFTPEVQA 

SW/QEDGDWSGQCPVLQIPLSSLPM 

MQSFQG 


1821 


7318 


A 


1957 

■ 


41 


638 


APSPRRPWGHFTEEDQGLLSTSLWG 

KVVNVEKCWKEKTPGKGSLVVYP\ 

WT\ORFFD\SFGN\LSSAF\AHHG0TP 

KVKAHGKXKVLTFLGRCQQSTLDD 

LKGTFAQLNSELHCDKLHVDPENFK 

LLG\lWLVTVL\AlHnGKDFTPGGC 

RASW\QKMGD\*SGQCPV\LQ\IPLSS 

L\PMMQSFSRIRLLFLQAITONKSISA 

KRSP 


1822 


7319 


A 


1958 


3 


227 




1823 


7320 


C 


1959 


171 


366 


MHTPSVEKPSCGSQLFVYIRKFWKK 

RNLVKVLNMTTSSVTEDVPLYPEW 

CMLWRYPASRPNVRKP* 


1824 


7321 


C 


1960 


332 


421 


MEEKIFSQPGMVAPTCNPSTLGGQG 
RWIT* 


1825 


7322 


A 


1961 


322 


1145 


RFSKSPPDSGAQLVSPSGSRTRQQV 

ELAATFTQCSTLLSPWASDGTGCHG 

AAGRRSSGRLRFTGALRWVPLHFPS 

PARGDSQARSLFTRAAASADSSLPG 

CGRREVCGSRAPAGG/PPLAPAPPA 

APVPASAAAQPPAPAWAYEQVWA 

GRGALRSPSASSGEAADDSYGWA 

GRWGRPVQDSRLGTAGEGIAGRES 

WGSVTSWVLGSHMVKFGLVAELGI 

CETQDWRRGSEGGAGEFGAVAIHC 

IGTWVADNAVTCPLLNTTQLEIPFG 

VQFWML 


1826 


7323 


A 


1962 


30 


2814 


LPRAKVEGAPRAPSPQDPGVPPRAP 

SPRSPSPALRALPAPLSPRSPLDEPM 

ARPRRAREPLLVALLPLAWLAQAG 

LARAAGSVRLAGGLTLGGLFPVHA 

RGAAGRACGPLKKEQGVHRLEAM 

LYALDRVNADPELLPGVRLGARLL 

DTCSRDTYALEQALSFVQALIRGRG 

DGDEVGVRCPGGVPPLRPAPPERV 

VAWGASASSVSIMVANVLRLFAIP 

QISYASTAPELSDSVTRYDFFSRWPP 

DSYQAQAXMVDIVRALGWNYVSTL 

ASEGNYGESGVEAFVQISREAGGVC 
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PCTAJSOl/08656 



SEQID 
NO: or 
nocleo-tide 
sequence 


SEQlD 
NO: of 
peptide 
scqoeoce 


Me 
ttro 
d 


SEQ ID NO: 

ioDSSN 

09/770,160 


Nucleotide 
locatioD of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codoo for last 
amino add of 
peptide 
seqneoce 


Amino add sequence ( X^Unknowo; *^=Stop 
codon; A=pos9ble nucleotide ddetioo; V^^posslUc 
nndeotide insertion) 










* 




lAQSIKIPREPKPGEFSKVlRRLMETP 

NARGIIIFANEDDIRRVLEAARQANL 

TGHFLWVGSDSWGAKTSPILSLEDV 

AVGAmLPKRASIDGFDQYFMTRSL 

ENNRRNIWFAEFWEENFNCKLTSSG 

TQSDDSTRKCTGEERIGRDSTYEQE 

GKVQFVIDAVYAIAHALHSMHQAL 

CPGHTGLCPAMEPTDGRMLLQYIR 

AVRFNGSAGTPVMFNENGDAPGRY 

DEFQYQATNGSASSGGYQAVGQWA 

ETLRLDVEALQWSGDPHEVPSSLCS 

LPCGPGERKKMVKGVPCCWHCEA 

CDGYRFQVDEFTCEACPGDMRPTP 

NHTGCRPTPWRLSWSSPWAAPPLL 

LAVLGIVA ITrVVATFVRYNNTPIV 

RASGRELSYVLLTGIFLIYAITFLMV 

AEPGAAVCAARRLFLGLGTTLSYSA 

LLTKTNRIYRIFEQGKRSVTPPPFISP 

TSQLVITFSLTSLQWGMIAWLGAR 

PPHSVIDYEEORTVDPEOARGVLKC 

DMSDLSLIGCLGYSLLLMVTCTVY 

AIKARGWETFNEAKPIGFTMYTrCI 

IWLAFVPIFFGTAQSAEKIYIQTTTLT 

VSLSLSASVSLGMLYVPKTYVILFH 

PEQNVQKRKRSLKATSTVAAPPKG 

EDAEAHK 




7324 


C 


1963 


334 


387 


MKCYIYIYMTLVLLLIV* 


1828 


7325 


A 


1964 


1 


489 




1829 


7326 


A 


1965 


152 


717 


VESIEDVGNHRTDHGADMISIHYEE 
ENAFILDTLMCKOWKGPDDILLGMV 

YDTDDASFKWVDNSNMTFDKWTD 

NQDDEVEDLVDTACAFLHIKTGEWKK 

GNCEVSSVEGTLCKTAIPYKRKYLS 

DNHILISALVlASTVILTVLGAnWFL 

YKKHSDSRFTTVFLTGPQLP\YMEN 

CVLWGEENEYPVQFD 


1830 


7327 


A 


1966 


3 


614 


LUTPSAKMALETGPKDLRHLRACL 

LCSLV/KGTIDQFEYDGCDI\CYAYL 

OMKGNR\EM\VYDCTSSSFDGIIAM 

MSPED\SWVSK\WQAKSSNFKF\GV 

YAWSVTGRLAPKGIR/VRELKSRNG 

VAU2IPGDTANKDLAKMQGCQHLC 

SPPPCLCIISCSWNLNEQNFQBLPTLQ 

FRLSSTVERAAHHFIILSSLDYRWG 

GRDLGWVD 


1831 


7328 


A 


1967 


66 


407 




1832 


7329 


A 


1968 


2 


1272 


CPWPESTGQSGVTSSKARPSLAERW 

AGPAKKKRKGVEHGPAAIREAGLM 

KRLSS/LGDLLTSPEIEVLFTDIAKVR 

THCPKSLPGTETVQIIELSSFFLNILG 

GKKKKQSWEQEGCHLKDFGDLSFT 

PVPKDDLYNNLIVNPRSVGLANQEL 

AEWSRAVSDGYSCVTLGGDHSLAI 

GTISGHARHCPDLCWWVDAHADI 

NTPLTTSSGNLHGQPVSFLLRELQD 

KVPQLPGFSWIKPCISSASIVYIGLR 

DVDPPEHFILKNYDIQYFSMRDIDR 

LGIQKVMERTFDLLIGKRQRPIHLSF 
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PCTAJSOl/08656 



SEQID 
NO: of 
Dodeo-fide 
scqoeticc 


SEQID 
NO: of 
peptide 
seqncnee 


Me 
tbo 
d 


SEQ ID NO: 

inUSSN 

09/770,160 


Nndcotide 
locatiOD of 
first codoo 
for peptide 
scqoence 


Nndeotide 
locatioa of last 
codoo for last 
amino add of 
peptide 
seqncnee 


Amino add seqaence ( X-UnkDowo; *=^top 
codon; A=possIUe nodeotide ddetion; V^possible 
nndcotide Insertion) 














DIDAFDPTLAPATGTPWGGLTYRE 
GMYIAEEIHOTGQRNTrENFDTSSQ 
TLTCGLLSALDLVEVNPQLATSEEE 
AKTTANLAVDVIASSFGQTREGGHI 
VYDQLPTPSSPDESENQARVRI 


1833 


7330 


A 


1969 


212 


460 




1834 


7331 


A 


1970 

• 


1 


1223 


TWECLSPAWHEESSGGRWRSLPA 

SNRAEPLPWRPSVLRIMSLRGSLSR 

LLXQTRVRSILKKSVHSVHVIGAPFS 

QGQKRKGVEHGPAAIREAGLMKRL 

SSLGCHLKDF/GQDLSFTPVPKDDL 

YNNLIVNPRSVGNLANQELAEWSR 

AV/SQDGYSCVTLGGDHSLAIGTISG 

HARHCPDLCWWVDAHADJNTPLT 

TSSGNLHGQPVSFLLRELQNDKVPQ 

LPGFSWD/IKPCISSARIVYIGLRDVY 

PPEHFILKGTMDIQYF\SMEEILDR\L 

GIQEGHGNGTFDLNLIGKRQRPIHNLS 

YDIDAFDPTHAPAHR'nPWGDITYR 

EAMYIAEKIH\NTG\LLSALDLVEVN 

PQLATSEEEAK1TANLAVDVIGLPS 

LWVQTREGGAYWSYDPTFFrP\SSP\ 

DESENQARVRl 


183S 


7332 


C 


1971 


162 


425 


MVGPSLHAGXXXVYIPRFLYIRSWL 
PCIFFSGGVTVGNIGRQLAMGVPEK 
PIVIESSKPXILESXGRFLEENLXLVD 
YXKGLSFFLK* 


}836 


7333 


A 


1972 


89 


308 




1837 


7334 


A 


1973 


2 


454 




1838 


7335 


A 


1974 


570 


1418 


PMPRLHDHFWSCSCAHSARRRGPP 

RAIAAGLAAKVGEMIIVFVSGPSLM 

AVLSASDADPAPRGRSAVKSGPYP 

GSPYPNTWHHSLMQKSLVLFSVGE 

VIj\LyLNIXQIQRNVTLFPEEVlATI 

FSSAWWVPPVCCGTAPADVGLLYPC 

IDSHLGEPHKFKERMGQYSMRCIAV 

FVGINHASAKLDFANNVQLSLTLAA 

I^LGLMWrFDRSRSGLGLGUTlAFL 

ATLMTQFL VYNG VYQYTSPDFL YIR 

SWLPC\IFFSGSVT\VGNIG\RQLGYG 

VFLEKPHSD 


1839 


7336 


A 


1975 


1 


287 


KFQERGnQIKYPP/RAFTLSHTHTRH 
AfflQAPTVTNQTP/DFP/RPRR»ESSS 
SSEGANSFLKIMT*RQSSSSPKEKDV 
RPATSTTSCSMLLSILFIG 


1840 


7337 


A 


1976 


1 


166 




1841 


7338 


A 


1977 


37 


448 


GGCTCPCSRWQGSPPQAPAGLPPPL 

ASGPAPSASASPQPSGGPIPLHA^*E 

SSSSSEGANSVCSSRSCSLAETFS*S 

AHCLE*NLTPPSPSFYETPLSWSLA 

LVVSSGGRPVLGPCAESPGHRGWV 

ASPWSSGWSP 


1842 


7339 


A 


1978 


45 


249 




1843 


7340 


A 


1979 


77 


3801 


KGGVFAHDLVPLPFQGTDSPSPRAP 
PGRGVPLPPGALTMNTRDXTPRVAE 
TSHHLKIFLPKKLLECLPRCPLLPPE 
RLRWNTNEEIASYLITFEKHDEWLS 
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PCTAJS01/086S6 



SEQID 
NO: of 
andco-tide 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Me 
tfao 
d 


SEQ ID NO: 

ioUSSN 

09y770»160 


Nocleottdc 
location of 
first codon 
for peptide 
seqncDce 


Nucleotide 
location of last 
codon for last 
amino add of 
peptide 
sequence 


Amino add seqncoce ( X=UnluM)wn; *=Stop 
codon; /^possible nocleotide ddetion; V^possible 
oudeotidc Insertion) 












• 


CAPKTRPQNGSIILYNRKKVKYRKD 

GYLWKKRIOXjKTTREDHMKLKVQ 

GMECLYGCYVHSSIVPTFHRRCYW 

LLQNPDIVLVHYLNVPALEDCGKG 

CSPDFCSISSDRREWLKWSREELLGQ 

LKPMFHGIKWSCGNGTEEFSVEHL 

VQQILDTHPTKPAPRTHACLCSGGL 

GSGSLTHKCSSTKHRnSPKVEPRAL 

TLTSIPHPHPPEPPPLIAPLPPELPKA 

HTSPSSSSSSSSSGFAEPLEIRPSPPTS 

RGGSSRGGTAILLLTGLEQRAGGLT 

PTRHLAPQADPRPSMSLAVWGTEP 

SAPPAPPSPAFDPDRFLNSPQRGQTY 

GGGQGVSPDFPEAEAAHTPCSALEP 

AAALEPQAAARGPPPQSVAGGRRG 

NCFFIQDDDSGEELKGHGAAPPIPSP 

PPSPPPSPAPLEPSSRVGRGEALFGG 

PVGASELEPFSLSSFPDLMGELISDE 

APSIPAPTPQLSPALSTTIDFSPEWSY 

PEGGVKVLITGPWTEAAEHYSCVF 

DHIAVPASLVQPGVLRCYCPAHEV 

GLVSLQVAGREGPLSASVLFEYRAR 

RFLSLPSTQLDWLSLX>DNQFRMSIL 

ERLEQMEKRMAEIAAAGQVPCQGP 

DAPPVQDEGQGPGFEARWVLVES 

MIPRSTWKGPERLAHGSPFRGMSLL 

HLAAAQGYARLIETLSQWRSVETG 

SLDLEQEVDPLNVDHFSCTPLMWA 

CALGHLEAAVLLFRWNRQALSIPDS 

LGRLPLSVAHSRGHVRLARCLEELQ 

RQEPSVEPPFALSPPSSSPDTGLSSVS 

SPSELSDGTFSVTSAYSSAPDGSPPP 

APLPASEMTMEDMAPGQLSSGVPE 

APLLLMDYEATNPKGPLSSLPALPP 

ASDDGAAPEDADSPQAVDVIPVDM 

ISLAKQIIEATPERIKREDFVGLPEAG 

ASMRERTGAVGLSETMSWLASYLE 

NVDHFPSSTPPSELPFERGRLAVPSA 

PSWAEFLSASTSGKMESDFALLTLS 

DHEQRELYEAARVIQTAFRKYKGR 

RLKEQQEVAAAVIQRCYRKYKQLT 

WIALKFALYKKMTQAAILIQSKFRS 

YYEQKRFQQSRRAAVLIQQHYRSY 

RRRPGPPHRTSATLPARNKGSFLTK 

KQDQAARKIMRFLRRCRHRMRELK 

QNQELEGLPQPGLAT 


1844 


7341 


A 


1980 


1 


4333 


MQVQDDGVNLIPFAKCSRWSRSPP 

PRLPSQSLRPMPQRYGDVFWKNLN 

QRPl'PrWLEEQHIPPMLRATGCSQL 

GLYPPEQLPPPEMLWRRKKRRPCLE 

GMQQQGLGGVPARVRAVTYHLED 

LRRRQSnNDTDSPSPRPLRPGVTLPP 

GALTMhrrKDTTEVAENTRP^KIFLP 

KKLLECLPRCPLLPPERLRWNTNEEl 

ASYLl i'FEKHDEWLSCAPKTRPQNG 

SIILYNRKKVKYRKDGYLWKKRKD 

GKTTOEDHMKLKVQGMECLYGCY 

VHSSIVPTFHRRCYWLLQNPDIYLV 
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PCTAJS01/086S6 



SEQW 
NO: of 
ODdeo-tidc 
srqococc 


SEQID 
NO: or 
peptide 
seqacocc 


Me 
tfao 
d 


SEQIONO: 

10 usa^ 

09/770,160 


Nucleotide 
locatioD of 
first codOD 
for peptide 
scqoenec 


Nucleotide 
locatioD of last 
codooforbst 
amino acid of 
peptide 
scqoenec 


Amino add sequence ( XBUnlmowo; **<top 
codoo; /=possible ancleotide dcictioa; \Fpossible 
nucleotide insertioo) 














HYLNVPALEDCGKGCSPIFCSISSDR 

REWLKWSREELLGQLKPMFHGIKW 

SCGNGTEEFSVEHLVQQILDTHPTK 

PAPRTHACLCSGGLGSGSLTHKCSS 

TKHRIISPKVEPRALTLTSIPHAHPPE 

PPPLIAPLPPELPKAHTSPSSSSSSSSS 

GFAEPLEIRPSPPTSRGGSSRGGTAIL 

LLTGLEQRAGGLTPTRHLAPQADPR 

PSMSLAVWGTEPSAPPAPPSPAFDP 

DRFLNSPQRGQTYGGGQGVSPDFPE 

AEAAHTPCSALEPAAALEPQAAAR 

GPPPQSVAGGRRGNCFHQDDDSGE 

ELKGHGAAPPIPSPPPSPPPSPAPLEP 

SSRVGRGEALFGGPVGASELEPFSL 

SSFPDLMGELISDEAPSIPAPTPQLSP 

ALSTITDFSPEWSYPEGGVKVLITGP 

WTEAAEHYSCVFDHIAVPASLVQP 

GVLRCYCPALPLPYTQKSALLGDLK 

DHQSDRLAALLSTSVFSPSLYSSIQH 

VSHEVGLVSLQVAGREGPLSASVLF 

EYRARRFLSLPSTQLDWLSLDDNQF 

RMSILERLEQMEKRMAEIAAAGQV 

PCQGPDAPPVQDEGQGPGFEARW 

VLVESMIPRSTWKGPERLAHGSPFR 

GMSLLHLAAAQGYARLIETLSQWR 

SVETGSLDLEQEVDPLNVDHFSCTP 

LMWACALGHLEAAVXLLFRWNRQ 

ALSNPDSLGRLPLSVAHSRGHVRLA 

RCLEELQRQEPSVEPPFALSPPSSSP 

DTGLSSVSSPSELVTDGTFSVTAAYS 

SAPDGSPPPAPLPASEMTMEDMAPG 

QLSSGGPEAPLLLMDYEATNSKGPL 

SSLPALPPASDDGGGPEDADSPQAV 

DVIPADMISLAKQIIEATPERIKREDF 

VGLPEAGASMRERTGAVGLSETMS 

WLASYL\ENVDHFPSSTPPSEL\PFER 

\GRLGLSLTAPSWAEFLSCIPPVGKI 

GKLIFALLTL\SD\QEQRELYEAARVI 

QTAFRKYKGRRLKEQQEVAAAVIQ 

RCYRKYKQFALYKKMTQAAILIQS 

KFRSYYEQKRFQQSRRAAVUQQH 

YRSYRRRPGPPHRTSATLPARNKGS 

FLTKKQDQAARKIMRFLRRCRHRH 

SALPFKTHRPLSVTPKMADLLGSILS 

SMEKPPSLGDQETRRKAREQAARL 

KKil'RARETTESGVS 


1845 


7342 


A 


1982 


1 


145 




1846 


7343 


A 


1983 


1 


419 




1847 


7344 


A 

■ 


1984 


3 


532 


PRASRSRPTGLREAAGSGPREAPRR 

SGCKSPGLGTVAMLRPKALTQVLS 

QANTGGVQSTVLLLNNEGSLLAXYS 

GLRGTTDAPGSPAAIA\SNIWA\AYG 

PETGTQAFNEDNLQI/nLHGTCMGG 

AVLGHSPELANLSCLLYCIAKEDRG 

AFGNCFKAKGPGLLGGSYLEEPLTQ 

VAAS 


1848 


7345 


A 


1985 


2 


555 




1849 


7346 


A 


1986 


90 


323 
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PCTAJS01/086S6 



SEQID 
NO: of 
Dudto-tide 
scqocsce 


SEQlD 
NO: of 
peptide 
stqntoet 


Mc 
tbo 
d 


SEQ ID NO: 

idUSSN 

09/770460 


INnclcotidc 
llocatioD of 
ICntcodon 
Ifor peptide 
Iscqoence 


Nacicotide 
locatioa of last 
codoo for last 
amino acid of 
peptide 
sequence 


Amino add scqnenee ( X^UaluNnvD; ^^^^Slop 
eodoo; A=possiblc nucleotide ddetioD; \Fpossible 
Dodeotide insertioD) 


1S50 


7347 


A 


1987 


1 


4695 




1851 


7348 


A 


1988 


81 


523 


SCLXIRDRACLTSLPVSFOVCXjVGSK 

GWRDVTTFFSGKAEGPLDSPSEGHS 

YQNSGLDHFQNSNIDQSFWETFGSA 

EPTKTRKSPSSDS\WTCADTSTER\R 

SSDSWEVWGLASTNRVNSNSDGVE 

GGEGTKKAVPPAVPIDDGWDNQN 

W 


1852 


7349 


A 


1989 


1187 


1720 


QNQSRDKM\RDLREGQMEPPKSELI 
GWVGGGETSRWVRGGASPPPVALSP 

LFL1TWSGHKDLK\DLKVRGLRGLE 

APRVNVWETEANQAGLQPLGPPAT 

IGLRPRERPGPGRVGREGGPAWPLG 

EFSGIPGVGLRARHQHELRRWRPGR 

ASPRPERKAAWKGOPGOPAGPADG 

RAARSRG 


1853 


7350 


A 


1990 


738 


1086 


GTASENLGCKILKHRQQMLRKVYP 

WLHILSYRGSHSSRKKNWGRLKNI 

LKTFFFLGGGGDGSCWQRPGWELQ 

WALFSGSLOPSPPGF\JCOFSCLSLLS 

SWEYRCTPPCLANFCIFO 


1854 


7351 


A 


1991 


1 


340 


LGEGGRTAVEALPGPSLDHWYRSA 

GEEKDGPAryCAAQHLRGRRSLPKA 

WPPPPSSLPVLTDEQKSR/YPGHEAH 

DOGGWVDAROSIIRKWDPETGRTR 

WGAFGLTYTTGSGSVG 


1855 


7352 


A 


1992 


I 


142 




1856 


7353 


A 


1993 1 


58 


328 


LKKKGKEKAEAQQVEALPGPSLDQ 
WHRSAGEEEDGPVLTDEOKSRAT>n 

HEAHDQGG\WDARQSIIRKCGGPLR 
RGAPGLLKGDGEGPKRKS 


1857 


7354 


A 


1994 


120 


416 


LFFGESSRLTVLEDLKNVFPPQVAV 
FEPSKAEIFHTQKAPLVFLATGFYPD 
HVELSWWVNGKEVHSGVST\DPQP 
LMEQAALNDSRYCLSSRLRVSATF 


1858 


7355 


A 


1995 


1 


977 


VKLPSCPDPAMGTSLLCWMALCLL 

GADHADTGVSQNPRHNITKRGQNV 

TFRCDPISEHNRLYWYRQTLGQGPE 

FLTYFQNEAQLEKSRLLSDRFSAER 

PKGSFSTLEIQRTEQGDSAMYLCAS 

SIGAGLPSSNQPQHFGDGTRLSBLED 

LNKVFPPEVAVFEPSEAEISHTQKAT 

LVCLATGIFPDHVELSWWVNGKEV 

HSGVSTDPQPLKEQPALNDSRYCLS 

SRLRVSATFWQNPRNHFRCQVQFY . 

GLSENDEWTQDRAKPVTQIVSAEA 

WGRADCGFTSV\SYQQGVLS\ATIL 

YEILLGKATLYAVLVSALVLMAMV 

KRKDF 


1859 


7356 


A 


1996 


2 


883 


FVSQLSPEKWCGHHLKMLSLLLLL 

LGLGSVFSAVISQKPSRDICQRGTSV 

KmCRSLDFQATTMFWYRQFPKKSL 

MLMATSNEGSKATYEQGVEKDKFL 

INHASLTLSTLTVTSAHPEDSSFYICS 

ARESTSDPKNEQYFGPVGTRLTVLE 

DLKNVFPPEVAVFEPSEAEISHTQK 

ATLVCLATG\FFPDHVELSWWVNG 
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PCTAJSOl/08656 



SEQID 
NO: of 
nndco-tide 
scqncDce 


SEQlD 
NO: of 
peptide 
scqoeocc 


Me 
tbo 
d 


SEQID NO: 
09/770»160 

* 


Nucleotide 
locatioo of 
first codoo 
for peptide 
scqncDce 


Nodeotide 
location of last 
codoD for last 
amino add of 
peptide 
seqaeocc 


Amino acid scqoeocc ( X=UnkDOWii; *=Stop 
codon; /^possible nodcotidc dddioo; V=possiblc 
nodcotide loscrtion) 














KEAHSGVSTDPQPLKEQPALNDSRY 
GLSSRLRVSATFWXQNPRNHFRCQV 
QFYGLSENDEWTQDRAKPVTQIVS 
AEAWGRAGEWGLGRCLEEIR 


1860 


7357 


A 


1997 

■ 


195 


1133 


PQHGGHFPRKIKSCSWQARPLEDEA 

TLGQCGVEALTTLEVTRPACLEVKS 

MVPWPVLEKVRGQTPKVAKHGEK 

KKKKTGRAKRRMQYNRRFVNVVP 

TFGKKKGTTFTKIFVGGIJ>YHTTDA 

SLRKYFEGFGDIEEAWriDRQTGK 

SRGYGFVTMADRAAAERACKDPNP 

IIDGRKANVNLAYLGAKPWCLQTG 

FAIGVQQLHPTLIQRTYGLTPNYMY 

PPAIVQATWIPAAPVPSLSSPYIEYT 

PASPAYAQYPPATYDQYPYXAASPA 

TWRSFVGYSYPAAVPOALSAAAPA - 

GTTFLQYQAPHVQPDRMH 


1861 


7358 


B 


1998 


60 


378 


NAVLEADFAKRGYKLPKVRKTGTT 

lAGWYKDGIVLGADTRATEGMVV 

ADKNCSKIHFISPNIYCCGAGTAAD 

TDMTTQLISSLAAMAVFEDKFRPD 

MEEEEAKNLX* 


1862 


7359 


A 


1999 


1 


437 


DPRATEGMWADKTCOKSTGRLPE 

LVTAIRMLKQMLFRYQGYIGAALV 

LGGVDVTGP/HLYSIYPHGSTDIAAG 

IFNDLGSGSNIDLCVISKNKLDFLRP 

YTVPNKKGTRLGRYRCEKGTTAVL 

TEKITPLEIEYLEETVQTMDTS 


1863 


7360 


A 


2000 


2290 


2481 




1864 


7361 

• 


A 


2001 


3 


860 


FLGKMAAVSVYAPPVGGFSFDNCR" 

RNAVLEADFAKRGYKL\PRPRKTGT 

TIAGWYKDGIVLGADTRATEGMV 

VADKNCSKIHFISPNIYCCGAGVTAA 

DTAMT\TQLISS\NLKLHSL\STGR\LP 

RVWTAVNRMLKOMLFRYOGYIGAA 

LVLGGVDVTGPHLYVSIYPVHGSTDK 

VP\YVTHGFLAPLA\AMAVF\EDKFR 

P\D\MEEEEA\KNLVSEDSPPQFPPPS 

WRIFNDNLGSGSNTOLCVISKXNKLDF 

LRPVYTVPNKKGTRLGWVRYRCEKG 

\TTAVLTEKIPLLWST 


1865 


7362 


A 


2002 


1 


340 


RQGTIVAISSIQGKMSIPFRSAYAAS 

KHATQAFFDCLRAEMEQYEIEVTVI 

SPGRSCWEVAQDVLAAAGKKKKD 

VIIJVDLLPSLAVYLRTLAPGLFFSL 

MASRAR*ERKSKNS 


1866 


7363 


A 


2003 


56 


385 


RPWTSSPPQPSCPCCSAAWASSASS 
GCCSGCAGRPTCGMLWW*SQAPA 
QGRSPVEVAQDVLAAVGKKKKDVI 
lADIXPSlAVYLRTLAPGLFFSLMA 

SRARKERKSKNS 


1867 


7364 


A 


2004 


2 


409 




1868 


7365 


A 


2005 


1 


1092 




1869 


7366 


A 


2006 


50 


1101 


LTMVSPATMKSLPKVKAMDHTVST 
AIL\PLLFGCLGV\FGL\FRLLQWV\R 
GKAYLRNAWVITGATSGLGKECA 
KVFYAAGAKLVLCGRNGGALEELI\ 
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PCT/USOl/08656 



SEQID 
NO: of 
Dudco-tidc 
sequence 


SEQID 
NO: of 
peptide 
seqococe 


Me 
tbo 
d 


SEQ ID NO: 
09/770,160 


NodcotMe 
locatioD or 
first codoD 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino add seqaeoce ( X^Unknown; *^^top 
codon; A^possiUe nodeotlde ddetion; V-possible 
nadeotide insertion) 














RELTASVHATKVQTHKPLLGGPSDL 

TDSGAWAAAAKRSFSCFXGYGRHY 

FVNNAGISYRGTVTNffiTVTVDVDKR 

VMEThnTGPVALTKAlXPSMIKRR 

OGHTVAISSIOGKMXSIPFRSGICOPS 

KHATO\AFFDCLAVPEM\EOY\EIEV 

TV1SPG\YIHTNLS\VNAITADGSRYG 

V\MDTnTSPGPESPVEGGPRMFLAC 

LWGKKK\KJ3V\TLADLPALPLAVY\ 

LRTLAPVGLLPSSLPCLPRAQKRAGN 

PKNSLVL 


1870 


7367 


A 


2007 


75 


461 




1871 


7368 


A 


2008 


3 


426 


DAWVCLSPAFILLELCAARV*EGLP 

NRVHRTEEVNHVDFYAFSYYYDLA 

GGAGPIDAEKGGSLWGDFEIATKY 

VCRTLETXJSQSSPFSCMDLTYVSLL 

LQEVGFPRSKVLKLTRKIDNVYTT 

WAPGAIFHYIDSLNROKS 


1872 


7369 


A 


2009 


3 


421 


QALGNRGWSRGWRPGWRRPGRG 

SPKDRLPPAPRKRALVSVGVAERA 

VHETPTLTHEIFKALKPGLSAYADD 

VEKSAQGIRELLDVAKQDIPFDF*K 

ATPLILK/ATAGLRLLPEKKAQR*LA 
\KGKFVFKAWl FFFfiNTIW 


1873 


7370 


A 


2010 


337 


769 


PLAI CF APAASI HFl CAAKV^^FVI H 

hOlVHRTEEVKHVDFHAFSYYYDLA 

AGVGLIDAEKGGSLWGDFEIAAK 

YWGVTWSVKGRVSSPVCRTLETQP 

QSSPFSCMDLTYVSLLLQEFGFPRS 

KVLKLTRKIDNVETSWALGAIF 


1874 


7371 


A 


2011 


2 


486 




1875 


7372 


A 


2012 


176 


1643 


MKKGIRYETSRKTNYIFQQPQHGP 

WQTRMRKISNHGSLRVAKVAYPLG 

LCVGVFIYVAYIKWHRANATQAFF 

SITRAAPGARWGQQAHSPLGTAAD 

GHEVFYGIMFDAGSTGTRVHVFQF 

TRPPRElTWrAHirrFKALKPGLSA 

YADDVEKSAQGIRELLDVAKQDIPF 

DFWKAIPLVLKATAGLRLLPGEKA 

QKLLQKVKEVFKASPFLVGDDCVSI 

MNGTNEVGVSAWITINFLTGSLKITR 

RSNVGMIJDLGGGSTQIVFLTHVEG 

TLQASPPRYLTAU^MFNRTYKLYC 

YSYLGLGLMSARLAILGGVEGQPA 

KDGKELVSPCLSPSFKGEWEHAEVT 

YRVSGOKAAASLHELCAARVSEVL 

QNRVHRTEEVKHV\DFYAFSYY\YD 

LAAGVG\LIDA\EKGGSLWGDFEI\ 

AAKYV/CVRTLGETQP\QSSPFSCMD 

LTYVSLLLQEFGFPRSKVLKLTRKID 

NVETSWALGAIFHYIDSLNRQKSPA 

S 


1876 


7373 


A 


2013 


21 


]19 


PGWPQTPDFKRS/PPLWPPKVLGLQ 
V»ATAPGPK 


1877 


7374 


A 


2014 


1420 


1627 


IGLNPSSVPSTFFSYSPQFTEGVPP/P 
GMERP/PFPWEQRFTGWSFFSPCPQ 
TF\SPPPTSEHGTPPNWPKC 
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wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: Of 
nodco-lide 
scqncDcc 


SEQID 
NO: of 
pqrtidc 
scquente 


Me 
tfao 
d 


SEQID NO: 

inliSSN 

09/770,160 


Nodcotide 
locatioo of 
first codoo 
for peptide 


Nucleotide 
locaUoo of last 
codoD for last 
amino acid of 

sequence 


Amino add seqoencc ( X^oknomi; *^=Stop 
codon; A<possibie nodeotide ddetion; >Fpassiblc 
ondcotidc insertion) 


1878 




A 


2015 


447 


775 


QIPKEHUiHP/PQTSHSNRPLR/P/GN 

RPNPESPTGSPPQECCSCLAPRGSA 

WGDPNPLQRTPGAGKVAGGPFPPP 

TQQSPPGKALCINLKGKFAAIKLLD 

NVLQPSSALGFL 


1879 


7376 


C 


2016 


49 


519 


MYGKGKSNSSAVPSDXQAREKLAL 

YVYEYLLHVGAQKSAQTFLSEIRW 

EKNTTLGEPPGFLHSWWCVFWDLY 

CAAPERRETCEHSSEAKAFHDYPFM 

SPRYPGGPRPPLRIPNQALGGVPGS 

QPLLPSGMDPTRQQGHPNMGGPMQ 

RMTPPRGMVP* 


]880 


7377 


A 


2017 


1 


1155 




1881 

4 


7378 


A 


2018 


56 


1416 


WVDRCVTVGAALGTSMYGKGNKS 

NSSAVPSDSQAREKLALYVYEYLL 

HVGAQKSAQTF\LSEIRWEK\NITLG 

EPPGVFLHSWWCVFWDLYCAAPER 

R£TC£H\SS£AKAFHDYSAAAA\PSP 

VLGVNIPPGRWACQLGPVTTRGSFQ 

PFMFTFGYPG\GPRSPLRV\PNQALG 

G\VPGGQPLLPSGMDST\RQQ\GHPN 

MGGAMQRNMTPPRGMWPLGPQFLT 

PWLSLQNYGGA\MRPPLVNALGGPG 

MPGMEQGSRCGRPW\PNPTNA\NSL 

PFSSAFSWNLLGPPG\GGGPPG\TPI\ 

MPSSSRFOPTSGDNMYTLMNAVPP 

GP\NRPNF\PMGP\GSDGPMGGLGG 

MESHHMNGSLGS\GDMASISKNSPN 

N\MSLS1QP\GIPK\DDGAMGANFLN 

PFQSESYSPSKPYKCVFPFPGLFMKP 

TVSQPFPELRTEENYSSTSVPVKQR 

NLSHTKPTFLFPALSPLL 


1882 


7379 


B 


2019 


162 


349 


LEELEEEEEELDLVLLRAFCLLLSW 

DVEAEQFLEVSFLU-FFLFSDPRPRD 

RLRLLERLREPT* 


1883 


7380 


A 


2020 


2 


353 


SSSDGRKKRGKYKDKRRKKKKKR 

KKLKKKGKEKAEAQQVEALPGPSL 

DQWHRSAGEEEDGPVLTDEQKSR/ 

YPGHEAHDQGGXWDARQSIIRKW 

DPETGRTOWGAFGLTYTTGSGSVG 


1884 


7381 


A 


2021 


1 


142 




1885 


7382 


A 


2022 


404 


946 


PVCACPRPEQGTKVYLFPSWLSSLT 

FSLHHREKQAEGRGEEEDASSASSS 

SSSSSSSSSASSSSSSSSDGRKKRGK 

YKDKilRKKKKKRKKLKKKGKEKA 

EAQQVEALPGPSLDQWHRSAGEEE 

DGPVLTDEQKSR/YPGHEVTHDQGGX 

WDARQSIIRKCGGPLRRGAPGLLKG 

DGEGPKRKS 


1886 


7383 


A 


2023 


3 


634 




1887 


7384 


A 


2024 


131 


546 


VAGTPGRHUPHTRLIFPVFCRGGVFL 

CFPGWSFFFFKPSDLDSFHLEMIHPR 

CESWKMPGALPM/YCSP/CCLLVLL 

KDQGQGASTGVRRRKESWLPAPHS 

STVQVTQEGWREQSRELPKTECQL 

GWFLFLLQPYSRSRFY 


1888 


7385 


A 


2025 


363 


578 


RPYPCLSPPRSSSTNPLSS**LNKIPS 
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wo 01/79449 



PCTAJS01/086S6 



SEQlD 
NO: of 
DDclco-tide 
scqncocc 


SEQlD 
NO: of 
peptide 
seqaence 


Me 
tho 
d 


SEQID NO: 
09/770460 


Nucleotide 
locatioD of 
first codon 
for peptide 
scQoence 


Nndeotide 
locatioa of last 
codoD for last 
amino acid of 
peptide 
scqacDce 


Amino acid seqaencc ( X*==Unluiomi; *^top 
codoo; /=posable oaclcotide ddetion; >Fpossiblc 
DDcleotidc insertioD) 














LPSSWEKW*IPPKNNCLSLLNPSPPS 
LAPSLDDHCEGLSWKKICKK 


1889 


7386 


A 


2026 


166 


191 


KNVIHQSKNCVFVKLLDQIHNFPLS 
TLLHV1VDLFLGLFGVPE/CSDP*RLP 
GTPPYPQPARQPAPADHRQWPVPQ 
RGPEASG 


1890 


7387 


c 


2027 


358 


405 


MSSREGARDGGEGLRS* 


1891 


7388 


C 


2028 


306 


347 


MSPGRGPGMEGRG* 


1892 


7389 


A 


2029 


2 


358 


QCGGIRFWRAPVFLVLSWSPQDGIT 

GEEPDTSHDPRLHQASSCPPAHPPLP 

FTQSCSSCQGWLCPPQGCPPGGPRT 

A/CIVPWPSFVASAATQERGQCPPL 

DPLSPNQTRALHLSGTSGK 


1893 


7390 


B 


2030 


1043 


1146 

• 


MPSSVSWGILLLAGLCCLVPVSLAE 
DPQGDAAQKTDTSHHDQDHPTFNK 
ITPNLAEFAFSLYRQLAHQSNSTNIF 
KPVSIATAFANILSLGTKADTHDEIL 

EGLNFNLTEIPEAQIHEGFQELLRTL 

NQPDSQLQLTTGNGLFLSEGLKLVD 

KFLEDVKKLYHSEASPVISGASKRA 

KKQINGKMGETLLKSKDPRKEDFT 

LDQVTTVKGAYDEAFRACLTSSHX 
* 


1894 


7391 


A 


2031 


2 


402 


SQTQREPTMVLSPADKTNVKAA/W 

GMFLSFPTTKTYFPHFDLSHGSAQV 

KGHGKKVADALTNAVAHVDDMPN 

ALSALSDLHAHKLRVDPVNFKLLS 

HCLLVTLAAHLPAEFTPAVHASLDK 

FLASVSTVLTSKYR 


1895 


7392 


A 


2032 


9 


509 


NSAJRATDSERTHHGARLLPDKTNV 

KAVAWGKVGAHAGEYGAEALERM 

FLSFPmXTYFPHFDL\SHGF\AQVK 

GATAKKVAVDALTKAVAVHVDGHA 

OTALSALSGPATAHKLNRVGPGSTF 

KLLVSHLPCWLTLGRPPSPAEFQPLA 

VARLPWNKVPGLLVEAPLLEPSK 


1896 


7393 

• 


A 


2035 


413 


674 


CRSDRWAKEHRGKRGQDSSKDVM 
ARLMEAPKQTAQYFFlFYFFE'nCSY 
SVTQAGVQWLDLGSLQRPPPGP\SD 
SPASASftAWPQTAH 


1897 


7394 


A 


2036 


2525 


2734 


LTNGTESTPPPRFTPSRCSRQRCPES 

VGPPRCSPPFCVPAHFKLLPWTPQG 

TVISSPQnSSSSVCAFF 


1898 


7395 


A 


2037 


168 


392 


NKSK^FPSSSFDLSILNTFSFPLTLSSL 
RSGPTHTHHTHANmiTHTHTHTHT 
HTPSSPDPQAHPHTLTDNWVSTL 


1899 


7396 


A 


2038 


216 


528 


AGEKLGLGAGDTSWRWWPAACT 

PGRVERVGWCRVXGPADPSGGLTPG 

\ACGASWQGPFSWAKDLQGPGSW 

WPVWPPTRPFULDLGSSGLLIWVHK 

WPWGVCVYV 


1900 


7397 


A 


2039 


37 


424 


RWNFLATTPSAVFRVWEAQMLTCE 

RWPTLSGRRQTYLLLPFAP^PQTGC 

WSPDGSRLLFTVLGEPLIYSLSFPER 

CGEGKG\ALEVQSQQRLWQICLRQ 

QYRHQMVRRGLGERLTPWSGTPVG 

NVWLCL 



366 



wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: of 
oodco-lidc 
scqococe 


SEQID 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SEQID NO: 
in ISSN 
09/770,1(0 


Nackotide 
location of 
first codoD 
for peptide 
sequence 


Nndeotide 
location of last 
codon for last 
a mine add of 
peptide * 
seqoence 


Amino add sequeocc ( X^^^UnluKram; *»Stop 
codon; A-possible nucleotide ddetSoo; H>ossil>ie 
nndeotide insertion) 


1901 


7398 


A 


2040 


1 


442 


PEFRVDDFVLRYPSAYESSPGTELR 

ECXSiyWPFRPGVCRLQTSCEPWINLP 

VLQLTKDPLKTPGRLDHGTRTAFIH 

HREQVWKRCINIWRDVGLFGVLNE 

lANSEKEVFEWVKTASGWALALCR 

WASSLHGSLFPHLSLRNEDLIAEF 


1902 


7399 

* 


A 


2041 


722 


1395 

• 


CLCLGLWACQS\CILIWTL\DPTSLF\ 

TRPSSG\CAQVLSHPGHTPVTSLAW 

APSGGRLLSASPVDAAIRVWDVSTE 

TCVPLPWFRGGGVTNLLWSPDGSKI 

LATTPSAVFRVWEAQMWDLWRRW 

PTLSGRCQTGCWSPDGSRLLFTVLG 

EPLIYSLSFPERCGEGKGVALEVQSQ 

QRLW\QICLRQQ/YTRHQMVRRGLG 

ERLTPWSGTPVGKVWLCFMKGKA 

QGLPGW 


1903 


7400 


A 


2042 


1 


418 


MPEQEFTAEQLS'^IAAENEEDEHSV 

NYKPRAQKSIQEIQELDKDDESLRK 

YKRALLGRVAVSADPNVPNVWAP 

GRVRLLPQALSATTPGRPSLTQPGT 

NKGPSAHIAESRLLCLPRPIPGLRW 

SARLRQRRLSLLLF 


1904 


7401 


A 


2043 


1 


525 


LSOOASLESF*KHFFCLKEWEYRIK 

ISFRVNREIVSGMKYIQHTYRKGVK 

IDVKTDYIVGSYWPRAEEYEFLTPKS 

PRWTASPTPSVLQSGAPLGHQYLLP 

PSVPSSGHWPGVCSPRLLVPPLLGR 

PSLTLPGTNKGPSAHIAESRLLCLPR 

PIPGLRWSARLRQRRLSLLLF 


1905 


7402 


A 


2044 


354 


487 




1906 


7403 


B 


2045 


61 


516 


KSIQEIQELDKDDESLRKYKEALLG 

RVAVSADPNVPNVWTGLTLVCSS 

APGPLELDLTGDLESFKKQSFVLKE 

GVEYRIKISFRVNREIVSGMKYIQHT 

YRKGVKIDKTDYMVGSYGPRAEEy 

EFLPRPIPGLRWSARLRQRRLSLLL 

F* 


1907 


7404 


A 


2046 


11 


328 




1908 


7405 


A 


2047 

■ 


1 

■ 


507 


LTFVCSFRPVPLYLDLRSNVLDSKNQ 

SFLFKEAVDYRJKISFRFHPKYISLin 

YIQHTYSK/GVKIDKTDYMLGSY/GP 

RAEEYEFLTPVEEAPKGMLARGSYS 

IKSRFTDDDKTDHLSWEWNLTISIY 

CLRPCRPWATGLAPVPPGSQCHHPR 

QAFPDPARNKQGTKCTHC 


1909 


7406 


A 


2048 


1 


327 


TAEQLAQIAAENEEDEHSVNYK/PP 
AQKSIQEIQELDKDDESLRKYKEAL 
LAPLAVSADPNVPNVWTGLTLVC 
SS/APGPLELDLTGDLESFKKQSFVL 
KEGVECTVGPH 


1910 


7407 


A 


2049 


1 


452 




1911 


7408 


A 


2050 


3 


868 


SHFVLDVIPGVGHLTLPQRMPLSRN 

RGGGEERRCPPWSPFGAPLQFTLLL 

RSAPPLGIQVQGLSPSRPQVSRPRLS 

LSMAEQEPTAEQLAQIAAENEEDEH 

SVNYKPPAQKSIQEIQELDKDDESL 

RKYKEALLGRRWPFSADPNVPNW 
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wo 01/79449 



PCT/US01/086S6 



SEQW 
NO: of 
DodaMide 
scqococc 


SEQ ID 
NO: of 
peptide 
scqacncc 


Mc 
tfao 
d 


SEQ ID NO: 
09/770,160 


Nadeodde 
location of 
Grstcodoo 
for peptide 
sequence 


Nodcod'de 
locatSon of last 
codoo for last 
amino acid of 
peptide 
scqoence 


Amino add scqoencc ( XKinkoovro; *^to|> 
codoo; A=pos5]Ue oodeotide ddetioo; V=possible 
ottdeotide insertion) 














VTGLTLVCS\SAPGPLELDLTGDL\E 

SFKKQFVLCLKEGVEYRIKISFRFNP 

RDNCPGMKYIQHTYRKGVKIDKTD 

YMVGSYG\PRAEGSFEFLTPVE\EAP\ 

KCMLAVRGSYSnCSRl-"! DDDKTDHL 

SWEWNLTIKKDWKD 


1912 


7409 


A 


2051 


1 


618 


TLLVPQDSERTHPWLLSPADK\TNV 

KGPPGGKVGAHAVRSMCAEALER 

MFLSFPTTKTYFPHFDLSHG\SAOV\ 

KGHGMCKVADALTNAVAHWDDMP 

N\AI^AL\SDU1AHKLRVDPV\NIAKL 

LKPLACLVDPGPAHLP\AEFQPLAV 

ATSSLGQSFLGFLWANLKFELQIPV 

KLGSLGWAMLSLPLWAFPPAPPPLS 

CTRTPWFEIKS 


1913 


7410 


A 


2052 


3 


398 




1914 


7411 


A 


2053 


1773 


3913 


FEQNTKLDQAQQAPEDHYPISLLLP 

SHMAIGLLMAQEGHCKDSSAMGEE 

AHHPLTPATPPFPPLSPDWGHMQPD 

FFVPVAVPAVFRGPPQLQCHGRRLF 

LNSPCAQKSSSGLWEPGLSRTLLE 

MVKLTSMRGQFLEAQIPTGISLTLQ 

YQLYQKQTNKNMSYSFVLFLKWV 

ALGQGRRAGYPSLEDADSRRFNGS 

RSFLITVIGITLTVEIVTSGMMKGTR 

VRWSGAGNEGMMGLEEGRl^ERSV 

KEAPPRRAVEAQPKDRTWDVGKG 

QGTEGEGRGLEVEGQQHQGSEPGTI 

PFSVSWGVLLLAGLCCLVPSSLVED 

PQEDAAQKTDTSHHDQGDWEDLA 

CQKISYNVTDLAFDLYK\SWLIYH\N 

Q\HVLV 1 Fi-SVAMAFAMLSLGTKA 

DTRTEILEGLNVNLTETPEAKIHECF 

QQVLQALSRPDTRLQLTTGSSLFVN 

KSMKLVDTFLEDTKKLYHSEASSIN 

FRDTEEAKEQINNYVEKRTGRKW 

DLVKHLKKDTSLALVDYISFHGKW 

KDKFKAERIMVEGFHVDDKTURVP 

MINHLGRFDIHRDRELSSWVLAQH 

YVGNATAFFILPDPKKMWQLEEKL 

TYSHI^lQRAFDIRSINtJBFPKLSIS 

GTYKLKRVPRNLGITKIFSNEADLS 

GVSQEAPLKLSKAVHVAVLTIDEK 

GTEATGAPHLEEKAWSKYQTVMFN 

RPFLVUKEYITNFPLHGKWNPTQK 


1915 


7412 


A 


2054 


3 


409 


PGPVWSNNSSAHGSQRTSGPESSM 

KXYCCPEMVEYQKKGKSLDSEPSVP 

SAAKPPSPEKTAPVASTPSSTPIPALS 

PPrKVPEPNENVGDAVQTKLIMLV 

DDFYYGRDGGKVAQLTNFPKVATS 

FRCPHCTKRLY 


1916 


7413 


C 


2055 


235 


366 


MRIPETKPLTRNGSEVKELAHSSPQ 
DNQMDQMSFFIVLLPRNG* 


1917 


7414 


A 


2056 


3 


484 


SITTTATQPTSLWQLAVQSPGQSNQ 

TTNPKLGKASEEEMAEPGLGWWVE 

NR*LSLGHR\APSFPSPPAVSIASFVT 

VKRPGVTGENSNEVAKLVNTLNTIP 

SLGQSPGPVWSNNSSAHGSQRTSG 
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wo 01/79449 



PCTAJSOl/08656 



SEQID 
NO: of 
nocleo-tide 
scqocDcc 


SEQID 
NO: of 
peptide 
sequence 


Me 
tfao 
d 


SEQID NO: 

inUSSN 

09/770460 


Nucleotide 
location of 
first codoo 
for peptide 
seqncBce 


Noeleotide 
location of last 
eodoo for last 
amino acid of 
peptide 
sequence 


Amino add sequence ( X=UnluNnvn; *=»Stop 
codon; ^=posslble oodeotide ddetton; >Fpossibie 
nndeotide insertion) 














PESSMKGTmKTLSSQSFKNINKVF 
WSELVTQK 


1918 


7415 

/ 


A 


2057 


2 


4256 


FVHGSMADTDLFMECEEEELEPWQ 

KISDVIEDSWEDYNSVDKrriVSV 

SQQPVSAPVPIAAHASVAGHLSTST 

TVSSSGAQNSDSTKKTLVTLIANNN 

AGNPLVQQGGQPLILTQNPAPGLGT 

MVTQPVLRPVQVMQNANHVTSSPV 

ASQPIFITTQGFPVRNVRPVQNAMN 

QVGIVLNVQQGQTVRPITLVPAPGT 

QFVKPTVGVPQVFSQMTPVRPGST 

MP\nW>TThriTTTVIPATLTIRST^ 

SQSQQTKSTPSTSTTPTATQPTSLGQ 

LAVQSPGQSNQTINPKLAPSFPSPP 

AVSIASFVTVKRPGVTGENSNEVAK 

LVNTLNTIPSLGQSPGPWVSNNSS 

AHVGSQRTSGPESSMKVTSSIPVFDL 

QDGGRKICPRCNAQFNRVTEALRGH 

MCYCCPEMVEYQKKGKSLDSEPSV 

PSAAKPPSPEKTAPVASTPSSTPIPAL 

SPPTXVPEPNENVGDAVQTKLIMLV 

DDFYYGRDGGKVAQLTNFPKVATS 

FRCPHCTKRLMWIRFMNHMKffl 

ELDQQNGEVDGHTICQHCYRQFSTP 

FQLQCHLENVHSPYESTTKCKICEW 

AFESEPLFLQHMKDTHKPGEMPYV 

CQVCQYRSSLYSEVDVHFRMIHED 

TRHLLCPYCLKVFKNGNAFQQHYM 

RHQKRNVYHCNKCRLQFLFAKDKI 

EHKLQHHKTFRKPKQLEGLKPGTK 

VTIRASRGQPRTVPVSSNDTPPSALQ 

EAAPLTSSMDPLPVFLYPPVQRSIQK 

RAVRKMSVMGRQTCLECSFEIPDFP 

NHFPTYVHCSLCRYSTCCSRAYAN 

HMINNHVPRKSPKYLALFKNSVSGI 

Kl^CTSCTFVTSVGDAMAKHLVFN 

PSHRSSSILPRGLTWIAHSRHGQTRD 

RVHDRNVKNMYPPPSFITNKAATV 

KSAGATPAEPEELLTPLAPALPSPAS 

TATPPPTFTHPQALALPPLATEGAEC 

LNVDDQDEGSPVTQEPELASGGGG 

SGGVGKKEQLSVKKLRWLFALCC 

NTEQAAEHFRNPQRRIRRWLRRFQ 

ASQGENLEGKYLSFEAEEKLAEWV 

L-nQREQQLPVNHKlLFQKATKlGRS 

LEGGFKISYEWAVRFMLRHHLTPH 

ARRAVAHTLXPKDVAENAGLFIDFV 

QRQIHNQDLPLSMIVAIDEISLFLDT 

EVLSSDDRKENALQTVGTGEPWCD 

VylJJLADGTVLInJ^^FYRGQMDQ 

PANMPDSI\LLEAKESGY\SDDEIME 

LWSTRVWQKHTACQRSKGMLVMD 

CHRTHl^EEVLAMLSASSTLPAVVP 

AGCSSKIQPLDVClKRTVKhfFLHKK 

WKEQAREMADTACDSDVLLQLVL 

VWLGEVLGVIGDCPKNLVQRSFLVA 

SVLPGPDGNINSPTRNADMQKELIA 

SLEEQLKLSGEHFESSTPRPRSSPEE 
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wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: or 
nodeo-tide 
seqneott 


SEQID 
NO: of 
peptide 
scqncoee 


Me 
tho 
d 


SEQ ID NO: 
In USSN 
09/770«160 


Nucleotide 
location of 
first codoD 
for peptide 
scqiiencc 


Notleolide 
location of last 
codoo for last 
amino add of 
peptide 
sequence 


Amino add sequence ( X^nknown; *=^top 
codon; ^"possible nodeotide ddetion; V=possable 
nodeotide Insertion) 














TIEPESLHQLFEGESENEVSFYGFEEA 
DLDLMm 


1919 


7416 


A 


2058 


3 


824 




1920 


7417 


A 


2059 

• 


1 


1077 


ML^GVGGFVLGLLFLGAGLFIYFRN 

QKAFRSFVSALSIDLSGGGNMALLS 

MVa,KFPGG\SCMAALTVTLMVLS 

SPLALAG\DTR\PPVRLRKTEDEPLG 

CVLSGLRVGPDSVFPGGRFCNRIVL 

VPPARFLEQVKHECHFFNGTERVRF 

LDRYFYHQEEYVRFDSDVGEYRAV 

TELGRPDAEYWNSQKDLLEQKRAA 

VDTYCRHNYGVGESFTVORRVYPE 

VTVYPAKTQPLQHHNLLVCSVNGF 

YPGSIEVRWFRNGQEEKTGWSTGL 

IQNGDWTFQTLVMLETVPRSGEVY 

TCQVEHPSLTSPLTVEWRARSESAQ 

SKMLSGVGGFVLGLLFLGAGLFIYF 

RNQKGHSGLQPTGFLS 


1921 


7418 


A 


2060 


2 


867 


GRVGLPAALAPGPVLFSSMVCLRLP 

GGSCMAVLTVTLKfVLSSPLALAGD 

TRPRFLEYSTSECHFFNGTERVRYL 

DRYFHNQEENVRFDSDVGEFRAVT 

ELGRPDAEYWNSQKDLLEQKRXAA 

VDNYCRHNYGWESFTVORRVHPK 

VTVYPVSRTQPLQHHNLLVCSVSGF 

YPGSIEVRWFRNGQEEKTGVVST\G 

LIHNGDWTF\HTLV\MLETVPRSGEV 

YTaQVEAPRA*QAPLTVE\WRARS 

ESAQSKMLSGVGGFVLGLLFLGAG 

LFIYFRNQKGHSGLQPRGFLS 


1922 


7419 


A 


2061 
• 


3 


940 


RNFRVDPRVRREEGFIVLPERDLPA 

SLAPGPVLVSSMVSLKLPGGSCMTA 

RTVVSLMVXLSSPLALAGDTRPRFLW 

QPKRECHFFNGTERVRFLDRYFYN 

QEESVRFDSDVGEYRAVTELGRPD 

AEY\WNSQKDLLE\QRRAA\VDTY\C 

RHN\YGVGESFPVORR\VEPKVTVY 

PSKTQPLQHHNLIWFCSVSGFYPGS 

lEVRWFLNGQEEKAGWVPQALIQN 

GDWTFQTWWMLETVPRSGEGLHC 

QSE\HPGVTSLLTVEWRARSESAQS 

KMLSG VGGFVLGM .1 J ,PLGPGLF\IY 

FRNQKGHSGLQPTGFPELKCR 


1923 


7420 


A 


2062 


25 


384 


EFHRLRENPPMVAVSCPTKTNVKG 

PPGGKVGAHAVRSMCAEALERMFL 

SFPTyTKTYFPHFDL\SHG\SAQVKGP 

RQRRWPNALTKRRGAPLDDMP/NT 

ALSALSDLHAHKLRVDPVQLSSS 


1924 


7421 


A 


2065 


47 


353 


AGRVRILWDCVEVDLTELGAGQSV 
EASRHAWEWRRNRCHWAPQLFLS 
FAPG WGGVGEGRVGDGGAVGWFPS 
PQPPSSPPGVMPCPHDRRGTEPGRD 

LVPAQ 


1925 


7422 


A 


2066 


3 


692 


KRLPKNfAEVQVLVLVDGRAHSSLGX 

RLAGHRGLNQVLLGRKWWWRCE 

GI\NISGNF\YRNEVKVPWLFPSKR\M 

NTNPSRRPLTTSGAPSRRFWRTVRG 

MLIAHKTQAEAKAA\LDRL\KVFDGI 



370 



wo 01/79449 



PCTAJS01/08dS6 



SEQID 
NO: of 
Dodeo-dde 
sequence 


SEQlD 
NO: of 
peptide 
scqneocc 


Mc 
tbo 
d 


SCQ ID NO: 
09/770,160 


Nncleotidc 
locatioo of 
first codoo 
for peptide 
scqncoce 


Nodcotide 
locatioo of last 
codoD for last 
amino add of 
pcptiac 
scooencc 


Amino add seqacncc ( X=Uo known; *«Sfop 
codon; /==posabIc nodeotidc ddcfion; \=posnMe 
oodeotide insertion) 














PVPPYGQEKSGMWPVAALKWRVLK 

PTRKFCLIFFFSGGGALVAHQWGWK 

YQAVTAP\LEE\KRKREKPRFHYRK 

KENSIMRL\RKQAREETWRKKIDKY 

TEVLKTHGLLV 


1926 


7423 


A 


2067 


1 


2091 




1927 


7424 


A 


2068 


384 


4189 


ERTSPAMITSELPVLQDSTNEATAH 

SDAGSELEETEVKGKRIRGRPGRPP 

STNKKPRKSPCEKSKIEAGIRGAGR 

GRANGHPQQNGEGEPVTLFEVVKL 

GKSAMQSWDDWIESYKQDRDIAL 

LDLINFFIQCSGCRGTVRIEMFRNM 

QNAEIIRKMTEEFDEDSGDYPLTMP 

GPQWKKFRSNFCEnGVLIRQCQYSI 

lYDEYMMDTVISLLTGLSDSQVRAF 

RHI'S'JLAAMKLMTALVNVALNLSI 

HQDNTQRQYEAERNKMIGKRANER 

LELLLQKRKELQENQDEIENMMNSI 

FKGIFVHRYVRDAIAEIRAICIEVEIGV 

WMKMYSDAFLNDSYLKYVGWTLH 

DRQGEVRLKCLKALQSLYTNRELFP 

KLELFTNRFKDRIVSMTLDKEYDVA 

VEAIRLVTLILHGSEEALSNEDCENV 

YHLVYSAHRPVAVAAGEFLHKKLF 

SRHDPQAEEALAKRRGRNSPNGNLI 

RMLVLFFLESELHEHAAY\LVDSLW 

ESSQELLKDWECMTELLLEEPVQGE 

EAMSDRQESALIELMVCTIRQAAEA 

HPPVGRGTGKRVLTAKERKTQIDD 

RNKLTEHFIITLPMLLSKYSADAEK 

VANLLQIPQYFDLEIYSTGRMEKHL 

DALLKQIKFWEKHVESVDVLEACS 

KTYSILCSEEYTIQNRVDIARSQLID 

EFVDRFNHSVEDLLQEGEEADDDDl 

YNVLSTLKRLTSFQNAHDLTKWDL 

FGNCYRLLKTGIEHGAMPEQIWQA 

LQCSHYSILWQLVKITDGSPSKEDL 

LVLRKTVKSFLAVCQQCLSNVNTP 

VKEQAFMLLCDLLMIFSHQLMTGG 

REGLQPLVFNPDTGLQSELLSFVMD 

HVFIDQDEENQSMEGDEEDEANKIE 

ALHKRRNLIJ\AFSKIJIYDIVDMHA 

AADIFKHYMKYYNDYGDIKETLSK 

TRQIDKIQCAKTLILSLQQLFNELVQ 

EQGPNLDRTSAHVSGIKELARRFAL 

TFGLDQIKTREAVATLHKDGIEFAF 

KYQNQKGQEYPPPNLAFLEVLSEFS 

SKLLRQDKKTVHSYLEKFLTEQMM 

ERREDVWLPLISYRNSLVTGGEDDR 

MSVNSGSSSSKTSSVRNKKGRPPLH 

KKRVEDESLDNTWLNRTDTMIQTP 

GPNLPAPQLTYTVLRENSRPMGDQI 

QEPESEHGSEPYFLHNPQMQISWLG 

HPKLEHLNPKDITGMNYMKVrrGA 

RHAALCLMEEDAEPIFEDVMMSSR 

SQLEDM^^\EEF\EDTM\VIDLPP^SRN 

RR£RA£LRP\DF\FDSAAIIEDDSGFG 

MPMF 
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PCTAIS01/086S6 



SEQID 
NO: of 
oDcleo-tidc 
sequence 


SEQID 
NO; of 
peptide 
scqocDce 


Me 
d 


SEQID NO: 

IdUSSN 

09/n0460 


Nodcotide 
locatioo of 
first codoo 
for peptide 
scqacnee 


Nucleotide 
locatioooflast 
codoo forbst 
amino aod of 
pepdde 
sequeoce 


AiniDO acid seaoence ( X^Uoknown: *^4t0D 
codoo; t=posa\At nodcotide ddetioo; V-possiMe 
nodeotide insertioo) 


1928 


7425 


A 


2069 




2661 




1929 


7426 


A 


2070 




1454 




1930 


7427 


A 


2071 




2364 




1931 


7428 


A 


2072 




1368 




1932 


7429 


A 


2073 


114 


1473 


VKGDRFGALRFNDCPAGIKLPMTFF 

TELEKTrUCFPA^QKRARIAKSILSQ 

raSTKAGGSTLPDFKLYYKATVTKTA 

WYWYQNRDIDQWNRTGPSEITPHT 

YNYLIFDKPEKNKQWGNDSLFNKW 

CWENWLAICRKLKLDPFLTPYTRIN 

SRWna)LNVRPKTIKTLEENLGrnQ 

DIGMGKDFMSKTPKAMATKDKIDK 

WDLIKLKSFCTAKb-rriRVNRQPTK 

WEKIFATYSSDKGLISRIYNELKQIY 

KKKTNNPIKKWAKDMNRHFSKEDl 

YAAKRHMKKCSSSLAIREMQIKTT 

CGEIGTLLHCWWDWKLVQPLWKS 

VWRFLRDLELEIPFDPAIPLLGIYPN 

DYKSCCYKDTCTRMFIVALFTIAKT 

WNQPKCPTMIDWIKKMWHIYTME 

YYAAIKNDEFM/SFVGTWMKLEDIL 

SKLLQEQKTK 


1933 


7430 


B 

• 


2074 


1 


1890 


MDKFLDTYTLPRLNQEEVESLNRPI 

TGSETVAIINSLPTKKSPGPDGFTAEF 

YQRYKEELVPFLLKLFQSIEKEGILP 

NSFYEASnLIPKPGRDTTKIENFRPlS 

LNmroAKILNKIlJ\NRIQQHIKKLIH 

HDQVGFTPGMQGWFNICKSINIIQHI 

NRTKDKNHMnSIDAEKAFDKIQQH 

FMLKTLNKLGIDGTYLKMIRTIYDK 

PTANULNGQKLEAFPLKTGTRQGCP 

LSPLLFNIVMRI .1 . ARAIRQEKEIKGI 

QLGKEEVKLSLFADDMIRIKYLGIQ 

LIRDMKDLFKENYKPLLNEIKEDTN 

KWKNIPCSWVGRINIVKMAILPKVI 

YRFNAIPIKLPMTFFTELEKTTLNn 

WNQKRARTAKSILSQKNKARGIML 

PDFKLYYKATVTKTAWCWYQNRD 

IDQWNRTEPSEITTHIYNYLIFDKPD 

KNKQWGKDSLFNKWCWENWLAIC 

RKLKLHPFLTPY'rriNSRWIKDLNV 

RPKTDCTI .RFNLGNTIQDIGMGKDF 

MSKTPKAMATKAKIDKWDLIKLKS 

FCTAKETnSVNRQPTKWEKIFATY 

SSDTGLISRIYNELKQIYKKKTNNPI 

NKWAKDMNRHFSKEDIYAAQKHM 

KNAHHHWPSEKCKSKHNEIPSHTS* 


1934 


743.1 


A 


2075 


1 


2676 


MKAEIKMFFEINENKDTTYQNLWD. 

AFKAVCRGKFIALNAHNRKQERPKI 

DTLTSQLKELEKQEQTHSKASRRQE 

MTKIRAELKEIEIQKTLQKINESRSW 

FFERINKIDRPLARLIKKKREKNQID 

AIIWDKGDriTOPTEIQTTIREYYKH 

L YANKLENI .EFMDKFLDTYTLPRL 

NQEEVESLNRPITGPEIVAIINSLPTK 

RSPGPDGFTAEFYQRYKEELVPFLL 

KLFQSIEKEGILPNSFYEASULIPKPG 
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PCT/US01/086S6 



ISEQID ISEQID [Me 

NO: of NO: of (bo 

ooclco4ide IpeptHle Id 

[seqacncc Iseqiieoce 



SEQIDNO: iNncleotide INucleotide 

io ISSN jlocatioB of llocatfon of last 
09/770.160 Iff rst codoo Icodoo for last 
for peptide I amino acid of 
IsequcBcc Ipeptide 
[segoence 



Amino acid seqneocc ( X^okoowo; *^tDp 
codon; ^^possiUe oadcotide ddetion; V^possible 
nodeotide inserlioo) 



1935 



7432 



2076 



3045 



RImKKE^«?RPISlJ^^^nDAmNKIL 

ANRIQQHIKKLIHHDQVGFIPGMQG 
WFhnRKSIhfWQHINRTKHKNHMII 
SmAEKAFDKIQQPFMLKTLNKLSID 
GTYLKIIRATYDKPTANIILNGQNLE 
AFPLKTGTRQGHPLSPLLFNrVLEVL 
ARAIRQEKEIKAQNLLKLISNFRKVS 
VYKINVQKSQAFLYTNNRQTESQIM 
RELPFTIASKRIKYLGIQLTRDVKDL 
FKENYKPLLNEIKEDTNKWKNIPCS 
WIGRI>nVKMAILPKVIYRFNAIPIKL 
PTTFFTELEKTILKnWNQKRAHIAK 
TILSQKNKAGGIMLPDFKLYYKATV 
TKTAWYWYQKRDIDQWNRIELSEII 
PHIYNHLIFDKPDKNKKWGKDSVF 
NKRCWENWLAJCRKLKLDTFLTPY 
TKINSRWIKDLHVRPKAIKTLEENL 
GITIQDIGMGKDFTSKTPKAMATKA 
KmKWDLIKLKSFCTAKETTIRVNR 
QPTKWEiaFAIYSSDKGLISRryXEL 
KQIYKKKTNOTIKKWAKDMNRHFS 
KEDIYAANRHMKKCSSSLAIREMQI 
KTTMRYHLTPVRKAIIKKSGNNRC 
WRGCGEIGTLLHCWWDCKLVQPNL 
WKTVWQFLRDLELEIPFYPAIPLLGl 
YPKDY 



MDKFLNTYTLPRLKQEEVESLNRPl 

TGSDIEAIINSLPTKKXSPGPDGFTAE 

FCQRYKEE/LEKEGILPNSFYEASIILI 

PKPASDTTKKENFRPISLMNINAKIL 

NKILAKQIRQHIKKLIHHDQVGFIPG 

MHGLFNICKSVNIIQHINRTNDKNH 

MIISIDAEKPFDKIQQHFMLKTLNKL 

AQNLLKLIGNFSKVSGYKINVQKSQ 

AFLYTNNRQTESQIMNEFPFTIASKR 

IKYLGIQLTRDVKDLFKENYKALLN 

EIKEDTNKWKNIPCS\WEKTTLKn 

W/NQKRAHIAKSIlSQKNKAGGni.P 

DFKLYCKATVTKTAWYWYQNRDI 

DQWNRTESSEIMPHIYNHLIFDKPD 

KKKKWGKDSLFNKWCWENWLAIC 

RKLKLDPFLTPDTTONSRRIKDLNVR 

PEMIKTLEENLGNTIQDIGMGKDFM 

SKTPKANfATKAKTOKWDLIKLKSF 

CTAKETTIRVNRQPTEWEKIFAIYSS 

DKGLISRIYNELKQIYKKKTMNPIEK 

WAKDMNRHFSKEDIYAAKKHNDCK 

CSSSLVIREIQIKTTMRYHLTPVRMA 

IDCKSGNNRCWRGCGEIGTLLHCW 

WDCKLVQPLWKSVWRFLRDLELEI 

PFDPAIPLLAAPSLPSGLRSPSKSSPS 

PPSRCTLVIILLHVFWDIVFFDGCEK 

KRWYILLIVLLTRLLVSACTFTEGY 

TVGFSTFEALRLGLSRYWLPCSSAC 

RRPIVGLQLVMINSGNFQVIAMEGT 

VASECCHGNGKLTWHRPVLSVCSF 

SRCTVQAAGGSAILEDGDPLLTAPL 

GSTPQAAVCRGPRGRELRAAPADS 
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wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: of 
Diitlco4ide 
sequence 


SEQID 
NO: of 
peptide 
secpieDce 


Me 
tfao 
d 


SEQ ID NO: 
ID USSN 
09/nO,160 


Nodcodde 
locatioQ of 
first codoo 
for peptide 
seqoence 


Nucleotide 
locatioD of last 
codoQ for last 
amino add of 
peptide 
seqacncc 


Amino add sequence ( X^nlutowo; *^tDp 
codon; /npossible oodeotide ddetioo; \Fp08sabIe 
nucleotide insertion) 










• 




HLFQRDLWPFNKVIVHGEKGSNQT 

S<X}LLNTGSEMTIVLENPKYHSGPP 

VRVSPDGGQVnEVLADPSYTGPTA 

LNNVFFAFQCNFYFDHIPENCGFSD 

PSDPQNLQKGEGCPSLVRASTAPPQ 

EKATEQPLLCKTTESPFGMTVGPCT 

DETLDHGAPSKHVPGTAHNELALL 

DLRVOKSAGSAAVHHKLKVLHWRS 

SLSNNKGTGRLYEQVA 


1936 


7433 


A 


2077 


1 


2142 




1937 


7434 


A 


2078 


1 


1551 


MRFKEKJHLHNIKEPSEAASADGGA 
VASYPDLAKTVDEGRYKAEVMQLR 
CGWRAPASDCVHSVAWGVDSVL 
EVLARAIRQEKEIKGIQLGKEEVKLS 
LFADDMTVTVTLENPTVSAQNLLKLIS 
NFSRVSGYKINVQKSQAFLYTNNK 
QTESQIMSELPFTIASKTIKYLGIQLT 
RDVKDLFKENYKPLLNKIKEDTNK 
WKMPCSWIGRINIVKMAILPKVIYR 
FWAIHIKlJ>MTTFrELEKTTLKFIWN 
QKGVHIAKSILSKKNKAGGIMLPHF 
KLYYKATVTKTAWYWYQNRYTDQ 
CNRTEPSEIIPHIYNHLMFDKPDKNK 
KWGKDSLFNKWCWENWLAICRKL 
KLDPFLTPYTKINSRWIKDLNVRPK 
PIKTLEENLGITIQDIGMGKDFMSKT 
PKAIATKAKIDKWDLIKLKSFCTAK 
IG VNRQPTELEKIFAIYSSDKGLI 
SRIYKELKQIYKKKVNNPIKKWVKD 
MNRHFSKEDIYAVNRHMKKCSSSL 
VIREMQIKTTMRYYLTPV 


1938 


7435 


A 


2079 


1 


1458 

• 


GLSGDLLGAHQLPDVLCGVQPLPD 

LLLPPQNLLALQSLQDDLLWALDP 

AAAAPWAMDRGAATQWAVGPW 

SDPWVMEAVASLPSAMDLDSAAQP 

TWLLGAASLLVTDQPMDQPSADQL 

AEFPDLLSKVSQSLRIKYLGIKLTRN 

VKDLFKENYKPLLNEIKEDTNKWK 

NIPCSWVGRINIVKMABLPKVIYRFN 

AIPKLPMTFFTELEhnTLiaFlWNQK 

RACIAKSILSQKNKAGSIMLPDFKL 

YHKATVTKTAWYQYQNRDIDQWN 

GTEPSEIMSHIYNYLIFDKPEKNKQR 

GKDSLFSKWCWENWLAICRKLKLD 

PFLTPYTKINSRWIKDLNVRPKIIKT 

LEENLVNTIQDIGMGKDFMSKTPKA 

MATKAKIDKWDLIKQKSFCTAKET 

TIRVNRQPTEWEKIFAIYSSDKGLIS 

RIYKELQQIY\RKKTNNPIKKWAKD 

MNRHFSKEDIYAANRHMKKCSSSL 

AIREMQIKTTMRYHLTPV 


1939 


7436 


A 


2080 


I 


2028 




1940 


7437 


A 


2081 


2 


1547 




1941 


7438 


A 


2082 


3 


1945 




1942 


7439 


A 


2083 


1 


2124 




1943 


7440 


A 


2084 


1 


2250 




1944 


7441 


A 


2085 


2 


2483 


GKYYKLSSGTAPTCVSLGWGLARG 
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wo 01/79449 



PCTAJSOl/08656 



SEQID 
NO: of 
Dttdto-tide 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SEQID NO: 

iDl^SN 

09/770,160 


Nucleotide 
locfltioo of 
first codon 
for peptidt 
scqoeocc 


Nudcotidc 
ioc2tioQ of last 
codoD for last 
amino add of 
peptide 
scqocncc 


Amino add scqncncc ( X=Unknown; *=»Stop 
codon; >=possible oodeotide deletion; V=posaliie 
ondeotide insertion) 














DSAAPALGSRTSACAPCSHGTWKL 

SLEPSDRLSPCDRSSEEAHTHAPHRL 

LALVASLPWSRLPLLAPQSHSEAEA 

TSQPTGVENHHQKTRYVKAGGPVI 

CRSLPESRGFLWASEGRKCMLIGSW 

AAMGRLRKSTISSRFGPQTLAGTGR 

PQAIPVLKKHSDAVLLGVCFLKLLH 

QHHQELGENADSQTLPQTHWEFILS 

EDYNKMTPVKNYQVLEVLARAMR 

QEKQIKSIQLGKEEVKLSVFADDMI 

VYLENPIVSAQNLLKLISNFSKVSGY 

KINVQKSQAFLYTNNRQTESQIISEL 

PFTIPSKRIKYLGIQLTRDVKDLFKE 

NYKPLLNEIKEDTNKWKNIPCSWV 

GRINIMKMAILPRVIYIFNAISIKLPM 

TFFTELEKTTLKFIWNQKRARIAKTI 

LSQKNKAGGITLPDFKLYYKATVT 

KTAWYWYQNRGVDQWNRIEPSEII 

PHIHNHLIFDKPDKNKKWGKDSLFT 

KWCWENWLAICRKLKLDPFLTPYT 

KINSTWIKDLNVRPKTIKTLEENLGI 

TIQDIGMGKDFMSKTPKAMATKAK 

IDKWDLKLKSFCTAKETTIRVNRQ 

PTEWEKIFnYPSDKGLIPRIYKELK 

Q\IYKKKS^mPIKKWAKDINRHFSK 

EDIYAANRHMKKCSSSLVIREMQN 

KITIRA^HLTPVRMAIIKKSGNNRDM 

DEAGNHHSEOTIARTENOAPYLLTH 

RWELNNENTWTQVEEHHTLGPIVG 

VICRKVFPGNSGPSKPSGLHFSQPLP 

QWSWAKITIVPWEMKLIAMGVQ 

DELNIAFHKNHIXMNDTTIHMTPYI 

QPAPKS 


1945 


7442 


A 


2086 


1 


2622 




1946 


7443 


A 


2087 


853 


2831 


YPESTTVlNSNKFraKKQTTPSKSG*R 

I*TDTSQKKTFMQPKDT*KNAQHH 

WSLEKCKSKPQ*DTISHQLEWRSLK 

SQDRKD^QSTLLAILIKKKGQKNQI 

DT/IKNDKEGITTDPREIQTTIREYYK 

HLYTNKYENLEEMDKFLDTYTLPT 

LKQKKEVKTLNRPITGSEIEAIINSLP 

T/KKSPGPDRFTAEFY\R/DIRSSGQG 

NQARERNKGYSIRKRGSQIVPVCR* 

HHCIFRKPHHLSPKSS*ADKQLQQS 

LRIQNQSAKITSIPIHQ»QnrNREPNHE 

♦TPIHNCFKENKMPRNPTYKGCEGS 

LQGELQTTAQ»NKRGHKRMEEHSM 

LMDRKNQYRENGHTAQGNL*IQCH 

PHQATNDFFHRIGKNYFKVHMEPK 

KSPHRQVNPKPKEQSWRHHTT*LQ 

TILQGYSNQNSMVLVPKQRHRPME 

QNRAPGNNTIHLQLSDL^QPQKQE 

MGKGFPI**MVLGKLANHM* KAET 

GSLPHILYKN*FKNfl>*RLKC*T*NH 

KNPRRKPRQYHSGHRHGQGLHD*N 

TKSNGNKSQN*QMGSN*TKELLHST 

RNYHQSEQATYRMGENFCNLLI*Q 

RANIQNLQRT*TNLQDKNKQPHQK 



375 



wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: of 
nodeo-tidc 
scqncncc 


SEQID 
NO: of 
peptide 
scqncBcc 


Me 
tbo 
d 


SCQ ID NO: 

ioUSSN 

09/770,160 


NacJeotide 
locatioD of 
iirst codoD 
for peptide 
seqoence 


Nodeotidc 
locatioo of last 
codoo for last 
amino acid of 
peptide 
scqneocc 


Amino add sequence ( X'^UnknowD; ^^'^top 
codoo; /^=possiUc oudeotide ddctioii; >F"possible 
DDcleotide insertioD) 














VGKGYEQTLLKRRHLCSQKTHEKM 
LirrcHQRNANQNHNEIPSHTS*NGD 
H/SNQVRKQQVLERMWRN 


1947 


7444 


A 


2088 


1 

• 


4954 


MVFSIDAQKAFDKIQHRFMLKTLN 

KLGnXJTYLKIIRAIYNKPTGNnLNG 

QKLEAFPLKTGTRQGCPLSPLLFNIV 

LEVLARAIRQEKEIKGIQLGKEEVK 

LSLFADDIIVYLENPIVSAQNLLKLI 

GNFSKVSGYKINVQKSQAFLYTNN 

RQTESQIMSELPFITASKRIKYLGIQL 

TRDVKNLFKENYKPLLNEIKEDTDK 

WKNIPCSWIGRIHIVKMATLPKVIY 

RLHAIHIKLPMTFFTELEKTTLKFIW 

NKKRARIAKSILSQKNKGGGITPPDF 

KLYYKATVTKTARYWYQNRDIDQ 

WKTREPSEIIPHIYNHLIFDKPDKNK 

KWGKDSLFNKWCWENWLAICRKL 

KLNPFLTPYTKINSRWIKDLNIRPKT 

IKTLEENLGNTIQDKGVGKDFMSQT 

PKAMATKAKIDKWDLUCLKSFCTA 

KETTIRVNRQPTEWEKIFAIYSSDKG 

LISRIYKELKQIDKKKANNPINKWA 

KDMNRHFSKEDIYAANRHMKKSSS 

Slj\lREMQIKTTMRYHLTPVRMVn 

KKSGNNSEGLNPGYKGFPTnWAPL 

PVAQSKDSGLASLNSDPDIPSMLEC 

SLKAPQLYRSKNVGQVFnSSASQAF 

TKKARIYARLRVSQALKTLCKSSCH 

DGWSFERLARIQEVSLPISPDLILCSE 

AYHYGTKPQWLVAATGTAQTFLEL 

NQKSQQYQKQEQTHSKASRMQETT 

KIRAELKEffiTOKTLQKTOESRSWFF 

ERINKTDRPLARLTKQKREKNQIDA 

IKNGKGDnTDPTGIQITIREYYKHL 

YAKKLENLEEMDKFLDTYTLPRLN 

QEEVDSLNRPITGAEIVAIINSLPTKK 

SPGPDGFTAEFYQRHKEELVPFLLK 

LFQSIEKEGILPNSFYEASnLIPKPGR 

irnKKENUU^ISLMNIDAKILSKILA 

NRIQQHIKKLIHHDQVCFIPGMQGW 

FNIRKSINVIQHINRAKDKNHMIISID 

AEKAFDKIQQTFMLKTLNKLGIDGT 

YFKIIRAIYEKPTANIILNGQKLEAFP 

LKTGTRQGCPLSPLLFNIVLEVLAR 

AIRQEKEIKGIQLGKEEVKLSLFADD 

MIVYLENPIVSAQNLLKLISNFSKVS 

GYKIYKIDVQKSQAFLYTNNTDKQ 

ESQIMSELPFTTASKRIKYLGIQLTO 

DVKDLFKVENHKPLLNEDCEDTNKW 

KNinPCLWVGRINIVKNIAILPKGIY 

RFNAIPIKLPMTFFTELEKXTTLKFIW 

NQKRARITKSILSQICNKAGGITLPDF 

KLYYKATLTKTAWYWYQHRDINQ 

WNRTEPSEIIPHmiHLIFDKPDKNK 

KWGKHSLFNKWCWESWLDICRKL 

KLDPYTKFTPYTKINSRWIKGLNVR 

PKTTKTLEDKPIQVFNTIQDIGMGKD 

FMSKTPKAMATKAKIDKWDUKLK 
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wo 01/79449 



PCT/US01/08d56 



S£Q ID 
NO: of 
nndeo-dde 
scqocncc 


SEQQ) 
NO: or 
peptide 
sequence 


Me 
tfao 
d 


SEQIDNO: 

idUSSN 

09/770,160 


NDcicotide 
location of 
first codoD 
for peptide 
sequence 


Nndcotide 
location of last 
codon for last 
amino add of 
peptide 
seqoeiicc 


Amino acid seqneoce ( X^nkoown; *^=Stop 
codon; A^^possible nncleotide deletion; \=pofisilile 
nodeotide insertion) 














SFCTGKETTIRVNRQPTEWEKIFAIY 

SSDKEUSRIYKELKQIYKKKXTNNPI 

KKWAKDMNRHFSKEDIYAANKHM 

mCSSSlAIREMQIQTTMRYHLTPV 

RMAMKKSGNNRCWRGCGEVGTLL 

HCWWDCNLVQPLWKSVWRFLRDL 

ELEIPFDPAIPLLGIYPKDYKSCCYK 

DTCnUVlFIVAUTIAKfWNQPKCPT 

MMDWIKKMWHIYTMEYYAAIKND 

EFMSFVGTWMKLEIIILSKLSQEQKT 

KHRIFSLIGGN 


1948 


7445 


A 


2089 


93 


225 




1949 


7446 


A 


2090 


133 


849 


PVWPKWSGWPLLMRSFAPARIATV 

VIGGWAMAAVPMVLSAMGFTSV 

GIAASSIAAKMMSTAAIANGGGVA 

AGSLVAILQSVAWLYSSSHQEPLRK 

STPDPKATELTRAGMEASALTSSAV 

TSVAKWRVAS/GSCWLP/LARIAT 

WIGGWAMAAVPMVLSAMGFTS 

VGIAASSIAAKMMSTAAIANGGGV 

AAGSLVAILOSVAWLYSSSHOEPLR 

KSTPDPKATELTRAGNfEASALTSSA 

VTSVAKWRVASGSAVVLPLAALS 

PNISLLRPLLGALEASSFMLGSLTGT 

LFCNLEMGNRLRKWRGSQCGSTHR 

MFFWFPARIATSCDWRSCGPMAGC 

ANGCSSAMGLQLRAGIALVLP 


1950 

* 


7447 


A 


2091 


161 


1344 


TCPVLRYHSTMSSHKGSAVAQGNG 

APASNREADTVELAELGPLLEEKGK 

\RVIANPPK\AEEEQTCPVPQ\EEEEE 

VRVLXTLPLQAHHAMEKMEEFVYK 

VWEGRWRV1PYDVLPD\WLKGND\ 

YLLHGHRPPMPSFRACFKSIFRMHTE 

TVGNIVWTHLA/LGFVLFLFLGILTML 

RPNMYFMAPLQ/EKKWFGMFFLG 

AVLCLSFSWLFHTAYCHFGGVFSTF 

PQRELFKGLLLLNMGELWSPGLYY 

SFYCSP\OP\RLIYLSIVCVLG\ISAIMV 

AQWDRFATPKH\RQTOAGVFLGVLG 

LSGWVPTMHFTNRWRALSKATTV 

GQ\MGWFFU4AVNmTGKLAFNAA 

\RIPERFFPGK\FblWFQSHQ\IFHVL\ 

VVXAAAFVHFYGS/VSNLQEFPLTGL 

EGGL 


1951 


7448 


A 


2092 


2 


1419 

- 


RLRDPYRSSRLOUIGASRTSSAARS 

RSRSPAVEGCNRSPGAPQPAPRARR 

RPSRGAPGRAMVKVAXFNSALAQK 

EAKKDEPKSGEEALIIPPDAVAVDC 

KDPDDVVLVGQRRACGWRMCFGL 

AFMLAGVILGGAYLYKYFALQPDD 

VYYCGIKYIKXDDVILN/ESPSADAP 

AA\LYQTIE\ENIK\IFEERRSLNFISVP 

VPEF\ADSDPAKIVQDFN\RKLTA\YL 

DFNLVDKCYVIPVLNTSMCYATPKTX 

LELLINMKAGNLFALSPYLDSMRHM 

GYLLDRI\EN1DHLGFVFIYRLCHDK\ 

ETYKLATRRKLFKGIQ\KREGQQLF 

SAISGDFENKFAVETVLICSW 



377 



wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: or 
auclnMide 
scqncncc 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SEQ ID NO: 

inUSSN 

09/770460 


Nodcotide 
location of 
first codoo 
for peptide 
seoDCDce 


Nucleotide 
locatimi of last 
codoD for last 
amino acid of 

scqaenee 


Amino add scqncDCC ( X^Unknovm; **=6top 
codon; ^=possible oudcotide ddetioo; \ppossible 
Dodeotide insertion) 


1952 


7449 


A 


2093 


1 


669 




1953 


7450 


A 


2094 


267 


550 


GRTMMFGAKRRQEEWEKVRKPED 
PEECPEEVYDPRSLYERLQEQKDRK 
QQELRGTVSNCKNM\VRG\LDEDET 
TFLDEVSRQQELIEKQPKRRRT 


1954 


7451 


A 


2095 


1 


418 




1955 


7452 


A 


2096 


272 


383 




1956 


7453 


A 


2097 


118 


379 


RSGGGRGRRGPEVLHLKHPMLKRP 
DFLYRKPFSRGWEHGPPSRKSHLiy 
GAPPPFPKFFCHLC*APSPFRVLSPY 
QKRIHLVPPTQLH 


1957 


7454 


A 


2098 


1 


276 




1958 


7455 


A 


2099 


1 


341 




1959 


7456 


A 


2100 


1 


450 


ACPYLALNSSMFCPDLILPTCLISST 

GFVGEGKFLQGFKSLSPGSLWLSEG 

LDYFLSVPGDQYDVCAICLDEYED 

GDKLRVLPCAHAYHSRCVDPWLTQ 

TiaCTCPICiaQPVHRGPGDEDQXEEV 

ETQGQEEGYEGE\PRDQP\ASERTPF 

LG 


1960 


7457 


A 


2101 


238 


525 




1961 


7458 


B 


2102 


178 


373 


XLPQPLRGPLAHSDPERPAPFASSLF 

IGVLGTKTKRKKLKGKEEGDERGS 

KGTNPALRKDPTFGF* 


1962 


7459 


A 


2103 


634 


1940 


SGVDISFFELVFLPRRPHVAGKWDL 

GGGWDPGIPKGGAGRAQNSASAPC 

YQDARPPQPLSSRCHAPLQPFPLPV 

WAAVLWGSGPDPGASFRATS\DH 

NCQHGIFADLPALF\GATLSLEGPQG 

L\LGEPHPDNACSPIAPPPPAPVNGS 

VFIALLRRFDCNFDLKVLNAQKAG 

YGAAVIHNVNSNELLKMVWNSEEI 

QQQIWIPSVFIGERSSEYLRALFVYE 

KGARVLLVPDNTFPLGYYLIPFTGIV 

GIXVLAMGAVMIARCIQHRVKRVLQ 

RNRLTK\EQLNOIPTOTNOKRDO\Y 

DVCAICLIEYEDGDKVLRWFPGAHA 

YHVNRCVDPWVLTQTRVKTVCPICKXQ 

PVHR\GPGDEDQ\EEETQGQKVEGDE 

GE\PR\DHPASERTPLLG\SSPTLF1'S\ 

FGFLRPKFPLVFSLGP\STDPPLSPPS 

SPCYPGLITPHTYTFG 


1963 


7460 


A 


2104 


25 


527 


EFHRLRENPPMVAVSCPTKTNVKA\ 

AWGVKVGAHAVRSMCAEALERMF 

LSFFnTKTYFPHFDL\SHG\SAQVKG 

ATGKKVADALTNAVANV\DDMPN 

VAVRPEATLHAHKLRVDPV\NFVKL 

LKPLACLVDPGPAHLPRPSFTPGGA 

TSSLGQSFLGFLLKHRCLNLPNYR 


1964 


7461 


A 


2105 


262 


364 




1965 


7462 


A 


2106 


3 


.1265 


PRPGLRAPDAPGSAPRERAQPRDPR 
AGQRVRRDLGDKARPRAQLRRESG 
GAESVTRPLRAASPAPPPRAARAA 

MSEEKPKLGRRAPSASLSARCRAPR 
CCSCRARRPRIPPQQCPRSVFACSSP 
ESLLVGVALSPGIALGAGSCVECTE 
SAREQASGVTPKGRALRGLAPVSST 
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wo 01/79449 



PCT/USOl/08656 



SEQIO 
NO: of 
nudco-tidc 
sequence 


SEQIO 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SEQIDNO: 

inUSSN 

09/770,ltiO 


Nucleotide 
lodtioD of 
first codon 
for peptide 
sequence 


Nucleotide 
locatiooof last 
codOD for last 
amino add of 
peptide 
scqnence 


Amino add scqoeocc ( X^nkoown; ^aStop 
codoo; /=possiUc oodeolidc ddetioa;>Fpassiblc 
Dodeotide insertion) 














AVLPGRPSRPRYSPTSPHRYPAIASP 
SVRPPLSFVSPQSCPQCAPTPTHRAP 
CAPTASIASPGVRPPLPIAPPGVRPR 

QGLSMRQIRFVRFDGQPNQWKLDDL 

STAGDWKDEDTMDVFPSSKTGRCA 

GEQPWQGTVSRGPVPKPGPSILALL 

LNGEHGDHADHKGVCGNSRTFTT 

MIFLSLMYFKLQLKTISAGMNL 


1966 


7463 


A 


2107 


4 


408 








A 

fx 


ZiUO 


1 
1 




DRS*FQNAQSPPGFCVSCGPLREVS 
VCLP*PG^ARCCLGCSFGSGHSRLG 
NTAQTANQCILPQASSTLCC*LHPQ 
NLVCP 


1968 


7465 


A 


2109 


126 


488 




1969 


7466 


A 


2110 


1 


5586 




1970 


7467 


A 


2111 


6S 


310 


TDLPTQNMVFTFSSNWG/TVRQVLS 
A"SCTRETLQHRELDKTRARGPE*GS 
WLTSPLWSPCRKCATGTYHGSPH 
CQSSGGGR 


1971 


7468 


A 


2112 


2 


630 


FFFFFSDLLNFISSESLGSQQGCKAK 
WQ*LKGPEQSWCWEGPAWTGRRG 

/^Tvi XTir\^*V"D\rK.ioci>oc\n7\rc/^/ A C?l> 
UIJJLNll^O*KJ'VNoorboVr VrCVASr 

AYRRSSSSFSRISFSVSGICPWWDSR 

DGEVGTTFPSQFAKGRKGLIRRGGP 

QHPLRLSPGPIEEQK*GLVSPKARLG 

ISPCQLCPGFWSYLXDSVPSPPGGSC 

SGCTVPGSSHNVSPVSHPSGPACGV 

rv 1 /\.J_»oo/\ 


1972 


7469 


A 


2113 

• 


331 


754 


NFLKTNNVWSKWTHVLSQFWYQG 

F7LFCLGSIVKCTEIDSSICTE\PSHTK 
014M1 nniTMnTi UQ/r*pnrsvifr'Q/^<» 

v<fniviL>vjvjfkj>iv^ 1 L»n^uir\/Kj v rw.v-»oVj 
EAM*PRGGISQGKDNMGEMGNGTT 
TTKTFCFnT^lPGEDQGCSSCVSTRTT 
RKSOVOKSRGTISRYFHK 


1973 


7470 


B 


2114 


110 


225 


XLGRPQLAGSLRSRFPISGMRGEFFT 
QDCQRNAGREELQGRLSIQSFSPILA 
LGPDDSCETKTGMDKLS* 


1974 


7471 


A 


2115 




287 


PGAAY*GRTG*SHPFFSTDWS'roTG 
VRSKSIWCHRNCRWESPS 


1975 


7472 


A 


2116 


167 


397 


EPLLALLKSGEVAPARQEATGLGEA 
KCSCAMGLSGPKTQPQEGCEERRL 
QSKR*SSGDPGWGDEGHWPTPNRS 
CLL 


1976 


7473 


A 


2117 


1 


540 


FCHLQIYYYFISSESLGSQQGCKAK 
WO*LKGPEOSWCWEGPAWTGRRG 

TV \V JL^M^\JI AJt%^%J WW WW mi\Ji rk WW X xVlVVJ 

GDLNIQG*NTSNSSPSSVFV1CVTSP 

AIRRKLLNLSLGISLLKFLGSVPGGT 

AGMGKSVPLSPSQVCCGFRSFNHQ 

AGHAPGCTVPGSSP*CVSRVQHPSG 

PCMWVTYPALSLSFNKSQCPWVFP 

LPTMPPG 
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wo 01/79449 



PCTAJS0iy08656 



SEQID 
NO: of 
Docieo-tide 
scqncDcc 


SEQID 
NO: of 
peptide 
scqocDCc 


Me 
tbo 
d 


SEQ ID NO: 

ioliSSN 

09/770,160 


Nucleotide 
location or 
first codoD 
Tor peptide 
sequence 


Nucleotide 
locatioo of last 
codoo for last 
amino add of 
peptide 
seqacDce 


Amino add sequenee ( X"UnknowD; *'=StDp 
codoo; A=pos5ible ondeotide deletion; \Fpo5Sible 
nodeotide insertion) 


1977 


7474 

• 


A 


2118 


1 

• 


3121 


RQEAELARMGFDLQNVWIVSHINS 

NYKLCPSYPQKLLVPVWTTDKELEN 

VASFRSWKRIPVWYIWLRNGAAI 

ARCSQPEISWWGWRNADDEYLVTS 

lAKACALDPGTRATGGSLSTGNNDT 

SEACDADFDSSLTACSGVESTAAPQ 

KLLILDARSYTAAVANRAKGGGCE 

CEEYYPNCEWFMGMANIHAIRNSF 

QYLRAVCSQMPDPSNWLSALESTK 

WLQHLSVMLKAAVLVANTVDREG 

RPVLVHCSDGWDRTPQIVALAKILL 

DPYYRTLEGFQVLVESDWLDFGHK 

FGDRCGHQENVEDQNEQCPVFLQW 

LDSVHQLLKQFPCLFEFNEAFLVKL 

VQHTYSCLYGTFLANNPCEREKRNl 

YKRTCSVWALLRAGNKNFHNFLYT 

PSSDMVLHPVCHVRALHLWTAVYL 

PASSPCTLGEENMDLYLSPVAQSQE 

FSGRSLDRLPKTRSMDDLLSACDTS 

SPLTRTSSDPNLNNHCQEVRVGLEP 

WHSNPEGSETSFVDSGVGGPQQTV 

GEVGLPPPLPSSQKDYLSNKPFKSH 

KSCSPSYKLLNTAVPREMKSNTSDP 

EIKVLEETKGPAPDPSAQDELGRTL 

DGIGEPPEHCPETEAVSALSKVISNK 

CDGVCNFPESSQNSPTGTPQQAQPD 

SMLGVPSKCVLDHSLSTVCNPPSAA 

CQTPLDPSTDRLNQDSSGSVASISH 

QEQLSSVPDLTHGEEDIGKRGNNRN 

GQLLENPRFGKMPLELVRKPISQSQI 

SEFSFLGSNWDSFQGMVTSFPSGEA 

TPRRLLSYGCCSKRPNSKQMRATGP 

CFGGQWAQREGVKSPVCSSHSNGH 

CTGPGGKNQMWLSSHPKQVSSTKP 

VPLNCPSPVPPLYLDDDGLPFPTDVI 

QHRLRQIEAGYKQEVEQLRRQWRE 

FQ\MRLDIRHWCAPPAEPPMDYEDD 

FTCLKESDGSDTEDFGSDHSEDCLS 

EASWEPVDKKETEVTRWVPDHMA 

SH\CYNCDCEFWLAKRRHHCRNCG 

NVFCAGCCHLKLPIPDQQLYDPVLV 

CNSCYEHIQVSRARELMSQQLKKPI 

ATASS 


1978 


7475 


A 


2123 


3 


259 


FPHRAGPILSSFQVPQRWLVGGFGR 
NCIAGGESWWDRTNKYTRN*AQE 
WGMFSWSLDGHLGESIIRGRSNTG 
ALSCPWPLGHLP 


1979 


7476 

1 


A 


2124 


1171 


1784 


KLYSLSVLYKGEAKWLLKPAWDV 

SSFSFF\QRPTVQE\FMTFTSQLIVER 

S/SRKGTRASVKEQDYLCHVYVRN 

DSLAGATVVIADNEYPSRGGPFTLU 

EKVLDEFSQAKSHR1DW\PVGIPWL 

TIHYPALDGHLSRYQNPRE\ADPMT 

KVQAELDETKIILHNTPWESLLERG 

EKLDDLVSKSEVLGTQSKAFYKTA 

RKQNSCCAIM 


1980 


7477 


A 


2125 


2 


262 


RGNWVFLHTTEFSLTRSLISFNSCFI 
TRLECSGAnWHCSLDLLGSS/QSPTS 
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wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: of 
nucleo-tidc 
scqocncc 


SEQID 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SEQ ID NO: 
09/77D»ltiO 


Nucleotide 
location of 
first eodoD 
for peptide 
sequence 


Nucleotide 
location of last 
codOQ for last 
araiDO add of 
peptide 
scqocDce 


Amino acid seancncc ( X=4inluiown: **=^too 
codoo; /=possn>le Dndeotide deletion; \Fpossiblc 
nucleotide insertion) 














PSRVAGTTGVCHHTQUYLKQFFLE 
MRSPFVAQLV 


1981 


7478 


A 


2126 


36 


376 


PFDPAVLTAKAAVRALVASRLAAA 

SAFTSLSPGGRTPSQRAALHLSVPRP 

AARVALMLVHLSRGGAEVQIFAPD 

VPQMHVIDHTKGQPSEGESRCGGGI 

GTCFLSTSHGAAFF 


1982 


7479 


A 


2127 


3 


724 


LAAASAFTPLCPVCRTTSQRAALHL 

CVPRPAGRVSLVLSGCGVYNGTDIH 

EASAILVHLSRGGAEVQIFAPDVPH 

MHVNDHTKGOPSEGESMNVLT\ES 

ERIRRGKITDLANLSAANHDAAIFP 

GGFGAAKNLSTFAVDGKDCKVNKE 

VERVLKEFHQAGKPIGHSLKDLPGH 

CPGRPLKWSLRKRCRLRAPEGGPC 

CSRVTAGVKVSPMVSTSGSRPCQRS 

VPWMSAQREEPMALSSVTD 


1983 


7480 


A 


2128 


172 


1020 


PSDPAVLTAMAAVRALVASRLAAA 

SAFTSLSPGGRTPSQRAALHLSVPRP 

AARVALVLSGCGVYDGTEIHEASAV 

ILEHLSRGRAEDHIFAPDVPHMHVI 

DHTKGQP\SEGESRNVLTESARIARG 
KITDl ANLSAANHDAVAIFP/fiFfSFn 

AAKNLSTFCRWTGKICKVNKEVER 

VLKEF\HQ\AGKPIGLCCIAPVLAAK 

VLKGVEVTVGHEQEEGGKW\PYAG 

TAEA1LALGAKHCVK\EVVEA\H\VD 

QKNKVV'iTPAF\MCETALHYlHDG\I 

GAMVRKVLELTGK 


1984 


7481 


A 


2129 


1 


416 


lOYRSDLELHSinviKKGGVLFLLGIl 

LLVLIAAHGTPWRKGRCSCIITNO 

GTIHLQSLKDLKPFGPSPSCQKIDIL\ 

TLKNGIQTCLNPDSADWKELIKKW 

EKQVSQKKKQKNGKKHQKKKVLK 

VRKSQRSRQKKTT 


1985 


7482 


A 


2130 


2 


81 




1986 


7483 


A 


2131 


2 


130 




1987 


7484 


A 


2132 


1 


524 


RPRIRHEPQTQREPTMVLSPAXDKTK 

AORPPRLKLGATPGEYGGEPLER\M 

VLFPPPTPKPYFPHF\DLSHG\SAQVK 

GATAKKVAXDALTTCAVAHVDGHA 

QTALSALSDLHGAQAFGWDPWhfF 

QASLSHLPCLGEPWAGPPSPAEFHP 

LAVARLPWGQSFLGFLLKHRCLNL 

PNYR 


1988 


7485 


A 


2133 


388 


654 


GLFFVLQFFFLFCFVFLRSHSVSQAG 
VHWCRHGSAAST/SPGSSDPPTLAS\ 
KVLGVTDMSHCTWAESYFFIKMGS 
SPWACACSSSYLGG 


1989 


7486 


A 


2134 


384 


622 


INAPPRCPQLaTSEVCAME/CPQRV 
PAGPCPGCPRGNLLIHAPSNRPGTTS 
QINDPQPFLRICFWGSPKTPSHRHKS 
FFF 


1990 


7487 


C 


2135 


44 


340 


MKCSQPXRCHFQSDFQKCAPCPRA 
QTHWLEPPGRVQTISSMRNAQKGF 
ADSIRLWRLPASGVGWWSPEGAG 
DPSHLLDPPGHSAPYSPAPRQLSRV 
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wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: of 
nndccMide 
sequence 


SEQID 
NO: of 
peptide 
scqncnce 


Me 
tbo 
d 


SEQID NO: 

inliSSN 

09/770460 


Nudcolide 
location of 
first codon 
for peptide 

SeilDCDCC 


Nadeotide 
location of last 
codoD for last 
amino add of 
peptide 
sequence 


Amino add sequence ( X^Unknown; *«^top 
codon; A=possible ondeotide ddetion; \Fpossiblc 
Qudeotide inscrtioo) 














P* 


1991 


7488 


C 


2136 


2413 


2829 


MFPRRACATCPNLKRACVCAPLRP 

RFGTSRVWCACLLPSPEPTGSVNVI 

FYVPLPSGLLSTSAPGSRASGVGVL 

LEGARGSFSSPWTLPGHFWSLFPSS 

LGSLSRCPLGKGDQEALVQGALGW 

GQRAWTTAQCSVDNG* 


1992 


7489 


A 


2137 


69 


332 


YQVLKTDKNMSRISFFPFLRKGLAL 
SPRMECSGATTAHCSLRISOSO/DDP/ 
AHVSLl^WGLOGTCHHTOLIFIJFF 
VGDEGLCCPGVRS 


1993 


7490 


B 


2144 


73 


358 


XVPGSRGPETKLWDDFSMSQATKR 

KHWKEVLGEHIVPSDQQQIVRVLR 

TPGNNLHEVETAOGORFLVSMPSK 

YRKNIWIKRGDFLIVDPIEEGEK* 


1994 


7491 


A 


2145 


80 


201 




1995 


7492 


A 


2146 


498 


748 


FLPRRGDNDSYPQ/WTKACCRRRRT 
CWn^TWWIRSGQRKMWSCGRRSL 
TTCPMPRTRTAARLMACGSGSWRR 
SGPSCGCRLSP 


1996 


7493 


A 


2147 


1 


1764 


MTTSQKHRDFVAEPMGEKPVGSLA 
GIGEVLGKKLEERGFDKAYWLGQ 
FLVLKKDEDLFREWLKDTCGANAK 
OSRDCFGCLRE/WCAKSRPAAFVSE 

LKADSKEGPQAQGPEQERTGL 


1997 


7494 


A 


2148 


842 


1186 


FLPRRGDNDSYPQAVTKACCRRRRT 

CW»T*TWWIRSGQRKMWSCGRRSL 

TTCPMPRTRAWTTWRSKNLALSCP 

SMTKSLKGSGHIPSAWSRAARLMA 

CGSGSWRRSGPSCGCRLSP 


1998 


7495 


A 


2149 


526 

■ 


1158 


SCGL^LIKMTTSQKHRDFVAEPMGE 
KPVGSLAGIGEVLGKKLEERGFDKG 
lyYVVLGOFLADIEKMKTSFREWLIC 

DTCGANAKXQSRDCFRMPFEKWCE 

ALLVOALLGKFSIPPAPQSRSLASRS 

RDSSPCPSYEGmCYCVRTHLVRRYF 

RGSFGEFSPLNHFOLFFGILRSWHAF 

PRPFFPWPVSWVTVYQLFLEWDFP 

GPIPHPHPHFQSV 


1999 


7496 


A 


2150 


150 


446 


HEGLLLKLRILSDVYFLLFFETRSCF 
VAHAGVQWHHYNSLS/T/PPGTPMF 
PPLLASQVAGSTGMNHQAQIIKKTF 
FGENMILLCCSGWLSGIFFVLYSLY 


2000 


7497 


C 


2151 


203 


427 


MNFVRSIWMAQSTILLTARGXATLI 

lAlSFLAPXLAQSVHAVSSFQSQQAD 

LLNGQCGFQQSSEPQPHVHTTSS* 


2001 


7498 


A 


2152 


1 


1065 




2002 


7499 


A 


2153 


597 

• 


1292 


QTFSNTIFLLTRHKQHSMILVPMNT 

PGVKIIRPLSVFGYTDNFHGGHFEIH 

FNQVR\VPATNVLILGEG\RGFEISQG 

RLGPG\RIHHCMRTVG\WAERLLQ1 

MCERATQRIAFKKKLYAHEWAH 

WIAESRIAIEKIRLLTLKAAHSMDTL 

GSAGAKKEIAMIKVAAPRAVSKJVD 

W\AIQVCGGAGVSQDYPLANMYAJ 

TRVLRLAEMjPDEVHLSAIATMELRD 

QAKRLTAKI 
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wo 01/79449 



PCTAJS01/08d56 



SEQID 
NO: of 
DDCIccMidc 
seqncnce 


SEQID 
NO: of 
peptide 
scqueoce 


Me 
tbo 
d 


S£Q ID NO: 

ioUSSN 

09/770,160 


Nocleottde 
locatiOD of 
Grst codoD 
for peptide 
scqoencc 


Nodeotide 
locatioo of last 
codon for last 
amioo add of 
peptide 
sequence 


Amino add sequence ( X^^Unknonro; *=^top 
codon; ^possible nodeotide ddetion; \=posablc 
nndeotidc loscrtioD) 


2003 


7500 


A 


2154 


1694 


1886 


ASDSRVPAPGIS/PSAPFPTQLSPRRS 

PPSPPPPPPQSPLGBFSPKASPVGILHL 

FKTLFCILNV 


2004 


7501 


A 


2155 


1002 


1480 


MUXKTTERFEVSVCMACTYVXSNL 

GKKQRSVSFLASGLMRVSTGPELRL 

HHSFVLTGDVGRRICRLLVGLFTKG 

DTSSKRV\HPFSPGP\CFLLCDLAR\V 

GSSPKINRVPHFTRTQTSTQRSCTVF 

VWQRCSLVGPFQVTVFTMVYFHHSL 

RSISRFSSG 


2005 


7502 


A 


2156 

- 


I 


1623 


RLPFVDVDARVYADAPAKLLLPPL 

AFWELAVRLRGAEAASERQVYSVA 

VKLLLLHPAFQSCLLLTLLGLWRTT 

PEAHASSLGAPAISAASFLQDLMRY 

GEGDSLTLQQLKALLNHLDVGVGR 

GNVTQHVQGHRNLSTCFSSGDLFT 

AHNFVSEQLRIGSSELHEFCPmQQL 

DSRACTSENQENEENEQTEEGRPSA 

VEVWGYGLLCVTVISLCSLLGASV 

VPFMKKTLYKRLLLYFRALAIGTLL 

LKRLFQLIPGAVWFQPLEDYYVSKS 

AWFGGFYLFFFTEKILKILLKQKNE 

HHHGHSHYASESLPSKKDQEEGVM 

EKLQNGDLDHMIPQHCSSELDGKA 

PMVDEKViVGSLSVQDLQASQSAC 

YWLKGVRYSDIGTLAWMITLVSDGL 

HNFIDGLAIGASFTVSVFQGISTSVAl 

LCEEFPHELGDFVILXLNAGMSIQQA 

LFFNFLSACCCYLGLAFGILAGSHFS 

ANWIFALAGGMFLYISLADMFPEM 

NEVCQEDERKGSILlPFnQNLGLLTG 

FTIMWLTMYSGQIQIG 


2006 


7503 


A 


2157 


1 


604 


MGTRWEPGWRAPGLAPAAQARSS 

GRAAPAAGSERARERERDGGSVGG 

GGSSSAIPSERAADAHGEDSGAYR 

WERANRPFSNNCCCLAFYLGMEEA 

RWLYAGLFCVYGASUAIATHVPLF 

GSQKAE/DPSGDSAPAAHLPPQPAQ 

/PHLPQAQLMLTGSQLAGHPLGMR 

WSMATQHAGCVSQRCGLFPMTVG 

CSQGNILWSL 


2007 


7504 


A 


2158 


22 


1358 


VHFSMGAPEIRMSKPLEAEKQGLDS 

PSEHTDTERNGPDTNHQNPQNKTSP 

FSVSPTGPSTKIKAEDPSGDSAPAAP 

LPPQPAQPHLPQAQLMLTGSQLAG 

DIQQLLQLQQLVLVPSHHLQPPAQF 

LLPQAQQSQPGLLPTPNLFQLPQQT 

QGALLTSQPRAGLPTQPPKCLEPPS 

HPEEPSDLEELEQFARTFKQRRIKLG 

FTQGDVGLAMGKLYGNDFSQTTIF 

RFEALN\LSFKNMCKLKPLLEKWLN 

DAETMSVDSSLPSPIQLSSPSLGFDG 

LPGRRRKKRTSIETNVRFALEKSFL 

ANQKPTSEEILLIAEQLHMEKEVIRV 

WFCmRQKEKRINPCSAAPMLPSPG 

KPASYSPHMVTPQGGAGTLPLSQAS 

SSLSTTVTTYILSCGDAPPQPDSWR 

GWGRGRGCAPPQFHPLCHSPTPGH 
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SEQID 
NO: of 
DttdccHidc 
sequence 


SEQlD 
NO: of 
peptide 
scqoencc 


Me 
tbo 
d 


SEQ ID NO: 

idUSSN 

09/770460 


Nndeotidc 
locatioo of 
OrstcodoD 
for peptide 
sequence 


Nucleotide 
locatioo of last 
codoo for last 
amino add of 
peptide 
seqDcnce 


Amino add scqnence ( Xs=Unknowo; *°Stop 
codon; /^possible ondcotide ddetion; V^possible 
nodcotide Insertioo) 














HQQHKPQPLKAATRLSACQA 


2008 


7505 


A 


2159 


3 


452 




2009 


7506 


A 


2160 


9 


633 


NSARATDSERTHHGARLLPDKTNV 

KAAWGKVGAHAGEYGAEALERMF 

LSFFIATKTYFPHFDLXSORSAOVKG 

ATGKKVADALTVNAVA\HVD\DMPQ 

TALSGPEATLHGAQSFGVDPVQLSS 

SLSHWPAWLTLGPAHLPRPSFNPW 

RLQRLPWGQSFLGFLVEEPLLEPSKl 

PVKAWKPSGWPCFLCPFGASPQGPP 

SLSWNPYPRWSFE 


2010 


7507 


B 


2161 


55 


372 


MERFLMDGFQPQQLSTYALTLYKH 
TATVDGKmVADINVTQKSFNFAK 
lO^SLPLYFVSAAIXjThnmCLFNDA! 

RLAVSYKQNSQDFMDEBFQELENFS 

LEQEEEN* 


2011 


7508 


A 


2162 


552 

• 


1809 


QLRGRGASRKWSALRRELGRRAWF 

ESAQSPDWRQGPKGFTRSVPGLSSP 

HSEPHEPMAEDKTKPSELDQGKYD 

ADDNVKUCLGDSAVGKSKLMERFL 

MDGLYPSRFEVLLVPVGLPTLMYQ 

CPTAHPFVPAAQEGGLDFWDTAGQ 

DTLSSPPTPHPSMELVPVCSQPQQLS 

TYALTLYKHTATVDGKmVDFWD 

TAGQERFQSMHASYYHKAHACIMV 

FDIQRKVTYRNLSTWYTELREFRPEI 

PCIWANKIDDRPMSYI TJ^TADTMV 

TQKSFNFAKKFSLPLYFVSAADGTN 

WKVWLTAEVASKLFNDAIRLAVS 

YKQNSQDFMDEDFQELEVGQVfflSG 

GMEETAPLQG*GLQPSRVTLA*VCP 

TKCIRAAVEQMQGQASPATLFTVNF 

SLEQEEEDVPDQEQSSSIETPSEEA 


2012 


7509 


A 


2163 


807 


1389 


EPMAENKTKPSELDQGKYDADDNV 

KUCLGDSAVGOSKLMERFLKfDGFO 

PQQLSTYALTLYKHTATVDGKmv 

DFWDTAGQERFQSMHASYYHKAH 

ACIM/LDINVTQKSFNFAKKFSLPLY 

FVSA\ADG1\NVVKLFNDAIRLAVSY 

KQNSQDFMDEIFQELENFSLEQEEE 

DVPDQEQSSSIETPSEEVASPHS 


2013 


7510 


A 


2164 


3 


923 


RAARTRAEPEVECAAARAGPAGW 

RERAESRHGGRARGADPQRPWSLQ 

PSLGTAHRDKTLPSLGPGPLSTARS 

QWAKNKTKPSELDQGKYDADDNV 

KnC\LGDSAVGKFKLME\RFLMDG\ 

FQPQQLSTYALTLYKHTATVDGRTI 

LVDF\FHTAGQERFQSMHASY\YHK 

AHA\CIMVFDVQRKVTYRNLSTWY 

TELSGSFRPEIACIWANKIDADINV 

TQKSFNFAKKFSLPLYFVSAA\DGT 

NWKLFNDAIRLAVSYKQNSQDFM 

DEIFQELENFSLEQEEEDVPDQEQSS 

SIETPSEEAASPHS 


2014 


7511 


A 


2165 


1 


2715 




2015 


7512 


A 


2166 


1 


2256 




2016 


7513 




2167 


339 


1086 


IQMNRFLL\LMSLYLLGS\ARGTSSQ 
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SEQID 
NO: of 
oiidco-tide 
sequence 


SEQID 
NO: of 
peptide 
scqoencc 


Me 
tbo 
d 


SEQID NO: 

inliSSN 

09/770460 


Nodcotkic 
location of 
first codoo 
for peptide 
scqncnce 


Nudcotidc 
locatioD of last 
codoa for last 
amino add of 
peptide 
scqneoce 


Amioo add scqneoce ( X'='UnkiiowD; *«^tDp 
codon; /=^N>ssible Dodeotide ddetioo; V=pos5iblt 
Dodeotide insertiOD) 




• 




• 

• 






P^fELSGSIDHQTSVQQLPGEFFSLEN 

PSDAEALYETSSGLNTLSEHGSSEH 

GSSKHTVAJBHTSGEHAESEHASGEP 

AATEHAEGEHTVGEQPSGEQPSGE 

HLSGEQPLSELESGEQPSDEQPSGEH 

GSGEQPSGEQASGEQPSGTILNCYT 

CAYMNDQGKCLRGEGTCITQNSQQ 

CMLKKIFEGGKLQFMVQGCENMCP 

SMNLFSHGTRMQnCCRNQSFCNKI 


2017 


7514 


A 


2168 


2 


425 




2018 


7515 


A 


2169 


2 


169 


GRVGDTLKAGINAVERRSNRCNGN 
SGFEGQSRYVPSSGMSAKELCEND 
DLSTSLVLDPYLGFQTHKMNTR*FG 
S 


2019 


7516 


A 


2170 


2 


227 




2020 


7517 


A 


2171 


177 


1400 


LNAPGSQLSVGMKGLGESKNMVV 

NGRRNGGPLSNDHQQNQSKLQHTG 

\KDTLKAGKNAV\ERRSNRCNGNSG 

FEGQSS/RYVPSYGMTAKELCENDD 

LATSLVLDPYLGFQTHKMNTSAFPS 

RSSRHF\SQSDSLSHNNPVRFRPIKG 

RQEELKEVI\ERFKKDEHLEKAFKCL 

TSGEWARHYFLNKNKMQEKLFKE 

HVFIYLRMFATDSGFEILPCNRYSSE 

QNGAKIVATKEWKRNDKIELLVGCI 

AELSEIEENMLLRHGENDFSVMYST 

RKNCAQLWLGPAAFINHDCRPNCK 

FVSTGRDTACVKALXRDIEPGEEISC 

YYGDGFFGENNEFCECYTCERRGT 

GAFKSRVGLPAPAPVINSKYGLRET 

DKRLNRLKKLGDSSKNSDSQSV/SA 

LNTDADTTQEKNIASK 


2021 


7518 


A 


2172 


3 


114 




2022 


7519 


A 


2173 


328 


471 




2023 


7520 


A 


2174 


1 


190 




2024 


7521 


A 


2175 


2 


132 


SGLGRLPGPWQEAGSSRGPSSGDM 

AGVKALVALSFSGAIGLTF/LHMLG 

CALEDYGVYWPLFVLIFVH/aSPIPHF 

lAKRVTYDSDATSSACRELAYFFTT 

GIWSCLWISPVILARVALnaWGAC 

GLCV/VAGNAVIFLTIQG\FFPIFGRG 

DDFSWEVQWGYWTDFS 


2025 


7522 


A 


2176 


191 


479 


NTSLPNPSEVSHSSLRLDSGGAEAF 
VGGGTGVLKKPEGAGPAAPS/LGW 
RPRG*APHRTGSAQPPTAVPCR/PGA 
LGEDSSPGPPGALGGLGVIPQPSM 


2026 


7523 

• 


A 


2177 


1920 


2524 


TQYPPAEQRSQTLMQDVFALPLNSL 

CAQSSKTLNCKTQCHPCSILCKNLL 

KNKCLILHSRFPTIQTAPEFGGQLRI 

PLFPKPKVRSSQFQASVLELRRSQK 

PFVGGGTGVLKKPEGAGPAAPTSG 

WRPRGEAPHRTGTAQPPTAVP\SGG 

RIWGKIPLPGPPGALEGVGFPSASPR 

FQLQPRLKLDAGRRLRSGSKPHVK 

HL 


2027 


7524 


A 


2178 


239 


380 




2028 


7525 


A 


2179 


34 


202 


EFTTRQTLYMUTFTPHNHLVRETSS 



385 



wo 01/79449 PCTAJSOl/08656 



S£Qn> 
NO: of 
naaeo-tiae 
scqnencc 


SEQIO 
NO: of 
pepbde 
scqncacc 


tbo 

■ 

d 


S£Q ID NO: 
09/770,160 


Nndeotide 
locatioD of 
first codoD 
for pqitide 
sequence 


Nodcotide 
locadoDoflsst 
codoD for last 
amino add of 
pe|KMe 
sequence 


Amino acid scqncocc ( X^Unknowo; *^top 
codoo; /=pQssibie nodcotidc ddetioo; V=possible 
nodeotide insertioD) 














WFEQMK24*GSERFNTLSICALQTIS 
AKTRI 


2029 


7526 


A 


2180 


1 


1566 




2030 


7527 


A 


21S1 


574 


1949 


KSKCRFPEGLSEGFGPMRKEALSSG 

SVQEAEANfLDEPQEQAEGSLTVYVI 

SEHSSLLPQDMMSYIGPKRTAWRG 

IMHREAFNDGRRIVQVAQAMSLTE 

DVLAAALADHLPEDKWSAEKRRPL 

KSSLGYEITFSLLNPDPKSHDVYWD 

lEGAVRRYVQPFLNALGAAGNFSV 

DSQILYYAMLGVNPRVXYSASSSYIF 

GHAQ\LPHVINPVESRLGSSAASLYP 

VLNFLLYVPELAHSPLYIQDKDGAP 

VATNAFHSPRWGGIMVYNVDSKTY 

NASVLPVRVEVDMVRVMEVFLAQ 

LRLLFGIAQPHLPPKCLLSGPTSEGL 

MTWELDRLLWARSVENLGXQA'rri' 

LTSLGAASWARSATLnKGRRGHLE 

VLQRLLAPVQKSAFRl .ASGHL\DLP 

LSPAREAVTSSELAFFDPSLLHLLYF 

PDDQKFAIYIPLFLPMAVPILLSLVKI 

FLKIKKSWEKA 


2031 


7528 


A 


2182 


76 


419 




2032 


7529 


A 


2183 


71 


350 


AFIPAMAELIQKKLQGEVEICYQQLQ 
KDLSKSMSGRQKLEAQLTENNIVK 
E\KRYESQLRDLERQSEQQRETLAQ 
LQQEFQRAQAAKAGAPGKA 


2033 


7530 


A 


2184 


175 


1032 


gllphlgprvqrlprlslstlpcslt 

rcphpfllpqihihltrtvgiggtfdv 

sklpflsspdlsksmsgrqkt .f aql 

teyniakevrdwdlwgeegpvla 

mvlityvpslhqelalldgsnvvfk 

llgpvlvkqelgearatvgkrldy 

itaem*vfipppcaapcdaseple*r 

c*tiaeqlsivapsppvpptlsfpf*pp 

ffslpwisrfstylflafstlhsesy* 

flpfclsplsllskryesqlrdlerq 

seqqrehaqlqqefqraqaakag 

APGKA 


2034 


7531 


A 


2185 


112 


520 


afipamaeuqxkklqgevekyqql 
qkdlsksmsgrqkleaqltenniv 

KEElJ\IX\IXjShmVFKL>LGPVLVK 

qelgearatvgkrldyitaeikrye 
sqlrdlerqseqqretlaqlqqefq 
raqaakagapgka 


2035 


7532 


A 


2186 

- 


635 


1015 


ggqkhptgllkppantaatmpkrk 

akgdakgdkakvkdepqrrsarls 

akpappkpepglkkasvakkgeklnp 

kgrkggkada\gkglgnnpaknpr 

lplhfqfqkaevgtgglpsemfifes 

sgtyw 


2036 


7533 


A 


2187 


302 


471 


tlshrvlveaqsreqlaalkkhhe 

EEI\VHHK\KE1£RLQKRNLSRHK\QK 

DSKLLKH 


2037 


7534 


A 


2188 


3 


399 


larnerllaggrdargaapasqwp 
vtavgrrgtwlgrv/wgvrit^vqa 
\rgfgsdqsenfptgpraphp/rkag 
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SEQID 
NO: of 

nM»l<tffc till* 

scqneoce 


SEQID 
NO: of 

seqncDtt 


Me 

tbo 
tt 

u 


5EQ ID NO: 
ioUSSN 

AQ/TTf) 
UXr/ fil^DW 


Nucleotide 

lOCStlOD of 
ilrSi GQuOO 

for peptide 
scqoencc 


Nodcotide 
location of last 
cooon lor list 
amioo acid of 
peptide 
seqoeoce 


Amino add scqneoce ( X=llDknowD; *==5top 
codon; A=possibIe ondcotide ddedoo; V«possil>le 

— ^ a A> J ■■ • ^» % 

nndcotiae lasertioa) 














GALGKREQAEEERYFRAQSREQLXA 
ALKKHHEEE1\VHHKKEI\ERLAEKK 
FERHKQKIXKMLKH 


2038 


7535 


A 


2193 


2 


406 


ARAEMSRSVALAVLALLSLSGLEAI 
QRTPRIQVYSRHPAENGKSIFLKCY 
VSG\FHPSDIEWDLLKNGKE/RLKK 
VEPSDLS^AKDWSF\YL\LPYTEFH 

PQLKKDGVCPARVNXHVTLSPAPRL 
VK\WDRRHVKQHQ 


2039 


7536 


A 


2197 


319 


393 


WL/TPVIPTLWEAEVGGSFEHRSSR 


2040 


7537 


C 


2198 


84 


290 


MLPSKGLSFFSLQHLRDSRSLLFPM 
SMTTMLELECCRASSNHEVRWLKX 
HXVSQICSLICFPXMLTIRA* 


2041 


7538 


A 


2199 


2 


743 


PRVRSEVSVYRSLADPEPTGRDTMT 

YADLFKYIIIGDTGVGKTCFLLQFTD 

KRFQPVHDLSLGVEFGGSLCSTLME 

NQFKLHIWD\TAGQESFRSITRSY\Y 

RGAAG\AIXVYDITRALKPFNHL\AS 

WLGGLPGQHFSFFTWVIHCFIGNKS 

DLESRRDVKREEGEAFARE\HGRIFR 

GTSAKTACNWEEAFINTAKRMYRKI 

HQGLFDVHNEANGKIGPQQSISTSV 

GPSASQRNSRDIGSNSGCC 


2042 


7539 


A 


2202 


20 


222 




2043 


7540 


A 


2203 


1. 


458 

• 


RSSLTSLSNSAAAMAPVKKPCGEG 

GAKKKKQVlJCFTL\IX:T\HP\nEI^ 

MDAAQF*ASFCKERIKVKRKKLGT 

LSGGGA^*PIERSK\SKnvnSEVPFS 

KRV/YLKYLTKKY\LKKNNLR\DLV 

CRWAYQPKRELRNYSYFQINQXDE 
GRREEDED 


2044 


7541. 


A 


2204 


2 


321 


FIFFFSFSFFFSFFFSETGSCSVAQAG 

VQCHDHGSPQS/PNLPGSSDLPTSAS 

\KVLGITGVRHHSLPPLGFQMGIFLL 

FSMLKFCFWVCSALLCTVLEFLRTN 

YFLS 


2045 


7542 


C 


2205 


46 


234 


MTLRXWrrWPFLFLSPPSSKCLHLLI 
ASELLDLQLGSTHSSLS'i'iFFWLAFF 
RKIGLVCPP* 


2046 * 


7543 


A 


2206 


1 


243 




2047 


7544 


A 


2207 


144 


479 


RPLKPRRTF\CKK\CGKAPNPHKSDH 

STKKGKDS\LYAPGKAAVMTRKQS 

GYGGQNTKPIFRKKAKTTKKIVLKA 

LSALSPTCRSKRMLAFAKRWQAFLN 

LGGDKKRKGPSASSS 


2048 


7545 


A 


2208 


75 


540 

• 


GGSGSVRVLRSESPRF.RAVEEEVAA 

VAVWAVAEEAGTNQLRAETMANI 

AVQRMKREFKEVLKSEETSKNQIKV 

DLVDENFTELRGEIAGPPDTPFERG 

RFP\LELKIP\ETYPFNPPKAaTlFYAL 

KLWHPNISSV\TGAICL\DIL\KDQWG 

SWQWT 


2049 


7546 


A 


221] 


I 


2640 


MYSGNRSGGHGYWDGGGAAGAE" 

GPAPAGTLSPAPLFSPGTYBRLALLL 

GSIGLLGVGNNLLVLVLYYKFQRLR 

TPTHLLLVNISLSDLLVSLFGVTrrF 

VSCLKNGWVWDTVGCVWDGFSGS 
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SEQID 
NO: of 
Diitt«>4ide 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Mc 
tfao 
d 


SEQ ID NO: 
09/770460 


Nucleotide 
location of 
first codoo 
for peptide 
sequence 


Nodeotidc 
locatioD of last 
codon for last 
amioo add of 
peptide 
seqnencc 


Amino add scqnciicc ( X=ijnlmowD; *=^top 
codoo; A=possit»le oodeotide dctctioD; \=possible 
oadeotidc inscrtioo) 










1 

4 




LFARPAPLPARPRAPRPTPPRSPLAS 

STLPDPSRMAGAFLFLRPLPPHAVQ 

DSIP WSHLPPTCHQTI .LI .PKMADN 

LPTEFDWnGTGLPESILAAACSRSG 

QRVLHIDSRSYYGGNWASFSFSGLL 

SWLKEYQQNNDIGEESTWWQDLI 

HETEEATIIJlKKDETrQHTEAFCYAS 

QDMEDNVEEIGALQKNPSLGVSNT 

FTEVLDSALPEESQLSYFNSDEMPA 

KHTQKSDTEISLEVTDVEESVEKEK 

YCGDKTCMHTVSDKDGDKDESKST 

VEDKADEPIRNRITYSQIVKEGRRFN 

IDLVSKLLYSQGLLIDLLIKSDVSRY 

VEFKNVTRILAFREGKVEQVPCSRA 

DVFNSKELTMVEKRMLMKFLTFCL 

EYEQHPDEYQAFRQCSFSEYLKTKK 

LTPNUJHFVUlSIANmESSCTTIDG 

LNATKNFLQCLGRFGNTPFLFPLYG 

QGEEPQGFCRMCAVFGGIYCLRHKV 

QCFWDKESGRCKAIIDHFGQRINA 

KYHVEDSYLSEETCSNVQYKQISR 

AVLITDQSILKTDLDQQTSILIVPPAE 

PGACAVRVTEIX:SSTMTCMKDTYL 

YHLTCSSSKTAREDLESVYKKLFTP 

YTETEIhffiEELTKPRLLWALYFNMR 

DSSGISRSSYNGLPSNVYVCSGPDC 

GLGNEHAVKQAETLFQEIFPTEEFC 

PPPPNPEDIIFDGDDKQPER/PLGTNN 

VVMAKLESSE\ESKNL\ESP£KHPSK 

LEKSNLEMLFWTSFMASEFSHLKD 

RFPI 


2050 


7547 


A 


2212 


328 


583 




2051 


7548 


A 


2213 


1 


416 


PSSGDMAGVKALVALSFSGAIGLTF 

LMLGCALEDYGVYWPLFVLIIAHAI 

SPIPHFIAKRVTYDSDATSSACRELA 

YFFTTGIVVSCLWISPVILARVALIK\ 

WGACGLVLAGNAVIFLTIQGFFLIF 

G\RGDDFSW\EQW 


2052 


7549 


A 


2214 


1 


180 


AAATGAVGAAIYPCAAPNWK*RND 

EKTAADYKILGGSVLHLVLALRGG 

GGLRQ 


2053 


7550 


A 


2215 


162 


557 


VASEHSPKIGASQGLDYEPLLWAK 

VWYLTRPTGTKAGSVFSQYLPFLEP 

GILGPASLPWLRQTLTGK£IEIDIEF\ 

TDKVERNQRSVWEEKEGNPPPQQQ 

RLHLQVAKQMVNDEKDSSLIYKILR 

WVQSFQT 


2054 


7551 


A 


2216 


684 


1496 


LETSGLSENPLGQAVGFGQDEFFLE 

QTKKKGVKRPARLHTKP\SQAPAVE 

EAPSGAXSYNPSFEDHQTLLSAAHE 

WELQRQKEAEKLERQLRPCPATEQ 

ARHPRSSTFQELCEGLLEESDGEGE 

PGQGEGPEAGDAEVCSTPARVLATT 

EKAKTEQQRRREKAVHRLRVTARA 

ALRAAXRLRATQELVFRVRGIQRPQ 

VULRLA\ELARRRRRRQ\ARREAEA 

\DKPRRLGT/RFKYQAPDIDVQL\SSE 

LTDSLRTLICPEGQHPSRPVQELPRG 
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SEQW 
NO: of 
DBdco-tidc 
scqnencc 


S£QU> 
NO: of 
peptide 
scqococe 


Me 
tbo 
d 


SEQIDUO: 

inVSSN 

09/770,160 


Nodeoddc 
location or 
fintcodon 
for peptide 
seqaence 


NBdcotide 
locatioa of last 
eodoD for last 
amino add of 
peptide 
seqociice 


Amino add scqocace ( X<=^alux)wn; *^top 
codoo; /^possible oodcotide ddetion; V=possible 
oneleotide insertioB) 














GI 


2055 


7552 


A 


2217 


116 


285 


KLRNQRIQERHTDGGEPLKSL*CSP 
KTRV£SRSASRRGPLFLNKGHARAR 

SSLTLA 


2056 


7553 


A 


2218 


3421 


3698 


AGRGPLRLQSHRFGRPSQVDCLSPA 
APDQPGQHGKTPSPQKMQKLAGHG 
GAHLQSQPLGRLRREDPLSPGGGGC 
SEPRSHHCTPAWAREYGD 


2057 


7554 


A 


2219 


381 


1772 


KMAESENRNQELSESVSQEEAGNQIM 

VEGLGEHLERGEDAAAGLGDDGKC 

GEEAAAGLGEEGENGEDTAAGSGE 

DGKKGGDTDEDSEADRPKGLIGYV 

LUi UFVESLPVKVKYRVLALKKLQ 

TRAANLESKFLREFHDIERKFAEMY 

QPLLEKRRQIINAIYEPTEEECEYKS 

DSEDODDEEMCHEEMYGNEEGMV 

HEYVDEDDGYEDYYYDYAVEEEEE 

EEEEDDIEATGEENKEEEDP\RGIPD 

FWLTVIJCNVDTLTPLIKKYDEPILK 

LLTDIKVKLSDPGEPLSFTLEFHFKP 

NEYFKNELLTKTYVLKSKLAYYDP 

HPYRGTAIEYSTGCEIDWNEGKNVT 

LKTIKKKQlOIRDITWGmTVTEDF 

PKDSFFNFFSPHGITSNGRDGNDDFL 

LGHNLRTYIIPRSVLFFSGDALESQQ 

EGWREVNDAIYDKIIYDNWMAAI 

EEVKACCKNLISALVEDIDR 


2058 


7555 


A 


2220 


17 


250 




2059 


7556 


A 


2221 


2 


899 


GFSKXCVSSRSPELRVTRLRYLRIQ~ 

AFRGSCLATADLLLLVSPLRHPEPA 

KVLVLFLLSFASCWAGPGRAGPPG 

RSLLTMASLFNKKKTVDDVIKEQNR 

ELRGTQRAIMRDRAALEKQEKQLEL 

EIKK\MAK1GVNKEA\CKVLAKQLVH 

LRXKQKmXFAVSSKVTSMSTQTKV 

MDSVQMKMAGAMSTTAKTMQAVN 

K\KMDPQKTLQTMQEFPGRENM\K 

M\EMTEEMINDTLDDIFDGSDD\EEE 

SQVDIVNQVLDEIGIEISGKMAKAPS 

A\ARSLPSA\S1\SKATISDEEIERQLK 

ALGVD 


2060 


7557 


A 


2222 


3 


586 


ARAMGISRDNLHKRRKTGGKRKPY 

HKKRKYELGRPAAN1\KIGPRRIHT 

VRVRGGNKKYRALRLDVGNFSWG 

SECCTRKTRIIDIVYNASNNELVRTK 

TLVKNCr/LIDSTPYRQ/WTPEEEEEL 

NKKRSKKIQKKYDERKKNAKISSLL 

EEQFQQGKLLACIASRPGQCGRAD 

GYVLEGKELEFXYLRKIKARKGK 


2061 


7558 


A 




2 


727 


LFPASAEQMGISRDNW\HKP\RKTG 

GPRESPYQQEAKSMSLGRPAAVNTK 

ILAPRRIQHSPVCRGG*QVNTVPLRF 

DWGNFSWG/SKECCTRKTRUIDW 

YNAI**PSWVRYPRPLVERICI\VLID 

EQHPY\RQWVRSPTYALVPLGPQRK 

GAKLDSLRKEEIFKPKTDLK*IQKK 

YD*/ERKKNCQNSASLPGRSSFQQG 

KASLRCIAFK/RPGQaGRA\DGYMT 
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PCTAJS0iy08656 



SEQID 
NO: of 
ooclco-tidc 
sequence 


SEQID 
NO: of 
pq>tide 
sequence 


Me 
tbo 
d 


SEQ ID NO: 
inUSSN 


Nodcotide 
locatioo of 
first codoo 
for peptide 
sequence 


Nndeotide 
locatioa of last 
codon for last 
amino acid of 
pcotidc 
sequence 


Amino add seqncocc ( X'=UdIumiwd; *=^top 
codoo; A^possbic Docfeolidc ddetioa; \Fpossiblc 
nndeotide inscrtioB) 














RGHRVRSYYLRKIKARQSKINT 


2062 


7559 


A 


2224 


298 


408 


CGII*ALNKKEHRGCDSPDPDTSYV 
LTPHTEEKYKIGNBEFDNMMRNHKI 
APGLPPQNFSMSVTVPVTSPNALSY 
TNPGSS 


2063 


7560 


A 


2225 


1 


1369 




2064 


7561 


A 


2226 

• 


409 


1944 


LKMGRKKIQITRIMDERNRQVTFTK 

RKFGLMKKAYELSVLCDCEIALIIFN 

SSNKLFQYASTDMDKVLLKYTEYN 

EPHESRTNSDIVEALNKKEHRGCDS 

PDPDTSYVLTPHTEEKYKKINEEFD 

NMMRNHKIAPGLPPQNFSMSVTVP 

VTSPNALSYTNPGSSLVSPSVLAASS 

TLTDSSMLSPPQTTLHR\NVSPGAP\ 

QRPPSTGNAGGMLSTTDLTVPNGA 

GSSPVGNGFVNSRASPNLIGATGAN 

SUGKYMPTKSPPPPGGGNLGMNSR 

KPDLRWIPPSSKGMMPPLSEEEELB 

LNTQRISSSQATQPLATPWSVTTPS 

LPPQGLWYSAMFTVAYNTDYVSLTS 

ADLSALQGFNSPGMLSLGQVSAWQ 

QHHLGQAALSSLVAGGQLSQG\SNL 

SINTNQNISIKSEPTSPPRDRMTPSGF 

QQQQQQQQQQQPPPPPQPQPQPPQP 

QPRQEMGRSPVDSLSSF\SSSYDGSD 
REDPRGDFHSPIVLGRPPNTEDRESP 
SVKRMRMDAWVT 


2065 


7562 


A 


2227 


3 


168 


PCPTHSRMLGSPQPKRQLPVAPVPT 
AQP\PPSPPKGRCQGQEPKPPRLPSP 
AQGPW 


2066 


7563 


A 


2228 


272 


416 


VGRCFFLSSGGFFSLTSALPPPS/PSA 
HPGVLVTPFGAPTKPDRGRSRG 


2067 


7564 


A 


2229 


109 


866 


DTRVGYFSSGAFAFFFLWARAECRP 

LSKDSLVKPRATLPSIVGLGSVAVP 

RARRARRQRERSRPRTGPGACLPPS 

LAPYGFARVERRARAMKAGFPVRR 

SGRKAPYGCGGMEVLALRCLAEHG 

HSLGG\SAALGAS\AAAARCKAA£A 

AADEPALCLQCDMNDCYSRLRRLV 

PTIPPNKKVSKVEILQHVIDYILDLQ 

LALETHPALLRQH>PPAK>HHPAGT 

CPAAPPRTPLTALNTDPAGARVNKQ 

GDSILCR 


2068 


7565 


A 


2230 


107 


1073 




2069 


7566 


A 


2231 


23 


538 

■ 


LPEVPHSLRPRVKPHLCCAQPAVRV 

MARLPKLAVFDLDYTLWPFWVDT 

HVDPPFHKS/KVR*GQGRLGAR*DP 

ARAERTLALSSDGTVRDRRGQDVR 

LYPEVPEVLKRLQSLGVPGAAASRT 

SEIEGANQLLELFDLFRCYLHSHPE 

WNESSNSKSRVRDICEGPNWAFEV 

QP 


2070 


7567 


A 


2232 


685 


1161 


TFPLLPLADYTLWPFWVDTHVDPPF 
HNSR*GRDREDW/PAR*DPARAERT 
LALSSDGTVRDRRGPDVRLYPEVPE 
VLKRLQSLGVPGAAASRTSEIEGAN 
QLLELFDLFRYFVHREIYPGSKITHF 
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wo 01/79449 



PCTAJS01/086S6 



SEQID 
NChof 
DQdeo-tidc 
scqncoce 


SEQID 
NO: of 
pqitide 
sequence 


Me 
tho 
d 


SEQlD NO: 

iaUSSM 

09/770460 


Nucleotide 
locatioD of 
first codoo 
for peptide 
scqocDce 


Nodcotide 
locatioD of last 
codoo for last 
amino add of 
peptide 
sequence 


Amino add sequence ( X=4Joknown; *=^top 
codoo; A^nssible oodeodde ddefioo; V=possiblc 
nodeotidc ioscrtioo) 














ERLQQKTGIPFS\QMIL\FDDERRNIV 
DVSKLGTE 


2071 

- 


7568 


A 


2233 


79 


564 


SPTSAARSLRLRVMARLPKLAVFDL 
DYTLWPFWVDTHVDPPFHKSSDGT 
VRDRRGQDVRLYPEVPEVLKNDLQS 
LGVARCGCFQGQVRLGRGQPATGA 
LLTFFRYFVHR\EIYPGSKITHFERVA 
AE\TGISF\SQMIFFDDERREYCRRSA 
NWCVTCTSHPEW 


2072 


7569 


B 


2234 


48 


209 


XKNQCH'l K TMQENG YSSHA VDGT 

GPAGGAGRPAGSTGAQVSVQPNFQ 

QDiOFLGRX* 


2073 


7570 


A 


2235 


2 


353 




2074 


7571 


A 


2236 


3 


676 


SAVEFPPSLSHTTGTRPRTPILLQQE 

NG YHHTL WMGLALLG VLGDLSGQ 

HRRPRSPCQPNFQQDKFLGRWFKR 

GXLASNSSWLREKKAALSMCKSW 

APATOGGNFNLTSTFLQEKTSVETR 

TML\LQPRGVPSASLQLTGVPHWGQ 

A/HYSVSVVETDYDQYALLY\TRAS 

KGPGEDFRMATLYSRTQTPVRAELK 

EKFTAFCKAQGFTEDTrVFLPQTDK 
CMTEQ 


2075 


7572 


A 


2237 


1 


1165 


MGVTEVFLKDVnLLNLEELVQCRQ 

TWGEARTRGKRVLGSLADEIWRT 

QQPPSLEHKAWNATCKHWLAAEA 

ALEKYYLSIFYGIEFWGVLGNTIW 

YGYIFSLKNWNSSNIYLFNLSVSDL 

AFLCTLPMLIRSYANGNWIYGDVLC 

ISNRYVLHANLYTSILFLTFISIDRYL 

IIKYPFREHLLQKKEFAILISLAIWVL 

VTLELLPILPLINPVITDNGTTCNDF 

ASSGDPNYNLIYSMCLTLLGFSMPLF 

VMCLFYYKIALFLKQRNRQVATAL 

PLEKPLNLVIMAWIFSVLFTPYHV 

MRNVRIASRLGSWKQYQCTQVVIN 

SFYTVTRPLAFLNSVINPVFYFLLGD 

HFRDMLMNQLRHNFKSLTSFSRWA 

HELLLSFREK 


2076 


7573 


A 


2238 


1 


567 




2077 


7574 


A 


2239 


58 


544 


GKKMGSKAKKRVIXPTRPAPPTVE 

QILEDVRGAPAEDPVFTILAPEDPR 

VPFRMMEDAEAPGEQLYQQSRAYV 

AANQRLQQAGNVLRQRCELLQRA 

GEDLEREVAQMKQAALPGGEGWL 

LGLTLWGLGALGRAQGWSATQAL 

PGGPSAPDWHSRGPSPRGC 


2078 


7575 


B 


2240 


1 


1551 


MCELDILHDSLYQFCPELHLKRLNS 

LTLACHAIXDCKTLTLTIELGRNLPT 

KARTKHNDCRIDRLLGNRHLHKERL 

AV^WHASnCSGNTMPIVLVDWS 

DIREQKRLMVLRASVALHGRSVTL 

YEKAFPLSEQCSKKAHDQFLADLAS 

ILPSN'rrPLIVSDAGFKVPWYKSVE 

KLGWYWLSRYRGKVQYADLGAEN 

WKPISNLHDMSSSHSKTLGYKRLTK 

SNPISCQILLYKSRSKGRKNQRSTRT 

HCHHPSPKIYSASAKEPWVLATNLP 
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PCTAJS01/086S6 



SEQID 
NO: of 
nuclco-lide 
scqncncc 


SEQID 
NO: of 
peptide 
seqneoce 


Me 
tbo 
d 


SCQ ID NO: 

ioussaw 

09/770,160 


Nucleotide 
location of 
first codoo 
for peptide 
sequence 


Nodeotidc 
locatioo of last 
codoD for last 
amioo acid of 
peptide 
sequence 


Amino add scqocnce ( X-Unknown; *=StDp 1 
codon; /^possible ondeotide ddclioo; \Fpossible 
nucleotide Inscrtioo) 














VEIRTPKQLVNIYSKRMQIEETFRDL 

KSPAYGLGLRHSRTSSSERFDIMLL] 

ALMLQLTCWLAGVHAQKQAFPDC 

DSSAVHRIJIYCKGRDYNRVRSSCV 

QRHAPVLNRKIGTGSDQHANEFGLS 

WBLLGARTPTCKADLSPRPYSCPHP 

QPQQRFLGDSGITTKSVPRYRGQEH 

CLHFKLQSTKRFDCCl'l AWNENRRK 

YQVMPIEAQRPKCQLLFPNRSPTWQ 

ISIDKGPRQDTFMLFPPIKI* 


2079 

• 




A 


2241 


2 


456 


GTRSTRTARRRWLSSPPRACPGTEV 

RSTACTPSCAPPVSMRLLAAALLLL 

LLALYTARVDGSKCKOSRKEPKIR 

YSDVKKL\EMKPK\YPHCEEKMVIIT 

TKSVSRYRGQEHCPHPKLQSTKRFI 

KWYNA\WNEKAQRRVYEEAQGLR 

RRIG 


2080 


1571 


A 


2242 


308 


615 


b"I RVA WSGTGAAEV*GMVRLDISE 

GRAAVAAWGGWAVGTVLVALS 

AMGFTSVGIAASSIAAKMMSTAAIA 

NGGGVAAGSLVAILQSVGAAGLSV 

TSKVIG 


2081 


151% 


A 


2243 


332 


484 




2082 


7579 


A 


2244 


240 

> 


610 


LWVEVQESEWRLTEAKGFTMGKES 
GWDSGRAAVAAWGGWAVGTVX 
PWRSSAMGFTSVGIAASSIAAKMM 
STAAIANGGGVAAGSLVAILQSVGA 

AGLSVTSKVIGGFAGTALGAWLGS 
PPSS 1 


2083 


7580 


B 


2245 


158 


2382 


MARGKAKEEGSWKKnWNSEKKEF 

LGRTGGSWFKILLFYVIFYGCLAGIF 

IGTIQVMLLTISEFKPTYQDRVAPPG 

LTQIPQIQKTEISFSSMAIRDAGFEIS 

AMQMFNMDRVNVEQFYEVYKGV 

VTEYHDMVTEMYSGPCVAMEIQQ 

NNATKTFREFCGPADPEIARHLRPG 

TLRAIFGKTKIQNAVHCTDLPENGL 

LEVQYFFKILNN* | 


2084 


7581 


A 


2246 


753 


1007 


LAQGCSPGPSQDTALPGPPPPCTEP/ 
CPVPYYLRSTPEPPQHGTCHSPCLLP 
IPLCSSSPSLGGGGNSEGEKALTFHV 
CGDHPVKN 


2085 


7582 


A 


2254 


188 


833 


ALIMSFIFEWIYNGFSSVLQFLGLYK 

KSGKLVFL\GLDNAGKmLLHWLK 

DDQIGPTLFPPLPPTSEE\LTIAG\M'n 

FI 1 FD\LGGHGAKHVAVWKhAYLPS 

QLMGFVFLVDCAXDHFSPSWNPKVE 

LNAU^fnDETILPMCPIL\ILGNK\IDR 

TDAISEEKLREIFGLYGQTTGKGNV 

TL\KELNA\RPM\EVFHVAVLLKEGK 

VYGRGFSAGLLPVLFD 


2086 


7583 


A 


2256 


333 


621 


CRKNSCYQAQNFNLRIPFSTTKLINL 
FHF»NDSQKST»/SDSHLARSSQFCS 
LN*NY*I*TAKSHDWCmQHFPSLS 
ESYIWHVKEKKYNPTAAAI | 


2087 


7584 


A 


2257 


29 


659 


LSVASFSFLSNASAEDTMSRLSRSLL 
WAATCLGVUrXO^ADKNTTQHPNV | 
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PCTAJS01/08d56 



SEQID 
NO: of 
nadco-tidc 
sequence 


SEQID 
NO: of 
pc|itide 
scqococc 


Me 
tbo 
d 


SEQID NO: 
idUSSN 


Nucleotide 
tocatiooof 
Grst codoo 
for peptide 
sequence 


Nudeotide 
location of last 
codoo for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X^Unkoown; *=SlDp 
codoo; A=posable oocleotide deletion; V=possible 
nndeotide insertion) 














rn.PPIVRETSAPVTPLPLVTTPAPET 

CEGRNSCVSCFNYSWNmCFWIE 

CK\DESYCSHNSTVVSD\CQVGNTIT) 

FCSVST\ATPVPTANS\TAKTOSSSPP 

IXQLPRQIXHQGTTNNTVNSVTSQP 

VRKSTFDAASFIGGIVLVLEIRCHTR 

NYIPDLKK 


2088 


7585 


C 


2258 


101 


411 


MEMKMQSERLSKEYDQLLKEHSEL 
QKQRFJI .PHRRGESTVTTXXXXXX 
XEPQQRNADXXXXXXXXXXXXXX 
XXSSSRSMALQIPDCXXXXXXXXXX 
XXXXXLF* 


2089 


7586 


A 


2259 


2 


575 




2090 


7587 


A 


2260 


1 


265 


SDALSKAQ^ADVMEMKMQSERLSK 
EYDQLVLKEHSELQHSSFGEFLSKRS 
HKNGSIGKQTGSRKGSFRKRQQEK 
TVNnKDTLQYTVSK 


2091 


7588 


A 


2261 


47 

• 


906 


RKKLPLQWPAVPPFLYAEIGLIUFC 

LPFIPPQRWQKIFNSFNVWGKIATFW 

NKAFLTIIILUVLFLDAYREVRKYSS 

VHTTEKSSTSRPDAYEHTVQMKLFRS 

QKNLYnKjISLFFWLVUOU-VTUTQ 

LAKEPVTQRCALYLQAENTNKAAK 

K\FMEENEKLKRILKSHGKDEECVL 

EAENKKLVEDQEKLKTELRKTSDA 

L\SKAQNDVMEMKMQSERLSKEYD 

QLLKVEHSELQVPLGSFYILAFAPGL 

HNPHPSSPRSGGGFSAIDNPRGALPP 

CLVCVLFHHL 


2092 


7589 


A 


2262 


669 


995 


KVFFCFYRIYVCICVCVCVCVOTLQ 

TiyCYSIANMLTSSQCLQSCGSQSW 

CQMHIKSSKAJMTIPCKHSRKPWEG 

DCSSLEPHGVSAFDIWVPQLCIKKV 

LNHFSPRKN 


2093 


7590 


A 


2263 


3 


379 


WPFLLKLRLGTCGTCCSHEGRAAA 

WSAESSLQHSAWTMSLPLNPKPFL 

N\GLTGKPVMVKLKWGMEYKGYL\ 

VSVDXGYMNMQLANTEEYIDGALS 

GHLGEVLIRCNNVLYIVRGVEEEEED 

GEMRE 


2094 


7591 


A 


2264 


68 


268 


QYLSLLLTQYSLVFICWLFICX,VLYV 

YLFLCMLLCKYGLQLFLCGILSFRIS 
CKLLESRIHVIPLFL 


2095 


7592 


A 


2266 


190 


554 


HGVRSDLGRWPDHLCAVCRHYHH 

LLHLLLLLPLQDVPPTTSWLSPPPHP 

PLWCM/PPYPQPPSVPPSYPGPSLPG 

LPHHAASARECQQHPYPIAVPTHLT 

HAHAHOPTRPTTRPLAGRSSRD 


2096 


7593 


A 


2267 


2 


445 




2097 


7594 


A 


2268 


200 


894 


TSPRARPHCSLCLPNLPPVTYMHIY 

ETDGFSLGVFLLKSGTSIPLHDHPG 

MHGMLKVLYGTVRISCMDKLDAG 

GGQRPRALPPEQQFEPPLQPREREA 

VRPGVLRSRAEYTEASGPCILTPHR 

DNLHQBDAVEGPAAFLDILAPPYDP 

DDGRDCHYYRVLEPVRPKEASSSA 

CDLPREVWLLXETPQADDFWCEGEP 
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wo 01/79449 



PCTAJSOl/08656 



SEQIO 
NCh or 
nudco-tidc 
sequence 


SCQID 

peptide 
sequence 


Me 
too 
d 


SEQIDNO: 
ID USSrI 
09/770460 


Nudcolidc 
location of 
first codoo 
for peptide 
seqoence 


NDClcotlde 
locatioa of last 
codon for last 
amino add of 
peptide 
sequence 


Amino add scqncoce ( X=Uohiiowa; *^=Stop 
codoo; /=po3Sible oodcoiide ddetioo; V=possiblc 
nucleotide insertion) 














YPGPKGLPLKPLAHQERWAEDVPY 
RITKAVSLPP 


2098 


7595 


A 


2269 


257 


781 


QELLSGLVNYFSLSWFLYVAQESIP 

SLPQSPMRETPSKAFHQYSNNISTLD 

VHCLPQLPEKASPPASPPIAFPPAFE 

AAQVEAKPDELKVTVKLKPRLRAV 

HGGFEDWRPLNKKWTGMKWKKG 

KIYIGTPNGTLKTPLVEDEID/EFSKE 

MGHFLKPDPGPKIIGKATVWHEKGM 

NDK 


2099 


7596 


A 


2270 


271 


404 




2100 


7597 


A 


2271 


2 


5684 


PTSPCGEGYGISL>ILTFnSNMRVLR 

AHnELQFPFMGQWTGTQNSEGQN 

LGPQAIPQDGSITHQISRPNPPNFGP 

GFVNDSQRKQYEVEWPQETQQLLQ 

MQQKYLEEQIGAHRKSKKALSAKQ 

RTAKKAGREFPEEDAEQLKHVTEQ 

QSMVQKQLEQIRKQQKEHAELIED 

YRIKQQQQCAMAPPTMMPSVQPQP 

PLIPGATPPTMSQPTFPMVPQQLQH 

QQHTTVISGHTSPVRMPSLPGWQFN 

SAPAHLPLNPPRIQPPIAQLPIKTCTP 

APGTVSNANPQSGPPPRVEFDDNNP 

FSESFQERERKERLREQQERQRIQL 

MQ£VDRQRALQQRMVEM\EQHGM 

VGSEISSSRTSVSQIPFYSSRLYLCDF 

\MQP\LGPLQQSPQHQQQMGQVLQ 

QQNIQQGSINSPSTQTFMQTNERRQ 

VGPPSFVPDSPSIPVGSPNFSSVKQG 

HGNLSGTSFQQSPVRPSFTPALPAAP 

PVANSSLPCGQDSTITHGHSYPGST 

QSLIQLYSDIIPEEKGKKKRTRKKKR 

DDDAESTKAPSTPHSDITAPPTPGIS 

ETTSTPAVSTPSELPQQADQESVEPV 

gpstpnmaagqlcl hlenklpnsdf 

sqatpnqqtyansevdklsmetpa 

kteeiklekaetescpgqeepkleeq 

ngskvegnavacpvssaqspphsa 

gapaakgdsgnellkhllknkkss 

sllnqkpegsicseddctkdnklve 

kqnpaeglqtlgaqmqggfgcgn 

qlpktdggseuckqrskrtqrtge 

kaaprskkrkkdeeekqamysstd 

tfthlkqvrqlsllplmepngvnfa 

hflpygsgqfnsgnrllgtfgsatl 

egvsdyysqliykqnnlsnpptppa 

slpptpppmacqkmangfatteela 

gkagvlvshevtktlgpkpfqlpfr 

pqddllaralaqgpktvdvpaslp 

tpphnnqeelriqdhcgdrdtpdsf 

vpssspeswgvevsrypdlslvke 

eppepvpspiipilpstagkssesrrnd 

iktepgtlyfaspfgpspngprsglis 

vaitlhptaaenisswaafsdllh 

vripnsyevssapdvpsmglvsshri 

npgleyrqhlllrgpppgsanpprl 

vssyrlkqpnvpfpptsnglsgykd 

sshgiaesaalrpqwcchckvvilg 
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SEQO) 
NO: of 
oiidco-lide 
sequence 


SEQID 
NO: of 
peptide 
scqDcoce 


Me 
d 


SEQID NO: 

inUSSN 

09/77IU60 


Nucleotide 
locatiooor 
first codon 
for peptide 
sequence 


Nodeotide 
locatfoo of last 
codoo for last 
amino add of 
peptide 
seqoence 


Amino add scqncoce ( X^oknown; *^top 
codon; /=posaUe nodcotide deletioa; V^possible 
nadcotf de insertion) 












> 


sgvrksfkdltllnkdsrestkrve 

kdivfcsnncfilysstaqaknsen 

kesipslpqspmretpskafhqysnn 

istldvhclpqlpekasppasppiafp 

pafeaaqveakpdelkvtvklkpr 

lravhggfedcrplnkkwrgmkw 

kkwsihivipkgtfkppcedeidefl 

kklgtslkpdpvpkdyrkccfchee 

gdgltdgparllnldldlwvhlnc 

alwstevyetqagalinvelalrr 

glqmkcvfchktgatsgchrfrct 

niyhftcaika<k:mff\kdktmlcp 

mhkpkgiheqelsyfavfrrvyvq 

RDEVRQIASIVQRGERDH J'FRVGSLI 

FHT1GQLLPQQ\MQAFHSPK\ALFPV 

GYEA\SRLLLGGTRYANRRCR\YLC 

SIEGGRDG\RPVFVIR\IVGNKGHGR 

TGVLKVDI\SPKGVWDKILEPVACV 

RKKSEMLQLFPAYLKGEDLFGLTVS 

AVARIAESLPGVEACENYTFRYGRN 

PLMEPPLAVNPTGCARSEPKMSAH 

VKRFVLRPHTLNSTSTSKSFQSTVT 

GELNAPYSKQFVHSKSSQYRKMKTV 

EWVKSNVYLNARSRVSGGWGLLWL 

VRRTLEETHHGSFEYIGTNHFETKL 

GQQGKEKLYESQNRGVYMFRMDN 

DHVIDATLTGGPARYINHSCAPNCV 

AEWTFERGHKIIISSSRRIQKGEELC 

YDYKFDFEDDQHKIPCHCGAVNCR 

KWMN 


2101 


7598 


A 


2272 


1 


2806 




2102 


7599 


A 


2273 


288 

• 


843 


AGSGVLQGLFICPKAPGPRPTGAEG 

KR\KLQIGVKKR\VD\HCPIKSRK\GD 

VLHMHYTG\KLEDGT\EFDSKPAPR 

TSPFVFSL\GTGQVIKG\WDQG/LCL 

GMCEGE\KRK\LVIPS\ELGYGE/RGE 

LPPKIPRPVQPLVFEVELLKIRADEL 

SCNQTGEGQGEKAPHQGPDCSKKK 

NKKQKPIKKTLKSPK 


2103 


7600 


A 


2274 


80 


308 


VLTHLGNWILGSTEGPMGGP*FCTN 
LSEGLRFGISPSWREALYGWHA 


2104 


7601 


A 


2275 


2 


456 


RSFFFFFCEVGSWVGSMRWMARL 

LSEGEQGIPTACAAFAQQPGGRPRR 

GLAGVGEGGPQCSWVNYRCTLEFL 

VSLLGTDLARGRGNSASGPVTAPAD 

SKQLSCKTFIAVLSLSKEAGFCHW 

QGWVSTSWGSSSPSVPQFFPKLLEF 

TGK 


2105 


7602 


A 


2276 


2 


81 




2106 


7603 


A 


2277 


325 


485 


ELRVDPVNF\ia\LSHCLLVTLAAHL 
PAEF\TPAVHASLDKFLASVSTVLTS 
KYR 






A 


2278 


291 


529 


LFLLCKVGTWHQGPNHQKAPKAPG 
TPPTPSYPGTPSRQLLWQWVQPRPA 
LPANPLPAVGTSSTSPGRQCPGFSAQ 
HHLFP 


2108 


7605 


A 


2279 


52 


109 


TVRLPR\HPGSRKNMASYCRIPACIA 
AERRYGTCMYQGRIWAFSS 
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SEQID 
NChof 
nadco-tide 
seqiKDce 


SEQID 
NO: of 
peptidt 
scqncncc 


Mc 
tho 
d 


SEQID NO: 

inUSSN 

09/770.160 


Nadcotidc 
locatioo of 
first codon 
for peptide 
scqoencc 


Nodcotide 
locatioo of last 
codoD for last 
amino add of 
peptide 
sequence 


Amino add seqoeoce ( XBlloksown; *»Stop 
codon; /^possible oudeotide deletion; \Fpossible 
nodcotide insertioD) 


2109 


7606 


A 


2280 


3 


452 




2110 


7607 


A 


2281 


26 


526 


NSroSERTHPWIXSPADKTTVK/AP 

AWGKVGAHAGEYGNSEALERMFLS 

FKl'l'KTYFPHFDLSHGFCFGLRATG 

KKVADALTKRRGAPLDDNfFNALV 

RPL\SDLHAHKL\RVGPGSTFKLLKP 

LACLNLTLGPAHLPRPSFTPGGCKAS 

LGQSFLGFLLKHRCLNLPNYR 


2111 


7608 


A 


2282 


447 


539 




2112 


7609 


B 


2283 


8 


694 


MQYNRRFVNWPTFGKKKGTTFTK 

IFVGGLPYHll DASLRKYFEGFGDIE 

EAVSOTDRQTGKSRGYGFVTMADR 

AAAERACKDPNPnDGRKANVNLA 

YLGAKPWCLQTGFAIGVQQLHPTLI 

QRTYGLTPHYIYPPAIVQPSW1PAA 

PVPSLSSPYIEYTPASPVYAQYPPAT 

YDQYPYAASPATADSFVGYSYPAA 

VHQALSAAAPAGTTFVQYQAPQLQ 

PDRMQ* 


2113 


7610 


A 


2284 


3 


191 




2114 


7611 


A 


2285 


101 


444 


CSLFVPRPRSLQPLRUVTGQETGRP 

RSKAHVASTWRAFPPEDQWLLAG 

AP\LEDEATLGQCGVEALTTLEVT\G 

VRMLGGKSPWFPWPVLGKVMKVRL 

LKVAKQGERRKKKTGSG 


2115 


7612 


A 


2286 


2622 


2881 


KKSKDNKTFFFFFETESCSALQAGV 
QWCNLGSLQTLP\PGSNDSHASASR 
VAGTKGMCHHARLIFVFLVETGLH 
HVGQACLGTPDLK 


2116 

f 


7613 


A 


2287 

• 


41 


655 


TKLVMMQKLLKCSRLVLALALILV 

LESSVQGYP\TRKPRHQWVPCN\PDS 

NSANCLEEKGPMFELLPAE\STKIPR 

L\RTDLFPKTRIQVDLN\RIFPLSEDYS 

GSGFGSGSGSG\SGS\GSWFPNGKW 

EQDYQL\VDEVSDAFHDNLR\SLAR1 

LASASRDWGQHGLAEEFNVIKEDL 

PTLTTRQMVVKQYFNVPMVNMINS 

WDKEFYRNF 


2117 


7614 


A 


2291 


163 


703 


READMGTMKTQRDGHSLGRWSLV 

LLLLGVLVMPLAIIAQVLSYKEAVLR 

AHXjINQRSSDAI^YRLLDLDPRPT 

MIXKjP\DTTK\PVSFTVKETVCP\RP 

TQQ\SPKDGDFKRDGLLNRGMGTV\ 

TLN\QARGSFDISCDKDNKRFALLG 

DFFRKSKEKIGKEFKRIVQRIKDFLR 

NLVPRTES 


2118 


7615 


A 


2292 


100 


546 


PPRTGQRQPLHSARRHGPSVS\ELAC 

AYSALISARTDEVTVT\EDKJNAL\IK 

A\AGVNVE\PFWPWLCLQRPLAVNV 

NIG\SLI\CNVRGPVEPAPSSLVAAP\ 

AGRSLPPPLACCSKLKEERKLEAKK 

RKNPKEVLNDDIGLLVLFELKPLL 


2119 


7616 


A 


2293 


33 


494 




2120 


7617 


A 


2294 


1 


609 


PLKRSIXiCNIXjIOTRPPTRPDTrVF 
TSNLKQTRMVHLTPEEKSAVTALW 
GKVNVDEVGGEALGRLLWYPWT 
QRFFESFGDLSTPDAVMGNPKVKA 
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wo 01/79449 



PCT/US01/086S6 



SEQID 
NO: of 
DodccMide 
sequence 


SEQID 
NO: of 
peptide 
scqoence 


Me 
tbo 
d 


SEQ ID NO: 
09/770460 


Nodcotide 
Jocatioo of 
first codoD 
for peptide 
seqocDce 


Nucleotide 
locatioa of last 
codon for last 
amino add of 
peptide 

• • 

sequence 


Amino add scqnence ( X=Unknown; *=Stop 
codoo; /=possil)le oodcotide ddclion; V=iN»slile 
DQcleotidc Insertion) 


■ 






• 






HSVKKGLRGAFSDGLAHLVDNLKGT 

FATLNSELVHCDKAAPWIPEELQAPW 

ATCLVCVAWPITFGKRISTPPVAGL 

PNQENWLAWCWLNALGPTSNHLS 

LAFLAGPISN 


2121 


7618 


A 


2295 


1 


338 


AALAWAVSRLHFSRLSFPPWAFRG 

AFAAVPTTAAMISLTDTQKIGMGLT 

GFGVFFLFFGMILFFDKALLAIGNGX 

FFPWDGFIRRVPVLGSLLNLPGIRS 

FVDKVGESNNMV 


2122 


7619 


A 


2296 


67 


283 


LPFPGCIFFLF*VLFVAGLAFVIGLER 

TFRFFFQKHKMKATGFFLGGVFVV 

LIGWPLIGMIFEIYGFFLLFR 


2123 


7620 


A 


2297 


3 


209 




2124 


7621 


A 


2298 


3 


544 


TRAALAVAVSRLHFSRLSFPPWAFR 

GAVAAVPTTAAMISLTDTQKIGMG 

LTGFGVFFLFFGMILFFDKALLAIGN 

VLFVAGLAF\VIGLER1¥RFFF\QKH 

KMKATGFFLGWVYLWLIGLAVPLI 

GVMIFEIYGVFFLLFRGFFPCRCWTFI 

RKECPVLGIPSPNLPGIRSFVDKVGE 

SNNMV 


2125 


7622 


B 


2299 


54 


1731 


XKLSRECEIKYTGFRDRPHEERQAR 

FQNACRDGRSEIAFVATGTNLSLQF 

FPASWQGEQRQTPSREYVDLEREA 

GKVYLKAPMILNGVCVIWKGWIDL 

QRLDGMGCLEFDEERAQQEDALAQ 

QAFEEARRRTREFEDRDRSHREEME 

VHELEKSKRALETQMEEMKTQLEE 

LEDELQASEDAKLRLEVNMQALKG 

QFERDLQARDEQNEEKRRQLQRQL 

HEY KiHLEDERNERALAAAAKXKL 

EGDLKDLELQADSAIKGREEAIKQL 

RKLQAQMKDFQRELEDARASRDEI 

FATAKENEKKAKSLEADLMQLQED 

LAAAERARKQADLEKEELAEELAS 

SLSGRNALQDEKRRLEARIAQLEEE 

LEEEQGNMEAMSDRVRKATQQAE 

QLSNELATERSTAQKNESARQQLER 

QNKELRSKLHEMEGAVKSKFKSTIA 

ALEAKIAQLEEQVEQEAREKQAAT 

KSLKQKDKKLKEILLQVEDERKMA 

EQYKEQAEKGNARVKQLKRQLEEA 

EEESQRINANRRKLQRELDEATESN 

EAMGREVNALKSKLRGPPPQETSQ* 


2126 


7623 


A 


2300 


1 


2448 




2127 


7624 


A 


2301 


1 


2655 




2128 


7625 


A 


2302 


5 


605 

* 


VDPDSGQIQVPCTPRGLKWSPNMN 

PARKTDACGEDTHPSLLGVPFSRPP 

LGDLRFALQNPRSPGKESEMLPPPA 

WVYLKAPMILNGV/CVIWKGWIDL 

QRLDG/MGCLEFDEERAQSWPW*A 

HPQC*EGRRPSCRELGNVALGADG 

DSPGSIYTRRWKLRSQRVPAPPPQE 

PKMPSU:CRNTSTTFSGRPSQSPRTK 

KQRPR 


2129 


7626 


A 


2303 


1 


588 


MGFCHVDQTGLELLTQPLLAUGAA 
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wo 01/79449 PCTAJS01/086S6 



SEQID 
NO: of 
oodro-tHle 
sequence 


SEQID 
NO: of 
peptide 
scqontce 


Mc 
the 
d 


I SEQIDNO: 
) inllSSN 
09/770460 


INnctcotide 
llocatiooof 
llirstcodoo 
Ifor peptide 
1 sequence 


Nucleotide 
location of last 
codon for last 
amino odd of 
peptide 
sequence 


iAmioo add sequence ( X=Uoluiown; *=^top 
Icodoo; ^=posslblc nndeotidc ddetloa; V=possib{e 
Iniiclcofid^ insertioa) 














LEGGRAGGAADLAPDFGRLALQIK 

YTGFRDRPH/EERQARFQNACRDGR 

SE/IFFPASWQGEQRQ/TPSREYVDL 

EREAGKLNIPKGPAGDETPSSLSSM 

MIVLSSDSGPAVLAIPNLVTPPRYTP 

MVPCGGHHQAQRKRPLCTPPPSSIQ 

QGSMSVKSMPTPVAAHKSFTSALC 


2130 


7627 


A 


2304 


1 


615 


GLKGGKMPRWPDQRSKFENEEFF 

RKLSRECEIKYTGFRDRPHEERQAR 

FQNACRDGRSEIAFVATGTNLSLQF 

FPASWQGVDQRQTPIREYVDLEREA 

GTVYLKAPMILNGVCAIWKGWIDL 

QRLHGMGCLEFDEERAQQEDALTQ 

QAFEEARRMTREFEDRDRSHRQEM 

EARVSQLLAVTGKK\QLDPRPGSNL 

GGGDDLKLR 


2I3i 


7628 


A 


2305 


73 


168 




2132 


7629 


A 


2306 


322 


671 


RLWASPAAPGKJCKEMGNSMKSTP 
APAERPLPNPEGLDSDFLAVLSDYP 
SPDINPPIFRRGEKLRVISDERGWW 
KAMSLSTGRESYIPAICVARSYHGW 

LLRGPGVKNMAEELLQLPD | 


2133 


7630 


A 


2307 


624 


1581 


KAATSENKIICCEWRTSQAALMLHR 

LWASPAAPGKKKEMGNSMKSTPAP 

AERPLPNPEGLDSDFLAVLSDYPSP 

DISPPIFRRGEKLRVISDEGGWWKAI 

SL\STGRESYIPG\ICVARV\YHGL/W 

LFEGLGRDKAEELLQLPDTKVGSF 

MINRESETKKGFYSLSVRHRQVK'AY 

RIFRLPNNWYYISPRLTFQCLVEDLW 

NHYSEVADGLCCVLTTPCL\TQSTA\ 

APAV\RACSSPVTLRQKTVDWRRVS 

RLQEDPEGTENPLGWESLFSYGLR 

ESIASYLSLTSEDISSFDRKKKSISLM 

YGGSKRKSSFFSSPPYFED | 


2134 


7631 


A 


2308 1 


52 


454 


SQTQREPTMVLSPADKTNVKAA/W 
GMFLSFPTTKTYFPHFDLSHGSAQV 
KGHGKKVADALTNAVAHVDDMPN 
ALSALSDLHAHKLRVDPVNFKLLS 

HCLLVTLAAHLPAEFTPAVHASLDK 
FLASVSTVLTSKYR 


2135 


7632 


A 


2309 1 


3 


452 




2136 


7633 


A 


2310 


26 


502 


NSTDSERTHHGARLLPDKTKAQRPP 

RLKLGANAVGEYGFGGPWKGMFLS 

FPNPPKTYFRQFRP*ANGFAQG*RG 

HGQRKVA\DALTQSPCRNVD\DMPQ 

TALSAPEATLHG\HKL\RVDPVNFKL 

\LSH\CLLG*PWPAHLPRPSFTPCGCT 
PSLEQSSWAFC | 


2137 


7634 


A 


2313 


43 


595 


LRNMWQLERNUETJINTFHQYSVK 
LGHP\DTL\NQGEFKELVRKDLGQN 
I^KXENKNEKVIEH\IHEDLDT\NAA 1 
QXQLSFEEnMLMARAKPGALPTRR 
MHEGDKGPWPPPHKPGLGEGTPPR 
PQWPRSPVATAHGHKSWWPRPQA 
TNHGGQATLPLPKPGPRGLLCQTVL 
AVGLGGWGQIKSLP | 
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wo 01/79449 



PCTAJS0iy086S6 



SEQID 
NO: of 
Docteo-lide 
stqntoet 


SEQID 
NO: of 
peptide 
scqncDce 


Me 
tbo 
d 


SEQIONO: 
09/770,160 


Nncleotide 
location of 
first codon 
for peptide 
sequence 


Nadeotide 
locatioD of last 
codoD for last 
amino add of 
peptide 
sequence 


Amino add sequence ( X^Unknown; *^=>Stop 
codon; A=possible nncleotide ddetion; V=possible 
nndeotide insertioa) 


2138 


7635 


A 


2314 


3 


419 

• 


SLYHNSSQKRHWTFSSEEQLARLRA 

DANRKFRCKAVANGKVLPNDPVFL 

EPHEEMTLCKYYEKRLLEFCSVFKP 

AMPRSVWLTCAFLACKVDEFNVSN 

PQFVGNLRESPLGQEKALEQILEYE 

LLLIQQLNFHLIVHN 


2139 


7636 


B 


2315 


324 


487 


MQRVRAGRVrVTTARQRRLPDALG 
FREIFSSEEQLARLRADANPNSDAK 
PWPTGS* 


2140 


7637 


A 


2316 


1 


1050 




2141 


7638 


A 


2317 


191 


229 




2142 


7639 


A 


2318 

■ 


186 


1232 


CVWVLVCRPSGPGHDSINmiNSSQ 

KRHWTFSSEEQlj\RLRADANRK\FR 

CKTRAH\GKVFPNDPVFLEPHEVEMT 

LCKYYEKRVIEVFCSVFKPAMPRSV 

VG/SRACMYFKRFYLNNSVM\EYHP 

RL\IML\TCAFLACKVDEFNVSSPQF 

VG\NL\RESPLG\QEKALEQILEYELL 

PYTSNFNFHLI\VHNPY>RPFEGFLI\D 

LRTR\YPILENPEILRK\TA\DDFLNRI 

ALTDAYFLYTPSQMALTAILSSASRA 

GITMESYLSESLMLKENRTCLSQLL 

DIMKSVRNVLVKKYEPNPRSEEVAVL 

KQKIJ5RCHSAELALNVITKKRKGY 

EDDDYVSKKSKHEEEEWTDDVDLV 

ESL 


2143 


7640 


A 


2319 


152 


371 


DVLLATSSSEPSLFCPLCLTASTPKP 
LPPPG\PLPCPVWAMWGTGGFPLPG 
PPGQPRVRGPTAARGTPCCRPS 


2144 


7641 


A 


2320 


4 


474 


PQYPAWHEGERAEWLCGRVSETGS 

ACSMADQL/TLKEQIAEFKEAFSL\F 

DKIXjDGTITTK/ENLGTVNEILLGSN 

PTEAELQDMJVNEVDADGNGTIDFP\ 

EFLTMMARKMK\DTDSEGRKL\EEA 

FVRVFGLRVGNGLYLVACRNFRHV 

DGQTLGGGSLPD 


214S 


7642 


A 


2321 


291 


648 


LTQLKTHCPLIKSKTNfNKKRAlREP 

AQEPGPQKEENPKKHRSPSFTSTSFP 

GLEVPASYSPPTKAEQPGQVRKAV 

QPAVRLEPRASVHPAGPPVPPSGVLV- 

SRRRPEPGQGKPPESDFDH 


2146 


7643 


C 


2322 


155 


316 


MTGPVSGSFIHWVLFSGFSSMSSNA 

SNWGLVRPSCTTGLSRMAADSAG 

CCSL* 


2147 


7644 


A 


2323 


28 


1323 


PSGARVAGAGPCGGGGMFVQEEKI 

FAGKWLRLHICASDGAEWLEEATE 

DTSVEKLKERCLKHCAHGSLKDPK 

SITHHKLIHAASERVLSDARTILEENI 

QDQDVLLLIKKVRAPVSPLPKMADVS 

AEEKKK\QDQKAPDKEGILG\ATAN 

LPSNKLDRAAVQTNMRDFQTELRK 

ILVSLIEVA\QKLLAL\NPDAV\ELFK 

EGBCNCWDEDGGMSVWDEACPAA 

FQREMGLFRENRATKALQLNHMSV 

VPQAIGSWLI\EHA\EDPTIDTPLVPG\ 

QAPPEAQG\ATAAASEAAAGASAT 

OEEARDELTEIFKKIRRKREFRADA 
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wo 01/79449 



PCT/DSOl/08656 



SCQID 
NO: of 
ODdco-tide 
scqocDcc 


SEQID 
NO: of 
peptide 
scqoencc 


Me 
tho 
d 


SEQ ID NO: 

inUSSN 

09/7nM60 


Nucleotide 
location of 
first codoo 
for peptide 
scqneoce 


Noclcotide 
locitioa of last 
codoa for last 
amino add of 
peptkle 
scqnencc 


Amino add seqoeocc ( X=Uoknowo; *<^top 
codon; A=possble nodeotide ddetioa; V=posablc 
nndeotidc insertioD) 














RAVISLMEMGFDEKEVIDALRVNN 

NQQNAACEWLLGDRKPNSPEELDK 

GIDPD\SPL\FQAIWDTOWVQLGLTN 

PKTLLAITBDMIJENPLNSTQWMNDP 

ETGVPVMLQISRIFQTLNRT 


2148 


7645 


A 


2326 


307 


412 


SVQTTVFQPQLASRTPTGQS^SSCPY 
PLFATINAE 


2149 


7646 


A 


2327 


50 


247 




2150 


7647 


B 


2328 


276 


779 


MRTLAELAAILLVALQAQAEPLQAR 

ADEVAAAPEQIAADIPEWDSFAW 

DERAPLQVSGKSSPVCARLLLLQET 

RDRGLLFALPLHSAYLEDLLRQSHF 

RQELMKLQPRSSLEQMIRKWLMPL 

HGMKVPLFRFQPDKUVLSTLIPTGD 

YSPHNLKNLFMRMVTPSP* 


2151 


7648 


A 


2329 


3 


333 




2152 


7W9 


A 


2330 


35 


717 


RRSSPSLLPLAERGGARARGRPERA 

PHPSTPATRTAPPPWARRMMKLKS 

NQTRTYDGDGYKKRAACLCFRSES 

EE\EVLLVS\SSRVHPDRWIVPWKEG 

MEARRKEAKCGKQVREVCEGRLG 

VKGTVLGRLVGIFNENQERKHVRTYW 

YVUVTEWLEDWEDSVNIGRKREW 

FKIEDAIKVLQYHKPVQASYFETLR 

QGYSANNGTP\VV\ATTYSVSGFRA 

SMFRAFRWT 


2153 


7650 


A 


2331 


104 


381 


IQGGSMYTSSFSTSICQKILNKEKQS 
CCSN*SKWSRNVSSMGKPNWTGTS 
LPALTEMARTTIWKKHIFTKKFSSV 
S1FQVFKSF*I*GSVLS 


2154 


7651 


B 


2332 


228 


445 


METSSRELQAAEYLEKHQIKEWSY 

LTSALLFLRPALKTLGLCTEDEDLQ 

DIX}HKITLDKFK£EVNKRMKEIX* 


2155 


7652 


A 


2333 


3 


1459 


GSKQVSEGTDNGDLPSYVSAFIEKE 

VGNDLKSLKKLDKLIEQRTVSKMQ 

LEEQVLTISSEIPKRIRSALFCNAEESK 

QFLNQFLEQETHLFSAINSHLLTAQP 

WMDDLGTMISQIEEIERHLAYLKWI 

SQIEELSDNIQQYLMTNNVPEAAST 

LVSMAELDIKLQESSCTHLLGFMRA 

TVKFWHFCILKDKLTSDFEEILAQLH 

WPFIAPPQSQTVGLSRPASAPEIYSY 

LETLFCQLLKLQTSHELLTEPKQLPE 

KYSLPASPSVILPIQVMLTPLQKRFR 

YHFRGNRQTNVLSKPEWYLAQVL 

MWIGNHTCFLDEKIQPILDKVGSLV 

NARLEFSRGLMMLVLEKLATDIPW 

LLYDDNLFCHLVDEVLLFERELHSV 

HGYPGTFASCMHILSEETCFQRWLT 

VERKFALQKXMDSMLSSEAAWVSQ 

YKDITDVDEMKVPDCAKrFMTLLL 

VITDRYKNLPTASRiCLQFLELQKDL 

VDDFRILINTK 


2156 


7653 


A 


2335 


46 


1146 




2157 


7654 


C 


2336 


17 


196 


NnTLVTTTIMDMVIIATSRVVMGR 
YPGEWIKIATNHTKLFHLQLIPNSG 
NFIAGPVSR* 
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wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: Of 
OQclco-lidc 
sequence 


SEQID 
NO: of 
peptide 
seqncoee 


Me 
tfao 
d 


SEQIDNO: 

ioUSSN 

09/77fMM 


Nucleotide 
locatioDor 
first codoD 
for peptide 
sequence 


Nodcotide 
locatioDof last 
codoo for last 
amiooaddof 
peptide 
sequence 


Anaioo acid sequence ( X<»UnknoirD; *^top 
codon; /=possiblc nodcotide ddctioo; V=possil>ie 
QBdeotide insertion) 


2158 


7655 


A 


2337 


208 


1504 


FRFAAGGCSLGGSGGDTSTMSEEQF 

GGDGAAAAATAAVGGSAGEQEGA 

MVAATQGAAAAAGSGAGTGGGTA 

SGGTEGGSAESEGAKIDASKNEEDB 

GHSNSSPRHSEAATAQREEWKMFI 

GGLSWDTTKKDLKDYFSKFGEWD 

CTLKLDPITGRSRGFGFVLFKESESV 

DKVMDQKEHKLNGKVIDPKRAKA 

MKTKEPVKKBFVGGLSPDTPEEKIR 

EYFGGFGEVESIELPMDNKTNKRRG 

FCFITFKEEEPVKKJMEKKYHNVGL 

SKCEIKVAMSKEQYQQQQQWGSR 

GGFAGRARGRGGGPSQNWNQGYS 

NYWNQGYGNYGYSSPRLRWLWRI 

*LHWLFrn YGYGDYSNNSQSGYGK 

VS\RRGGHQ\NSYKPH\LNYS\ICNL\S 

FrGGEAVFS\NLKIQFESGS/CH*LLI 

AVQTKFXLYQVPEWKYDWGSL 


2159 


7656 


A 


2338 


208 


1466 


FRFAAGGCSLGGSGGDTSTMSEEQF 

GGDGAAAAATAAVGGSAGEQEGA 

MVAATQGAAAAAGSGAGTGGGTA 

SGGTEGGSAESEGAKIDASKNEEDE 

GHSNSSPRHSEAATAQREEWKMH 

GGLSWDTTKKDLKDYFSKFGEWD 

CTLKLDPITGRSRGFGFVLFKESESV 

DKVMDQKEHKLNGKVIDPKRAKA 

MKTKEPVKKIFVGGLSPDTPEEKIR 

EYFGGFGEWDPIELPHGQTRPNKRR 

GFCF1TF*G\EEPVKKIMEKKYHNVG 

LSKCELK\VA\MSKEQYQQ\Q\QQW 

DSRGGCAGRA\RGRGGDQ\QSGYG 

K\VSRRGG\HQ\NSYKPYLNYSICNL 

SPTAGTSLQALCRADFRFSQARSMR 

TG*RDAPRSRMLPFGGEAVFS\NLKI 

HL/NGGSCHLLIAVQTKF\LYQVPE 

WKYDVGSL 


2160 


7657 


A 


2339 


1070 


1238 


PQRDFQFFLLWPPGGEAWFSNLKMP 

FERGSCHLLUVQTKF\LYQVPEWK 

YDVGSL 


2161 


7658 


A 


2342 


1 


456 


RPRRPQREFTMVLSPADKTNVKAA 

WGKVGAHAGEYGAEALE/RMFL/SF 

PTTKTYFPHFDLSHGSSQVKGHGKK 

VADALTNAVGHVDDMPNALSALS 

DLHAHKLRVDPVNFKLLSHCLLVT 

LAAHLPAEFTPAVHAFLDKFLASVS 

TVLTSKYR 


2162 


7659 


A 


2343 


2 


512 


GLEFGTSHRLRENPPWCLSPA\DKT 

NVKAXAWGKVGAHAGEYGAEALE 

RMFLSFPT\TKTYFPHFDL\SHGF\AQ 

VKGATAKKVA\DALTKAVAHRGRT 

CPN\ALSALSGPATAHKL\RVGPGST 

FKLLKPLACLVDPGPAHLPRPSFNP 

WRLQGFLGTKFLGFLVEAPLLEPSK 


2163 


7660 


A 


2344 


265 


426 


SFSISVFAACLALPMAQPQ*PCSQK 
V*QHCRVYMHAHTWPLCLQDVLV 
ECCSQS 


2164 


7661 


A 


2345 


56 


341 


IVTLDWSRNLKYNRCWSKCYILSSS 
DSSSSFRDSFTNPAEF*FKSF1LNFV 
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wo 01/79449 



PCTAJSOl/08656 



SEQIO 
NO- of 
nndeo-tide 


SEQID 
NO* of 

peptide 
sequence 


Mc 
d 


I SEQID NO: 
1 ID iMon 
09/770460 


Nacleotidc 
location of 
first codoD 
for peptide 
seqocDce 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
seqoence 


Amino add scqnence ( X=4inknown; *=5top 
codon; /^possible onclcotidc deletion; \=possible 
nndcotide InscrtioD) 














NTV^YVNYFCNFFNDITAGHFFHLKL 
LYFRLCSLPGFADGTAPITV 


2165 


7662 


A 


2346 


333 


534 


LMEDMKLFQKI*EKKQRNMLIINL* 
RKXMNQMM/YNM^HLLQHLLYFK 
FLL\HPM»LFSPGLYILSNFH 


2166 


7663 


C 


2347 


117 


386 


MDILICIBFGSVNYFNVWRLPKSYL 
SLFYSRIYIVHDEVKDKAFELELSW 
VGELTNGRHEIVPKDIREEAEKYAK 
ESLKEEDESDDDNM* 


2167 


7664 


A 


2348 


2 


359 


FEDGVLLCHPRLEGSGTMSAHCNLVS 

LPGFKRSSCLRLP\SSWDYRNMPPY 

PGYFCIFGFTNNTETGFHQASFKLL 

NSRDLPTLAPVKCWDYRHEHCTRP 

LKYIFYQRYSHCMLEQHLLN 


2168 


7665 


A 


2349 


648 


887 


SWKLLLLLCLLKNEHLPTKPATGHS 
NIADQTLKKSFCLEPFFHKV*KGLIF 

LTPRTTPSLHLIPIAVLLFSTAFIAYS 
T 


2169 


7666 


A 


2350 


306 


449 


EIKKKYLLPGWAHACiCPSTLGGR 

GGQIISGQEFE-nSLTNMAKPCFF 


2170 


7667 


A 


2351 


1 


625 


NFALEAKNSARAISSYVQTPMGHFT 

RGGPRLTITSLWGK\VNVE\DAGGB 

TPGKGSLVVYP\WTVQRFFDSFGNLS 

SAFCPSWPTPKVKAHGK\KVLT\SLG 

DAHKSTWDDLKGHLLPKPEVNLHC 

VDKPAMWDPENFKAPGEMCLVTRF 

GQSLFRQKNFTPEGCRASLGKKDG 

ELQLASCPGPSQI J-iliASWPMNSEA 

FKDKAHLASNYK 


2171 


7668 


A 


2352 


1324 


1671 


IVQTLSLTSKSSCRSTEPCTSCLPDLP 

QVGTTCRPHGTCC/NRCHVGGLMN 

PLKPNaCCRKCNCGYLYIYLKGQR 

LHPRGKFQPGNNHRFSCTQSVHMDI 

THGSGMFSLCFPGSTMF 


2172 


7669 


A 


2356 


8 


564 


SAQMAVTTADPRVRPRVRTQLCSL 

ASLIQTLLVHLTPEEKSAVTALWGK 

VNVDEVVGGKALGRLLWYPWTQR 

FL\ES\FGDLSTPNAVMANPKVKAHS 

\Kia\LGALLWGLAHL\DNLKGTFA 

HTEVSLHCDKLHV\DPENFQAPGAT 

CLVLCAWANHFWQKNFTPPV\QAC 

LFRKLVAGWANALAHK 


2173 


7670 


A 


2357 


23 


679 


GLLTSGGAHLSPSRVTQGIYYMSAL 

SEMPKPPDYSELSDSLTLAVGTGRF 

SGPLHRAWRMMVNFRQRMGWIGV 

GLYLLASAAAFYYVFEISETYNRLA 

L\EHIQQHPEEPLEGTTW\THSLKAQ 

LLSLPFW\VWDSYFFWVPY\LQMFF 

VSLYSCYKELDPQNSGGYCYPSPIW 

LWAVYFGNRHHAFA^CASNSDSA 

DLQLIDTVKSVTRFFPLRITKTGQS 


2174 

m0 ft f ^ 


7671 


A 




17 


"icy) 


5>Jh KMADQDPAGMSPLQQMVASGT 

GAWTSLFMTPLDWKVRLQSQRP 

SMASVDAFVKIVRHEGTRTLWSGLP 

ATLVMTVPATAIYFTAYDQLKAFL 

CGRALTSDLYAPMVAGALARREHR 

LGPLTS 



402 



wo 01/79449 



PCTAJS01/08dS6 



SEQID 
NO: of 
nndco-tidc 
sequence 


SEQID 
NO: of 
peptide 
scqueacc 


Me 
tbo 
d 


SEQID NO: 

ioUSSN 

09/770,160 


Nucleotide 
locatioD of 
flrstcodon 
for peptide 
seqncDce 


Nodcotidc 
locatioQ of last 
codoD for last 
amino add of 
peptide 
seqneoce 


AmiDo add sequence ( X^Unkaowo; *=Stop 
codoo; ^possiUe nucleotide ddetioo; \r=possible 
nndeotide Insertion) 


2175 


7672 


A 


2359 


1 


725 


RFTGTMDAFAOCrVRHEGTRTLWSG 

LPATLVMTVPATAIYFTAYDQLKAF 

LCGRALTSDLYAPM\VAGALAR\LSI 

VLGL*PPSVPTSAQTQSVPAPSPNLC 

QPRDRGVF*VPRPGTAGR*CHVRPV 

ISLLPnnTNPHTVGTVTVISPLELMR 

TKLQAQHVSYRELGACVRTAVAQG 

GWRSLWLGWGPTALRDVPFSALD 

WFNYEL>^CS/WLNGLRPKDHTSVG 

M/SFVAGGISRTVAAELTLPY 


2176 


7673 


A 


2360 


102 


1573 


SFKMADQDPAGISPLQQMVASGTG 

AVVTSLFMTPLDVGKVRLQS\QRPS 

MASELMPSSRLW\SLSYTKLPSSLQS 

TGKCLLYCNGVL\EPLYL\CPNGAR 

CATWF\QDPTRFTGTMD\AFVKIGE 

ARGAPRTLWSGLPATLVMTVPATA 

lYFTAYDQLKAFLCGRALTSDLYAP 

MVAGALARLGPVELWISPLGALCS 

NKACRVQHVVRNRELG\ACVRTAV 

AQGGWRSLWLGWGPTALRDVPFS 

VHPPPQAL\YWF\NYEL\VRSWLVNG 

lrpk\dqtsvg\msfv\aggisrtv\a 

avltlpfvdwktqrqwalgalvea 

vkseppcnvdst\wllvlrrir\aesg 

tkgtllqasfprimkgcppscammiq 

hliefrqkaffpr:glnpgtgflggl 

bkgpkegkdpvssqrewgrgqggd 

psqsafssalregglfslplpatklp 

gqgcpsgrpstssrhnfflllpwgi 

itypppkfktksselppfvfpcgll 


2177 


7674 


A 


2361 


1 


215 


QPVMSEEESDQYLAVLTFPRCVLV 

MIHTHAQVLNHVCIYVCVHMSVAV 

Y/ISACRATDPDTHTCVYMYIQTY 


2178 


7675 


A 


2362 

• 


3 


543 


TRNTLGWEVSSFSPLLSSCLNMVRT 

KADSVPGT\QEKVVAARAPRKGL\G 

SSTSAHLIRPSVSIEESLKNKYARRE 

PPFCVRP/rLPKWAKREIGEFFR\LSP 

KDSEKENQ1\PEE\AGSSGL\GKRQRR 

KSMFLLQPGFTQLMEKGLGTFLHH 

FGLTSPLFYPGYSRKVKFTINGVWF 

QLGFG 


2179 


7676 


C 


2363 


69 


290 


MCLWNCCRKTQLAADILWLTAPAS 
PRDLRLGCVAEVFLARWELFGEDSF 
REKFFGFFFRDGWQPFFLLSAGER* 


2180 


7677 


A 


2364 


663 


793 


DGDSVMVLPT1P\RF.F.AKKLFPKGVF 
\TKELPFGKKYLRYTPQP 


2181 


7678 


A 


2365 


1 


726 


MPGGLLLGDVAPNFEANTTVGRIRF 

HDFLGDSWGHSFSQP/RGGFTPWCA 

PRSFARAAKLAPDFAKRVNVKLIALS 

lAVFEDHLC/AESKDIHVYHCE/ESPT 

EKLPFVPIIDDRNRELANPVGACWIP 

AEKDEKG/LCPVTASVWCFVFGP** 

RKLKAVYPSYPSYPLAGNFE^RFLR 

WHLLSQLTA/EKKRVAHPQLIWKD 

GD\SVMVLPNPSPEEEA\KKLFPEKE 

SFTQKELPNLAKKYL\RYTPQP 


2182 


7679 


A 


2366 


3 


452 




2183 


7680 


A 


2367 


1 


627 


TLLVPQDSERTHPWLLSPADKNTNV 



403 



wo 01/79449 



PCTAJS01/086S6 



SEQU) 
NO: Of 
Qttdco-tidc 

SMlDCnCC 



2184 



SEQID 
(NO: of 
peptide 
scqncDce 



Me 
tbo 
d 



7681 



S£QU>NO: 
ioUSSN 
09/7704«D 



2369 



Nodtodde 
locatioD of 
first codoo 
for peptide 
Sequence 



Nadcotidc 
locatioo of last 
codoa for last 
•mioo scid of 
peptide 
sequence 



467 



Amino add sequence ( X=Uokoown; *=^top 
codon; /^possible Dodcotidc ddctton; >Fpossibte 
ODdcotide inscrtioo) 



KA\AWGKVGAHAVRSMCAEALER 

MFLSFPTTKTYFPHF\DLSHG\SAQV 

KGATGKKVADALTKRRGAPLDDM 

PNAL/SSALEATLHAHKLVRVGPGST 

SKLLKPLACLVDPGPAHLPRPSSTP 

GGCNVFPGTKFPGLFVEAPLLEPSK 

LPLKLGSLRLAIVFLPLWGFPPAPPP 

LSCTRTPWFEIKS 



GTSACGVASLSWDCVPAPFSQQQP 

LPEGERTLGGRHRLRTRARALHPAP 

ACFCHASLCVCM/CA/CVLVCGLLC 

EHQSDSIHCLCHLCLCKCNYLCIRA 

ASSQHLKCHWVGGNKTCFGPDDLF 

GGRSEPTFETLSGEPATPADGKTGS 
CTGPERYQM 



2185 



7682 



2370 



131 



406 



EAMGILKLQVFLIVLSVALNHLKAT 
PIESHQVEKRKCNTATCATQRLANF 
LWHSSNNLGGILSSTNVGSNTYGK 
RNAVEVLKREPLNYLPL 



2186 



7683 



2371 



257 



422 



MQVCFRQGFTLPKGHHGLIATLGA 
PQLYMFLVLRASLFLWLSXFXRSX 
KLXXXRN* 



2187 



7684 



2372 



621 



1202 



2188 



GVPEPRARPSTSGMNGDRIRLPCWR 

NDRQK\THML\DVMQDHFSRASSM 

RRALSRDRFFTREPQ\DTVYHYL\PFQ 

PCPHRRP\HFFFPKSRNRPAA*CPFSS 

\TKPLNFHAMFQPFLEMAHEGSAGP 

WDIHFHSPAFQHPPTEnREGDVDDR 

DCCAGEMHNSTGLPCGLKDQWT 

KXCREDLVLWDCFHQQPLPG 



7685 



2375 



154 



1702 



2189 



7686 



2190 



7687 



IGHRDPARGRSCRCSGYYSRMVCE 

KLAPQSEMASAGWSLRATILCLLA 

WAGLAAGDRVYIHPFHLVIHNESTC 

EQLAEANAGKPKDPTFIPAPIQAKTS 

PVDEKALQDQLVLVAAKLDTEDKL 

RAANmGMIJVNFMLGFPYYMGMHS 

E\LWGV\VHG\ATVLSPTAVFGTLAS 

LYLGALDHTADRLQAILGVPWKDK 

NCTSRLDAHKVLSAL\QAVTGLLVA 

PGRADKQA\QLL\LSTWGVFTAPG 

LHLKQPFVQGLALYTTWLPRSLDF 

TELDVAAETIDNRLMQAVTGWKTG 

CSLTGAKADSTLAFNTYVHFQGKM 

KGFSLLAEPQVEFWVDNSTSVSVPM 

LSGVMGTFQHWSDIQVDNFSVTQVPF 

TDVSAFLLLIQPHYASDLVDKVEGLT 

F(K?1^FNWMRKLF\PRTIHLTMPQL 

VLQGSY\DLQDLLRPGSSCPPFLHTE 

LNLGRISGN\DRIRVGEVLNSIFF\EL 

EADEREPTESTQQLNKP\EVLEVVPL 

TRPF\LFAVY\DQGATALALSWGRV 

GKPA 



2376 



181 



353 



VGDRCEGNGNEARGHWKREVCCP 
GARSGASV*GSSGRLGLCL*VGTRE 
AG*PGYPASLVPT 



2377 



1550 



1823 



i 



GRLLDEPQAAHKFLRGEMGGQSPG 
VRGTELLGAFSLPGES/GSPGRASPL 
PFPPNLEKTVTFQSLLGPLKIPKEPG 



404 



wo 01/79449 



PCTAJSOl/08656 



MeFSEQlONO: 
tbo inUSSN 
d 09/770,160 



Nucleotide 
locatioD of 
first codoD 
for peptide 
sequence 



Nucleotide 
tocatioa oflast 
codoofm>last 
amioo add of 
peptide 
jscqncQce 



lAmiDO add scqnence ( XsUnkimwo; *^:Stop 
codon; A^possiUe ondeotidc deletion; V=possibte 
pudcotidc insertion) 



LKEIKLTNVKKSKTLP 



A 2378 



134 



321 



GCF*KGRDLFADKMQEHSLQ*FrAL 
FQPTNQKISSWVCGPKVNFKAIKTG 

SRSGKAIQNVES 



A 2379 



602 



RTRASTRPSRDYGNAVLWTRTSHP 

RPLTEPEPRATMSHGKGTOMLPEIA 

APVVGFLSSLLRntGCVSEQRLKVFS 

GALQEA\LTEHYNHHWFPEKP\SRG 

SG\YRCIRIVNHK\MTPnSRVASQ\VG 

LSQAQL\HQLLP\SELTLWVDP\YEV 

S\YRIGEDGSICVLYE\EAPLAASCGA 

SFT/CARNQVACWGRSSPSK\NYVM 
AVSS 



A 2380 



28 



423 



SKPLKMADDLDFETGDAGASATFP 

MQCSALRKNGFVVLKGRPCKIV*M 

STSKTGKHGHAKVHLVGIDIFTGKK 

YEDICPSTHNMDVPNIKRNDFQLIGl 

QDGYLSLPQESGGGIRDPLNLQRPP 

PRAWPGSG 



A I 2381 
A 2382 



930 



171 



695 



NRQDDLDFETGDA\GASATFPM\QC 

SALRKNGFWLKGRPCKIVEMSTSK 

TG\KHGHAK\VHLVGIDIFTGKVKYE\ 

DICPSTHD\MDVPVNIKRN\DFQLIGI 

QGWGTLSLNLQVDSGEVREDURVSP 

EGDL\GKEIEQKYDCGEEILIP\VLSA\ 

NfTEEAAWAIKAHGKITGSPGVAVV 
ASK 



A| 2383 



789 



1380 



C 2384 



248 



A 2385 



433 



1108 



IPYFLMVYGLQTLMCKHITRRIRDH 
LHEAMNYFLIPSSPFLEANPPPPTPG 
TICPAC/YPPPPRAGQQLACFLSIPPL 
FPNLPIPPQKKDYWVLLSLGAPKFK 
GYLVLCCMLQEPCRKQPGKSTGWI 
RNYPSWMHLATSTPQLRRGSKEVH 
NYKTMGSRPQKRYETGPGTQGGAE 
RILLSKPGRWRGSPGQEQVLGLQ 



MSGILVLNLFLTLGSVGPSSSVTLLV 
LSVHQLPACAKLEKGNNLHPCPNSS 
FPPRDFCVHPP* 



A 2386 



1528 



MGTRAARPAGLPCGAENPARRRLA 

LGARQQIHSWSPRTFSTRLTAPAGP 

ARGVARPAMAPDPVAAETAAQGPT 

PRYFTWDEVAQRSGCEERWLVBDVR 

KVYNMNEFTRRHPGGSRVISHYAG 

QDATDPFVAFHINKGLVKKYMNSL 

LIGELSPEQPSFEPTKNKELTDEFRE 

LRATVERMGLMKANHVFFLLYLLH 

ILLLDGAAWLTLWVFGTSFLPFLLC 

AVLLSAVQ\AQVAGWLQHDFG\HLS 

VFSTSK\WNHLL\HHFVIGHLKGAPA 

SWRNHMHFQHHAKPNCFRKDPDIN 

MHPFFFALGKILSVELGKVRKKKFVM 

PYNHQHKYFFLIGPPALLPLYFQWY 

IFYFVIQRKKWVDl^WMTTFYVRFF 

LTYVPLLGLKAFLG\LFFIVRFL\ESN 

WFVWVTQMNHIPMHIDHDRNMVD 
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wo 01/79449 



PCT/US01/086S6 



SEQID 
NO: of 
Dodco-lide 


SCQID 
NO: of 
peptide 
sci|iicim 


Me 
tbo 
d 


SCQID NO: 

inUSSN 

09/770460 


Nucleotide 
location of 
first codoo 
lor pcpnoe 
sequence 


Nodeotide 
locatioo of last 
codoo for last 
amiiio acia m 
peptide 
sequence 


Amino add sequence ( X=Unluiowo; *^top 
codon; ^=poss]bIe nndeotide ddctioa; >ppossibIe 
nndeotide insertion) 














W\VSTQI^UTCNVHKSC/AFNDWV 
SVGVHFOTQIEHHLFFTMPRHNYHK 
VAVPLVQSLCAKHGIEYQSKPLLSAF 
AXDIIHSLKESGXQLWLDAYLHQ 


2200 


7697 


A 


2387 


45 


949 


APWWWYHPERLLGYPIAATLPSRL 

VLPGEVEPSTQWCSPLRLEPQFHLL 

PLQHLRRDSSSLSPPLPALGRTRGRR 

SSAPAHGDESCSLLPRPLSLAHGEP 

GGRRRAEACSRLSRSRGRHSMTEPR 

STSASAAHAAAFCCFCCCRPPRPRP 

LAPPPF*PCR*SRRGCAGIDGAAAD 

VALGHPPE/HCPVPDVQMTSRRLMF 

IQLSQSPGVHCTSPHFSAPPTWCRR 

GPGSPATSPPPLHTLPAWAAPRAL 

RRAADRGRGRGLDRGVACAAERL 

QRQQLSRQSQQSRSEAQPDPAMEQ 

PRKRW 


2201 


7698 


A 


2388 


804 


985 


VGGDSQDLRDPVPPQTAPPPPNSLS 
PPALSPRCASPSYPQKCLP/PPVTHR 

SACLSSAHRTHKKGQELVTG 


2202 


7699 


C 


2389 


258 


461 


MSVTFIAVARGKLFFENLGHSELPL 
SLEWQTSIXjEVEARGSRGGEALPR 
PGSMQPCPADVTRRPPTRP* 


2203 

* 


7700 


A 


2390 


1 


370 


GTRVTSGGGSRRPGMAAWSPAAA 

APLLRGIRGLPLHHRMFATQTEGEL 

RVTQULKRKVSPRLQLIKVTDISGG 

CGA\MYEIKIESEEFKEKRTVQQHQ 

MAXNQALKEEIKEMHGLRIFTSVPK 

R 


2204 


7701 


A 


2391 


1 


1107 




2205 


7702 


A 


2392 


1 


1230 




2206 


7703 


A 


2393 


1 


908 




2207 


7704 


A 


2394 


177 


934 


PGLSQEPSGSMETWIVAIGVLATIF 

LASFAALVLVCRQR\YCR\PRDL\LQ 

RYDSKP1V\DLIGAM\ETQSEPSVELE 

L\DDWITNPHIEAIL\EN\EDWIEDAS 

GLMSH\CIAIL\KICHTLTE\KLVCHD 

NGALGAfCMKTSASVSDnWAKRIS 

PRVPDVVKSMYPPLDPKLLVDART\ 

TAULLSV\SHLVLVTRNACHL\TG\G 

LDW1\DQSLS\AAEEHLEVUUEAAL\ 

ASEPDKGLPGPVEAFLQEPVLQFSAY 

RPAA 


2208 


7705 


A 


2395 


1 


333 


GTRGERKAGLARGQVCGLSPPFPKT 

NKESFPNSQLNPFWNYXCGASLSLV 

SFSCPATRLCGNALLPSLFFSMRGF 

GLAVRIRDNDSRLLSRMTSMCSISR 

VPEHVEFPNPK 


2209 


7706 


C 


2396 


7 


279 


MXKGSPRXNFLECEKKSGQNPWAG 
LLRPWWVGHPSAKPLIPVFSSISFPL 
YNPHFPIXILCNKLKSHVCKKASKY 
TNNPISQQWTLSFIK* 


2210 


7707 


A 


2397 


35 


416 


SRAVEFVRSCAGYGERKAGLARGQ 
VCGLSPPFPKTNKESFPNSQLNPFWV 
NYVWGLGPCGASLSLWSFSCPATR 
LCGNALLPSLFFSMRGFGLAVRIRD 
NDSRLLSRNMTSMCSISRVPEHVEFP 
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wo 01/79449 



PCTAJS01/08dS6 



S£QU> 
NO: of 

scqoencc 


SEQID 
NO: of 
pcpuuC 
scqocncc 


Me 
tfao 

a 


S£QIDNO: 
inUSSN 


Nndcolide 
location of 

Illal COuOn 

for peptide 
sequence 


Nucleotide 
location of last 
codon for test 
amino add of 
peptide 
seqnence 


Amino add seqnence ( X"4inknown; *»Stop 
codon; /-possiUe nucleotide deletion; \=possible 
naacotide insertion} 














NPK 


2211 


7708 


A 


2398 


3 


344 




2212 


7709 


A 


2399 


1 


1359 




2213 


7710 


A 


2400 


1 


463 


LAQAACGPAALQLCPAGHGAAMA 

ATFFGEWKAPCRXAGTEDEEEEEE 

GRRETPEDREVRLQLARKREVRLLR 

RQTKTSLEVSLLEKYPCSKFIIAIGN 

NAVAFLSSFVMNSGVWEEVGCAKL 

WNEWCRTTDTTHLSSTEAFCVFYH 

LKSNPSVFLCQCSCYVAEDQQYQW 

LEKVF\GSCPRKNMQrnLTCRHCn 

DIKTSESTGSLPSPFLRALKTQNF\K 

DSACCPLLEQPNIVHDLPAAVLSYC 

QVWKIPAILYLCYTDVIGLDFATVE 

AFKPILSYR\SLKGLV\KNIPQSTEIL\ 

KKLMTTNEIQSNIYT 


2214 


7711 


A 


2407 


160 


441 




2215 


7712 


A 


2408 


107 


691 


RTAILSRMKIFLPVLLAALLGVERAS 

SL\MCFSCLNQKSNLY\CLKPnCSD 

Q\DNY\CVTVSAS\AGIG\NLVTFG\H 

SL\SKTCFPCLAPFPEGRSMLGV\AS 

MGHSAFCQSFLVAIFSCGPMAGLRG 

KRSPLLGARACCLSLAGRALLVRFG 

PLDRPEPCSPDPPAQEGKPSPFWIPQ 

CMGAPDSSRALICALGPRSG 


2216 


7713 


A 


2409 


2 


432 


GRPPPDVEVMTSLKVDNLTYHTSP 

DVYIPRDRYTKESRCFAFVRFHDKR 

DAEDAMDAMDGAVLD/GSELRLQ 

MARYGRTPDSHHSRRGPPPRSYGC 

VGYGRRSRSPRLRRMP/RSRSRSRSR 

SRSRSRYSRSKSRSRTRSRSRSTS 


2217 


7714 


B 


2410 


1522 


2003 


MAIIYGVFSASNLITPSVVAIVGPQL 

SMFASGLFYSMYIAVFIQPFPWSFY 

TASVFIGIAAAVLWTAQGNCLTINS 

DEHSIGRNSGIFWALLQSSLFFGNLY 

lYFAWQGKTQISESDRRTVFIALTVT 

SLVGTVLFFLIRKPDSENVLGEDESS 

DDQDMEVNESAQNNLTKAVDAFK 

KSFKLCVTKEMLLLSnTAYTGLEL 

TFFSGVYGTCIGATNKFGAEEKSLIG 

LSGIHGIGEILGGSLFGLLSICNNRFG 

RNPVVLLGILVHFLU^IFLNMPGD 

APIAPVKGTOSSAYIKSSKEVAILCS 

FLLGLGDSCFNTQLLSILGFLYSEDS 

APAFAIFKFVQSICAAVAFFYSNYLL 

LHWQLLA^MWGFFGTIFFFTVEWE 

AAAFVARGSDYRSIMLKSFLDSGDI 

LAQLCRRQQPRAPLTIRTSPDTLRR 

VFEKYGRVGDVYBPRDRYTKESRGF 

AFVRFHDKRDAEDAMDAMDGAVL 

DGRELRVQMARYGRPPDSHHSRRG 

PPPRS* 


2218 


7715 


A 


2411 


2 


229 




2219 


7716 


A 


2412 


3 


353 


fplpfftlviwpgirkfklvhadgsl 
ceifugpfknmagwnisvpywfdq 
si^kywete™cti-megklnfflf 
kprcigkqckrrtwgkrtpsirrr 
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wo 01/79449 



PCTAJS01/086S6 



SEQlD 
NO: Of 
Bodco-lidc 
scqocDtc 


SEQID 

NO:or 
pqitide 
scqncnee 


Me 
tbo 

d 


SEQID NO: 

ioUSSN 

09/770460 


INocIeodde 
llocalioo of 
Ifimcbdoo 
kor peptide 
|sec|ttcDec 


Nodeotidc 
location of last 
codon for last 
amino add of 
peptide 
seqoeoec 


Amino add sequence ( X'^Unknown; *=>Stop 
codon; A^mssibie nocicotide ddctioo; \r=possibie 
DDclcotide Insertioo) 














SPWNKQLGYLKRLFW 


2220 


7717 


A 


2413 


18 


282 


DPLKSGPRNRS*TRWTPSPRS\ARRS 
KSKSLSVSRSRSRSRSRNSRSRESLPP 
VSKRESKIQVAMGEKREGSPPSSP\E 
EEGAGVLLRK 


2221 


7718 


A 


2414 


2 


830 


LRSPSVLFCGKAFPVSPRGRQLPER 

RGVAPPRAEEAGASSRGSGPPLRA 

MSYGRPPPDVEGMTSLKVDNLT\Y\ 

RTSPDTLEGAVFEKWGRVGDWHP 

RGIRYTKGSSRGFAFVRFHDKRDAE 

DAMDAMDGAVLDGGELRVQMAR 

YGRPPDSHHSRRGPPPRRYGG\G\GY 

GRRSRSPRRRRRSRSRSRSRSRSRSR 

SRYSRSKSRSRTRSRSRSTCKSRSAR 

RSKSKYSSVSRSRSRXSRCRCGYRSP 

PPVSKRESKSRSRSKSSPKSS\EEEGA 

VSS 


2222 


7719 

• 


A 


2415 


1 


320 


RGRASKECSGLSAHLVIHCGEKPYK 

CNECTRTSGTN/SSLTQQRSHTAEKP 

YTRNECGKVFG/HIARHQIIHSTEKP 

YKCN/hTTLKAFSKHSGLMAHLLIDR 

PEKLCHYS 


2223 


7720 


A 


2416 


1 733 


1005 


NPQTPMKNCPWPLEKKAEPRPFLGS 
SMPLGFCPHGPPCSCDF\LETHF\LDE 
VEVKLIKKMGDHLTNL\HR\LGDPEA 
GLGEYLFERLTLKHD 


2224 


7721 


A 


2417 1 


148 


1057 




2225 


7722 


A 


2418 


87 


241 


EGGLGNDPMTTDCSMAA*LFK**SP 
SS*ALGSFCEAQIIQSSKGLFSRGSC 


2226 


7723 


A 


2419 


1 


924 




2227 


7724 


A 


2420 


1 


1004 


MPVGAGRRAKGDPATLGALAA^FTV 

GAKRSKGHSPKPHPAGRLPPLPPLR 

QRSTPMIDTLRPVPFASEMAISKTV 

AWLNEQLELGNERLLLMDCRPQEL 

YESSHIESAINVAIPGIMLRRLQKGN 

LPVRALFTRGEDRDRFTORCGTDTV 

VLYDESSSDWNENTGGESVLGLLL 

KKLKDEGCRAFYLEGGFSKFQAEFS 

LHCETNLDGSCSSSSPPLPVLGLGGL 

RISSDSSSDIESDLDRDPNSATDSDG 

SPLSNSQPSFPVEILPFLYLGCAKDS 

TNLDVLEEFRGSSPYMILFHYGEVIG 

TSYVPATSHFRQKLAQGFPVSTGTP 

GFIYSAK 


2228 


7725 


A 


2421 


686 


1812 


TCPVARASLTRGEDRDRFTRRCGTD 

TWLYDESSSDWNENTGGESLLGL 

LLKKLKDEGCRAFYLEGGFSKFQA 

EFSLHCKINLDGSCSSSSPPLPVLGL 

GGLRISSDSSSDIESDLDRDPNSATD 

SDGSPLSNSQPSFPVEALALPSYLGC 

AVKDSTNLDVLEEFGIKYILNVTPNL 

PNLFENAGEFKYKQIPISDHWSQNL 

SQFFPEAISFIDEARGKNCGVLVHCL 

AGISRSVTVTVAYLMQICLNLSNfND 

AYDIVK\KKKSN1SP\NFNFMG\QLL 

GLSRRDAGDSAGPCGQQGSRHSRL 

YFYHPFPTRNVLPGWDFLQSTWKD 
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PCTAJSOl/08656 



SEQIO 
NO: of 

sequence 


S£QID 
NO: of 

scqoeoce 


Me 
ttio 


S£Q ID noi 

idUSSN • 


Nucleotide 
tocatioDor 

for peptide 
sequence 


Nucleotide 
loeatioo of last 

mowD Hiriasi 

amino acid of 

peptide 

sequence 


Amino add sequence ( X=UDkttowD; *=^top 
codon; /=posdble nodeolide ddetioo; \Fpossible 
oncseoDQe inscmoo/ 














PTPFLAGMCLALQQFLLAASAGAA 
FFVCGPRCQNDTKLSVLRQGYQVR 
ELG 


2229 


7726 


A 


2422 


66 


187 


WGGGGSAAAAMEAKWTAFLFQAH 

EASHHQQQAAQNSLLPLLSSAVEPP 

IXJKPIJLPIPITQKPQGAPEILKDAIGI 

KKEKPKTSFVCTYCSKAFRDSYHLR 

RHESCHTGIKLVSRPKKTFTTVVPU 

STTAGDSSRTSLVSTIAGILSTVTrSS 

SGTNPSSSASTTAMPVTQSVKKP\SK 

ACKKNHACEMCGKAFRDVYHLNR 

HKLSHSDEKPFECPICNQRFKRKDR 

MTYHVRSHEGGITKPYTCSVCGKG 

FSRPDHLSCHVKHVHS'EERPFKCQT 

CTAAFATKDRLRTHMVRHEGKVSC 

NICGKLLSAAYITSHLKTHGQSQSIN 

CNTCKQGISKTCMSEETSNQKQQQ 

QQQQQQQQQTHVT\SWPG\KQVET 

LRXLWEEAVKARKKEAANLCQTST 

AATTPVTLTrPFSITSSVSSGTMSNP 

VTVAAAMSMRSPVNVSSAVNITSP 

MNIGHPVTITSPLSMTSPLTLTTPVN 

LPTPVTAPVNIAHPVTITSPMNLPTP 

MTLAAPLNIANIRPVESNfPFLPQALP 

TSPNPWRPTGPRSCSRPMKLPITNSR 

QHRTACCPS 


2230 


7727 


A 


2423 


3 


777 

• 


RTSLVYDYPLRRRWLRRQRGGGGF 

CFGCGGRSPGPGFGLSPTWTLAEL 

LVLLAALLATVSGYFVSroAHAEEC 

FFERVTSGTKMGLIFEVAEGGFLD1\ 

DVEITGPDNIGILPTRLYNLSGKYTF 

AAHMIX}TYKF\CFSN\RMSTMrPKI\ 

VMFTI\DIGEAPK\GQD\METEAHQN 

KL\EEMINELAVA\NnAVKH\E\QEY 

MEVRERIHRAIQRTTQNSRWLWSF 

FEALVACCHDIWGQIYYLEGDFFEV 

RRSCFKKPLPG 


2231 


7728 


A 


2426 


89 


136 




2232 


7729 


A 


2427 


1 

* 


916 


MFYHLVPDGKKPGATLKATSAPKG 

KANGGRQAHAPPRWASAGDVTHS 

AISELRESATAAASASSESAGSGPR 

MKSVIYHALSQKEANDSDVQPSGA 

QRAEAFVRAFLKRSTPRMSPQARE 

DQLQRKAVVLVEYFTRinaaCEKKK 

KAKGLSARQRRELRLFDIKPEQQRY 

SLFLPLHELW\KQYIRDLCSG\LKPD\ 

TQPQMIQAKLLK\ADL\HGGLnSVT 

K\SKWPLLMLGITGNPFYQETK\HIF 

QNLSPKGRPALKVIPPSLNCRVPLW 

KPDGFIPPTFTGSKFPSLGQVNRNSA 

KKFQSEGNRLTL 


2233 


7730 


A 


2428 


2 


484 


PDSSGPHRLRENPPWCLSPADKTNV 

\KAAWG\KVGAHAVRSMCAEALER 

MFLSFPTTKTYFPHFDLSHGFCPGL 

RATGKKVDXEALTKRRGAPLDDMP 

NAL/SSALEATLHAHKL\RVGPGSTS 

KLLKPLACLVDPGPGPPSPAEFHPL 

RCNVFPGDKVSWVSC 
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PCTAJSOl/08656 



a£Q ID 
NO: Of 
DDdco-liile 
seqocacc 


SEQID 
NO: of 
peptide 
scqacnce 


IMc 
Ithd 
d 


r SEQID NO: 
09/770460 


INoclcotidc 

IHICailOD 01 

mnt codoB 
[for peptide 
IscqocDce 


Noclcotide 
locfitfoo oi last 
codoo for last 
*. amino add of 
peptide 
sequence 


1 Amino add seqnenee ( X<=Unluiowa; *^»Stop { 
Icodon; /^possible nodeodde ddetlon; V^possible 
Inodcotide insertioo> 


1 2?^ 




1 A 




1 


332 




2235 


7732 


A 


2433 


1 


1788 


1 1 


2236 


1133 


A 


2434 


3 


111 




1 90^7 
1 ^JLOI 


T71A 


1 A 

1 A 




1 220 


423 


HEELKSGPYYLLWRDCFLHFWALV 
SKR/LALNFM*TSAPT*KALSKRNIC 
1 LVNKNRNIKIPYPKKKKK | 


2238 


7735 


A 


2436 


273 


499 


RSGVRDQPGQHGKITSLLKIQKLAR 

RGGACL*SQLLRRLRQENRLNPGG 

GGCSEPRSCHCTPAWETEQDSISKIK 




/ / jO 


1 A 
I ^ 


2437 


1 1 
1 J 


1176 




2240 


7737 


A 


2438 


1 245 


394 




2241 


7738 


A 


2439 


458 


701 


GPAPTRRGPAPHGAHTR* »PAGTAR 
AACGSA*SAGTASPAHKGKGHHPG 
SRASGTGPGPCQRRRRSDHSSAGK 
WPLREASL 1 


2242 


7739 


A 


2440 


365 


814 


AALRSSENSSRHRSLVKMSDKKAK 

DPVNVKSGGQGPKRKNWSKGKSSG 

TSFNNVLVIJFDKATYDKLCKEV^^ 

VNLITPAVGSERLVKIRGSLGQGKPFQ 

ELLSVKGFIPNWFSKHRASSYFTPGIT 

KGGVDAPSLLGEDCMNRSNPPVHLE 
K 


2243 


7740 


A 


2441 


41 


565 


APSPWUPWGHFTEEDVKATIKXNLWG 

KGEMWKDAGGKNPWERLPWLSYP 

MGPQRFFDQLLANLSLCPLPIMGNP 

PKVKGTWPRKVLTSLG\SAHKSTW 

DDLKGHLLPKPEVNLHQDKPAMW 

DPENFKAPGEMLLVTRFGQSHFRQ 

KNKIPGGCRASWGRKMGDLELASA 
LVPSRYH 


2244 


7741 


A 


2442 


3 j 


284 




2245 


7742 


A 


2443 


1 


3339 


VEGMTCQSCVSSIEGKVRKLQGW 

RVKVSLSNQEAVITYQPYLIQPEDL 

RDHVNDMGFEAAIKSKVAPLSLGPI 

DIERLQSTNPKRPLSSANQNFNNSET 

LGHQGSHWTLQLRIDGMHCKSCV 

LNffiENIGQLLGVQSIQVSLENKTAQ 

VKYDPSCTSPVALQRAIEALPPGNF 

KVSLPDGAEGSGTDHRSSSSHSPGS 

PPRNQVQGTCSTTLIAIAGMTCASC 

VHSIEGMISQLEGVQQISVSLAEGTA 

TVLYNPSVISPEELRAAIEDMGFEAS 

WSESCSTNPLGNHSAGNSMVQTT 

DGTPTSVQEVAPHTGRLPANHAPVD 

I\LAKSPQSTRGSGHRRKCFFTDSKG 

MTOASCVSNIERNLQKEAGVLSVL 

VALMAGKAEIKYDPEVIQPLEIAQFI 

QDLGFEAAVMEDYAGSDGNIEL'nT 

GMTCASCYHNEESKLTRTNGITYAS 

VALATSKALVKFDPEIIGPRDnKIIES 

KTSEALAKLMSLQATEATWTLGE 

UN LllKfcb^^ VrMbL VQRGDIVKVVP 

GGKFPVDGKVLEGNTMADESLITG 

EAMPVTKKPGSTVIARSINAHGSVLI 

KATHVGNDTTLAQIVKLVEEAQMS 

KNPNKHISQTEVllRFAFQTSITVLCI 

ACPCSLGLATPTAVMVGTGVAAQN 
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SEQID 
NO: or 
Dodco-tide 
scqneacc 


SEQID 
NO: of 
pepttde 


Mc 
tbc 
d 


ilSEQIDNO: 
^linUSSN 
109/770,160 


Nndcotide 
locatioD of 
firsTcodoD 
for peptide 
seqotDce 


Nodeotidc 
locatioa of last 
codon for last 
amino acid of 
peptide 
scqoeoce 


Amino acid sequence < X'^Un known; *=Stop 1 
codon; /^possible nadeotide ddetioo; \Fpossible 
nodeotidc inscrfkMi) 














GILIKGGKPLEMAHKJKTVMFDKTG 

TTTHOVPRVMRVLLLGDVATLPLRK 

VLAWGTAEASSEHPLGVAVTKYC 

KEELGTETLGYCTDFQAVPGCGIGC 

KVSNVEGILAHSERPLSAPASHLNE 

AGSLPAEKDAVPQTFSVUGNREWL 

RRNGLTISSDVSDAMTDHEMKGQT 

AILVAIDGVLCGMIAIADAVKQEAA 

LAVHTLQSMGVDWLITGDNRKTA 

RAIATQVGINKVFAEVLPSHKVAKV 

QELQNKGKKVAMVGDGVNDSPAL 

AQADMGVAIGTGTDVAIEAADWL 

IRNDLLDVVASIHLSKRTVRRIRINL 

VLALIYNLVGIPIAAGVFMPIGIVLQ 

PWMGSAAMAASSVSWLSSLQLKC 

YKKPDLERYEAQAHGHMKPLTASQ 

VSVHIGMDDRWRDSPRATPWDQVS 

YVSQVSLSSLTSDKPSRHSAAADDD 

GDKWSLLLNGRDEEQYI | 


2246 


7743 


A 


2445 


14 


503 


NNDFIVIGTGTBFGIPGPTHAYEKTT 

IIYDDYNCL*QQELb"rENQNLQVRQF 

YDKRKLEAMLQGMVI'KTrMKWEK 

ECERRVAAKQLEMQNKLWVKDEK 

LKQLKAIVTEPKTEKPERPSRERDR 

DKVTQRSVSPSPVPLLFQPV*NAPPI 

RLRHRRSRSVGDRWV | 


2247 


7744 


B 


2446 


226 


347 


XGKIIVASCFPFFSSRKRRSSTVAPA 
QPDGAESEWTDVETR* | 


2248 


7745 


A 


2447 


8 


2985 


WIQYSSTTLPNDWNKRKKKEKKA 

MLSARAKTPRKPTVKKG\PKRTLKT 

QLGnrVCRVRPLGFPDQECCIEVINN 

TTVQLHTPEGYRLNRNGDYKETQY 

SFKQVFGTHTTQKELFDWANPLV 

NDLIHGKNGLLFTYGVTGSGKTHT 

MTGSPGEGGLLPRCLDMIFNSIGSF 

QAKRYVFKSNDRNSMDIQCEVDAL 

LERQKREAMPNPKTSSSKRQVDPEF 

ADMITVQEFCKAEEVDEDSVYGVF 

VSYIEIYNNYIYDLLEEVPFDPINPNL 

HhJLNCFVKKNHNMYVAGCTEVEV 

KSTEEAFEVFWRGQKKRRIANTHL 

NRESSRSHSVFNIKLVQAPLDAIXjD 

NVLQEKEQinSQLSLVDLAGSERTN 

RTRAEGNRLREAGNINQSLMTLRTC 

MDVLRENQMYGTNKMVPYRDSKL 

TVHLFKNYFDGEGKVRNDVCVNPKA 

EDYEENLQVMRFAEVTQEVEVARP 

VDKAIQGLTPRRRYRNQPRGPMGN 

EPLVTDWLQSFPPLPSCEILDINDE 

QTLPRLIEALEKRHNLRQMMIDEFN 

KQSNAFKALLQEFDNAVLSKENHM 

QGKLNEKEKMISGQKLEIERLEKKN 

KTLEYKIEILEK r I-IIYEEDKRNLQQ 

ELETQNQKLQRQFSEKRRLEARLQ 

GMVTETTMKWEKECERRVAAKQL 

EMQNKLWVKDEKLKQLKAJVTEPK 

TEKPERPSRERDREKVTQRSVSPSP 

VPLLFQPDQNAPPIRLRHRRSRSAG | 
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PCTAJS01/086S6 



S£QU> 
NO: of 
Dodco-Cidc 
scqnctitt 


SEQID 
NO: of 
pqrtide 
scqaencc 


Me 
tbo 
d 


S£Q ID NO: 

IdUSSN 

09^77IU60 


NDdcotidc 
locatioDOf 
first codoo 
for peptide 
sequence 


Nodcotide 
locatioo of last 
codoD for last 
amino acid of 
peptide 
scqncBce 


Amino add scqneDcc ( X-liokoown;'*^top 
codoo; /=pQssible oodeotide ddetion; V^possiUc 
nndeotide insertion) 




■ 










DRWVDHKPASNMQTETVMQPHVP 

HAITVSVANEKALAKCEKYMLTHQ 

ELASDGEIETKLIKGDIYKTRGGGQS 

VQFTDIETLKQESPNGSRKRRSSTV 

APAQPDGAESVEWDRCRVNKVFCGL 

WEMRXAGSQLGTWISASRHNPSAKS 

HETDSPSTERTFSFVWMISRKPCQK 

QSSRSSCRTPALVENHEPQLHHTLT 

PEQSFPYGSQKTTS1Q\QNVYSVCFA 

\ISNINSRGRLRVSSL\YEF\FIMFFLK 

YISCELIN 


2249 


7746 


A 


244S 


20 


349 


SFCLEFPCRPGELLALQDSAQNSTF 

DKTALPLPCLAPCPPPLGPQS\THIQP 

CFPHTGPCAPFFTTDLLQGQRLSLSL 

HTPLHPVPAHWALPARRALARLTD 

RPNARLTP 


2250 


7747 


A 


2449 


3 


384 


PFLSWSSQVAGHGRIFQCTYLMND 

CQTKQPCWSGATWPHPWMQVKGT 

PALRAHPQTLSESRLPEGTRGSRPE 

DCPKPQPADPPSLGTVQCPPPWQLSP 

TQQKMSFTFAAAKGASQGLMWAH 

AVLSRA 


2251 


7748 


A 


2450 


1 


1503 




2252 


7749 


A 


2451 


1 


855 


NPRRRLRGRCRASASSPRRVRRRGQ 

RPRHPAPRRPQAARPSAAPRARRFL 

SQRPAAAAAAQRAALMQAIKCAG 

GWKAEAVGKTCLLISYT\TNA\FPGE 

YlFlNnT>WSA\hrVMVDGK\PV\NL 

GLWDT\SGQKDYDRVTPPYPYPA/Q 

ADVFLFVCFPFVSPASXFENVRAKWY 

PE\VR\HHCPN\TP\IILVGT\KLDLRD 

DKD/TRIEKLKEKKL'nPITYPQGLA\ 

MAKEIGAVKYLXECSALTQRGLKTV 

FDEAIRAWLCPPPVKERGRENCLPV 

VNVSAPSFLGPVPLEPL 


2253 


7750 


A 


2452 


41 


556 


APSPRRPWGHFreEDQGLLSTSLWG 

KV\NVEKCWKEKTPGKGSLVVYP\ 

WT\QRFFD\SFG>ALSSAF\AHHGQTP 

KVKAHGKNKVLTFLGRCQQSTLDD 

LKGHLLPKPEVNCTVDKPAMWDPE 

KFKAPGEMLLVTRFGQSHFRQKNS 

PPEGCRASWAERWVTAGVNASALVP 

SRYH 


2254 


7751 


A 


2453 


2 


454 


RSFFFFFCEVGSWVGSMRWMARL 
LSEGEQCIPTACAAFAQQPGGRPRR 
GLAGVGEGGPQCSWVNYRCTLEFL 
VSLLGTDLARGRGNSATGPVTAPAD 
SKQLSCKTFIAVLSLSKEAGFCNW 
QGWVSTSWGSSSPSVPQFFPKLLEF 
TGK 


2255 


7752 


A 


24S4 


94 


218 




2256 


7753 


A 


2455 


266 


547 




2257 


7754 


A 


2456 


2 


494 


RGPVMAESWSGQ/SFLQALPATVLG 

ALGSEFLREWEAQDMRVTLFKLLL 

LWLVLSLLGIQLAWGFYGNTVTGL 

YHRPGLGGQNGSTPDGSTHFPSVWE 

MAAVNEPLKNPTENKGRQQRVSKGI 
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Nadcotidc 
llocalion of last 
codon for last 
lainfiioaddof 
peptide 
Iscqncncc 



Amino add scqncoce ( XbUqIuiowd; *=Stop 
codoo; A^possiUe nixdeotidc ddctioo; V»possiblc 
nndeotide Insertion) 



356 



HWVCWLLHWVLLLPRPQGQPAGG 

SGLVAGSTQLPTGLGULPS 

MGDSFMDEVAPRLASVDSRFFSFSQ 

GAHIKFXXXXXXXXXXXXXXXXX 

XXXXXXXXXXXXXXXXXXXXXX 

xxxxxxxxxxxxxxxxxxxxxx 

XXXXXXXXXXXXXXXXXXXXXX 
X* . 



1 135 I IXQTTSRNFKNLNQCTKSPICTKKK 

GSVFFFFFFFETESCPVAQAGVQWR 
DLRSLQAPPPGVSRHSPTSASRVART 
TGAHHYTRURVCLVETGFHHVSQ 
DGLDLQDQFLESFLFCLLVRILRT 
1761 I SAINFFFLFETESRSVXAQAGVQWH 

DLRSLQAPPPG\SRHSPAPASRVAGT 
TGTRHHARLIFFFFFFFFFFLVETGF 
HRVSEDDLDFLTSGDLPTLTSQSAGI 
PGMSHCAWRIDGI 



542 



TALPNQLHGGRHLCPSHAFGSQGA 
ARPKRPQPGPG\SASEPWVQLQSHH 
PLPPPTPQSPEGGEFLREQRPKPLSF 
KPLLHPRGPLCPAAPKLPPWPCPLR 
VPQFPHPLPPSGRKRDRERGMEEGE 
GGWAAGERRGGKEETLGRGPFTQR 
ERPRNQGEGGG 



2443 



GRVWWLTPVIPVALWEAEVGRSLT 
ARSLRPA WPTL 



403 



KTTTCVKGLQTQSYKTSPDGNTTK 
QTNKVKHTHTn*U*NAPPAVSTTAIR 
NKFSKNGEQRFffiPYTNRPNIHSIKL 
♦RTIQQYASSSKNLEIKDFSWKKLQ* 
FLENRNKHECFQLFPKVNVGAS 



1156 



ETTLSEARRGRSAAASCRGSALRRG 
RFPESRRGREAAPVCPRHVLL*GAQ 
SKQAAVAGKRSGTRHASRWPKSLF 
TPRRRRISLKRALHFWQQSADPSPS 
VSRAPGSTWVGPKAPTEVTSVAPSR 
MMWQNEKKKVGGERQDWRK 



302 



MERFEAGLSHISPWLCP*CCSHCGD 
CCLLGSRSWGLVGGGSCGALGPWG 
RCVCAGGEFPDRASLPVDPALAKLE 
CSHKFPTPKDFHPRDRSPSRFLL 



531 



VLRICKVSEENSLFPLSDITYLASIPN 
KTQTHCPEPAQKPSCKAQ*FWPKC 
KPHPPCCHWALPPGCCWACHRWD 
E 



100 



2998 3570 



QDRKQGSSAPATPSRA*AAAARAP 

RRPAGRWRG*DAPQSPAEPAPRSPP 

WRRAAD 



404 



MMARPPPWLESHCTRWRADGQV 
RXXXXXXXXXXXXXXXXXXXXX 
XXXXXXXXXXXXXXXXXXXXXX 
XXXXXXXXXXXXXXXXXXXXXX 
ADAW* 



1807 



CPTVDPLLQKNCNDGSATALARVP 
LHACREGRWASPSGFFCCCCCFLR 
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PCTAJS01/086S6 



SEQIDNO: INDCIeotidc iNadtottdc 
IB ussy llooirioD of (location ofhist 
O9/r7O,]60 Ifirst codoo codoa for last 
for peptide amino acid of 
scqocnce peptide 
scqnencc 



SEQIO 
NO: of 
oodco-tide 
sequence 



S£Q ID 
NO: of 
peptide 
sequence 



Me 

tbo 
d 



Amino add scqncDcc ( X^nkaowo; *^top - 
codoo; A=possibie oodcotide ddction; V=^KSsible 
pndeotide iosertkm) 



WSLALLPRLKCKGPISTHCNLRLPG 

SKDSPVSAS*VAGITGARHHAQLIFF 

VFLVETGFHQVGQAGLELLTSGDPP 

ASASQSAGITGVSHRARPSVWFSNQ 

SMNP 



2271 



7768 



2470 



538 



676 



VKRNPEAGAVAHTCNPSTLGGRGG 
WIS*AHEFDTSMGNMT*PHLYK 



2272 



7769 



2471 



40 



336 



EYLYRHFKNKLFLYANILCSSGIWR 
HYVLILRTVSELLD***GCRWGLSRS 
FDYLSNTGWV*VLLDISSFAFVTGP 
LIHGTGGLSAFDLHCEALSFYRD 



2273 



7770 



2472 



2063 



2406 



2274 



7771 



2275 



7772 



SQKKKIQWYLRMFRQFDIYVCFLFF 
SWLLMIGGLLSHRLIPVKQYIKLHL 
ALLRTGAGAHACNSSTSGGQGG*n 

RGQEFETSLLGSSNPSASASQSAGTT 
GVSHHAQPIFFF 



2473 



22 



273 



LTQKMDHNQVKFKSTTFYSILGKSV 
LSLSRPEYISGKSDTYSENIYPLSKS 
EIEPIETRCLNRSNASLVQK*YGHKT 
GLWWLP 



2475 



1269 



1511 



INFFFF*IIDRFSLCHPGWTAVAQSR 
LTATLLPSRFKRFLCLSLPSSWEYRP 
LPPYPANFCSKLLICLSTFYYKDCG 
NSA 



2276 



7773 



2476 



1411 



1827 



2277 



7774 



2477 



LHTCCLRRRPSGRGRSQGGHCSQSG 

SSPPRRPRSPAPEGPGFHAP*LCIPDL 

GHGSRKRGCWPPCGPRTGWADLV 

ASAQAACGCQGPPPPSGSCSL*GRG 

PVGGSGHGSPCWPQLVELCGRCSW 

PGVAGSTWQWRRHPH 



1345 



1642 



2278 



7775 



WQQFTGAVIHLYAYWLCVLVAFS 
SVSLGLNFFHKNFSFDFQRERCWLF 
SPFKGCC*RCFFTQSLYYCQVCEFT 
KTLIILLIQDVPEIFWSLFCFFHGP 



2478 



113 



584 



2279 



7776 



WQDYIYKEVRVTASEKNEYKGWV 

LTTDPVSANIVLVNFLEDGSMSVTG 

IMGHAVQTVETMNEGDHRVREICL 

MHLFTSGDCKAYSPEDSVREKEQP* 

INGFRRTHIPITEQGDAPRTLCVAGV 

LTIDPPYGPENCSSSNEIILSRVQDLI 

EGHLTASQ 



2479 



658 



2280 



7777 



785 I KTHGWVQWLTPVIPAL»KAETGGW 

LEPRSSRPAWATQRDLIS 



2480 



598 



PLGKGKFTGQSAQLTTGTPRGLILA 

KGSHATLQKHRINHTLTHKNPFLEE 

FWESPPSLNLALIKGLNGFCLGTEK 

LFEQNfTYGGLKKVKCPIGYFALQS 

WEFHPPPPTLFLSLPLAILWPGGENR 

GPRVSTKTGIKTRWPAPFLGPLSNR 

LGNPQPNNPAPAAVPSLGLSPW^RG 

RGLPWGWAKPRCALWTPVSLPST 



2281 



7778 



2481 



253 



286 



2282 



7779 



NDDDP*LPCLGQPPRSSCQPSSLP*S 

LLWSKMTTTPAQRSG 



2482 



407 



587 



QAGRGRARGVSEEARNKPVPPPTET 

PQFTLSPQ*MGPAQDPAPQQDYRG 

KKSLNAWCGRS 



2283 



7780 



2486 



246 



519 



FQFGIHNTNYQRQGAKVFFKNKGV 
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jSEQID 
NO: of 
loDdaMkle 


ISEQID 
NO: of 
Ipcptidc 
Iseqaeiice 


Ml 
d 


: ISEQID NO: 
» inUSSN 
09m0»160 


INudeotide 
llocatioo of 
1 first codoD 
Iforpeptidi 
IseqocDCc 


INticlcodde 
' llocatkm of list 

\ laniinoactdof 
Ipcptidc ' 
IscqucDcc 


lAmiDO acid scqneiicc ( X^Uoknown; *>»Stop 
Icodon; A=pQSSiblc nnckotidc ddcGoa; V»possibIe 
luuamuiic inscriloilj 














WGGPRSLPYSC*EGLPLGESYQFEP 
QSLRDA*DIP*GSVGKNPVGSHWW 
VSGVIGGFUTGDYSQH 


[2284 


7781 


A 


2487 


470 


977 


TPPPAGLRQRGYPPPGNRLEARNW 

ARAKGGKTSAGRVFTQP*FPEQQLP 

PGRPWVPRPGCPHGLFraACKWSG 

GVLAPESPEPPSLPEGSHSWLGDTG 

LLASRKLRAGGSVATFTSPQLCPLG 

PHEDREAREGEGRLAPAQPVSSPSA 

PAGHSLSHPSRTGKLALVPGH 


2285 


7782 


A 


2488 


393 


618 


IREWVNIFWNIHTEEYYTVIKKN*V 
CQTWWLTTVIPELWEADVGGSLEP 
RSSKLR*AMILPLYTSLDHKARLSL 


2286 


7783 


A 


2489 


308 


626 


IRGTSNMNRKNVEKAYYAEA^LSL 


[2287 


7784 


A 


2490 


1222 


1374 


AQQVKRLEGQRGWKLRGGRGRWL 

TPV1PAL*EAEAGGSLEARSSRPAW 
AKK 


2288 


7785 


B 


2491 


60 


378 


NAVLEADFAKRGYKLPKVRKTGTT 

lAGWYKDGrVLGADTRATEGMW 

ADKNCSKIHFISPNIYCCGAGTAAD 

TDMTTQLISSLAAMAVFEDKFRPD 

MEEEEAKNLX* 


1 2289 


7786 


A 


2492 


1 


437 


DPRATEGM WADKTCQKSTGRLPE 

LVTAIRMLKQMLFRYQGYIGAALV 

LGGVDVTGP/HLYSIYPHGSTDIAAG 

IFNDLGSGSNIDLCVISKNKLDFLRP 

YTVPNKKGTRLGRYRCEKGTTAVL 

TEKITPLEIEVLEETVQTMDTS 


1 2290 


7787 


A 1 

A 


2493 


2288 


2668 


FGRGHYCRRSVSQEEEAKNLVSEAl 

AAGIFNDLGSGSNIDLCVISKNKLDF 

LRPYTVPNKKGTR*VKETKFFLGPL 

ASWPPLVSPWHLDGVFLVLSTLSTS 

SVPKSTSHTDLRLVTCFMTVGCCQ 
V 


2291 


7788 


A 


2494 


3 


861 

1 


FLGKMAAVSVYAPPVGGFSFDNCR 

RNAVLEADFAKRG YKLVPRPRKTGT 

TIAGWYKDGIVLGADTRATEGMV 

VADKNCSKMFISPNIYCCGAGXTAA 

DTAM'HTQLISSVNLKLHSLVSTGRVLP 

RV\VTA\NRMLKQMLFRYQGYIGAA 

LVLGGVDVTGPHLY\SIYP«GSTDK 

VP\YVTHGFLAPLA\AMAVF\EDKFR 

PVDVNfEEEEANKNLVSEDSPPQFPPPS 

WRIFNGPGLPEANIDLCVISKVNKLG 

FSPPNTQLPNKKGTRLGWVRYRCEK 

G\TTAVLTEKIPLLWST 


2292 


7789 


A 


2495 


466 


607 


KKKERSC»LWCPS*SLKNIYGLSCR 

KKKKGAVKKIILVQAWWLMPVITV 

LWEAEVGGLLEARGLRPTRATW 


2293 


7790 


A 


2496 


449 


694 


ILRILGTPISFPVNKISFLPFKCLFPDS 
YIE^ft.MNlYQPIKK^nEIHVPLQ*PW 
wlriLta 1 ULtoJbi^lvcvjK 1 KJvnKraLlR 

GS 


2294 


7791 


A 


2497 


52 


298 


YNIEEQQNKRTRQSNRHRPTPPPEPP 

NPEW/TPKPTPPTK/PSSPQGEG/PGW 

TGGPAPHAGAAPPFVPSPANPTLFPS 
LTTGGKV 



415 



wo 01/79449 



PCTAJS0iy086S6 



SEQID 
fiOifii 
nndco-tidc 
sequfincc 


ISEQID 
NO: of 
1 peptide 
|sci|iieoc€ 


Mc 
tfao 
d 


SEQID NO: 
> IdUSSN 
09A770»16O 


Nucleotide 
locatkmor 
Grstcodon 
for peptide 
sequence 


Nucleotide 
location of last 
codoD for last 
amino acid of 
peptide 
seqoence 


Amino add seqoence ( X=Unknown; *^top 
codon; /^possible onclieotide deletion; \F=possible 
nneleotidc insertion) 


2295 


7792 


A 


2498 
• 


112 


485 


YNIEEQQEQTYKTE*SAQTHPSPGT 

AESRMEPKPTPPTKRU>PTGGGGRG 

GTWGDPGPPCWGGHPPVFPSPCPTP 

TLFPIFDPLGGQSLAQLGSWMVEPT 

LQRATILSFLKMGRKKETVAPPQI 


2296 


7793 


A 


2499 


32 


392 


RPTFGIWFYPQVFPELLLELKAKYIG 

KHCFSIHSLPDTGPLPGCP/SPPGRA 

ALGIIPGNLPAPEQKPCWDP/SPSSTL 

VWRMLNSASTSPSPAPSYISPPFPGQ 

SYFPAHPPTSSLSLGGIY 


2297 


7794 


A 


2500 


914 


1417 


PQCLLPNRGGSVQVRLWGATASLS 

GWGFLASFHPIHPFPGKFSSLPDTW 

GLCLGCPFPQAERPWA*YPGTLPAP 

ELETLLGSLPSSTLVWRMLNSASTS 

PSPAPSYISPPFPGQSYFPAHPPTSSL 

SLGGIYHQLLPL*PLPSTDPPCAPLL 

TSPPPLTFLLKSPRP 


2298 


7795 


A 


2501 


1120 


1159 


ERAVCGC*C1FVM 


2299 


7796 


A 


2502 


1145 


1367 


IFFSFLHIYIHNTHTHMYIYYTLCVC 

VCXrVYGMCVCACVYSFSSKPKQVC 

VWIEGNLNY*LQWCLWYLDFPHS 


2300 


7797 


A 


2503 


155 


454 


GGFSVWHTETPPRMRLMHQVQFNL 
EYLTTPESTQKGGPTPLCIYGYVFFK 
SDYLYSLSLFFFRFLYFSSLL*YLML 
VNFLFRMLFSLFMSFCYLFFIIL 


2301 


7798 


A 


2504 


901 


969 


RWPGMVAHACNPSTLGG*VGDPA 


2302 


! 7799 


A 


2505 


903 


1339 


DKTVQSIRSMGGWKMDASDSKFV 

DLWIAEGIGTSWRNPGYQAPRPFLH 

HGCWGDLGKSPPLPKPVSHITDVGP 

WLRMMVSTGLSHLW*VPSQGQSSQ 

GPHPPAPGVQPPQTPPPPASLKGKSL 

HLQGACSEGGAPFSIELFAGRS 


2303 


7800 


A 


2506 


433 


548 


PSEYTLGFKNPKIKLTFNGGNSMSG 
VHF*TGFITFLFL 


2304 


7801 


A 


2507 


637 


906 


RIKKLSDGSYFLPGVSQIA*GSNYF* 
SKLGPDGGASRLQSHHLGRPICVGV 
FHHVGQDGLDLLTLVIHPPSAFPEV 
LGFTGREPPRPSLHL 


2305 


7802 


A 


2508 


211 


575 


RENHDLESQCKRGAPVPAGVPSSAL 

PQGPVSLLPGAGALOPFERSQQASP 

QVSPQGVPDKICSLQTTSLCSFCDR 

CTGMGSL/C/^SCPPCSSS/CHGRSHS 

SPaCL*SRTSSWGDGEVCSNTL 


2306 


7803 


A 


2509 


274 


488 


SGDKTMQLRGPCGGWGSCPAGLGT 
CTAGSP*LCHHKGHCSIHSTSCFCLA 
TVSPCAIFNSTSKAGRGRAQP 


2307. 


7804 


A 


2510 


83 


442 


NFTMVMYTDHILRNAHLMTYTSGR 
RLSVPKIACHITDHSLTHTCYMPYL 
RD*Y*TMFSQGFHYAPYLHLHT*EH 
PFECLLAGR'rFrUALFEPTYYPTLTL 

LTPSHWQDGPPLTGSQMPG 






A 

A 


251 1 


2 


270 


ARLGLPKCFFCVFVFKTASRSVSQA 
GVQRCDHNSLQP*PPGLKRSSLASR 
VAWTTGSHHHAQLIWLCBFKQYFV 
SSGFYLLLVALWWGG 


2309 


7806 


A 


2512 


234 


409 


KGFYAHEKNARTWWLTPIIPTLSEA 
*GGKMA*ARSLRPAWATIRDPISAK 



416 



wo 01/79449 



PCTAJS01/086S6 



SEQiD 
NO: of 
nodeo-tide 
seqnencc 


SEQID 
NO: of 
peptide 
scfjocnce 


Me 
tbo 
d 


S£Q ID NO: 

inliSSN 

09/n0,160 


Nndcotide 
location of 
first codoD 
for peptide 
seqaence 


Nodeotide 
locatioa of test 
codon for test 
amino fteid of 
peptide 
sequence 


Amino add seqaeocc ( X^nknowo; *=5top 
codon; A^possilile nodeotide ddetion; \=possible 
nndcotide insertion) 














SKKKKKKS 


2310 


7807 


A 


2513 


78 


460 


NVCRKMPPSDRLAGAYILQCNPVE 

WGPEREDAPQNRVQVRHGCVAW 

PLLAPPPPRHLQGEGLTSARKRVLR 

LGVTSGL*RTE)SHNPPGPPQRECJTE 

PRARPPALEHRAQQ*PGPGLGGHRG 

AGCHQ 


2311 


7808 


A 


2514 


67 


279 


SHRVSRDAACGAAPAAARLAGGQR 
NGRAISGRPGLSS*GAGGGNVFKVC 
LLLNKNRTGGGRGHGYLYSLQR 


2312 


7809 


A 


2515 


683 


933 


YTSELIGKUSGQEVWGAWCEDLG 
♦GPRKSRGREGKG*G*EGSGNAGRI 
VGFKQGRRGEDAHSWSQRGRQEFV 
FYLKSTRNW 


2313 


7810 


A 


2516 


2 


208 


SKIALLVHLK*ENRHQLFFEUPTVF 

FLnFETGSHSVTLQECSGVIMVHCT 

LTSWAQASSPLSLPTA 


2314 


7811 


A 


2517 


426 


601 


PSFRIFTQYSSFLKNSLKRLGAVAH 

VCNLSTMGG*GGRTA*AQEFETSLV 

NWRPPSL 


2315 


7812 


A 


2518 


55 


489 


HSALIQASVWFRYKYPCGYLGASLP 

TN*GKKGSQVGSSAHFATTFTIPNG 

DNA*GAKSGSGCPGGECHPG*GPIS 

SCPLSEGQTCALNPLSCGSPGPDWLI 

LGKLGPLGCSKPKGSHFAFPLWPIF 

HPCSKTKLFPREELFWR 


2316 


7813 


A 


2519 


52 


286 


MMPCLRQRQRQRERERKREREREH 
MRTQRKQLK*WITRFKNNSSKRQR 
TEKNSKKPPVPHRGAGHSNGKLNC 
FRPAAS 


2317 


7814 


A 


2520 


3 


296 


TNTTRYTIGDPALQDMNSRRAHSH 
TYGHTLLWEGICDLTRPPKLGSCRE 
KECPRPHPSLDR*SSGFWDPAGRGE 
LMQWEMPQPCSPQPLPKPCRSSI 


2318 


7815 


B 


2521 


83 


241 


SEWQKKLTPEQFYVTREKGTEPPFS 

GIYLNNKEAGMYHCVCCDSPLFSV 

KLI* 


2319 


7816 


A 


2522 


19 


629 


YFVUSPLLTFSTHGFDLCYLICNTV 

HKTPCVFRSLWDIQKEVFSIKGSRSP 

SPSKGNGFDSEGPVRnPGGLTVE*L 

GMGSGRGBWDRIl J .PGTTHRGTSW 

HVNDSVISSCSIVYVFHSSEKKYCSG 

TGWPSFSEAHGTSGSDESHTGILRR 

LDTSLGSARTEWCKQCEAHLGHV 

FHDGPGPNGQRFCINSVALKFKPRK 

H 


2320 


7817 


A 


2523 


1 


707 


MGAGAETGRGQRAAAPERRHGRL 

LWLLRGLTLGTAPRRAVRGQAGGG 

GPGTGPGLGEAGSLATCELPLAKXSE 

WQKKLTPEQF\YVTREKGTEPPF\SG 

I\YLNNKEAGMYHCVCCDSP\LFSSE 

KK\YCSG\TGWPSFSEAHGTSGSDE\ 

SHTG\ILRRLDTS\LGSA\RTEWCKA 

/QCESSILGHVFP\DGP\GPNGQRF\CI 

NQCWLWKFKPKGNHWnFQESAFP 

CHPFHVAPSIFHNSLE 


2321 


7818 


A 


2524 


303 


743 


TGAQWGRGLGHVCWSMGFVSWEE 



417 



wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: of 
nodco-tide 
sequence 


S£Q1D 
NO: Of 
peptide 
sequence 


Me 
tho 
d 


S£Q ID NO: 


Nadcotidc 
locatiooof 
first codOD 
Tor peptide 
sequence 


Nodcotide 
locatioooflasi 
codon for Isst 
amino add of 
peptide 
seqnencc 


Amino add sequence ( X^HJokoowo; *^top 
oodoo; /^possible nodcodde ddcdon; >Fpassible 
nudcotide insertion) 














CSGNGLSQAGLVLKLLIILHSTVQK 

GLTPRWGGMLNTQLPGGVGGP*FP 

KMPGATL*PFEGKSPAPQLFPCQPW 

AGAAHGGAGGPSSGSVPGPPQCPV 

KALPVLRAGWATQPPGSFLWPTPS 

D 


2322 


7819 


A 


2525 


102 


421 


VQYGSNWNKPYWNRVGP*SHTTG 

ELKKRWPHPRSCCPHGAAGQGAER 

CGRERGPEDTSDLLNK*QW*RRFPS 

GPAECGAAVAGL*GAAGCRGRSRP 

LKSRDAGLKS 


2323 


7820 


A 


2526 


225 


448 


TQEGRGGIDFGPWWPQLLPSSPSPG 
L*SPATPPQAWVPPLPSSSSSPALILS 
GPNRKPEPPPGIPPQFYLQTSL 


2324 


7821 


A 


2527 


43 


390 


GDVPTVTGECPPSYRAMSPSYR^MS 

PQL*GKSPQL»GDVHQL*GNVPPVT 

GLCPPITGQCPLIVSPSYTVLSPHYK 

WSPVTR*CPPVTG*CPPIAGQCPPL 

♦CPQAISWSPPVTG 


2325 


7822 


A 


2528 


525 


635 


HIQGQLWWPMPVISALWEA*EGGL 
LDPRSLRPAWAT 


2326 


7823 


A 


2529 


66 


432 


TRGSWHKHALAFTVHRAGLWGGK 

AGTQASPGAADNVPPPY*TSGFCG 

WKAGTDFPTSKKPCPFLPHPNPPLP 

PCKWQKGLSLFVISHSLICKVGMQL 

PRGSQVRLLLTKIQIHRLSLGRAE 


2327 


7824 


A 


2530 


5 


95 




2328 


7825 


A 


2531 


1 


123 




2329 


7826 


A 


2532 


118 


363 




2330 


7827 


A 


2533 


23 


250 


YLIWWICISIGLYTY*LIIRALYILR 

KLTLFKYIPISH*SLSFIVIFCSLVYIY 

MYIYIYVYIYIYIYIYIYIY 


2331 


7828 


A 


2534 


346 


611 


TSVEAQDATDRLWPDSCCPAHGAC 
TRTVWPKKPPYFPVKKMESCSVAQ 
AGVQ*CVLSSLQPPSPRFK*SPASAS 

GVAGITDFQKLFCQ 


2332 


7829f 


A 


2535 


267 


682 


HFSSLRMQARPPSFRPYLVLHPKNC 

WIFn.INDSWMVIJT^SLPTYPSLV 

QTnFLLGILQQPLTDLPSSTSTPF^S 

LHLSAV*VVFRKFLSWPGMVAHTC 

NLNTWGG*GGRTA*AQEFDTSLGha 

VRPCLQKKKSR 


2333 


7830 


A 


2536 


45 


280 




2334 


7831 


A 


2537 


1560 


1885 


QLGVLLAGPFTSSPYGGVSPGLKRP 

WPAPRSYPLPAL*PLPAPYGVQRSG 

LPNPKLGKNPLGPIPSSQKPPCGGPV 

KTSIVAHNYSPSALSLTSLLPQPGSA 

PQALSL 


2335 


7832 


A 


2538 


60 


341 


VTLHSLVILFSAHICRIKLNITINLQM 
YSWHPNFHLDVnPKIWALCFRK 
KYAFFCFMQQKYRM*SEIIHYIFILS 
WLNVNEINSnQMY 


2336 


7833 


A 


2539 

■ 


442 


686 


TSYNNLLNNLKNIETFRKELSSLSHL 
CNRGQGILKSLIAWLGAAAHAGNP 
STLGGRGRRIA*AQEFKTSLGNILRP 
VSPKK 


2337 


7834 


A 


2540 


459 


603 


GFLLEllDKAEGGAHACNPSAFGGQ 



418 



wo 01/79449 



PCTAJSOl/08656 



SEQID tSEQID 
NO: of NO: of 
{Doclco-lide ipcptide 
Iscqococc IscqucDcc 



Me SEQID NO: 
tbo ioUSSN 
d 09/770,160 



2338 



2339 



7835 



7836 



2340 



7837 



2341 



2342 



7838 



7839 



2343 



7840 



2344 



7841 



2345 

2346 



7842 



Nucleotide 
locatioD of 
first eodoo 
for pcptfdc 
scqocncc 



A 2541 



A 2542 



582 



A 2543 



775 



A 2544 



303 



Nodcotidc 
location of last 
codonforlJttt 
amino acid of 
peptide 
seqacnce 



188 



825 



1019 



Amino add sequence ( X^oknown; *«6top 
codon; A=possible onelcotide dclctioo; \ppossible 
oudcolfdc Insertioo) 



IXjRTPGQEFKTSLSNVTRPHLY 



PEQVLWQTKVTYSGKKKKKATiaU> 

GAVAHTCSPSTLGG*GGWIT*GQEF 

KTSLANMVKPCLY 



GLSNMVHLWIEHHPAARSRDCHSG 
RLRREACLGYRKIS*HWPGMVAHA 
CNPGTLGG*GRRIT*GQEFKTSLAN 
NfVKLCLY 



429 



A 2545 



853 



A 2546 



357 



C 2547 



486 



C 2548 



240 



867 



560 



728 



332 



DRSSPKKPPDD1J>EF1EPQWFTLKHI 

KQCFSDISRLRVGPGMVAHAYGVA 

YLSTLGG*GRRIT*GQEFETSLANM 
VKLCLY 



AACVLPSPPSAHSSTHTTGSTHLG* 
GPPCSGPAPTWGSWKT 



NP*NLACFCVLLEFPSSF*RGFRRLG 
AVANiaOPNTLGGQDGWITSGREFE 
TSLGNMVKPCIY 



KGSLVGLSLEERIFWAVQPSLFHK 

KCLWQGTVAHTSNPSTLGGQGRSV 

A*PQEFKTSLGNIVRPCL 



MWVGVWEVFSGWLGWGVPVML 
QSDGSWKLPVHLHELLPFHMSWYP 
PQDDPNIWSLKQLGLPGCPPLLSLC 
DVSYMVSSA* 



MACFSFTSAQLKDRLLRSPATHTPL 
LNAPL* 



7843 



2347 I 7844 
■^48 17845 



A 2549 



603 



SLPYLPQPHPLEFGPLNLHRDQRAG 

AQTLTQPMSLCCSKSLQLPNALTDK 

RPCWVLFPAGLSSLLRNDSAKLPFR 

NKSGFPPAQGLCPGGSRLTTWHLSF 

HGLFLLHQRSAQRSTSQIPSNmTLT 

♦CPTVTTETVPCLK*PRLSWSVCFC 

SGSP*RALQCTPPGKPSPFLSQLSLT 

DPLPSTNLLFHPVGTPRAPGWA 



A 2550 



132 



419 



2349 



7846 



2350 



7847 



2351 



7848 



2352 



7849 



A 2551 



1083 



1563 



PENQSSLYFLPANLLKMPFCFFVFF* 

DGVSLCCPGSAVAQLQPPAS*VQSD 

SPAFSLTSRWDCRRVPPRPANFCIFS 

SDRGFSMLVRLVSNSRPQVIHLSQP 

PKVLGLQVETGPQKREWVPRELTA 

SGQWKGQEPDQGEDSGTEGRWLPL 

LPSAGHSGED 



C 2552 



173 



501 



MPSPSAPSIVPVLHGCWVHICQADV 

YHTLLKGFLFLFLRQSFELSPRLECS 

GTILTHSNLRLQGSSDPAALASQEA 

GLKLLVSSDPPTSASXXXSAXLXCQ 
TGVSXXRP* 



A 2553 



174 



364 



YDAEFPRCSFGLIYPRLSVKEASRLS 
AVAHTCNPSTLGGQGRWIT*GQEFE 
ISLANMVKLHLY 



A 2554 



61 



283 



GGRIA^TQHSILDNRVRLHLKKKKK 

KKQYLKKVHLPGAVAH/TYNPSTL 

GGQGGWrPGQEFETSLANMAKLC 
LY 



A 2555 



1140 



1313 



HVENSEGASGERKLTKQRLGWAL 

ACNPSTLGGQGRRIT*GQEFETSLA 

NMAKPHLY 



419 



wo 01/79449 



PCTAIS01/086S6 



SEQID SEQID 
NO: of |^fO:or 

jscqncnce Iseqnciicc 



2353 



7850 



2354 



2355 



7851 



7852 



2356 



7853 



2357 



7854 



2358 



7855 



Me ISCQ ID NO: iNndeotide 
tho lio USSN llocation of 
d |09/770,1M Icrstcodoo 

forpqitide 
scqncocc 



A 2556 



99 



A 2557 



175 



A 2558 



667 



A 2559 



7155 



A 2560 



227 



A 2561 



275 



Nadeotide I Amino add scqacncc ( X^UokDOwn; *=Stop 

location of last Icodon; /"^possible Dncleotidc ddcb'oo; \=possiblc 

codon for last laiideotidc inscrtioa) 
amino add of 
peptide 
sequence 



296 



WVLIVHVISSKCLVLEICVYRLGAV 
AHAGNPSTLGGQGRWTPGQEFETS 

LTNMVKSSLYLKYKN 



332 



RNPIFSLRKWPLRPGGVAHACNPST 

LGGQGWWIT*GQEFETSLANTVKP 
RLY 



772 



ARCTNPSTLGGQGRWIT*GQEFENS 
LANMAKNRLY 



7302 



410 



2359 



7856 



A 2562 



20 



2360 



7857 



A 2563 



374 



2361 



7858 



A 2565 



918 



2362 



7859 



A 2566 



101 



2363 



7860 



A 2567 



347 



2364 



7861 



A 2568 



622 



2365 



7862 



A 2569 



70 



2366 



7863 



A 2571 



145 



2367 



7864 



A 2572 



918 



2368 



7865 



A 2573 



590 



2369 



7866 



C 2574 



34 



685 



354 



585 



1096 



327 



478 



761 



316 



331 



1135 



936 



670 



IMKLKMYIWPGAVAPACNPSTLGG 
RGGWIT*GQEFETSLANMVKLRLY 



FQVDPDTWLFILEVTLFIFMAIFYLW 
QVLLVFHFTAVR*CSLFQGSYGIFGI 
EGRIPYSEL 

LKPLFTPSPGPAGVPRGLCWKEAPT 

PGSLLGEEETELNVY*GPPPGSLRPA 

SHWAPPEGLRPTSPLFVAATSTIGPL 

PVLVTLGPHLSPLFGQFINKGRDDT 

VLLPPQSPGCRESLACQGEETSRLCF 

VSHTSPSSL 



PLYSQSFPUYPnTLLPE*SF*NNNYC 

SFVNIPSLTPSHQLYKVHSPHPHPVF 

HTWAHPAPALCSSWVAMLTVYQG 

AVLYQCLSTAVSVQGPLRLLGFSNR 

DTLPSKGLS 



GNLINC*LHTHTHTHTHTHTHTHTH 
NLTNYPDFLYLLVTFPGDIVIQESAF 
IFFTKSPKHCGLGAAIRNA 



HCHSNSEFDTETLGMVAHTCNPSTS 
GDCGKQn*TQEFGTSLGNMVKPHL 
YQKKKKKSR 



LVKNQQSTQKLAKHGWACL*SQLL 

ERLREENHLNAGGGGCSELR*RPCT 

PAWATETVDSLPIMCLVLQPFLSLS 
R 



RDHCRLGTVAHAYNPSILGGQGRRI 
A»DQQLETSIGNTVRPCLY 



KSVEVFYLSIGQEECLPHIQFIFFHAT 

IFnGRAQWLTPGlPAFWETEAQEFK 

CIHICMQVWWHTSV*SVRNKSLYE 

ELLQARDPGKFVILHYHYWLFHGK 
A 



ISHPSPSTRWEAVTWALG*LFPCPC 
HLQGGRQAPLPLPYPPLPIWAPPLI 

SRLNPDGDLSAKTILDVTLYISSTTV 
GGSWG 



IFHSKMPISEWKLV*TLWQFFKELK1 

ELPFDPAIPLLGI*PKFQRLKNTNGIC 
HYFYM 



GFISASLCNWILTHLKFFKEMGSRC 

VAQAGVQWLLTGAVMAHCNLKLL 

GSSNPLASAH*VAGAICMYDHWHA 



QLAACGGSCL*SQHFERPR*EDCLN 
PGVQDQPEQNRETPISTKIILKSWA 
WWHIPWPGTWRADVGGLPEPSRP 
KATVSCDCATALQPGRRRARLCLK 

NKYIKYSVQKCVIFFLF 

MXVFLSSAGNMPVTCWCWEAPRC 



420 



wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: Of 
niiclco-tide 
sequence 


SEQID 
NO: of - 
peptide 
sequence 


Me 
tbo 
d 


SEQIONO: 

inliSSN 

09/770,160 


INDCIcotidc 
llocation of 
mrst codoo 
[for peptide 
Iseqnence 


Nucleotide 
location of last 
codoo for last 
amino acid of 
peptide 
scqncnce 


Amino add scqoence ( XBlfnknowo; *=^top 
codon; /^^possible nucleotide deletion; \F=possibie 
nucleotide insertion) 














NQKCTDPAARRPDPQTCASQDRLR 

CAPCTCHQPLXSRYTQHPGLVPLPH 

HDRQSVPQGPRWQTDAAAXMVE 

VSVXWLEGWGXFJ-JRRMKLSLLG 

IKMLRRGGTVRGAPGAGSALRCGW 

RWRPPAWRPQMSTSRTSVGVQARS 

TSSSPXPXXSGXLWVHVLLXLAQL 

DSQQGFDLLLAGRRXSGSNLI* 


2370 


7867 


B 


2575 


70 


165 


EQIEALLESSLRQAQQNMDPKAAEE 
QEEKEE* 


2371 


7868 


A 


2576 


1 


390 


FFFFFGVLPVLFLDFHVCLFVFCWK 

HAGYMLVLGSAAVQPEMHRPSRPP 

PRPI*RRTQTK*LWFEPDVSWLQGR 

WVENQHFINRVLTKLERV*NRIYYG 

TSSSSPLRSGSEGVGPGAFSRPLYPC 

LGPPN 


2372 


7869 


A 


2577 

• 


435 


861 


RASLITVCVPGHLQAADQKMLHPLR 

AHWGPCLAGSSCARRPSRA/RGPP 

RPTPPEHGSRLPQPS/CAAASV*TTR 

GP*GTLCLS*WGKGTSPGCaGlERP 

KAGGKCTGHSGVCPVTRKSNHSLC 

ARSPTSCRPKEFAPAAGPRGGALPG 

RVBLCSKAISGTGPPRPTPPEHGSRLP 

QPSWLRRLSEPRGGLEGRFVCRDG 

ARAQVLDWCIERPKAGGKCTGHS 

GVCPVTRKSEGLGGGRLGLCISGCT 

AALPSTNM 


2373 


7870 


A 


2578 


38 


398 


PVLFLDFHVmPVFCWKHAGYML 

VLGSAAVQPEMHRPSRPPPNYIAK 

MCKLSILSLSFLKEGAGDKNSSEPN 

LG*VP*FSLHPCLSNQMTLGNAKQA 

ESMSLCGFFLPDCFFLTYKRIYL 


2374 


7871 


C 


2579 1 


42 ' 


443 


MKPAHSAVCPGHLASCETKEFAPR 

CGPTWLGPCPGRVILCSEAXSGTGP 

PRPTPPEHGSRLPQPSWXRRLSEPR 

GGLEGRFVCRDGARAQVLDWCIE 

RPKAGGKCTGHSGVCPVTRKSEGL 

PAEDKKTNMKV* 


2375 


7872 


A 


2580 


871 


1253 


PRLPPGLPGADRSPAGSQACAXGPA 

EHGPQGRRGGGRGGGGGGPGLPHP 

PTCGTWTSEGA\SRRAPPPPAAKGG 

AGPRCSPD3PSSPEHFDTQKGKLHS 

PCCWLFFPLLFPPSISDLSKRKRLPK 

NCL 


2376 


7873 


A 


2581 


222 


754 


YPP*HVAPPHPAPLPWQVQGPPDW 

PRYLWKVPPASLWPRGTEKSPCWA 

WLVGAGLGLPPPFSLPNLSDLGTSL 

FPLPQTLPLCPAPQGDLLKPKLGPK 

KGGSVLSTSPSSFPRGLVGGEAPPN 

LSPSHTHLGSNVCWTKKQEHTLLV 

PTFSQSSQNPPLPSPSPIGAVKALFAS 

TMG 


2377 


7^74 


A 


2582 


2 


431 


PEGAAPAAMAVTALAARTWLGVW 

GVRTMQA\RGFGSDQS\ENVD\RGA 

G\SIREA\GGAFGKREQARFRRYFR/ 

ALQVML*DLFGVKD*N*TLSHRVL 

VEAQSREQIAALKKHHEEEAVHHK 

\KEIERLQKRNLSRHK\QKDSiCLLKH 



421 



wo 01/79449 



PCTAJS01/086S6 



SEQW ISEQID 
NO: of NO: of 
jDiKleo-lide lpq>tide 
Iscqneoce Iscqoence 



2378 



7875 



2379 



7876 



2380 



7877 



2381 
2382 



7878 
7879 



Me 
tfao 



SEQIONO: 
idUSSN 



2583 



2584 



2585 



2586 



Nucleotide 
locatioDor 
first codoo 
for peptide 
segnencc 



Nucleotide 
locatioDoflast 
Icodoo for last 
amioo add of 
peptide 
iseqonice 



I Amioo acid sequence ( X»Unknowo; *=^top 
Icodon; /^possible ouckotide ddctioo; V°<possibie 
Inodeotfde insertion) 



1 



232 



RETACCGRDARGAAPAAMAVTAL 
AARTWLGVWGVR1MQARGFGSDQ 
SENVDRGAGSIREAGGAFGKREQA 
EEERYFR*GSDQSENVDRGAGSIRE 
AGGAFGKREQAEEERYFR 



399 



LARNERLLAGGRDARGAAPASQWP 

VTAVGRRGTWLGRV/WGVRTM\QA 

\RGFGSDQSENFPTGPRAPHP/RKAG 

GALGKREQAEEERYFRAQSREQLVA 

ALKKHHEEEAVHHKKEI\ERLAEKK 

FERHKQKI\KMLKH 



316 



LLQ1LGTEPQKAVIVLVENFY*YVS 

KYSLVKNKMSKSSFREMLQKELNH 

MLSDTGNRKAADKLIQNLDANHDG 

RISFDEYWTLIGGITGPIAKLIHEQEQ 
QSSS 



469 



2587 



434 



815 



2383 



7880 



2588 



2384 



7881 



2589 



2385 



7882 



2590 



2386 



7883 



2591 



2387 



7884 



2388 



7885 



2592 



2593 



TQVDWTQRARPGPWRHPHPFPPDD 
DSLCGCTSHLPPHGD*L*NPSSNGA 
NPRLSPAPPHPPREAQTPPGAGAHR 
TPLSRACLGLAFPAQPVRLRREmCR 

DGRKEQRETVPPTPFPDARGTRLIL 
RHK 



204 



354 



MWLQMTRAVLSSNLDPYVCRRRA 

RGRSSPSGPSLXXKGEESWGPRHCY 
SP* 



390 



681 



598 



769 



RERGRRAGRRRETAVRSREKERER 

EGLDRSSRKR*PELVKGSRSAH*PQ 

SGRWSHRPRPAIVPTSFQPCDVRAG 

QPNGPSDLPDHLPTRRRKACDRR 

YPQCPTPCQAARVWWDSHLAIPAL 

LGGRGRWII*GQEFETSLANMAKPH 
FYQKKKKK 



359 



775 



KKTQPLHQGYPKINFRSPSPPIPVPV 

PLLPALPK*GHSPFVPSPPLQKIPPKG 

SPHDPTRQRPSIAEGRAGTQLSSPL 

WMAGTLTEALHHKNRQYPLGSHN 

QLNLGSTGRTFSKRGKDGIPFDAQG 

LQGHLKGTFFFF 



585 



780 



TFSLPRLDFFFLKARKPRKNTKNRP 
GWAHACNPSTLRGQGRRmVQEF 
ETSLANMVKHHLY 



436 



1645 



GMSALVQSRVSHLHRVSLLTRLTA 

RAQETSSPPNTVTPPNQTLSTAQNK 

RTIPGPARME*VTLTRLSKEPLLVFK 

AAPTPHPQ*GPAPRPLQASALPLYPE 

QHRRAPSSSEDPWRPLTPPSH*GVS 
TWTP 



2389 



7886 



2594 



373 



2390 



7887 



2595 



502 



798 



TCSCPWLAPLTLQKNCPPHCHILSL 

LRKTKQNDAPKKSPRGSLPAVSGM 

KQDTVTLGRMEKPPRSIPQRPQWD 

GEATRSIPRRPRVPPVEPNPGHGWQ 

NSPPG/EDQSILSTSNPRGFrPFKSGS 

SPKVQRHSSQAALRQAGGALSLWG 

CLPSQRRPPRTVSSREGPHPGKGVP* 

GGVQRSKGPHPLPTCPQGLTCLTPT 

DPGSAWNPPTPPNEKGNSEIIRH 
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wo 01/79449 



PCT/USOl/08656 



tSEQID 
INO- nf 

iDiiclcfMide 
Iscqntflcc 


jSEQID 

Ipcptidc 
Iscquciice 


Mt 

uN 

d 


: SEQlDNCh 
» lo usfijtn 
09/7704fiO 


fNodcotide 
liocatioa 01 
Ifirstcodon 
Iror peptide 
Iscqnnice 


INndcotide 
llocaDoo of last 
icodon for last 
lamiDoacidof 
1 peptide 
[seqaeoce 


Amioo add sequence ( X^nknown; *=Stop 
codoa; A'possiUe Dodcolide deletioo; V=possible 
nudeotide insertion) 


2391 


7888 


A 


2596 


1 


136 


HPCVHEPMSFEWPWQYRFPPFFT*G 
SDPKKHGWASLPSPGPWAQP 


2392 


7889 


A 


2597 


429 


1003 


VAYVIGFKSNMPAKHMIKNTSVRV 

nCPPSMEGKHG»SQPR*NNSPLi5PQ 

NNLSPTLCPLFLPQLKQESMC*SFFN 

FYQPALAFLSLYSnPSVDVLPSSPFE 

TRVSWEQFAYLLLESGAYLLVQAIE 

♦ASSFFLLKHSTSLWIPLHCLFYITFD 

ICWSLYMNIIFFRGSHCSLQYDPGFL 
TLSNAPSm 


2393 

1 


7890 


A 


2598 


367 


463 


SGHGAHAYNPNTLGGRGRR1A*SQE 
FNTRLDN 


2394 


7891 

1 1 


A 


2599 


436 


833 


CLTSALLGCVYVYFFSPHPALFFLRI 

RTSAYNLLKQLFFRYWNSAKSDLS 

GHSKTLMLCPKSGGGKACAVEPSC 

SLDTYLCPQEIICQALFFICLFVHLLL 

FYCYWRGHEL*YSYCP*FNVKLIM 
MNSIACY 


2395 


7892 


A 


2600 


53 


95 


DSILLLTQAGMQWCELGSLQP*TRP 

PIVCFFCLFIYLLRQHLAPHPSWNAV 

V 


2396 


7893 


A 


2601 


432 


825 


nfkdtakgflhfdhqqkjldpclkT 

SRARFGTYPECPHVPSVTEAQETGL 

svpsfgfhfhfltyfllleyfyfh*g 
tlylhldlhqk*hcqamrnflyks 
riqrhhiyhsldayanlghdakdpf 
fsldf 


2397 


7894 


A 


2602 


83 


111 




2398 


7895 


A 


2603 


1 


71 




2399 


7896 


A 


2604 


215 


758 

• 


lplqyhrknihantvaladarapr 
tasrnrllgvrasglasssprlglq 

GSISSASRGRPAQHVPGTRPATLSPP 

agagpsr*ersragargrwvlldh 
agerpavrelsrpdprqvsfgprnis 

EIGQVLSPETSSCELPGIGDLLLWQL 

EVYDARKHSLVGPESLSHRELGSPA 
GGRRP 


2400 


7897 


A 


2605 


211 


323 


LDSUQHSASTLAQHSASKPWKPDS 

FHTQFFHTVWKLSQWCRAWPATQ 

EGDAGGSLEPRSLRL*CVAGTTALH 

HCDSFHTVWKNCVWKLSGFHGFE 

AECCASVEAEC 




7898 


A 


2606 


75 


232 


TQPGHKGETPFFPKTPKISPERWWG 

PPIPASWGVKAGKLF*PRGERFPLIW 

F 


2402 


7899 


A 


2607 


325 


566 


FNDKYFYYPRGQIQCHTTLFLLNLKI 

TSDFFFCFKKTG*VAHTCNPSTLGD 

*GGGJA*AQEFKTSLGT**DPIYKN 


2403 


7900 


A 


2608 


1114 


1367 


AlARTLIIMmLTN^SAIINENCTTT 
♦RYFDLL»YTTGMFRKIVRKLKVTH 
LKWNNS*RKYTFKCmKFNNLSEPF 
NHVCKVF 


2404 


7901 


A 


2609 


100 


450 


FLEENYKVKFSCFSPFEELKKKGRL 

N**NFIS*I*IGPKIFSQTNS*NSNFYQ 

YLCILSGLIQDK*NFKILS*FYYK*V 

GNFDILYIHTCVCVCVCVCVCVCVF 

VCLWSTLRMTDTV 



423 



wo 01/79449 



PCTAJS01/086S6 



SEQIO 
NO: of 
DudeiMide 

SttfBtOCt 


SEQID 
NO: Of 
pq>!ide 


Me 
tto 
d 


SEQIDNO: 

inUSSN 

09/7704^ 


Nodcotidc 
location of 
first oMtos 
for peptide 
scqacDCc 


Nndcotidc 
location oflast 
codonfbrlast 
amino acid of 
peptide 
scqnence 


Amino add seqnence ( X^Unknown; *^top 
codoo; /=possibie nnclcotide deletion; \Fpossible 
Doclcotide InscrtioD) 


2405 


7902 


B 


2610 


50 


382 


XGEQLVRQDLDAGVSEHSGDWLD 
QDSVSDQFSVEFEVESLDSEDYSLS 
EEGQELSDEDDEVYQVTVYQAGES 
DTDSFEEDPElSLADYWKCTSCNHii 

NPPLPSHCNRCWAHX» 


2406 


7903 


A 


2611 


1665 


1787 


FFVLLVETGFHRVSQDGLDLLTS*S 
AHLGLPKCWDYRHEPP 


2407 


7904 


A 


2612 


1431 


1553 


FFVLLVETGFHRVSQDGLDLLTS*S 
AHLGLPKCWDYRHEPP 


2408 


7905 


A 


2613 


1 


752 


DLDAGVSEHSGDWLDQDSVSDQFS 

VEFEVESLDSEDYSPSEGGQELSDE 

DDEVYQVTVYQAGESDTDSFEEDP 

EISLADYWKCTSCNEMNPPLPSHCN 

RCWALRENWLPEDTGKDKGEISEK 

AKLENSTQAEEGFDVPDCKXnVND 

SRESCVEENDDKITQASQSQESEDY 

SQPSTSSSIIYSSQEDVKEFEREETQD 

KEESVESSLPLNAIEPCVICQ/GST*K 

WLHCPWQNRTSYGLLYMC3CEAKE 

K£ 


2409 


7906 


A 


2614 


426 

• 


813 


SSRRFVWRAKLLCERAQSGTVYEI* 

QCAHRHPRHRHPGCCRHRLGYAGT 

AGPLAGYRPFRQHRQSLWRAASAI 

CVDAISMRTRSRSTVRPLWPPPSPA 

RFATWSHYRLRDHGDHTRPVDLPT 

SQFTILL 


2410 


7907 


A 


2615 


1740 


1862 


FFVLLVETGFHRVSQDGLDLLTS*S 
AHLGLPKCWDYRHEPP 


2411 


7908 


A 


2616 


1174 


1354 


FFVLLVETGFHRVSQDGLDLLTS*S 

AHLGLPKCWDYRHEPLRPAGLFKH 
SPGLYSQPILT 


2412 


.7909 


A 


2617 


2271 


2393 


FFVLLVETGFHRVSQDGLDLLTS*S 
AHLGLPKCWDYRHEPP 


2413 


7910 


A 


2618 


1029 


1197 


FFFFFFFFFGFLVETGFHRVSQDSLD 
LLTS*SSRLGLPKCWDYRHEPPRPA 
EEGI 


2414 


7911 


A 


2619 


402 


990 




2415 


7912 


A 


2620 


1326 


1716 


KAKKKKRLFFFCIFLCFLWGLPASL 

LEPGNVWKHLVWNSLHWSTARVL 

SSPHLTSCNSWQKHPEHPKGAPKN 

HLKAGCSGSCL*SQHFGRLRQEDGL 

RQGV*GCSKP*LHHCTPAWDKHLL 

KNSNNSNH 


2416 


7913 


A 


2621 


148 


420 


LSLSLCRFLGRFCSGSSFSSIFVLFHF 

SFL*FMFSFSLETQKFKHTSCVCVC 

VCVCVCVT»RILSFGIK*SS1QI*AQH 
LINFIFLSEKWR 


2417 


7914 


A 


2622 


565 


916 


VPRARTQHSREKGRAGAWFGLHY 
QGSIICGSNSTW*NPPQRGPKLLVRL 
MS*GHCPPSSTQSGSTTTGKEEVKS 
SSGSDVALALYNDYFSLFCSSSVSKI 

Kivr-ry^YKv^ 1 bKb 1 OH I 


2418 


7915 


A 


2623 


1132 


1245 


KWHLGKIQNYSTGKCNRIYIYIYI*! 
YLF*CHLSIGNC 


.2419 


7916 


A 


2624 


209 


326 




2420 


7917 


A 


2625 


808 


1010 


EETEGRARWLTPVNPNTLGGRGRW 
rPGREFETSLTNKEKPPSLLKNAKK 



424 



wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: of 
nndco-tide 
sequence 


SEQlD 
NO: of 
peptide 
scqnencc 


Me 
tbo 
d 


SEQIDNO: 

inliSSN 

09/770460 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nndeotide 
locatioDoflast 
codon for last 
amino acid of 
peptide 
seqoence 


Amino tctd seqoence ( X<=Unknowo; *=^top 
codon; A=possible nndeotide deletion; V»possible 
nacleotidc insertion) 














KKKRKKEIKPGMVATCL 


2421 


7918 


A 


2626 


1602 


1940 


PSGNTSETSKGLNIRSHTRLFEDIKG 

VNHRSSQLFQKKPKNRDRIFQERYV 

RSLLSK*VHPCDICKRPTSFLTrL*Q 

QKHHHF*QICALENIKEEQTDKLILS 

CKRVLPFYKK 


2422 


7919 


A 


2627 


2565 


2748 


KSLKLGMSLKIKFIFLIKGHLGFPHF 
LKICPKTNSIFNTHVS*YIYVCVYiy 
VYTYTHIY 


2423 


7920 

• 


A 


2628 

• 


1032 


1292 


MYIPLNNGTVGVDSQMHLDVQIDY 
RVLFSYDDWCRNV*FGWAFTSCLP 
LHGNIGGFFKMCVSYFFWEGELFSS 
VYFLESSYRKPNL 


2424 


7921 


A 


2629 


1640 


1815 


NSKGESSAPLFLPDSHLEKRKSYGT 
HPLYISLLKNYEK*NNSNLKAVIFK 
ALLKNKQT 


2425 


7922 


A 


2630 


1089 


1226 


IQIQNKLKKECPSWVW^HMPVISAT 

QEGEVGRSLQPRSLRSAWAT 


2426 


7923 


A 


2631 


197 


430 


SSFLLVYFFIFYFILFFETESRSVSRLE 

YSGAISAHCCLRFLGSSDSSCLSYSE 

G*GGSIDRAQEVKAAASCRTTAL 


2427 


7924 


A 


2632 


343 


596 


GYSLLYIQKQPTPLKTKARIGCSYY 
VNCIFLWNFWKAHTSCFPLCSFVGD 
FMYICCLERNPEVGSAQ*DNGKQM 
PCYYRAASEG 


2428 


7925 


A 


2633 


1143 


1553 


QCRRVPRGKRLELGVHSSTG*QAPL 

LPSASATSSGFLADRRVGTGLRTPL 

RSRRSAGPYLARPASSAARGPPVGR 

RGPP WG WA ASA AISARSSPPSAAGS 

GPDWRRPGKRHSPRPTAAASAHTS 

PSQSPAIAPAGGR 


2429 


7926 


A 


2634 


158 


585 


ALTWVHLSSVSFFFPDLKLTPSRSPP 

ANPSTQQPPHPPHPAPKP*WEAGRI 

AAS*LPSKAGSWKPLLVNPKAKLW 

SHVGRMEGDLQCPLCLWLHLPILW 

FFGGSCFPQTEHSPVQSPDGLUAWN 

CPASDAGIKDCLPKYFC 


2430 


7927 


A 


2635 


1348 


1540 


SCCWACE*QCNWYVYISVCACVYT 

YICISTHIYIYTYIHVHLMGYVKIKQ 

LFNACDSMEHLQAH 


2431 


7928 


A 


2636 


263 


615 


LNVSEGNIWVKLCHELQHGPLNSSP 

FLn.LSHSEiaNRASIMLKRKYKLIN 

NYILSAFNPPPGKIHTHTHIHTHTHT 

HTHTESQKVKST*EIT*IFPQQYTNL 

CQREEHCYFLSHSE 


2432 


7929 


A 


2637 


270 


665 


KLGKVAHVPYCQPARTLAPRLALS 

EGSFRATCPG*ELSGLRCSPICCPPRS 

PPALPLCPLKTKLPKC*KTQTYPGS 

GF*PSHPSCKSGPKPLMGCPTPGGG 

QVDEWIVIYNKIYGKNTGLRRLHRP 

LYQFK 


2433 


7930 


A 


2638 


54 


311 


SQHFRRPRQVHHLRSGVRDQPGQH 
GEMPSLLiGQKLAGHGATHL^SQLL 
GRLRQENHLNLGGRGCSEPEIVPLH 
FSLGKQSEALS 


2434 


7931 


A 


2639 


26 


229 


CRMTMSRLVTMGVAVFLVVCERC 
DAVCPSGQSPPSP\PWASPPECCRDH 



425 



wo 01/79449 PCTAJS01/086S6 



SEQID 
NO: Of 
Dnclco-tide 
sequence 


SEQID 
NO: of 
peptide 
seqncncc 


Mc 
tbo 
d 


SEQID NO: 

inUSSN 

09/770.160 


Nucleotide 
locadon of 
first codoa 
for peptide 
scqoeoce 


Nodcotide 
locatioooflast 
codoo for last 
amino add of 
peptide 
stqutnct 


Amino add seqncocc ( X^Unknown; *=Stop 
codon; /=possible oodcotide ddetion; ^'possibie 
ondCK^ide insertion) 














ICPHPVGPPGPPSLALPAW 


2435 


7932 


A 


2640 


133 


586 


THVMLCAQVGSHHPALPWASPPEC 

CRDHICPHPVGPPGPPSLALPAWDT 

HTHTirrHTHTHARTOATin'AHIlJS 

HAVFYPFDVQSGSLAGSPYPRGGG 

GGWFLGGAKKGRECPGG*MGGPP 

MTPSSFQKQLLLPPSQGPTPKPPEGG 
PCLQ 


2436 


7933 


A 


2641 


186 


609 


RVGHHPPSVRHPHQGHPGWLRDPV 
QLHLWSSCVAFPPGGAPAGLPPSDQ 
DPGPPLAISPTHWPPPCGQPCKTIAA 
HGNGHTRTGGR*RPRRL*SRPAEWP 
SAPKGRSGGLPGSFQEPADSYPGCG 
TWCSSACKGRQPSYS 


2437 


7934 


A 


2642 


989 


1790 


NYTPFLPCSASAQEFCELWGRPLW 

FCYFYFQPPLAVEPFNVIVICCWVR 

VKVGPGAFPRGLRRDVQRADFSRS 

SEGLLMGWVRDFDNHQSTCALDPF 

SGGIGSLLVPGGSDLQIGCFQKSFQA 

LIEN*CLNRHNSLG»TPKRSIKILWA 

E*ISRAGLCNSSPEHPACGHPPPR*G 

QWEAGPTAARTCFSPPTSNPPPNSG 

PQAHEAQVSGDHSHIGGS*GSPSPPL 

AYNLSTRKAQPKCGKKCMVLPSTC 

KNCTVCKPFALWNCMP 


2438 


7935 


A 


2643 


92 


330 


RQVCLPPSERNVASLRTPHPRRGAQ 
KSQEGPPGRQSPSELKSRYWCVENS 
TWVSRAPQGTGWPGWALPFPHQG* 
GWLGP 


2439 


7936 


A 


2644 


1137 


1290 


HGQINQMEVNLPMDRKV*THTHTH 
THTHTHTHTHSSTSCPYTLKRNKVK 
S 


2440 


7937 


A 


2645 


96 


357 




2441 


7938 


A 


2646 


2648 


2953 


DWGYLPFKTLTYPGMVCHCLPLKS 

FPLFFPPLFSK*WMGPKLYPPKPHL 

YQNISPQYLCQKTPQTKMPILKKGV 

FFPFRM*APQESGTNVFCMFLLCPS 
TL 


2442 


7939 


A 


2647 


201 


377 


QTVFVKLCVYTHIYN*VYMLIHI*A 
PLSVY*IYAYI*AHILSYIYVHLVIYI 
TEKYDF 


2443 


7940 


A 


2648 


1917 


2056 


QSHAKEWIFLLTCFIF»KLLRNIYIYI 
YIYTHTHAYIYIYIYIYFQ 


2444 


7941 


A 


2649 


246 


717 


KRQSEEGVFSCCQGWNESLLLKSK 

VLEYP*FLHFPSFSFDLYLFNYVFIY 

LFIYFCSIQSQTQSKAERAYIYIYLY 

MCCRQNTVhnTTTTTKQLFCHLNIH 

LRRRNEKRWGCHFLVYAFEARSMF 

ryF^'SLCIhnENDPEWRLAERSMYWS 

KHHKSC 


2445 


7942 


A 


2650 


191 


657 


SGGEEIRNSSAPSAMSPSGSATTSPG 

T*PRIIDSERTPAFHARASTVKPPAGI 

NTREHPPLPCTPKPCTKTHTFTAPPP 

PQRCrmSSPPRMJQirrRDTHPPPT 

HTHRHTHTQEPGWWSFDWVGCLR 

GFSFECTWHFPQNKGTFFKMSYIA 

TY 



426 



wo 01/79449 PCTAJS01/086S6 



SEQID 
NO: of 
noclco-Doe 
scqocnce 


SEQID 
NO: or 
peptide 
sequence 


Me 
tfao 
a 


SEQID NO: 


Nodeotide 
locatioa of 
first codoa 
for peptide 
scqoence 


Nodeotide 
locatioa of last 
codoa for last 
amiDO add of 
peptide 
scqoence 


Amino add scqoracc ( X^4JnkD0WD; ^^^^top 
codon; /^possible nodeotide deletioo; V=possible 
Dodeotide insertioD) 


2446 


7943 


A 


2651 


1108 


1282 


PPLWAPAPAILFLQERKRGNDPNW 
DARRGNnXNKhnK3«a4KNKKTETL 

LRRPVFGAAN 


2447 


7944 


A 


2652 


2 


479 


FIIAHPDTVIXjELSYFVTEKMISIHLE 

CSCNVWRVLYYGFNLYHYIRYnCN 

YIS*YILYIK*YPVFF*TMGVYYKIN 

NNMQTVVPVYLNYIQVCCY*QIYL 

I'Fl YYGSHFLIELRNY*TRMHMLLYI 

DLLPVFTLPU>FMI^MMLNMGGIFN 

GPNF 


2448 

* 


7945 


A 


2653 


341 


622 


YQNRLFPNQCFTCLLVWLWDSPAP 
PPRPWQPPPQGFAHT*DRKEEGDPI 
GIWAPEGKSCTPKPPPPSLPRTSPGW 
KRALQKGDTGCPGPSTAST 


2449 


7946 


A 


2654 


597 


785 


NNSPSQ*CHFGTDSnCILKQRLGAV 
AYACTLSTLGG*GGRIA*AQEFEAS 
LGNIVRPCLYl 


2450 


7947 


A 


2655 


237 


656 


RGQGWVGDSSQGRGGAKEGLLPSH 

GLPTPNPIHPTSPIPPENYVQRNTEK 

SWSWREGGRWKEIGRGRMRGKPSP 

VLPPPGDRVMEGGPPTPLLQHRSPH 

PGGERHGFS^SKFPPPPGSRPQKERR 

KGQRGMCVRVGQIN 


2451 


7948 


A 


2656 


109 


290 


NKLLNIYMD**nCQILLKLYLVPIKL 

MDTVYMSIYLSLELCFVISPFLLTGI 

YLNLYIY 


2452 


7949 


A 


2657 


122 


359 




2453 


7950 


C 


2658 


133 


315 


MQWLYIATLIPPFFWTQRKGTFSGK 
SQLILDFLQGALAILSPPDPHPGILHR 
SLWAHLPA* 


2454 


7951 


A 


2659 


1399 


1644 


CERGLPGPFSPMAHQG*TRAGDTG 
QPASSLPLGLTAGPYFPPSGCLGPFT 
LDGCGLSPPPLYLPVFFPGGLLKSSR 
PLSCLN 


2455 


7952 


A 


2660 


592 


943 


RTGCGQTLTVSHPDQARHWPGPGF 

ALILLYYPAQGFHHLLPEAGPEGRG 

SLLTEEGSREANSRSSUSAAQLPPA 

APPQGLGV*MQESSRWGGKGRSKG 

SLPINLGLNSKLKKITPP 


2456 


7953 


A 


2661 


181 


401 




2457 


7954 


A 


2662 


1163 

• 


1457 


HPRICWHHSDLHlTiKl'SHST*SESQ 
NPHSESPGPRGCEPPGPRGSEPPSLL 
♦LSLPPPLPFAFCSSCPGLMAGFPPK 
QALSITGPFSPSVALWLGHC 


2458 


7955 


C 


2663 


275 


327 


MPFRLSQDCHHSAGAQQ* 


2459 


7956 


A 


2664 


70 


191 


DLLQKPQV*DPSRTECVSM*CFLSPP 
*AETTSILPCFPRI 


2460 


7957 


A 


2665 


40 


142 


THIHILGFLI*G*GLAMLPSLVSNSW 
AQVILLPQHPKVLQLQAGSTVNQPA 

HRC 


2461 


7958 


A 


2666 


479 


722 


YClllFLGGFFCCCSQHILNVFLCLAS 
FFE*MISQL»KILLGLGAVAYACNPS 
TLGV*GGRrr*GKKFKTSLGNIVRA 
HLC 


2462 


7959 


A 


2667 


265 


518 


VKTVFLSGLDPLSLNENNMVLIMTS 

IVIFSHPLHFRFETLIGEWPFLNILLG 

QV*WLTPLIPGLWEAKVGGSLEPRS 
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wo 01/75M49 



PCT/USOl/08656 



SEQID 
NO: of 
Dodco-cidc 
sequence 


SEQlD 
NO: of 
peptide 
scqnence 


Me 
tfao 
d 


SEQIDNO: 

inliSSN 

09/770,160 


Nucleotide 
location of 
Hrstcodoo 
for peptide 
scqnence 


Nodcotide 
location of last 
codon for last 
amino add of 
peptide 
sequence 


Amino add scqnence ( X'^Unknown; *=^tDp 
codon; /==pos$ible nndcotide ddcdoo; V=pQ8sible 
nndcotide Insertion) 














LRTAWET 


2463 


7960 


A 


2668 


626 


695 


GPAARARPGKGIRPFRLL**HHFGCS 
LWMGWKMGSQCRSPVESIPLGRAR 
WLTLVIPVLREAEAGGSLEPRGSIPG 
WATRVRPRLYIEKKKKK 


2464 


7961 


A 


2669 


66 


610 


TNNGSKSFCLKEHRGSCGCCSSKDF 

GVPQRLVLGLVLLEDLILGELQVLA 

FGALSGSISIFPSIPPHSAIIKKNSHLR 

KIPPVPPRQPFRRVWTSGPPAPRASF 

PSFCFSPPLAPRPPGLRTRPPPS*APA 

APQSRRCTGGPARCPPRGVPRSQPE 

♦TPCKKNFLMEKISYDFHSQRSSED 


2465 


7962 


A 


2670 


1077 


1598 


YVCHTSLYTSKSAHSSPWKFSWDV 

NFIPLAIHVTTSKTVSFHTEEVRVW 

SVHSTLKRFGFGAGGGE*GISEKGG 

HMAQTGTSRRPIPAGRDPGPGRPGL 

LAEYRRPGEEAEAVAPEPEDPH*CH 

HQHTGGPQAPSAQVKVQSSPRRPH 

QLPVSVSPWIPGGCRGPITTGVGTS 


2466 


7963 


C 


2671 


40 


180 


MSFEAEIVLSPDRTTALHPGLQIETL 
SHimiLILSTISFHQLLH* 


2467 


7964 


A 


2672 


1818 


2154 


PTPVFVPSLFPSHKHLPQALCGLCG " 

LMSMATKGLSPYTSPLNLWRDTDH 

QRLDFSSSYIIFKTNRLGAVAHTCDP 

STLGG*AGKIV*G*EFETSPCKKRDL 

VSKIIFKKEQK 


2468 


7965 


A 


2673 


137 


1610 


EENIKSYKEYKCHNLYVIRKELLGG 
GAVAHACNPSTLGLQV*AIPQKIKK 
YLNFKL 


2469 


7966 


A 


2674 


1 


490 


GNRSRARRLASSPGSAAAAYRRPLP 

AGPSVYPQHERPCASTARRATGFRE 

IKVPSKSEVTRILDGKRIQYQLVDIS 

QDNALRDEMRALAEQPQGHPTPDL 

STGDQYCGDYELLSWRLWKQNNA 

AGVS*KLGLKSSPVPEFPLAGTPITN 

TPPQPFNLANERTF 


2470 


7967 


A 


2677 


2 


215 




2471 


7968 


B 


2678 


63 


203. 


SFRRPMASASTHPAALSAEQAKW 
LAEVIQAFSAPENAVRMDEAPG* 


2472 


7969 


A 


2679 

■ 


433 


895 


VFHLPSAEPRASDALMASASTPNRR 

PLSAEQAKWYLAEVIQGVSPPRRIA 

VAHGTKAR\DNACVND\MGKMLQF\ 

VLPWATPRSQQEVnOAYGFQLPTG 

EGVP*SFAPIWSSSYEA\QD\PEIRQA 

LSGKLEGACFCRP*TLPTPWGLLVG 

GSVAAS 


2473 


7970 


A 


2680 


235 


442 


RPTFFY1PFKISKJKPSKIST*RPPSLL 
VG*KSKEKASTQKCLTKIPVPSA>a. 
KDFLPKHDTEKRELRH 


2474 


7971 


A 


2681 


199 


1061 


RRSEPKGWNRATAFPPKVGCGCVW 

EKTGMGDQNPEETALPSSLHVSISQ 

RSPRSTQASPPTRGHPVQPRRVYTP 

FKAGRPRRQKQVTHGQTAATLQVE 

♦ATLPTNT*TSTTRAPCENQRGGKQ 

RSGWLRATKPHTAERRPSLNRPLTP 

TEPNCKTTELKSYSLQSKTWRNKS* 

VKTCRSKG**VMER*WSGKHSVKI 
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wo 01/79449 



PCT/USOl/08656 



SEQID 
NO: of 
Dodeo-tide 


SEQID 
NO: of 
peptide 
scqocnce 


Mc 
tbo 
d 


SEQID NO: 
in VSSN 
09/77IM60 


INodcotide 
locatioDof 
first codoo 
for peptide 
sequence 


INndeotide 
llocationoflast 
[codon for last 
lajmBO acid of 
Jpeptide 
Jscqocncc 


Amino add sequence ( X^Unkoowo; *=Stop 
codoo; Aspossibic otideodde ddctioo; V=possible 
Dudeotide insertioD) 














VSTFPPSPRGSSSRLKPEARVARKY 
GPSPQLKPRRWRERKHGKPREMGR 
SEKSESLEWDRSLPVLRMVDGFSPG 
KQNRNGQRGRAQSMAW 


2475 


7972 


A 


2682 


415 


575 


ISGWGVGGSCL*SQHFGRTRQEDHL 

NLGVRDQPGQHSENKVSIKKKKRN 

VISI 


2476 


7973 


A 


2683 


457 


549 


VSTGNKVVPGQKVKAICI**KVLLK 

MQL\FrFCPGTTLLPVDT*NKVTHL 

NECNILASLWWLXHDLVFQLLATW 

LHFNLRSISSENASAPSYCPTEGVAT 

LSKPIFNYFPHFIPFLHFSHMTLS*PY 

LAFFLPSPCNSKRNLDSHMVAIEAN 

RCLAN*NKNYDL*TADVSSFQNILQ 

FIVNHKIKLPT 


2477 


7974 


A 


2684 


291 


364 


RLKL*SPHLSRSYFEKSKEQLASRTP 
TGQS 


2478 


7975 


A 


2685 


2 


361 


TETLARPPSPLVTNMKLLAETVVLLL 

TICSLEGALVRRQAKEPCVESLVSQ 

YFQTVTDYGKDLMEKVKSPELQAE 

AKSYFEKSKEQLXTPLIQEGLGTGT 

WFNFFELFSVGTLGTTAWPPS 


2479 


7976 


A 


2686 


425 


678 


LLGAISWELWGTQPCHPVEGVPGPF 

GLSNPQAGAFREQPTGPVP*SSSFEK 

SKEQLTPLIKKAGTELVNFLSYFVEL 
GTQPATQ 


2480 


7977 


A 


2687 


64 


287 


RQMALLKANKDUSAGLKEFSVLL 

NQQVFNDPLVSEEDMATWEHSMN 

♦YMSYYSLQATGEPQDLRPCCSCAL 
L 


2481 


7978 


A 


2688 


983 


1386 


QEVRYRKVETLRCLLFSSCLVPVCA 
ASPVSRPGCRFLRSSLHWPTGRLVF 
RQRGETFLVPEKTVLRGVASAPAQ 
KAAGRTPVPGRPRDARLRADARS*S 

C*RAARPRRGASGAVGARCXiPRPG 
FPFLRSGGIFV 


2482 


7979 


A 


2689 


473 


706 


NLTLASKISLKYCKQYLWILFRKRir" 
WPGWAHVCNPRTLGGRGGQrT*T 

QEFEmGNMVKPISTKYQKKKKKK 

RAAA 


2483 


7980 


A 


2690 


1400 


1600 


VGGGSGRSSKFPPLP*CPPPSCCSLPI 
SSPPPCLSTPGPSLLHVSKGTRRISRL 
LDKRISKRFTNH 


2484 


7981 


A 


2691 


6133 


7646 


YMLFLFLSTKGWTVIQNRQDGSVD 

FGRKWDPYKQGFGNVATNTDGKN 

YCGLPGNEQACKIKSFYLKWDFF*L 

KNIHCWKPVLGS*EEFPDKNVEAK 

DKGRKAVFSFPKFYFW*EILFCFSFR 

VEYWLGNDKISQLTRMGPTELUEM 

EDWKGDKVKAHYGGFTVQNEANK 

YQISVNXKYRGTVAGNALMDGASNH 

LMG\ENRDHDPFHNGHGSFQPPYD\ 

RD\NDGWYVWHSLLLL*KSH*YHY 

SESLTIFUATTSWALTVSHCPKLFM 

HHSKAFQL*GRHSYSHFTDEI*RDY 

VICPMSHNYPEIKLEFEHSYFLNNEH 

LDKYLYLYILKCV*KLSFSFPGFSDT 
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wo 01/79449 



PCTAJS01/086S6 



SEQID 

NO: of 

Inodco-tide 

jscqncocc 



2485 



2486 



2487 



SEQID 
NO: of 
peptide 
scQocnce 



7982 



7983 



7984 



2488 



2489 



2490 



7985 



7986 



Mc SEQID NO: 
tbo inUSSN 
d |09/770,tM 



INoclcotide iNQdcolidc 
llocatioD of llotttioD of last 
|0rst codon Icodoo for last 
for peptide jamioo add of 
IscqoeDce Ipeptide 
[scqoence 



A 2692 



711 



865 



A 2693 



26 



351 



C 2694 



10 



123 



A 2695 



409 



A 2696 



736 



7987 



2491 



7988 



927 



A 2697 



251 



Amino add scqoence ( X^Unknown; ^"■Stop 
codon; A=possible oudeotide ddetioo; \ppossible 
oiidcotide iasertibo) 



KGCKSYYSS1K*QTQSLDGLPQRPS 

YLSFLL*GTGGLWCISVTLCIAPKGK 

TTVHTSVAVITG*SAKRM.TTVVLF 

UTPNTFSFRLTSDPRKQCSKEDGGG 

WWYNRCHAANPNGRYYWGGQYT 

WDMAKHGTDDGWWMNWKGSW 

YSMRKMSMKIRPFFPQQ 



VTMKTFSLRHKACGQVKNTELTI*Q 

PNNSSIQPTSHYYPHCQPNTGMLIRK 
G 



ASLPDVTNMKLRAATVLLLTICSLE 

GALNRTQATDPCSEhJLCSQYFQTVT 

DYGKDLMEKDMSPELQAEAKSYFE 

NSKEQLTPLITKAVT*LGNFLSYFV* 

LGIQPASQ 



MSTDRHQGQRRWLGRPPHCYQHE 
AARSNCATPHHLQP* 



FCPALSSSTALFFLRGLWFRGKRLG 

STDLTLHKPFNLTQPQFLHWYEMG 

ESHIDPKMLKPESGRSKSLFPSAAFL 

DLQSSFLPSFLVVFPPPLSGSCRSLSL 

PSGTNPLLQLVPLPPSILLPLSTVLF* 

RATKG 



SVAHSSCVSHTHMHTLLGRRATINC 
LFRNGRGQVQWLTSAVPALRKADV 
GG*LEPRSSRPAWAT 



A 2698 



1278 



1515 



FFLKPCLQTVATSGGCNFWPQAIFL 

SWPPNSISYRTQPTIFFQYNINILQAL 

A*FTLFACNPSSLGG*G*WIMWPRS 
RHCTPV 



SMVIRIMKVNHPEMGLLTKRAKRS 

LNEMLNVDGKSGGYILGAVAHTCN 

PSALGGRGGWIT*GQEFKTSLSNME 
KPLLY 



2492 



7989 



A 2699 



139 



260 



2493 



7990 



A 2700 



268 



388 



2494 



7991 



A 2701 



233 



400 



2495 



2496 



HFLRAKVSVTQARVQWLDNGSLQP 

PTSMLK*SSYLSLSKCWDYRHVPM 

APRHFNK 



7992 



7993 



2497 



7994 



A 2702 



602 



758 



IICLSVI*NPRYTLGTVAHTCNPSTFG 

G*GTWNS*GQKFETSLTNMAKLCF 

Y 



A 2703 



379 



1160 



LVDMQLWPPVFHENKCCLGPPPQT 

TH*RPAPAVPTPQAGPGTQGLATAS 

SVSMLCSDKLFPSSDQPRV*PGDAE 

LSVLGVGRSSRKESPDDQAPPLPVIC 

ELSFARVGGAPGEPLQRPVVLS*TP 

GTLWSKEIA*LQAVLGQY*HEGCAT 

IMPADP^GRPGPENSGSVTAQGQPL 

PGRP*NRTHLFFVPHPGQAASQSQS 

SSSPP*QSERRA*IVSPNSGQRYFFPE 

TEARRQ*GEPRGEGGGDLPQPFQPV 
LLAALVH] 



A 2704 



178 



412 



LLHSSLGHVARLPTLQNMKTLARD 
GSVCFQSHLLGRLRQEDHGCSKP*L 
HHCTPAWVTEQDPILLKTEIGIPVCS 
FKR 
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wo 01/79449 



PCT/US01/086S6 



SEQID 
NO: of 
Dticico4idc 
scqocncc 


SEQID 
NO: of 
peptide 
scqoeocc 


Me 
tbo 
d 


SEQID NO: 

ioUSSN 

09/770460 


Nucleotide 
locstiooi^ 
first codon 
for peptide 
seqoence 


Nodcotide 
locatiDo of last 
codon for last 
amino add of 
peptide 
seqoence 


Amino acid scqococe ( X'^nknowo; *^top 
codon; A^possible Bucleotide delctioo; V=possible 
nucleotide inseriioo) 


2498 


7995 


A 


2705 


67 


398 


ISLTLGRHHGKINVYFLYLKMQG*Y 

FCCTFVSWNCSDCLSGHSRRKTEG 

DKVRKEKQEA*AWCKTCETTLKTF 

PnXFTTCKQAGHTTPLNlLPFLILHTV 

VTPYFNLEAD 


2499 


7996 


A 


2706 


264 


612 


KHFSYNFFSFSFFLEGGGRVLLCPSG 

WSLAQCSLQLLGSSNPFrLAS*VAG 

TTGVCQRAWLILKFFCRDRVSLCCP 

GWSGNS*LQMILSPRPPiaLGFQASA 

TALGPLTPFCLIV 


2500 


7997 


A 


2707 


179 


472 




2501 


7998 


A 


2708 


498 


849 


GSLLSRAPIPYPLNWVSFFIPEVRTPP 
DmnGSEFPRFLKYLKPTREKILVPA 
LSPPVQPGPSVPFPLPLSQDSSGQAK 
APWPSSLMH*PGALPLR1TSTQKCD 
SPSEQTSDASG 


2502 


7999 


A 


2709 


768 


1073 


GVETGFDLIAFEDLHAVPRDSGISLF 
LQATSAPPPPGTARPHQESPLASHK* 
QARQAPEPLGYA*ARQAQRMEATK 
ARPRPKSSGARVGREPTCSKPAPRR 


2503 


8000 


A 


2710 


5451 


5678 




2504 


8001 


A 


2711 


396 


687 


TFCPRCGCPSGLAMRLFLSLPVLW 
VLSIVLEGPAPA*GAPEVSNPFDGLE 
ELGKTLEDYlTUBFlNRrrQSELPAKM 
WDWFSETFRKVKEKLKTDS 


2505 


8002 


A 


2712 


1 


93 


LPKRWNSCHEPLVPLFSPLLVNAVL 

GVLGSK*GKKIKDNEIGEEIKLSLFA 

YEMILFVVLL*NPYS*PKNFTVKLL 

YQSLRK*SDTRLKSTIYLYTSNKLK 

LRELYSE*PKRWNSCHEPLVPLFSPL 

LVNAVLGVLGSK 


2506 


8003 


A 


2713 


376 


469 


NQLPGPERWLTPVIPTLWEARA*GL 
FEPRSL 


2507 


8004 


A 


2714 


715 


1050 




2508 


8005 


A 


2715 


404 


559 


VNIFHFKTFYLGPGAVAHTCNPSTL 

GG*GGQIT»GQEFKTSLANMMEPHL 

Y 


2509 


8006 


A 


2716 


3 


180 


FFnGVLTLLPRI^CSGATTAHCSLD 

LIX3PGVYTT*TLQVLGITGVCHHGQ 

UYFYFL 


2510 


8007 


A 


2717 


1825 


1958 


LWTISVFWKAGVPLPC*QSPRWTKS 
ECl^FIPMFLNKSNFKKRI 


2511 


8008 


C 


2718 


23 


349 


MPGRGSTAQRGFSKRYSRSGARSL 

CSLFLFLAKSLSRAMTSFSNISGAGL 

ASKKNAVFQHSPLSALBEQAGSFGF 

YGnSSLLPWRQRDFNHVLLGICWA 

VTSVEASE* 


2512 


8009 


A 


2719 


41 


298 


ASKVICQQRWHAGFAWLLSLEASL 
PREGTAGEAWLAHCLSPSVLKEKR 
QPAVRAVRKASRPP*ILQRHSRQNE 
GHRQEWCGHTA 


2513 


8010 


A 


2720 


277 


651 


KPSRARLLYESKKEGEMLENCQFFL 

CLFAKEHLQAH*QKSS*TSMDRLIN 

EPSNDWDIYYWGHRS*TSPRNIWK 

MKSWALLERLCLKTKTKRQRLRGP 

SFWSTSLEKPRWSCAPRPGHGGSVC 

GW 
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wo 01/79449 PCTAJS01/086S6 



SEQID 
NO: of 
DDclco-tide 
seqoence 


SEQID 
NO: or 
peptide 
stqacoce 


Me 
tbo 
d 


SEQID NO: 
ioliSSN 


Nodcotide 
ocatfoDof 
irstcodoD 
or peptide 
scqneoce 


Nodcotide 
iocatioo oflast 
codOD for last 
amino acid of 
peptide 
seqoeoce 


/UniDO add sequence ( X^^oknown; *^top 
codon; /=possibie nndeotide ddetiop; V-possible 
nndeotide insertion) 


2514 


8011 


A 


2721 


76 


185 


VWQCLPLYPLPNTLRAVAFRFLAIG 
YAFPLSCLCALWIFPQNLTSLVTDY 
♦FGWSK*DPQ*FVICLCVCVCVCVe 

Vi^ VIoKLv^oo I LI2>olv 


2515 


8012 


A 


2722 


1685 


2124 




2516 


8013 


C 


2723 


299 


577 


MFCFEXJSSLGSIVLESWITVKPLTLI 
SSTLMKRDDNrlCCnAOKLrLLi Vr 
YRWHTLSGVALFPGPCCGIFFCHSG 
FQCGRLLPYRVHAPQG* 


2517 


8014 


A 


2724 


14 


213 


VDMGSHRVSQDGLELMTP*SARLS 

LPKCwDYRlU>TPRLAIXVIJLJ^P 

PLGASHVGHCLLRSYFCS 


2518 


8015 


A 


2725 


1169 


1404 

« 


SFLYFNGLMNFRPGQAFEDSHEFKY 
KY*K*ARL*1AHTCNPSILENQGGQI 
P*AQVFETSLDHTPRPCIYPPKKKKK 
K 


2519 


8016 


A 


2726 


44 


417 


CGCGLGEICLSHGVAQHNRGSNCQ 
KALFNAEPKCASSSSSGKGGmLVP 
PAGGKGPNL1*WNPGPPGARGFPGL 
TPPRGGKKGRAQPPPENLVF*EKTG 
FPIVQRGGLKPPPGPPKGGE*RGGPP 


2520 


8017 


A 


2727 


624 


1023 


CWLWSRGILPAPWSCAAQPWLQLP 

EGSF*C*TKMCSSSSSPKREFPFGPP 

AGRQGPQSNKREPPAPRVKGIPPPPP 

PKTGEKEDGPTTPINLGFPSSSRVPP 

VTGGGYKPPPRPPKGGEKTGGTPGT 

HHRAL 


2521 


8018 


A 


2728 


36 


211 


KTKNISQL*WHTPIVAATWEARAR 
GSPEPRSLRPAVSLQTAPTALQPSRL 

EMFVRRYP 


2522 


8019 


A 


2729 


640 


898 


VLLTCLVCLVSSKTKPNITKQHTFa 
KFPQSSRARWLTPV1PKFWEA*AGG 
SPEVRSLRPAAGLEFLVSHLGPRKC 
WDYRHKPPCLA 


2523 


8020 


A 


2730 


707 

4 


1164 


SCIFLNQVFNKNLYFLFFKIKNNLYF 

LCCMRILICAYNG*RFYLCGMK»GL 

*SWF*CFSLPSLFTAVKFIKCFSA/vF 

CSLSFTGYFFMYTFRIFCLLYPVVQ 

MISYILQMPFQFLFSFSIKLPSCPNVQ 

r V o VC V V V WLlr ls^AKJL»r 1 


2524 


802] 


C 


2731 


270 


371 


MQNLQCFRAFELLTHNSASELPLSA 

PVTYTEDD* 


2525 


8022 


A 


2732 


2553 


2764 


GIGPGWGIRPKRTRPRQVNSNVLKA 
QEWQAJBYl^lrQKryrl!>yisl^rrJrr^ 
TPPNPPIKTSFPPRNCNSP 


2526 


8023 


C 


2733 


25 


288 


MSKVQTWGRQKTSHTRLSLHTWK 
VAQRPG RO APHLrUO V AAKv^KUoo 
1^ 1 V rill V ol^l^IN J-»0 W V VJ 

DHSQLACSHGPLQSPS* 


2527 


8024 


A 


2734 


1043 


1207 


NMMTTHTLKKVGTGGRARWAHTC 

NAa 1 LUu O W Wl 1 'Ul^iirD J oLAlN 
MVKLHLY 


2528 


8025 


A 


2735 


74 


233 


MVTFNCFLNH*TVTKGFTRLIV 


2529 


8026 


A 


2736 


11 


151 


ICHDAVDRPR/CCRSAMTPWIDRDL 
PGRPTRPEPAVQRMISYDDKNRMG 
SDDVCIFLILE 


2530 


8027 


A 


2737 


214 


369 


QKDSPD»SCDCVLKENEISNLRCPIQ 
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wo 01/79449 



PCTAJSOl/08656 



MISSING AT THE TIME OF PUBLICATION 



433 



wo 01/79449 



PCT/US01/086S6 



S£Q1D 
NO: of 

sequence 


SEQID 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SEQID NO: 

ioliSS^ 

09/770»160 


Nndcotide 
location of 
first codon 
for peptide 
sequence 


Nodeotide 
locatioo of last 
codon for last 
amino add of 
peptide 
sequence 


Amino add sequence ( X^Unknown; *=Stop 
codon; ^"possible nodieotide ddetion; V=possib!e 
nodeotide Insertion) 


2554 


8051 


A 


2767 


108 


279 


• 


2555 


8052 

- 


A 


2768 


3 

• 


314 


LLALVKEGPVPLFLLMKEREGVSSV 

RSLDTHGILSSTPPVHLPKTG/TEAS 

GSSWGPADPQDAEKSCRPTSPTLGG 

GVPACVRCACVLUXHGALSLRAA 

SLFFL 


2556 


8053 


A 


2769 


1 


465 




2557 


8054 


A 


2770 


192 


400 




2558 


8055 


A 


2771 


1414 


1597 


SGVYKRCKGGGRFVFLECATSGLSL 
ISS\GLSWG/RLWGHGGCRLAGGWG 
GGGGGSGGGMALL 


2559 


8056 


A 


2772 


673 


988 




2560 


8057 


A 


2773 


749 


1169 




2561 


8058 


A 


2774 


2 


290 




2562 


8059 


A 


2775 


3 


520 


HERRWAWAGRGFVCCARSSRSRV 

IFCSAPAGMAHKQI*YSVDKYFEE\H 

YEYRFVMLP\RELSKQVPKTHLMSE 

EEWRRVLGVQQK/SLGWVHYVMIHE 

P\EPHILLFR\RPLPKSSTKMKnSGIV 

KSCFIOWyWVTCVWQWNTWKN 

GYKSFHPYLCMSCILHSNRARVKC 

NCK 


2563 


8060 


A 


2776 


1134 


1312 




2564 


8061 


C 


2777 


49 


282 


MFVFLSSAGNMPVTCWCWEAPRC 
NQKCTDPAARRPDPQTXESQDRLR 
CAPCTXHQPLPLDTHNRTLVHNRL 
NIPQKL* 


2565 


8062 


A 


2778 


1 


306 




2566 


8063 


C 


2779 


54 


212 


MFVFLSSAGNMPVTCWCWEAPRC 

NQKCTDPAALIFLAPMPVQSDDSGK 

RQTG* 


2567 


8064 


A 


2780 


34 


308 




2568 


8065 


A 


2781 


35 


407 




2569 


8066 


A 


2782 


41 


360 




2570 


8067 


C 


2783 


105 


302 


MXNLKRLQISMKPAHSGVCPVTRX 
SEGLGGGRLGLCDCWLQRGASQHQ 
HVTGMFPAEDKKTNMKV* 


2571 


8068 


A 


2784 


3007 


3541 


KRVDYWGIKSSIICSTTLLPHRSGLC 

KYYFFFLSLSFKDSFWVIFFFCLSQR 

WKGERAKEKTTNNKENEAFPSGYQ 

NAPGEEGTVRGAPGAGSALRCGWR 

WRPP/SRCGWRWRPPAWR\LRCPRP 

ARRWVCKPGPPPPPPLPPPRRPWGP 

CSAGPGAGLTPSRASICSWQARRQS 

GSHLITLERKRVRR 


2572 


8069 


A 


2785 


272 


801 




2573 


8070 


A 


2786 


659 


842 




2574 


8071 


A 


2787 


156 


203 




2575 


8072 


A 


2788 


441 


785 




2576 


8073 


A 


2789 


2 


28 




2577 


8074 


A 


2790 


.5 


1049 


LRVAVLVAFKMSTKNFRVSDGDWI 

CPDKKCGNVNFARRTSCNRCGREK 

TTEAKMMKAGGTEIGKTLAEKSRG 

LFSANDWQCKTCSNVNWARRSEC 

NMCNTPKYAKLEERTGYGGGFNER 

ENVEYIEREESDGEYDEFGRKKKKY 

RGKAVGPASILKEVEDKESEGEEED 



434 



wo 01/79449 



PCTAJS01/08d56 



SEQIO 
NO: of 
nudco-tide 
sequence 


SEQIO 
NO: of 
peptide 
seqoence 


Mc 
tbo 
d 


SEQIDNO: 

IdUSSN 

09/770,160 


Nodcotidc 
location or 
first codon 
for peptide 
seqncnce 


Nodeotide 
locatioD of last 
codon for last 
amino add of 
peptide 
scqnenee 


Amino add scqneoce ( X=lioluioirn; *=Stop 
codon; /=possible nodeotide ddetion; >FpQssible 
nodeotide insertion) 














EDEDLSKYKLDEDEDEDDADLSKY 

NLDASEEEDSNKKKSNRRSRSKSRS 

SHSRSSSRSSSPSSSRSRSRSRSRSSS 

SSQSRSRSSSRERSRSRGSKSRSSSRS 

XTGALLPHEKDLIQAOfflLLLRGTERE 

WLDLLHLVIAKKDEQDHGHPKDA 

TGHHLDHPILVPVQVQKRNVNVLKF 

TS 


2578 


8075 


A 


2791 


971 


1106 




2579 


8076 


C 


2792 


29] 


444 


MGCFFPNSWVRAGVLIPVPVICLSV 
RLTWGREAQRQGWVCRCSQNWVI 
PAP* 


2580 


8077 


A 


2793 


1 


672 




2581 


8078 


A 


2794 


1 


691 


MDFLLSWVHWSLALLLYLHHAKW 

SQAAPMAEGGGQNHHEWKFMDV 

YQRSYCHPIETLVDIFQEYPDEIEYIF 

KPSCVPLMRCGGCCNDEGLECVPT 

EESNITMQIMRIKPHQGQHIGEMSFL 

QHNKCECRPKKDRARQENGSALAQ 

KRDNV\RSRQLPTSSRP*SRRWRSW 

STSRPAPVTPRASPLRATSSRPSSRT 

SASRSREASRPAWWWATTSWARSR 

AAAARTCC 


2582 


8079 


A 


2795 


312 


394 




2583 


8080 

• 


A 


2796 


490 


2890 

i 

\ 


PVALTDRQTDTAPSPSYHLLPGRRR 

TVDAAASRGQGPEPAPGGGVEGVG 

ARGVALKLFVQLLGCSRFGGAVVR 

AGEAEPSGAARSASSGREEPQPEEG 

EEEEEKEEERGPQWRLGARKPGSW 

TGEAAVCADSAPAARAPQALARAS 

GRGGRVARRGAEESGPPHSPSRRGS 

ASRAGPGRASETMNFLLSWVHWSL 

ALLLYLHHAKWSQAAPMAEGGGQ 

NHHEWKFMDVYQRSYCHPIETLV 

DIFQEYPDEIEYIFKPSCVPLMRCGG 

Ca^EGLECmOTEESNPMQIMRI 

KPHQGQHIGEMSFLQPNKCECRPK 

KDRARQEKKSVRGKGKGQKRKRK 

KSRYKSWSVPCGPCSERRKHLFVQ 

DPQTCKCSCKNTDSRCKARQLELN 

ERTCRCDGSALAQKRDNVLFQAAT 

DEQPAVKTLEKLVNIETGTGDAEGI 

AAAGNFLEAELIO^LGFrVTRSKSA 

GLWGDNIVGKIKGRGGKNLLLMS 

HMDTVYLKGILAKAPFRVEGDKAY 

GPGIADDKGGNAVILHTLKLLKEYG 

VRDYGTrrVLFNTDEEKGSFGSRDLI 

QEEAKLADYVLSFEFTSAGDEKLSL 

GTSGIAYVQVQITGKASHAGAAPEL 

GVNALVEASDLVLRTMNIDDKAKN 

LRFQWTIAKAGQVSNIIPASATLNA 

DVRYARNEDFDAAMKTLEERAQQ 

KKLPEADVKVrVTRGRPAFNAGEG 

GKKLVDKAVAYYKEAGGTLGVEE 

RTGGGTDAAYAALSGKPVIESLGLP 

GFGYHSDKAEYVDISAIPRRLYMAA 

RLIMDLGAGKEFHHHHHHAS 


2584 


8081 


A 


2797 


326 


1280 





435 



wo 01/79449 PCTAJS01/086S6 



SEQIO 
NO: of 

m at % 1 

DDdco-nde 
scqncott 


SEQID 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SEQID NO: 
inUSSN 

uV/770,IdO 


Nodcotide 
locafioD of 
first codoo 
for oentide 
sequence 


Nocleotide 
location of last 
codoo for last 

fitninn anil oC 

peptide 
seqoeoce 


Amino acid scqneocc ( X^Unknown; *=^top 
codon; /=possfl>Ie oudeotidc ddctfoo; \FpossibIc 
oadeotide insertion) 


2585 


8082 


A 


2798 


356 


518 




25S6 


8083 


A 


2799 


27 


225 




2587 


8084 


A 


2800 


470 


754 




2588 


8085 


A 


2801 


707 


907 




2589 


8086 


A 


2802 


2 


502 


VLSPEEDKATITSLWAKVNVEVNAG 

RKKPLGKAPLWLPPW\TPRGFLWN 

SFGKTLS/ASALLAPSMGKTPQKSK 

ATLAKKGA*TSLGEDA\IKAPLDDSP 

RATFCPSLSEL\HCDKL\HVDPENFK 

AyLLGNVLVTVLAIHFGKEFrPEV\Q 

ASWQKMVTGVA\SALA\SRYH 


2590 


8087 


A 


2803 


921 


1146 




2591 


8088 


A 


2804 


1170 


1482 




2592 


8089 


A 


2805 


1492 


1853 




2593 


8090 


A 


2806 


909 


1180 




2594 


8091 


A 


2807 


105 


248 


CTCSRVSHNAPRNSLVSMVFRMHH 
PPPIJDTFRQ/PQPSFNL*YP*PNYP 


2595 


8092 


A 


2808 


662 


843 




2596 


8093 


A 


2809 


263 


408 




2597 


8094 


A 


2810 


701 


950 




2598 


8095 


A 


2812 


1426 


1525 




2599 


8096 


A 


2813 


1 


1416 




2600 


8097 


A 


2814 


108 


520 




2601 


8098 


A 


2815 


3 


201 


GRGLRSPDTVTQQRRRGRSPSAAER 
*PTRPGVLRALPAPA*GKHCPW\PRP 
GARRRPPSSPAARPCP 


2602 


8099 


A 


2816 


318 


428 




2603 


8100 


A 


2817 


448 


647 




2604 


8101 


A 


2818 


42 


191 




2605 


8102 


A 


2819 


3 


452 




2606 


8103 


A 


2820 


25 


519 


EFHRLRENPPMVAVSCPTKTNVKA\ 

AWGVKVGAHAVRSMCAEALERMF 

LSFPT\TKTYFPHFDL\SHGF\AQV*G 

ATGKKVADALTNAVAHVDDMPN\ 

ALSALSDLHAHKLRV\DPVNF\KLLS 

H\CLLG*PWAAHLPRPSSTPGGCTPS 

LGTNFLGFLLKHRCLNLPNhO. 


2607 


8104 


A 


2821 


270 


453 




2608 


8105 


A 


2822 


115 


427 




2609 


8106 


A 


2823 


1 


1656 




2610 


8107 


A 


2824 


1 


1188 




2611 

* 


8108 


A 


2825 


1091 

* 


1764 


SIAYQPKRVQDQTDSQPILPEUSNF 

SKVSGYKIN/AKKSQAFLYTNNRQT 

ESQJMSELPFTIASKRIKYLGIQLTRD 

VKDLFKENr/KPLLKEIKED'nCKWK 

NlPCSWVGRINr\aCMAIlJ>KVIYRFN 

AIPIKLPMPFFTEL^KTTLKFIWNQK 

RVRIAKSILSQKNKAGGVTLPDFKL 

YYKATVTKTAWYWYQNSMVLVPK 

QRYRSMEQNRALRNNAAYLQLSDL 


2612 


8109 


A 


2826 


1 


1449 




2613 


8110 


A 


2827 


2 


1675 




2614 


8111 


A 


2828 


301 


453 




2615 


8112 


A 


2829 


I 


2139 




2616 


8113 


A 


2830 


83 


1257 


WQQTAWDGGLKRLSLLNCRDGD 

CPSPQEPGPNSGRFQPAATDWLEFQ 

ARRRMKLKAIILSKLTQEQKTKHH 



436 



4 



WO 01/79449 



PCTAJS0iy086S6 



SEQID ISEQU) 
NO:of iNChor 
DDdctMide Ipeptidc 
sequence 



Me 
ttio 



SEQIONCh 

inlJSSN 

09/7704(0 



Nucleotide 
locatioii of 
first GodoB 
ror peptide 
sequence 



Nodcotide 
locatioo of last 
eodoo for last 
amino add of 
peptide 
sequence 



lAmino add sequence ( X'^Jnknonra; *^top 
Icodon^ f=possMc nucleotide ddetion; V^posable 
I nucleotide insertion) 



2617 
2618 



8114 



2831 



MFSLISGS*KMRIHGHK/VGEHHSPG 

PVEGVSMPTESQIMSELPFnASKRI 

KYLGIQLTRDViaDLFKENYKPLLNE 

DCEDTNKWKNIPCSWVGRINIVKMA 

ILPKOryRFNAIPIiaPMTFFTELEKT 

TLKFIWNQKRARIAKSILSQKNKAG 

GITLPNRCLYYKATVTKTAWyWYQ 

NRDIDQWKRTEPSEIMPHIYNYLIFD 

KPEKDKQWGKDSLFNKWCWENW 

I^CRKLKLDPFLTPYTKINSRWIKD 

LNVRFKTIKTLEENLGITMRDIGMG 

KDITvlSKTPKAMATKAKIDKWDLIK 

LKCFCTAKETnRVNRQPTK 



1383 



8115 



2619 



8116 



2620 



8117 



2621 



8118 



2622 



8119 



2832 



153 



2833 



2436 



2834 



1569 



1835 



2835 



933 



2812 



2836 



56 



1692 



KSKSKQHSKASRRQEnXIRAELKEI 
EIQKTLQKINESRSWFFERINKIDRP 
LARLIKKKREKNLIDAIKTDKGDITT 
NPTEIQTTIREYYKHLYANKLENRE 
EMDKFLDTYTLPRLNEEEVESLNTP 
ITGSEIVAIINSLPTKKSPGPDGFTAE 
LYQRYKEELVPFLLKLFQSIEKEGIL 
PNSFYEASnLn>KPGRDTTKKENFRP 
ISLNfNlDAKILNKILAKGIQQHIKKLI 
HHDQVGFIPGMQGRFNIRKSINVIQ 
HINRTKDKNHMnSIDAEKAFDKIQQ 
PFMLKTLNKLGIDGTYFKIIRAIYDK 
PTASnLNGQKLEAFRLKTGTRQGCP 
LSPLLFNIVFEILARAIRQEKEIKGIQ 
LGKEEVKLSVLFADDMIVYVENPLP 
SQPQNIX*GWLSNFSK/MSSGYKIY 
KIDVQKS\QAFLYTNNRQTESQ1MSE 
LPFVTIASKRIKYLGIHLTRDVKDLVF 
KETYKPLLNEIK\EDTNKWKNIPCS 
WVGRINIVKVMAE,PKVN\YRFNAIP1 
KlJ>MTVFTELE»ryTKVHMEPKKE 
PALPSQS 



2623 



8120 



2624 



8121 



2625 



8122 



2626 



8123 



2627 



8124 



2628 



8125 



2837 



433 



2838 



2839 



371 
307 



452 



497 



2840 



95 



314 



2842 



311 



2843 



602 



2629 



8126 



2630 



8127 



2631 



8128 



2632 



8129 



2633 



8130 



2845 



571 



690 



CQQGFSFLQAYGPAQHAISVMRKFK 
AKYPDYEVTWANDGY 



2846 



130 



943 



2847 



45 



405 



GDPGRRNMAVADLDLIPDWDIDSD 

GVFKYVLIPSPLGIPAPGIRPAESKEI 

VRGYKWAVGHHADIYDKSVGATCR 

KQGLRTVSILGGGRIS/HTKSPGQER 

FTVYXGYSMGLWSCPRTPIST 



A 
A 



2848 



1340 



1504 



2849 



200 



GSCACAGSCKCKKCKCTSCKKSEC 
GAISRNLGLWLRXCCSCCPLGCAKC 



437 



wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: of 
nndco-dde 
scqococc 


SEQID 
NO: of 
peptide 
seqncDte 


tbo 
d 


SEQID NO: 

iDllSSN 

09/770460 


INodcotide 
llooitfoD of 
IlirstcodOD 
Iror peptide 
IsequcDce 


Nucleotide 
locatioa of last 
codon for last 
amiDO add of 
peptide 
sequence 


Amino add scqoence ( X=4inkD0Wii; *>^top 1 
codon; h^asskXAz oncteotide deletion; Npposable 
nndcotide Insertion) 














AQGCICKGASEKCSCCA 


2634 


8131 


B 


2850 


1 

1 


384 


MWESVELPRDLLSGFAQNADSDMD 

NKVQVSDGDKELVGNWSKEKELPT 

VALHHALHVFHWLFSSRLGTPVSPR 

VAMEPK\H^EAGCCSCCPVGCAKC 

AQVLRLQRGIGEVQLLCLMWEQLF 

SQNCNT* 


2635 


8132 


A 


2851 


1 


2880 




2636 


8133 


A 


2852 


584 


1253 




2637 


8134 

* 

- 


A 


2853 


1 


2736 


QSRARADQRITESRQWELAVKEH 

KAEILALQQALKEQKLKAESLSDKL 

NDLEKKHAMLEMNARSLQQKLETE 

RELKQRLLEEQAKLQQQMDLQKN 

HIFRLTQGLQEALDRADLLKTERSD 

LEYQLENIQVLYSHEKVKMEGTISQ 

QTKLIDFLQAKMDQPAKKKKVPLQ 

YNELKLALEKEKARCAELEEALQK 

TRIELRSAREEAAHRKATOHPHPST 

PATARQQIAMSAIVRSPEHQPSAMS 

LLAPPSSRRKESSTPEEFSRRLKERM 

HHNIPHRFNVGLNMRATKCAVCLD 

TVHFGRQASKCLECQVMCHPKCST 

CLPATCGLPAEYATHFTEAFCRDK 

MNSPGLQTKEPSSSLHLEGWMKVP 

RNNKRGQQGWDRKYTVLEGSKVLI 

YDNEAREAGQRPVEEFELCLPDGD 

VSIHGAVGASELANTAKADVPYILK 

MESHPHTTCWPGRTLYLLAPSFPDK 

QRWVTALESWAGGRVSREKAEA 

DAKLLGNSLLKLEGDDRLDMNCTL 

PFSDQVVLVGTEEGLYALNVLKNS 

LTHVPGIGAVFQIYTIKDLEKLLMIA 

GEERALCLVDVKKVKQSLAQSHLP 

AQPDISPNIFEAVKGCHLFGAGKIEN 

GLCICAAMPSKWILRYNENLSKYC 

IRKEIETSEPCSCIHFTNYSILlG'raKF 

YEIDMKQYTLEEFLDKNDHSLAPA 

VFAASSNSFPVSIVQVNSAGQREEY 

LLCFHEFGVFVDSYGRRSRTDDLK 

WSRLPLAFAYREPYLFVTHFNSLEV 

lEIQARSSAGTPARAYLDIPNPRYLG 

PAISSGAIYLASSYQDKLRVICCKGN 

LVKESGIEHHRGPSTSRSSPNKRGP 

FTYNEHITKRVASSPAPPEGPSHPRE 

PSVHPTATARGGPSCAGTSVPWPPPG 

AREVPRPDAQHAERAVPREAV 


2638 


8135 


A 


2864 


426 


539 




2639 


8136 


A 


2865 1 


1 


1134 




2640 


8137 


A 


2866 


766 


1115 


SARQIATFFNNGIKHLAJMGGDILH 
VAHIFVTPFNLEGAYTSINQRAEVG 
SLIVIFHRQQMFFIGNHPPLIV/YSMC 

MAJSO Jl'AbNl\iiOWKYAi'ljK*KoVK 1 

RCDGDPLHPDVRRRSG 


2641 


8138 


A 


2867 


61 


390 




2642 


8139 


A 


2868 


627 


1324 




2643 


8140 


A 


2869 


343 


452 




2644 


8141 


A 


2870 1 


589 


672 





438 



wo 01/79449 



PCT/US01/086S6 



SEQ ID 
NO: or 
Dodco-tide 
sequence 



SEQ ID 
NOtof 
peptide 
sequence 



Me 
tfao 



SEQ ID NO: 
ioUSSN 
09/770,160 



Nucleotide 
locition of 
first codon 
for peptide 
seqneiiee 



Naclcotide 
locatioo of last 
codoo for last 
amino add of 
peptide 
sequence 



I Amioo add seqncoce ( X^moknown; *»St^ 
codon;'/»possib]c ondeotide ddellon; V=pQssibie 
nndcotide insertiOD) 



2645 



8142 



2871 



1 



3000 



2646 
2647 



8143 



2872 



191 



8144 



2873 



251 



505 



2648 



8145 



2874 



1780 



1914 



2649 



8146 



2875 



1154 



1256 



2650 



8147 



2876 



2629 



2651 



8148 



2877 



334 



468 



2652 



8149 



2878 



416 



2653 



8150 



2654 



8151 



2879 



4116 



2880 



3080 



2655 
2656 

2657 



8152 
8153 
8154 



2881 

2885 
2886 



1898 



4132 
2056 
233 



GSSSRLGQRTD*ATASRRHF\KNKV 
PGEAKNCSPEDDEIP\LYLKGGV\AD 
ALLYRATH\MILTVG\GTSICPYYEL 
AVASFPKKAGS 



YEEEEEEDYD*EEEESSEPPLDENDL 
EEDWFQPPQIEGEAVYDA 



EEELEASKSFGPGNEEEEKEEKEYE 

EEEEEDYDEEEEESSEAGNQRLQQV 

MHAADPLEIQADVHWTHIREREEE 

ERMAPASESSASGAPLDENDLEEDV 

DSEPAEIEGEAAENGHPGDTGAELD 

DNQHWYDSPSDADRELRLPCPAEG 

EAELELRVSEDEEKLPASPKHQERG 

PSQATSPIRSPQESALLFIPVHSPSTE 

GPQLPPVPAATQEKSPEERLFPEPLL 

PKEKPKADAPSDLKAVHSPIRSQPV 

TLPEARTPVSPGSPQPRPPVAASTPP 

PSPLPICSQPQPSTEATVPSPTQSPIRF 

QPAPAKTSTPLAPLPVQSQSDTKDR 

LGSPLAVDEALRRSDLVEEFWMKS 

AEIRRSLGLTPVDRSKGPEPSFPTPA 

FRPVSLKSYSVEKSPQDEGLHLLKP 

LSIPKRLGLPKPEGEPLSLPTPRSPSD 

RELRSAQEERRELSSSSGLGLHGSSS 

NMKTLGSQSFNTSDSAMLTPPSSPP 

PPPPPGEEPATLRRKLREAEPNASV 

VPPPLPATWMRPPREPAQPPREEVR 

KSFVESVEEIPFADDVEDTYDDKTE 

DSSLQEKFFTPPSCWPRPEKPRHPPL 

AKENGRLPALBGTLQPQKRGLPLVS 

AEAKELAEERMRAREKSVKSQALR 

DAMARQLSRMQQMELASGAPRPR 

KASSAPSQGKERRPDSPIRPTLRGS 

EEPTLKHEATSEEVLSPPSDSGGPDG 

SFTSSEGSSGKSKKRSSLFSPRRNKK 

EKKSKGEGRPPEKPSSNLLEEAAAK 

PKSLWKSVFSGYKKDKKKKADDK\ 

SCPSTPFSGATVDSGKHRVLPVWR 

AELQLRRQLSFSEDSDLSSDDVLEK 

SSQKSRREPRTYTEEELNAKLTRRV 

QKAARRQAKQEELKRLHRAQDQR 

QLQQVEERQRRLEERGVAVEKALR 

GEAGMGKKDDPKLMQEWFKLVQE 

KNAMVRYESELMIFARELELEDRQS 

RLQQELRERMAVEDHLKTEEELSEE 

KQILNEMLEWEQRDSLVALLEEQR 

LREREEDKDLEAAMLSKGFSLNWS 



439 



wo 01/79449 



PCTAJSOl/08656 



SCQ ID 

aacMO-Diie 
scqococc 


SEQID 
NO: of 
peptide 
sequence 


Me 

tbo 
» 
a 


SEQ ID NO: 

inUSSN 

09/77lMaO 


Nncteotidc 
locatioD of 
lint codoa 
for nentide 
scqocncc 


NacSeotide 
location of last 
codon for last 

sininA Bcid nf 

peptide 
scqneaee 


Amino add seqncocc ( X=Un known; *=^top 
codoo; /^possible nucleotide deletion; V=possible 
nucleotide insertioa) 


2658 


8155 


A 


2887 


1092 


1339 




2659 


8156 


A 


2888 


363 


512 


EPlJEGlXCI^KGVErVTILQAETPG 

EPLPP*KPHS*PGLCLRYRGHTL 


2660 


8157 


A 


2889 


1 


136 




2661 


8158 


C 


2890 


12 


236 


MTPGGmjPYHSLPQPDFLASCPTR 
HLSTPFLVADNELRLPKGQICPLHV 
FVLANRWLKLCANSVWEHSKGIT 


2662 


8159 


A 


2891 


1548 


1849 




2663 


8160 


A 


2893 


1 


1441 




2664 


8161 


A 


2894 


954 


1194 




2665 


8162 


A 


2895 


2039 


2207 




2666 


8163 


A 


2896 


680 


757 




2667 


8164 


A 


2897 


361 


476 




2668 


8165 


A 


2898 


226 


293 




2669 


8166 


A 


2905 


265 


396 




2670 


8167 


A 


2906 


250 


447 




2671 


8168 


A 


2907 


632 


1038 




2672 


8169 


A 


2908 


3 


363 


VKDDPNDHEQGKRGHKPFLRELPR 

ATIFFLINL*VIAEVEVQDSCIDQAES 

EMLLRSGAPDPGVPL*GCFFALVIT 

HTHSSRAAMAFPVTGKKASCYSQE 

PS*WQNSPNDTQDHSNDLSE 


2673 


8170 


A 


2909 


57 


448 




2674 


8171 


A 


2910 


62 


371 




2675 


8172 


A 


2911 

- 


398 


789 


VTGAPLMLPVLPKPGMPLAALVTG 

LSGLLWPCCAELVGTEFKLPALVHL 

PHCFFASLLESPVSPRLAMEPNCSC 

AAGVSCTCAGSCKCKECKCTSCKK 

SECCCSCCPVGC\SKCAQG\CVCKG 

ASEKCSCCD 


2676 


8173 


A 


2912 


577 


896 




2677 


8174 


A 


2913 


2 


184 




2678 


8175 


A 


2914 


1 


459 


SSNTMNGWFWIDKCSLWLSQSLPY 

TRATQVnKIPPNPATGV/SSGFVD»F 

WIDKCSLWLSQSLPYTRATQVnKIP 

PNPATGVRRALWIDSDLRCAPLGLS 

TGGGKSRRIKLGLGVPKFRGSDRNR 

VLIGAFYNPLAGYRALIGAFYNPLP 

PHLLLQLLLSWLLQPLLCCGKCKL 

KAPEGEETEFYVSPKAAV 


2679 


8176 


A 


2915 


440 


620 




2680 


8177 


A 


2916 


2 


987 


FGLRWPRGAVRRWQLWEEAAWK 

AEGAQARTNPHVSWAATVTRCSVP 

GKRNPAGWAAEPESGTVWSPPGAE 

IRMFRFMRDVEPEDPMFLNMDPFAI 

H\RQHVMSRMF\SGGFWILAPFLSrrD 

WQHCQGTRP\ASRR\MQQAGSCSPL 

FG/MCLGIFGWFSWDMFWGLME*H 

DLGNMEHMTAGGNCQTFSSSTVIS 

YSNTGDGAPKVYQETSEMRSAPGG 

IRETRRTVRDSDSGLEQMSIGHHIRD 

RAHILQRSKNHRTGDQEERQDYINL 

DESEAAAFDDEWRRETSRFRQQRP 

LEFRRLESSGAGGRRAEGPPRLAIQ 

GPEDSPSRQSRRYDW 


2681 


8178 


A 


2917 


121 


329 





440 



wo 01/79449 



PCTAJS01/08dS6 



SEQ ID 
NO: of 
nucl€o-(idc 
seqaencc 



SEQ ID 
NO: of 
peptide 
scqncncc 



Me 
tbo 
d 



SEQ ID NO: 
inUSSN 
09/770,1(0 



NDclcotide 
iocatioii of 
first codon 
for peptide 
iscqnence 



Nucleotide 
■location of last 
eodoD for last 
amioo acid of 
peptide 
iseqaence 



Amino add sequence ( X^^nkoown; *=5top 
codon; /=pos5it>lc nucleotide ddetion; V=p08sil>ie 
oQdeotide Insertion) 



2682 
2683 



8179 



2918 



323 



457 



8180 



2919 



243 



2684 



8181 



2920 



147 



321 



2685 



8182 



2921 



2310 



2686 



8183 



2922 



319 



2687 



8184 



2923 



85 



773 



369 



2688 



8185 



2924 



681 



2689 



8186 



2925 



1556 



1953 



HGVAAASLPSSAGRLSRARGPGSEE 

PAAAPAPRWRWQHPRGPGGPVSRR 

RRPPHGGTPGTVRRGGGGDPAAPG 

SGCPSPAWPPRPCPGAPLRRATLPP 

ACCGSLACSPLTL*PAPS/TPPL*ADD 

SCSVGLPT 



2690 



8187 



2926 



322 



376 



2691 



8188 



2927 



365 



666 



2692 



8189 



2928 



310 



448 



2693 



8190 



A 2929 



908 



1189 



2694 



8I9I 



A 2930 



761 



913 



2695 



8192 



A 2931 



1188 



1373 



2696 



EPHLKKJOCKISRAWWCIPWPVTW 
KAEVGGSLEPRRWRLQ*AEITPAHS 
SLGNGLTT-LKKKK 



8193 



A 2932 



2697 



8194 



A 2933 



240 

1212 



475 



1424 



2698 



8195 



A 2934 



2699 



8196 



A 2935 



403 
436 



539 



594 



2700 



2701 



2702 



8197 



A 2936 



570 



8198 



2703 



2704 



2705 



2706 



2707 



8199 



A 2937 
A 1 2939 



1086 



1359 



40 



361 



8200 



A 2940 



12 



337 



8201 



A 2941 



232 



339 



8202 



A 2942 



951 



1069 



8203 



A 2943 



286 



621 



8204 



A. 2944 



299 



513 



HKCYFTLAHyHLlISFCAATLE*A*P 

SWGTNCSTPNFVNTTPLTLAYYLGL 

WRSLRPFSDSVSFSFCSGIL 



2708 



8205 



A 2945 



97 



258 



2709 



8206 



A 2946 



464 



2710 



8207 



A 2947 



522 



2711 



8208 



A 2948 



76 



2712 



488 



8209 



A 2949 



619 



746 



2713 



8210 



A 2950 



125 



279 



2714 



8211 



A 2951 



1300 



1410 



2715 



8212 



A 2952 



1867 1947 



2716 
2717 



8213 
8214 



A 2953 
aI 2954 



52 



352 



538 



2718 



8215 



A 2955 



313 



QEFGTRICPAACFPLESGTPGFSLAS 

KWTPNCSCSPVGS\CACAGSVCK\CN 

RVANRTVLTQTSCCSaCPVGCAVA 

LPRGCICKGTSDKCRSRCLDARDSC 
ALQM 



2719 



8216 



A 2956 



1172 



1914 



HFSAQPWASPCS/SLLLLGLEGQGIV 
GSLPEVLQAPVGSSILVQCHYRLQD 
VKAQKVWCRFLPEGCQPLVSSAVD 
RRAPAGRRTFLTDLGGGLLQVEMV 
TLQEEDAGEYGCMVDGARGPQILH 
RVSLKILPPGAVEDDVQAGRWRVA 



441 



wo 01/79449 



% 

PCTAJS01/086S6 



SEQlD 
NO: of 
niidco-tidc 
scqiKocc 


SEQID 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SEQ ID NO: 

ioUSSN 

09/770»]60 


Nodcotide 
locatioD of 
first codon 
for peptide 
seqDcocc 


NDdeotide 
locatioD of last 
codon for last 
amino add of 
peptide 
scqoence 


Amino add sequence ( X=Unluiowo; ^^Stop 
codon; ^=posstbie nudcotide ddctioo; V^possible 
nudcotide insertion) 














SRDDVACGSEEEEETHKIGSLAENA 

FSDPAGSANPLEPSQDEKSIPLIWGA 

VLLVGLLVAAWLFAVMAKRKQV 

TIQLLQGNNPTALAKSKEELSMPKS 

YQY 


2720 


8217 


A 


2957 


3 


632 




2721 


8218 


A 


2958 


3 


728 




rm 


8219 


A 


2959 


194 


451 




2723 

« 


8220 


A 


2960 


2 

■ 


484 


NVLTSHTQPNQRGKAATVTPALWR 

LTDVRLVTKYKIHFERNVGSFENSM 

KGNSIYF*GPGHDPLLNMNIVY»KS 

LTIhnNfHMHKrr*ESLTEVLFSQGlFS 

VTNPHPEIFLVARIEKVLQGNITHCA 

EPYIKNSDPVKTAQKYHRTAKQVC 

SRLGQYRMPFA 


2724 


8221 


B 


2961 


65 


391 


MAEVRKFTKRLSKPGTAAELRQSV 

SEAVRGSWLEKAKVVEPLDYENVI 

AQRKTQIYSDPLRDLLMFPMEDISIS 

VIGRQRRTVQSTVPEDAEKRAQSLF 

VKECnCTY* 


2725 


8222 


A 


2962 


1 


2148 




2726 


8223 


A 


2963 


816 


1014 




nil 


8224 


A 


2964 


2 


358 




2728 


8225 


A 


2965 


84 


176 




2729 


8226 


A 


2966 


137 


426 


QACIMREYKXLVVLGSGGVGKSALT 
VQFVQGIFVEKYD\PTIEDS\YRKQV 
EVDAQQCMLEILGYLPGTEQFTSNE 
GFIHEKWTRICISLFHHSTVHI 


2730 


8227 


A 


2967 


449 


602 




2731 


8228 


A 


2968 


203 


535 


- 


2732 


8229 


A 


2969 


2 


446 




2733 


^0 


A 


2970 


3 


240 




2734 


8231 


A 


2971 


914 


1291 




2735 


8232 


A 


2972 


188 


266 




2736 


8233 


A 


2973 


191 


306 




2737 


8234 


A 


2978 


1 


440 




2738 


8235 


A 


2979 


3 


670 


TSRGRVGTQAGEPRDLRPPPCPSSPL 

RV\AVV\CLEQPERGAWEAHNIPQP 

NGDSAVRSFG\TGTHVKLPGPAPD\ 

>nWY\DFKTTYDQMYNDLLRKDK 

\ELITX3NGILHL\G\R]SrKRIKP\GPERF 

QNCKDLFDLIL1\CEERVYDRVGWK 

I*1SR\EQGDLPSPVHVVNVLDIQDNH 

EEATLG/ARFLICEVVCQCIQHTEYM 

HNEIDELLQEFEEKSORTFLHTVCF 

Y 


2739 


8236 


A 


2987 


367 


492 




2740 


8237 


A 


2988 


49 


.332 




2741 


8238 


A 


2989 


582 


923 




2742. 


8239 


A 


2990 


523 


668 


• 


2743 


8240 


A 


2991 


942 


1513 






oz4I 


A 


2992 


176 


362 




2745 


8242 


A 


2993 


4937 


5137 




2746 


8243 


A 


2994 


651 


836 




2747 


8244 


A 


2995 


1686 


1883 


. — — 


2748 


8245 


A 


2996 


415 


635 




2749 


8246 


A 


2997 


2 


308 





442 



wo 01/79449 



PCT/US01/086S6 



SEQID 
NO: of 

scqncoce 


SEQIO 
NO: of 

pcpuuC 
SCQOCOCC 


Me 
tbo 

11 


SEQIDNO: 
ioUSSN 


NodeoCide 
locatioa of 

IIIM COUOD 

for peptide 
scqacDcc 


Nodeodde 
locatioo of last 

COuOD lOr IMSX 

amino add of 

peptide 

sequence 


Amino add sequence ( X=UnkDowo; *=$top 
codon; ^=possible oadeotide ddctiott; V=possible 
nncicoooc inseiriooi 


2750 


8247 


A 


2998 


57 


598 




2751 


8248 


A 


2999 


802 


923 




2752 


8249 


A 


3002 


119 


297 




2753 


8250 


A 


3003 


950 


1314 




2754 


8251 


A 


3004 


1 


579 




2755 


8252 


A 


3005 


27 


483 


RDAEDAIYGRNGYDYGQCRLRVEF 

PRTYGGRGGWPRGGRNGPPTRRSD 

FRVLVS/GWQ/DLKDHMREAGDVC 

YADVQKDGVGMVEYLRKEDMEYA 

LRKLDDTKFRSHEGETSYIRVYPER 

STSYGYSRSRSGSRGRDSPYQSRGS 
PHYFSPFRPY 


2756 


8253 


C 


3006 


34 

* 


171 


MPKSFRVIAERSMHSWYVCFLICFIL 
HISITLHSLVMVFVTWREY* 


2757 


8254 


A 


3007 


1688 


1871 




2758 


8255 


A 


3008 


I 


688 


MSGWADERGGEGDGRIYVGNLPTD 

VREKDLEDLFYKYGRIREIELKNRH 

GLVPFAFVRFEDPRDAEDAIYGRNG 

YDYGQCRLRVEFPRTYGGRGGWPR 

GGRNGPPTRRSDF\RVLVSGPSP\SG 

SWQDLKDHMRBAGDVCYADVHK 

DGVGVMVEYLRKEDMEVYALRKLG 

♦PPKFRSH\EGETSLHRRFIPERSNQL 

MATSPVSGLGSRGRDLSIPKARGSP 

HYFSSFPGPT 


2759 


8256 


A 


3009 


428 


579 




2760 


8257 


A 


3010 


1924 


2043 




2761 


8258 


A 


3011 


131 


395 




2762 


8259 


A 


3012 


910 


1173 




2763 


8260 


A 


3013 


1295 


1489 




2764 


8261 


A 


3014 


1477 


1604 


• 


2765 


8262 


A 


3015 


443 


805 




2766 


8263 


A 


3016 1 1 


2109 




2767 


8264 


A 


3017 


1297 


1408 




2768 


8265 


A 


3018 


3 


314 




2769 


8266 


A 


3019 


5 


340 


GSGTSAKAFRSIWGPLPPVHRHGSP 

RSSVQR/DGPGLGTGEPRVYIRNKV 

ANTGVPGAPGPSIGGVTAPATDYCH 

RIAPILAARRRRRRRRRRRRRRRRG 

GGGGVAGGGGGGG 


2770 

• 


8267 


A 


3020 


1 


1973 


DGGARARGRAAARRRRRPRRRRRR 

RRRRRRRRRRRRRRRRRRLGLERP 

QPTSRGRAPGASRAEEKMEELWE 

VRGSNGAFYKAFVKDVHEDSrrVA 

FENNWQPDRQIPFHDVRFPPPVGYN 

KDINESDEVEVYSRANEKEPCCWW 

LAKVRMKGEFYVIEYAACDATYN 

EIVTIERLRSVNPNKPATKDTFHKIK 

LDVPEDLRQMCAKEAAHKDFKKA 

VGAFSVTYDPENYQLVILSINEVTS 

KRAHMLmMHFRSLRTKLSLIMRNE 

EASKQLESSRQLASRFHEQFTSOIEDL 

MGLAIGTHGANIQQARKVPGVTAI 

DLDEDTCTFHIYGEDQDAVKKARS 

FLEFAEDVIQVPRNLWIGKNGKLI 

QEIVDKSGWRVRIEAENEKNVPQE 

EEIMPPNSLPSNNSRVGPNAPEEKK 



443 



wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: Of 
Dodco-lide 
seqacoce 


S£QID 
NO: of 
peptide 
scqncocc 


Me 
tfao 
d 


mUSSN 
09/770,160 


Nodeottde 
location of 
first codon 
for peptide 
sequence 


Nodeotidc 
location of last 
codooforbst 
amino acid of 
peptide 
seqacoce 


Amino add scqoeoce ( X^nJtoowa; *^top 
codon; /^possible nucleotide deletion; V^possible 
ondcotide insertion) 














HLDIKENSTHFSQPNSTKVQRGMVP 

FVFVGTKDSIANATVLLDYHLNYL 

KEVDQLRLERLQIDEQLRQIGASSR 

PPPNRTDKEKSYVTDDGQGMGRGS 

RPYRNRGHGRRGPGYTSGTNSEAS 

NASETESDHRDELSDWSLAPTF.F.RR 

ESFLRRGDGRRRGGGGKGXQGGRG 

RGGGFKGNDDHSRTDNRPRNPREA 

KGRTTDGSLQNTSSEGSRJLRTGKDR 

NQKKEKPDSVDGQQPLVNGVP 


2771 


8268 


A 


3021 


1 


2116 




2171 


8269 


A 


3022 


656 


883 




2773 


8270 


A 


3023 


303 


589 




2774 


8271 


A 


3024 


2 


478 


MAGKQAVSASGKWLMGIRKWYY 

NAAEFNKLGLMRDDTIYEDEDVKE 

AIRRLPENLYNDRMFRIKRALDLNL 

KHQILPKEQWTKYE/EGLCCSSSAL 

CFLLR*KDQPIECPSRSQEELL*SKLS 

PL*TAFET*AKENFYLEPYLK\EVIRE 

RKEREEWAKK 


ms 


8272 


A 


3025 


323 


400 




2776 


8273 


A 


3026 


2 


396 


RPPnTKFAAARQMAGKQAV*STQ 

AKGLNG/IFKKWYYXNAARIQNKLG 

LM\RDDTrY\EDEDVKRSP*EDFPEN 

LYNDRMFRH»EGHWTLNLK\HQILP 

KEQWTNREEKNFYNLEPYLKEA^LF 

RERKEREVEWAKK 


mi 


8274 


C 


3027 


144 


341 


MYHSLEKFSSCFKHIPDNFLKMTKI 
KQNIYRDHFLNFLSFQGXQHKKNK 
TGQHFTSKCTEPFLQD* 


111% 


8275 


A 


3028 


1070 


1335 




2119 


8276 


A 


3029 


2 


303 




2780 


8277 


A 


3030 


149 


244 




2781 


8278 


A 


3031 


1642 


1797 




2782 


8279 


A 


3032 


1115 


1320 




2783 


8280 


A 


3033 


1240 


1408 




2784 


8281 


A 


3034 


539 


669 




2785 


8282 


A 


3035 


1155 


1579 




2786 


8283 


A 


3036 


437 


666 




2787 


8284 


A 


3037 


51 


279 


IKGRWEPPPLASFFLTSQGHCSDGP 
GP*GWGEAVSPRGRNTLSSSSWHW 
VPYSELRGRGVACRKEVYKIVQNT 
QH 


2788 


8285 


A 


3038 


3 


300 




2789 


8286 


A 


3039 


451 


760 




^^^^ 

2790 


8287 


A 


3040 


183 


410 




2791 


8288 


A 


3041 


602 


1145 




2792 


8289 


A 


3042 


2 


496 




2793 


8290 


A 


3043 


710 


896 




2794 


8291 


A 


3044 


143 


601 




2795 


8292 


A 


3046 


120 


280 




2796 


8293 


A 


3047 


2 


424 




2797 


8294 


A 


3048 


3 


452 




2798 


8295 


B 


3049 


240 


420 


XLKGHGQRKVAERADPKPLPQRGR 

TCPKRRCPPLSDPARCTSFRVDPVN 

FQASLSHCLAW* 


2799 


8296 


A 


3050 


310 


401 





444 



wo 01/79449 



PCTAJS01/086S6 



SEQID 
NQ: Of 
audcO'-ddc 
scqaencc 


SEQID 
NO: 01 
peptide 
sequence 


Me 
mo 
d 


SEQID NO: 
lo iisBin 
09/770460 


Nndeotide 
focstioo of 
first codoD 
for peptide 
seqoeocc 


Nndeotide 
locaboooflast 
codon for 
ainioo acid of 
peptide 
seqDCQoe 


AmiDO add sequence ( X*=4Jolusown; *»StDp 
codoo; /=posstble ondeotioe ddefion; \FpQ8SiMe 
nndeotide imei tionl 

1"**^ OVBtf^fl 


2800 


8297 


A 


3051 


544 


700 


i 


2801 


8298 


A 


3052 


1 


568 




2802 


8299 


A 


3053 


686 


787 




2803 


8300 


A 


3054 


8 


182 




2804 


8301 


A 


3055 


227 


547 




2805 


8302 


A 


3056 


1 


523 


ESLRKQLGQEPFF\DMHMMVSKP£ 

QWVKPMAVAGANQYTFHLEATEN 

PGALIKDIRENGMKVGLAIKPGTSV 

EYLAPWANQIDMALVNfTVEPGFGG 

QKFMEDMMPKVHWLRTQFPSLDI* 

VXDGGVGPDTVHKCAEAGANMIVS 

GSAIMRSEDPRSVINLLRNVCSRSCS 

RNRSP 


2dUo 


o303 


A 


1 ACT 

3057 


A 1 A 

919 


1100 




2807 


8304 


A 


1 Af A 

3059 




f A A 

780 




2808 


8303 


A 

A 


3061 


567 


^ A«^ 

682 




2809 


8306 


A 

A 


O A^O 

3062 


148 


372 . 




2810 


8307 


A 


3063 


1 13 


303 




2811 


8308 


A 

A 


3064 


367 


A A A 

449 




2812 


8309 


A 

A 


3065 


A A 

48 


369 




2813 


8310 


A 


3066 


979 


1254 




2814 


8311 


A 

A 


3067 


173 


T16 




2815 


OO 1 ^ 

8312 


A 

A 


*^ A>^A 

3068 


1 


111 




2816 


8313 


A 

A 


3069 


33 


494 




2817 • 


8314 


B 


O A^A 

3070 


1 AA 

100 


154 


MVHLTPVERVCRYCPVGQX* 


2818 


8315 


A 


3071 


559 


775 




2819 


8316 


A 


3072 


744 


940 




2820 


8317 


A 


3073 


1 


255 




2821 


OO 1 A 

8318 


A 


3074 


1 


1206 




2822 


8319 


A 

A 


^ A^ ^ 

3075 


905 


1823 




2823 


8320 


A 


3076 


36 


689 




2824 


8321 


C 


3077 


215 


325 


MSVYPLDHIQKRIARRSSLTSCMRG 
TIAWPTNSLTT* 






A 

A 


3078 


1 


AO 1 

831 




2826 


8323 


A 


3079 


97 


236 




2827 


8324 


A 


3080 


409 


602 




2828 


8325 


A 


3081 


818 


1095 




2829 


8326 


A 


3082 


528 


714 




2830 


8327 


A 


3084 


91 


242 




2831 


8328 


A 


3085 


75 


430 


VSPGLPAARLFQVAYLDSHLKCPGC 

QHVPMTVTFISSKEKP*PRTVPRPP 

WMRIX3HVILFSFLIPSNLSFSPV1I''FL 

CGPFKVVnCTELQNVSRSPC/rTLAT 

VYCmiTSYICKKKK 


2832 


8329 


A 


3086 


1000 


1145 




2833 


8330 


A 

A 


3087 


225 


324 




2834 


8331 


A 


3088 


3 


54 


IIHYSLLIIV*CWVQF 


2835 


8332 


A 


3089 


461 


658 




2836 


8333 


A 


3090 


337 


408 


GIQDRASHCTQGPPPPPS*VPQASPA 
AGEGPCPDPPGRYPLRDSGQSVTLH 
AGSSATTIQEPRGA 


2837 


8334 


C 


3091 


155 


453 


NfLGALGAEELSLDSLPEGLLNFSKP 

GSERGGRLGLVPAAGEGPCPDPPGR 

YPLRDSGQSVTLHAGSSATTIQEPR 

GAGHALASXQECQWSRDRAAQAG 

E* 



445 



wo 01/79449 



PCTAJSOl/08656 



S£Q1D 
NO: of 
Dodco-tide 
seqocDCc 


SEQIO 
NO: of 
peptide 
seqnmce 


Me 
tfao 
d 


SEQIDNO: 

inllSSN 

09/770,160 


Nodcotide 
location of 
first codoD 
fVu> DcnHde 

scqnencc 


Nndcotidc 
location of last 
codoo for last 

a Mil my wfcWi U< 

peptide 
sequence 


Amino add sequence ( X=KJaknown; *=StDp 
codon; A=possible nndeotide ddction; V^possible 
nncleotide insertion) 


2838 


8335 


C 


3092 


121 


393 


MALIHjRLPHRKLAGGTLEAPWPGIP I 
SGAVRRHQPQPPTTLXXWLGKVKK 
PLRKRIEAKFLCAEGPEHIRQGSAA 
VPGGGGRSRNCEQOJ* 


2839 


8336 


A 


3093 


270 


573 




2840 


8337 


A 


3094 


15 


297 




2841 


8338 


A 


3095 


970 


1098 




2842 


8339 


A 


3096 


127 


296 




2843 


8340 


A 


3097 


875 


1075 




2844 


8341 


A 


3098 


171 


404 




2845 


8342 


A 


3099 


186 


392 




2846 


8343 


A 


3100 


2 


202 




2847 


8344 


A 


3101 


2 


242 


ARGNMAAATLTSKLDSLLFRRTSTF 
ALTIIVGV\MFF\ERAF\DQGADAYFT 
DHI\NEGVRPCAIPDLGTRLRGDSGV 
EiCLF 


2848 


8345 


A 


3102 


79 


1137 




2849 


8346 


A 


3103 


374 


519 


LDSRRK**C*LESRPHE*TS/DLSSGS 
LLI*GIWSILFYPMAF*KFQKEN 


2850 


8347 


A 


3104 


1 


1214 




2851 


8348 


A 


3105 


105 


379 




2852 


8349 


A 


3106 


260 


421 


LLYGDCTWTSFHLQRLQLHCQVSQ 

PCRELP*LVSSVLCFPnSEELHCVTG 

HF 


2853 


8350 


A 


3107 


420 


848 




2854 


8351 


A 


3108 


664 


1059 




2855 


8352 


A 


3109 


73 


269 




2856 


8353 


A 


3110 


307 


566 




2857 


8354 


A 


3112 


316 


410 




2858 


8355 


A 


3113 


200 


403 




2859 


8356 


A 


3114 


258 


377 




2860 


8357 


A 


3115 


1767 


1893 




2861 


8358 


A 


3116 


1 


389 




2862 

• 


8359 


A 


3117 


3 


569 


RHGEERLQTRTLRAAELSARAPSHS 

LPAPRSAPTWQKFSSPTEWERCMES 

L\IAVF\QKYAGK\DGYNYNSLPRPE 

F/L»AFMNTEL\AAFTKNQEGPWVSL 

DRM\MEETGTPNSDGSARISSG1SLI 

WIGWALAMGLAWNFLPSRAVPFPR 

KAGPGGDPLGPGGFQTPPPFSFPGLS 

VLHLPQAHPSLEAH 


2863 


8360 


A 


3118 


362 


712 




2864 


8361 


A 


3119 


2 


152 




2865 


8362 


A 


3120 


134 


760 




2866 


8363 


A 


3121 


670 


891 




2867 


8364 


A 


3122 


44 


63 


SPSNRNTEEGTLTNIIHNLGNIYVFL 
HAVKGTPFETP*PG*KARAP»PPLGN 
NWDYGVDRFTSFTGSFFTISPIILYFL 
ASFYTKYDPTHFILNHSFSS*VVLNS 

PKWPQLHGVR1FGN*KSKQQEH 


286X 




A 




So 


OAT 




2869 


8366 


A 


3124 


2 


191 




2870 


8367 


A 


3125 


145 


865 




287] 


8368 


A 


3126 


69 


118 




2872 


8369 


A 


3127 


1148 


1323 




2873 


8370 


A 


3128 


197 


327 


PLGKKFSCSKSLRLLGPFLQL*SLRF 



446 



wo 01/79449 



PCT/US01/086S6 



SEQID 
niK 01 
nndco-tidc 
scqncncc 


|S£QID 

1 peptide 
Iscqaencc 


|m< 
itnc 
Id 


rlSCQIDNO: 
Ulo USSN 
|09/770,160 


Nodcotidc 
iocatloo of 
first codfMi 

for peptide 
seqaeoce 


INoclcotidc 
liocation of last 

■Mwlon Wn^ lost 

lamiiio acid of 

Ipcptidc 

IscqueDce 


1 Amino add scqneoce ( X^Uakoowo; *^top 
Icodon; /^possible oodcotide ddetion; \=pQssiblc 
iDuocoDac iDsernoD/ 














RKTTY 


2874 


8371 


A 


3129 


154 


303 




2875 


8372 


A 


3130 


3 


158 




2876 


8373 


B 


3131 


144 


274 


XICTLSEKERQIKKQTALVELVKHK 
PKATKEQLKAVMMISQLL* 


2?r/7 


1 8374 


A 


1 3132 


383 


1 529 




2878 


8375 


A 


3133 


1981 


2132 


EKENEDQKLIHLFFFFSLGVKPTPCL 
KNINFFNHFASFLOASINKKWKRI 


2879 


8376 


B 


3134 


144 


274 


XICrn.SEKERQIKXQTALVELVKHK 
PKATKEQLKAVMMISQLL* 


2880 


8377 


A 


3135 


383 


529 




2881 


8378 


A 


3136 


1979 


2131 


EKENEDQKLIHLFFFFSLGVKPTPCL 
KNINFFNHFASFLOASINKKWKRI 


2882 


8379 


A 


3137 


296 


592 




2883 


8380 


A 


3139 


224 


700 


VLLPPTGKRYPKVYIGVFKGPRKM 

GSSEIPFQNPFSIFSKEGYFLCREDFP 

NGAQISLLEEPFQIHLKLTFMFKNTT 

NFIFTAELCDQCQGL*NLIHLSSSP* 

KKRHLT/HNQTHPHIKTDFHC*FIHY 

LW*KSQSTSQHLFKSTMGKDQRQI 

DNNIMN 


2884 


8381 


A 


3140 


761 


963 




2885 


8382 


A 


3141 


475 


715 




2886 


8383 


1 ^ 


3142 


381 


698 




2887 


8384 




1 3143 

■ 


2 


235 


YASLEPPDRPQVGASCGPGTYV*GA 

VPPSPAGVGREGXAGKGTGGCTCDK 

PLSPCSLAG\RRGSFPRRPSWTSPRL 
LCW 




8385 1 


A 


3144 


49 1 


353 




ooon 
Zo6y \ 


8^86 { 


A 


3145 


174 


495 




2890 1 


8387 1 


A 1 
A 


3146 


73 


226 




2o91 1 


f>»> oo 1 

8388 1 


A 


3147 


326 1 


421 1 






8389 1 


A 


3148 


1306 { 


^ M M. ^ 1 

1444 I 






8390 1 


A 1 

A 


3149 


53 


246 1 




2894 


8391 


A 


3150 


228 


271 1 




2895 


8392 


A 


3151 


419 


599 




2896 


8393 


A 


3152 


1 


322 




2897 1 


8394 1 


A 


3153 


151 


375 




2898 1 


8395 


A 


3154 


2017 


2191 


it 


2899 1 


8396 


A 


3155 


3 


234 


LWSASSAQDATWADSQELSMARLP 
HVRKCWWLLLQGLSLLELLDFPP 
L/CLGPGCPCHLAHQHHPCPRPLFQ 
LSGR 


2900 


8397 


A 


3156 


43 


408 




2901 


8398 


A 


3157 


3 


374 




2902 


8399 


A 


3158 


1 


823 


MAVVAPRTLLLLLSGALALTQTWA 

GSHSMRYFSTSVSRPGSGEPRFLW 

GYVDDTQFVRFDSDAASQRMEPRA 

PWMEQEEPEYWDRQTEISKTNAQI 

DLESLRL\LRYYNQSEDAa>PPKTH 

MTHHPISDHEATLRCWALSFYPAEI 

TLTWQRDGEDQTQDTELVETRPAG 

DGTFQKWASVWPSGQEQRYTCHV 

QHEGLPKPLTLRWEPSSQPTIPIVGIL 

AGLVLFGAVUGAWAAVMWRRK 

SSDRKGGSYSQAASSDSAQGSDVSL 

TACKV 
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wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: of 
DDdco-tidc 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Mc 
tbo 
d 


SEQID NO: 

inUSSN 

09/770460 


Nucleotide 
location of 
fint codoD 
for peptide 
sequence 


Nucleotide 
location of but 
codon for last 
amioo add of 
peptide 
sequence 


Amino add sequence ( X^Unkoown; *^=Stop 
codon; A=posslbie nucleotide ddetioo; V=pQssible 
ondeolide inscrtioo) 


2903 


8400 


A 


3159 


1 


1264 


MAVMAPRTLLLLLSGALALTQTWA 

GSHSMRYFFIWSRPGRGEPRFIAV 

GYVDDTQFVRFDSDAASQRMEPRA 

PWEEQEGPEYWDQETRNVKAQSQT 

DRENLRIALPLTYNQSEAGSVHTLQ 

MMYGLGRGGSDGALSFRGLPPVTA 

YDGKDNIALNEDLRSWTAADMAA 

QITQRKWET/AAHEAEQWRAYLEG . 

RCVEWVLRRYLENGKETLQRTDPP\ 

KTHMTHHPISDHEATLRaWALSFY 

PAEITLTWQRDGEDQTQXDTKLVQT 

RPAGDGTF\HKGASCVGPLGEEQRY 

TC\HVQHEVGLPIOPSTM\RW*PSSQP 

THPPSWGIHCLALVLLWKL*SLEAV 

VAACECGRRKSSDRK\GGSYT\QAA 

KPVTSAQGSDVSLTACKSVRQLPCV 

GLRGKSCFLPFPLVDLEEPWTLFPA 

KGTLHVSVFM | 


2904 


8401 


A 


3162 


1 


342 


GSRTVPSPSPSSGLASPGSPTHRSLG"i 

PTTPPMASATEDPVLERYFKGHKA 

AITSLDLSPNGKQLATASWDTFLML 

WNFKPHARAYRYDGHKDWTSVQ 

FSPYGYLMAAG/SRDLSVRLWIPV** 

EYS*NGKQLATASWDTFLMLWNFK 

PHARAYRYDGHKDWTSVQFSPYG 

YLMAAGLETYP | 


2905 


8402 


A 


3163 


I 


583 

• 


DMESRSVTQPGVQWCYLG*LQPPP 
PRF*RFSCLSLPGSWDYRCVPPHPA 
NFFIFSRDGVSHHVGQAGLELLVSS 
DPPASASQSAGITGLSHHARPDA^TF 
LLTVFEPFHGTHVRPPVTCGTLASN 
WiP 1 AFISLAENTKVLKVALKEVPF 
GFDIAISKASGTVQIRAMSFMKTTFL 
SPSFVRECHTHDHVTLLQS | 


2906 


8403 


A 


3164 


1 


347 


FFILFFLRQSHSVA*AGVQWHNLDS 
LQPLPPGFKQFS/LSLPSSWDYRRMP 
PRPANF\*FLVETGFRHVGQAGLELL 
TSGDPPASTSQSAGITGVSHGAQSC 
PLLYIEFPLSILAAT ( 


2907 


8404 


C 


3165 


13 


399 


MEKIPVLFRVANLISIIPAPNKSRLC 

GKTRISRSAKSKANTRVFLACRFGL 

AGDNAIANVHAPDADLEAQSDVER 

TMDLKPCIWVPDTLGBAEQTAPAD 

RLSMHTQHFGRPRRADHEVRRPRP 

SWLIW* 1 


2908 


8405 


A 


3166 


168 


414 


NPLLLPNTFPANGNTILIKEKVLFLF 

F*DGSPVLSPRPDCGLQWRNLG\SL 

QSPPPGFTPFSCLSLPSSWDYRHPPL 

RPANFFLYFLVETGFHRASQGVGLD 

LLTSRS/IPPRASQSA/RGLQGVSHPR 

PAYMSLRYNKPAHVPLKIKVKK 


2909 


8406 


A 


3168 


28 


123 




2910 




A 




J, 




ENRLMAGGE/HMLAAILLFTALRCL 1 
CKVKHKPGLHAH*GTAP | 


2911 


8408 


A 


3170 


1 


402 


QGFSPP\ESLRYG\SWEGKALTFPQP 
DTHKGSVLED**KRKASLQLR»EEG 
ICLXCLSLGMECLGVKP/VAYILFTEI 
GESRLMAGGKyHMLAAILLFTALRC | 



448 



wo 01/79449 PCTAJS01/086S6 



SEQID 
n Qi 

nudco-tide 
seqaeoce 


SEQID 
NO* nf 

seqncDce 


Mc 

UN 

d 


i SEQID NO: 

k in ILCSM 

09/770460 


INodtotidc 
1 location of 
Ifirstcodon 
Ifor peptide 
IscqntDcc 


INodcotide 
llocatioa of last 
Icodon for last 
lamlnoaddof 
peptide 
[Seqiicnce 


Amino add scqacsce ( X=Uoluiowo; *=Stop 
codon; /=pQss]blc nodeotidc ddetioo; >Fpossiblc 
nodcotlde loscrtioii) 














LGKVKHKSGUUHRGTAPFLKLIY 
DTESFAHMFSC 


2912 


8409 


A 


3171 


1 


399 


SSSLQPPPP\GFK*FSCIGLPTSRDYR 
CVPPRP\ANFVFSVETGFHHVGQAG 
LELLTSGDPSTSASQSAGMTGVTTV 
PRPVLLISEAHFWSCKNSLFTGENVI 
EANQNLLALRHSAMDLQSLRIAOW 
QTFFF 


2913 


8410 


A 


3172 


1 


451 


LYGEGWSFALVAQAGVQWCDLRL 

LQPLLPGFK\YSPASASRVAG/HYR 

WSITDSVTQAGVQWHNLGSLQPPPP 

SFKRFSCLSLPSS*DYRCTPPGLA*/F 

FIFLVEMGF\SLLARLVSNS*PSGDPS 

TLGLPKVLGLQG VSHHALVPHT J .n , 

QKR 


2914 


8411 


A 


3173 


1 2 


346 




2915 


8412 


A 


3174 


1 


1 2430 




2916 


8413 


A 


3175 


576 


983 


GRSFJVSFLLVNSGKVPTOK/ERLFD 
RMMNSNWG/RSAFKKVNSNLST*Q 
FKYKNKGICAACQFSLFPLK*PIPRL 
FFAGEHTIRNYPATVHGALLSGLRE 
AGNRIADQFLGAMYTLPRQATPGVP 
AQQFPKACETDAF 


2917 


8414 


A 


3176 


1 


2930 


RRAGSVKRGEARLFGPTERQSERPL 

RPSAARRPEMLSGKKAAAAAAAAA 

AAATGTEAGPGTAGGSENGSEVAA 

QPAGLSGPAEVGPGAVGERTPRKK 

EPPRASPPGGLAEPPGSAGPQAGPT 

WPGSATPMETGIAETPEGRRTSRR 

KRAKVEYREMDESLANLSEDEYYS 

EEERNAKAEKEKKLPPPPPQAPPEE 

ENESEPEEPSGVEGAAFQSRLPHDR 

MTSQEAACFPDIISGPQQTQKVFLFI 

RNRTLQLWLDNPKIQLTFEATLQQL 

EAPYNSDTVLVHRVHSYLERHGLIN 

FGIYKRlKPLPTKKTGKVmGSGVSG 

LAAARQLQSFGMDVILLEARDRVG 

GRVATFRKGNYVADLGAMWTGL 

GGNPMAWSKQVNMELAKIKQKC 

PLYEANGQAVPKEKDEMVEQEFNR 

LLEATSYLSHQLDFNVLNNKPVSLG 

QALEWIQLQEKHVKDEQIEHWKKI 

VKTQEELKELLNKMVNLKEKIKEL 

HQQYKEASEVKPPRDITAEFLVKSK 

HRDLTALCKEYDELAETQGKLEEK 

LQELEANPPSDVYLSSRDRQILDWH 

FANLEFANATPLSTLSLKHWDQDD 

DFEFTGSHLTVRNGYSCVPVALAEG 

LDIKLNTAVRQVRYTASGCEVIAVN 

TRSTSQTFIYKCDA VLCTLPLGVLK 

QQPPAVQFVPPLPEWKTSAVQRMG 

FGNLNKWLCFDRVFWDPSVNLFG 

HVGSTTASRGELFLFWNLYKAPILL 

ALVAGEAAGIMENISDDVIVGRCLA 

EJCGIFRS\SAVPQP\KETWSRWRA 

DPWG\RGS*SY\VAQGS\SGVNDYDL 

MAQPYHSWAPSIPGAPQPIPRTLLC 

GEhOTIRNYPS/rPVHGALAEVGSRE 
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wo 0in9449 



PCTAJS0iy086S6 



SEQID 
NO: of 
aodoMide 
scqncott 


SEQlD 
NO: of 
peptide 
scqncnce 


Me 
tbo 
d 


SEQ ID NO: 

idUSSN 

09/7704^0 


Nucleotide 
locatioiior 
first codon 
for peptide 
sequence 


Nocleotide 
locatioo of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino add sequence ( X^Unknown; *^top 
codon; A^possitrfe nocleotide deletion; \Fpossib!c 
nucleotide insertion) 














AGKEIARPSFWGAMY/TRLPRQXATP 
GCFLAQQVPQACETRCIPKGRGPM 
CPVSCPCKEGSSSNTRSPLEKSTPGI 
WAPDQLMFJ .PDLTKGACLLLNDLE 
HQGGTCPLVWNCVLRKD 


2918 


8415 


A 


3177 


62 


447 


GDRAF.RSAEPRAWSHSDNSHRYTT 

LnCLTHTHVHNPVHS\HTinHTHT 

HTHTHTHTVSYRH'lKrPPLLLKQTG 

LKFY*NSRDDTPRSRPGSSGLQRLSS 

SPPVPFQPGTVEASADFCGDDLLTT 

VRLQ 


2919 


8416 


C 


3178 


90 


233 


MRIGYKVKDGTFLDLQMGGLPGXX 
XXSRPKRNHQLSKGEREINLGKL* 


2920 


8417 


A 


3179 


462 


929 


SLFHTWKADGFFLTGNSSSRPGNNT 

ICKSKKCPILYLISNPHPQIMPLLFFF 

CDGSFTLVGPGWEWQWCDLSSLQP 

PTPRyFN*FSCLSLPSSWDHRHPPSCP 

ANFLYF* ♦RLGFHHVGQAGLELLAS 

SDPPASASHSVGITGVSHHTWPMPL 

LLLI 


2921 


8418 


A 


3180 


160 


272 


FFL*DRALLCLPDWSAW*SWLTAA 
LAXYRRKRSSYLSLPSSWDYRHLPP 
CPANFSYFL*RQSLTVLPRLVSNSW 
TQVSLLTQPSVLGLQA 


2922 


8419 


A 


3181 


6 


270 


RDRVLLCHTDWSIAWESQLTASSN 
SW\VK*SSCLSLQRTRDYRHEPPYL 
ANF*IFCRD/RGLTMLPRLV*NSWPQ 
GILPPWPPKSLGLQV 


2923 


8420 


A 


3182 


92 


549 


VWQGLHPQLHPHFASQNLIQSLALS 

LKAGVXQWHDLSSLQPPPRRFKPFS 

CLSLPSSWDYRRAPLCPANFFLYF** 

RQGFTMLARLVSNY*PRDPPASASQ 

SAAITGVSHCARPRLSSLLQCFSNSS 

RLEHTDGIHFLSEAMSAIHESFPHI 


2924 


8421 


A 


3183 


16 


661 


DRVSVTQAGVQWCNLGSLQPLPPR 

FR*FSCLSLLSSWDYRRPPPRPANFC 

IFSRD/MAKn"LARLVSNS*PQ/CDPP 

TSASQSAEITGVSHRAWPVLSSPQPF 

FFFVDMESHAITQAGVQWRHLGSLQ 

PPPPMFK*SSCLSLLSSWDYRRPPPR 

PANFFVFL»\RDGVSPC*PGWSRSPD 

LVIHPPWSPKSAGITGLSHCAQPYP 

QFSKHKDLRVSGKA 


2925 


8422 


A 


3184 


288 


489 


CGLILELEKLLLVWIQQIQMSLNKA 
TI*SNDIFCPLST*NQVWCVFKGRSL 
HFEQKWPSSNKVTG 


2926 


8423 


A 


3185 


3 


166 


WLYSANVAHAPYRGSALWCLRDS 
RPPAQYWSAFQHYSL*PTQFPLEFT 
TKSLLS 


2927 


8424 


A 


3186 


3 


725 


LALLGRVYDVLSARDA^ELGPQYS 

VSKMTQRRSHVY ITRLNT/ADIYDS 

DLVPLCPQLSAVPLHSKNSAPYPYN 

PLYSVP/LPGA^GRFYGEDGLPTP 

ALTQVEAAITRGLEANKLQLQEKQ 

TFPPCNAEWSSARGSRLWCSQKSPK 

DADDTSIYMFYQKVGDNSIDSWKN 

AGRVFKDSDKFDANDPILKDQTQE 



450 



wo 01/79449 



PCTAJS01/086S6 



SEQU> 
NO: of 

scqncncc 


SEQID 
NO: of 

pcpuuc 

scqoence 


Me 

tfao 

fi 
o 


SEQIDNO: 
inllSSN 


NDdcotidc 
location of 

llfal CDUVB 

for peptide 
scqncnce 


Nodcotide 
location of last 
codOD lor last 
amino add of 
peptide 
scqDcocc 


Amfao add seqtteoce ( X^nknomi; *^top 
codoo; AipossiMe nncleotidc ddetioo; V=possible 
oodeotidc inscrticni) 














WSGSATFTSIX3KIRLFYTDYSGKHY 
GKQSLTTAQNGVKPEGTTEITMK 


2928 


8425 


A 


3187 


1 


1988 




2929 


8426 


A 


3188 

• 


134 


944 


MLRCGGRGLLLGLAVAAAAVMAA 

RLMGWWGPRAGFRLFIPEELSRYR 

GRPR\DPGA*YLALLGRVYDD/DPP 

GRRHYEPGSHYSGFAGRDASRAFV 

TGDCSEAGLVDDVSDLSAAEMLTL 

HNWLSFYEKNYVCVGRVTGRFYGE 

DGLPTPALTQVEACDSTRGFGGQT 

NYKLQEKQTFPPCNAGGGAQPGAA 

RLWCSQKSGGVSRDW/ALAVPRKL 

YKPGAKEPRCVCVRTTGPPSGQMP 

DNPPHRNRGDLNDHPNLAEYTGCPP 

LAITCSFPL 


2930 


8427 


A 


3189 


1 


312 


AQPGVQ*RNLHSLQPPPPGSKRLSC 

LSLPSS*DHRRPPPCPANF/SVFLVE 

MGFHHVGQAGLELFTSGDPPASAS 

QSAGITGASHRTRPES*FY*LRLGm 

FR 


2931 


8428 


A 


3190 


2 


176 




2932 


8429 


A 


3191 


3 


67 




2933 


8430 


B 


3192 


1 


1587 


MVKLSrVLTPQFLSHDQGQLTKELQ 

QHVKSVTCPCEYLRKVINTLADHH 

HRGTDFGGSPWLHVIIAFPTSYKWI 

TLWIVYLWVSLLKTIFWSRNGHDG 

STDVQQRAWRSNRRRQEGLRSICM 

HTKKRVSSFRGNKIVLKDVITLRRH 

VETKVRAKIRKRKVTTKINHHDKIN 

GKRKTARKQLSQHSISHVLAFSDPP 

FCKKGSLQLAPPSADDNIKIPAERLR 

IPLPPSADDNLKTPSERQLTPLPPSAP 

PSADDNIKTPAERLRGPLPPSADDN 

LKTPSERQLTPLPPSAPPSADDNIKT 

PAERLRGPLPPSADDNLKTPSERQL 

TPLPPSAPPSADDNIKTPAERLRGPL 

PPSADDNLKTPSERQLTALPPSAPPS 

ADDNIKTPAERLRGPLPPSADDNLK 

TPPLATQEAEAEKPRKPKRQRAAE 

MEPPPEPKRRRVGDVEPSRKPKRRR 

AADVEPSSPEPKRRRVGDVEPSRKP 

KRRRAADVEPSSPEPKRRRVGDVEP 

SRKPKRRRAADVEPSLPEPKRRRLS 
* 


2934 


8431 


A 


3193 


792 


1024 


SHRKMFQRAQELRRRAEDYHKCK/1 
SLNIQFLMCWLFQIPPSARKALCNW 
RMIISRHLPSWLHVPLYQPRTRPRT 
LH 


2935 


8432 


A 


3194 


1 


1656 




2936 


8433 


A 


3195 


112 


368 


SHRKMFQRAQELRRRAEDYHKCK/I 
SLNIQFLMCWLFQIPPSARKPLCNW 
VSLLVFLAFEHSLPGQDMDTRFSLQ 
LCAQARTGRSD 


2937 


8434 


A 


3196 


1 


1353 




2938 


8435 


A 


3197 


1 


452 




2939 


8436 


A 


3198 


1 


510 




2940 


8437 


A| 3199 


2159 


2958 





451 



wo 01/79449 



PCTAJSOl/08656 



SEQID 
NO: of 
DDctaMide 
uqaaSet 


SEQID 
NO: of 
peptide 
seqncocc 


Me 
Ibo 
d 


SEQID NO: 
ioUSSN 


Nodcotide 
locatiOD of 
first codoo 
for peptide 
sequence 


Nodcotide 
locatiODof last 
codon for hst 
amiDOAddof 
peptide 
seqneocc 


Amino add scqocncc ( X=UnknowD; *^=$Cop 
codon; /=possibIe nodcotide ddetion; \=possiblc 
nodcotide lasertfoo) 


2941 


8438 


A 


3200 


350 


927 


LFLVSPLKTISGSRNG\HDGSRDVQQ 

RA*SSNRRRQ\ICKRVSSFRGNKIVLK 

DVriLRRHVETKA^RAKIRKRKVTTK 

INHHDKINGKRKTARKQKMFQRAQ 

ELRRRAEDYHKCKIPPSARKPLCNW 

VSLFVFLAFEHSLPGQDMDTFFSLQ 

LCAQALQREMAERKAAYRHHSPIP 

VGWRVVQKHLHPHPVGPLI 


2942 


8439 


A 


3201 


1 


277 


FFFFF*ERIWLCCPGWSALARTWLT 
AAPNSWAQTILPHSWGYRVRLPPCP 
AFILFYLF/CRDK/SLAMLPRLVLNS\ 
WAQVILPLQPPKVLGLQA 


2943 


8440 


A 


3202 


1 


340 


SIHLPKAPPPNHSTGVWVQHRNFFL 

RWHLTQC/*PGWSAVAQSLLTATST 

SRWKQSSHLSLLSSWDHRCAPPHL 

ANFLYF*»RRDFTVLLRLVSNS*A*V 

ICPRWPPKVLGLQM 


2944 


8441 


A 


3203 


2 


354 


ESLTGVQWHE\FASLKPL/PCLSLPR 
GWDYRRAPPRPAYF\*FLVETGFHHI 
GRAGLKLLTSDDPPVSASQSAGITG 
MSHRAWPLLKYFSALQTLNILQKN 

KNKNLIKTYFISLHVKIF 


2945 


8442 


A 


3204 


166 


373 


EGALFCSQASELLSCGLLAVFTRFK 
LRGPHCCCAKKVYSLPRMGPHTTL 
H/TALNI*SCPCCLFIFLFVC 


2946 


8443 


A 


3205 

* 


2 


775 


LHHLPGGGSVSHNKPALCGAVPAG 

RPDTGDNPAVPGRSNGSALTPVWV 

LIAKQSPPIVKILKFGWFPIILAMVIS 

SFGGLILSKTVSKQQYKGMAIFTPVI 

CGVGGNLVAIQTS\RISTYLHMWSA\ 

LGVLPLLMKKFCPNPRSTFCVSQKL 

NSMSCSRLLLLLGGSQGHLIFFYIIY 

LGGGVSQS*T/TPDLCGCSNLLGRA* 

SRVTNPAVTGAEVELVRLTWHQGL 

\DPDNHCIPYLTGLGDLLGTGPPGDS 

AFSLTGY 


2947 


8444 


A 


3206 


2 


348 


lAFGRYELDTWYHSPWPEEYARLG 
RL\HMCEF*IKYMNSLmTMHMVN 
CAFDPPLGLPKELSLETRMETFFPAL 
PSFHSmCPLCVQPELGKAFGCLSVG 

AWGCRTHLRFTGLH 


2948 


8445 


A 


3207 


1 


1503 




2949 


8446 


A 


3208 


1 


635 




2950 


8447 


A 


3209 


1 


665 


MQAIKCAGGWKAEAVGKTCLUSY 

1\TNA\FPGEYIPTVFDN\YSAVNVMV 

DGK\PVN\WGLWEmSGQKDYDRVT 

PPYPYPA/QADVFLICFS\LVSPAS\FE 

KVTlAKWYL>rvnRHHCPN\TP\nLVGT 

XKLDLRDDKD/rRIEKLKEKKLTVPrr 

YPQGLAHG*GRLGAVKYLG/CAPA 

AHTSEGLKTVFDEAIRAWLCPPPVK 

ERGRENCLPWNVSAPSFLGPVPLE 

PL 


2951 


8448 


B 


3210 


1 


693 


MYGVSAFWLSPTGRLPSVLQKEN 
QQQGVPNSPPLHEQMQMDTGLCRL 
TPGLTLAGQWTRGSDSLPGAGEAG 
RTSFLPMYNANSAASSATHTGAAS 



452 



wo 01/79449 



PCT/US0iy086S6 



SEQID 
NO: of 
nndco-tide 
scqacocc 


SEQID 
NO: of 
peptide 
sequence 


Mr 
tho 
d 


SEQJUONO: 
09y770»160 


NDckotide 
location of 
first codoD 
lor peptide 
seqaence 


Nucleotide 
locatfam oflast 
codoo for last 
aouDoacidof 
peptide 
seqneDce 


Aialoo acid scqococe ( X^Kinknomi; *^=Slop 
codon; ^^^possiUe oncfeotide ddetioo; \F=possible 
Dodcotide insertion) 














RESCGERECVQFSQRTARDRWCIRG 

RAELEQDELDSAAVrnQKWHIKGRP 

ALHPAGVLGHVEAPFSLVLQLERSR 

FLKNRWESAGARYPGREEGNEIRH 

RGCGDRGSQEAAVRCKGPPTRPAV 

ELPPRLPVLS* 


2952 

• 


8449 


A 


3211 


1 


627 


FFFGKSIlJLFKKI^^n^roffiK^ 

LKGLKRHLFWPGMVAPAC*SQHSG 

RPRRMDHLRiSGVRDQPGQXQGETPS 

LLKNIKKISRAWWQAPVIPATREG*/ 

E^GESPEPGEGKVCRRAEIAATCTP 

AWGVQSETLSSKKKKSFVLNVPHH 

PRQASVSFHCFHKNQWGSPLWKKA 

RTFLLLGNGWLSCPHLSTQGNSLSA 

PHLAEAQTLSP 


2953 


8450 


A 


3212 


114 


411 


EREFRFVPQVELQGPDLG*LNLLLP 
RLKQFFGLTFQRIWNYKLAPPPPVN 
LEFWAKTGFSHVNQVGFELLT*GDP 

P/AWASQRVKMTGPTHQAHLEGNF 
F 


2954 


8451 


A 


3213 


48 

• 


1400 


HPMTPI»STPLLYPL/PVTSGLASLSS 

LTLQNSDSVLLQPLTSAM/PPSAIPTP 

QRTSTPGIj\IJ?PGLPSPVANS'rS'rPL 

TLPVQSPLATAASASTSVPVSCGSS 

ASLLRGPHPGTSDLfflSSTPAATTLP 

VMIKTEPTSPTPSAFKGPSHSGNPSH 

GTLGLSGTLGRAYT\STSVPISLSAC 

LNPALSGLSSLSTPLNGSNPLSSISLP 

PHGSSTPIAPVFTALPSFTSLTNNFPL 

TGNPSLNPSVSLPGSLIATSSTAATS 

TSLPHPSSTAAVLSGAFCFSTS\PAAP 

FPLNLSTAVPSLFSVTQGPLSSSNPS 

YPGFSVSNTPSVTPALPSFPGLQAPS 

TVAAVTPLPVGWPQPHPQLPVLPGF 

GSAFSFHFNSRSWLHKPGFnWDFK 

AGRQFWFFRAFGPSRVSLGFLRILH 

NHPCKNYSIMRLHSQHCYSRSIQLR 

LWESYPAQPDGVS 


2955 


8452 


A 


3214 

• 


2 


694 


QLLNYAPGPGGPRYVDCDLF*NGY 

HL\WYHD\YGHLEFIVRLQLATQFEN 

WYMKYQSPnQTKYGXAETVSGFPR 

DPPSDVPVRCPRKSLLEQVYHLGLDS 

KPQKNTXXESPLWNFXADFMTEVQSP 

XTKVLGNKKGIFTRAETTQQSAAFL 

LRERY\WKIAQ*NPGIPHSVARSQCL 

ENTACCSLSKTDTHLRVPSSPGGQR 

LPQQQNKCLLDCSRQTRTFSGLGFV 

VIYSSREH 


2956 


8453 


A 


3215 


2434 


2765 


GIILFWAQLFPASFFFFFFF*DGVSLC 
CPGWSAWRSQLTASSASRVQAILC 
LSLPSSWDYRHLPPCLANFFVFL/CR 
DGGFTMLARLVLNS*AS*VHPPWPP 
QSAGDYQA 


2957 


8454 


A 


3216 


2 


481 


LFLFLRHSFTLSPSLDVQWRDLGSL 

QPPPPRFK*FSCLTLPSSWYYRHVPL 

CLANF\*FLVETGFCHVGQSGLELLT 

SGDLPASASQSVWITGMSHGARLH 

GHFLGSWENWTCPQAPGSSKSDCS 
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wo 01/79449 



PCT/USOl/08656 



SEQID 
NO: of 
nadcD-tide 
sequence 


SEQID 
NO: of 
peptide 
seQimce 


Me 
tbo 
d 


SEQIDNO: 

inllSSN 

09/770,160 


Nucleotide 
loeatiooof 
first codoD 
for peptide 
scqneDce 


Nndeotide 
locatioDof last 
codon for last 
amino add of 
peptide 
scqocDce 


Amino add seqoesce ( X^UnknowD; *^=^top 
codon; A=possible oodeotide ddetion; V=possiblc 
DDdeotide iosertion) 














PHMANAVSAGGPGTLLIPSAPSCPC 
NLAGGRCPLR 


2958 


8455 


A 


3217 


126 


364 


RAWAN\LS*LKVLPPGLKGFSGLTL 
PSTGNNGLVPPPRVNFGSFSKNGVS 
PCGP/GWF*TrALRELGPLSLLEIGIN 
PFFL 


2959 


8456 


A 


3218 


132 


342 


SLSSLKNMYICLWNVFLFVFGYRAF 
LCHPGWSTVAQS»LT/IPGT/LWVKP 
SSLLVLPKRWDYRHEPLRPDLK 


2960 


8457 


A 


3219 


2 


264 


QLTATPPPTGFKQFSCLSHPSSWDW 

RYVPPRPAKFCJFSAOIRGFTMLAR 

MVSIS*PCDLPTSASQSAGITGVSHR 

AWPVL*FVFLVETGFHHVGQDGLN 

LLTLRSAHLSLPKCWDYRRKPPGLA 

CFMILNSYLV 


2961 


8458 


B 


3220 


134 


3038 


PGMEDGSDDMDTSVEDIGGRSCVT 

RFVRTLLLIMEHGVKPHSKHLTEYF 

AFLYEFAKMGEEESQFLLSLQAIST 

MVHFYMGTKGPENPQVEVLSEEEG 

EEEEEEEDILSLAEEKYRPAALEKMI 

ALVALLVEQSRSERHLTLSQTOMA 

ALTGGKGFPFLFQHIRDGINIRQTCN 

LIFSIX:RYhn«lj\EHIVSMLFTSIAK 

LTPEAANPFFKLLTMLMEFAGGPPG 

MPPFASYILQRIWEVIEYNPSQCLD 

WLAVQTPRNKLAHSWVLQNMEN 

WVERFLLAHNYPRVRTSAAYLLVS 

LIPSNSFRQMFRSTRSLHIPTRDLPLS 

PDTTWLHQVYNVLLGLLSRAKLY 

VDAAVHGTTKLVPYFSFMTYCLISK 

TEKLMFSTYFMDLWNLFQPKLSEP 

AIATNHNKQALLSFWYNVCADCPE 

NIRLIVQNPVVTKNIAFNYILADHD 

DQDWLFNRGMLPAYYGILRLCCE 

QSPAFTRQLASHQNIQWAFKNLTPH 

ASQYPGAVEELFNLMQLFIAQRPD 

MREEELEDIKQFKKTnSCYLRCLD 

GRSCWTTLISAFRILLESDEDRLLVV 

FNRGLILMTESFNTLHMNIYHEATA 

CHVTGDLVELLSIFLSVLKSTRPYLQ 

RKDVKQALIQWQERIEFAHKLLTLL 

NSYSPPELRNACEDVLKELVLLSPH 

DFLHTLVPFLQHNHCTYHHSNIPMS 

LGPYFPCRENIKLIGGKSNIRPPRPEL 

NMCXUTMVETSKGKDDVYDRML 

LDYFFSYHQFMLLCRVAINCEKFTE 

TLVKLSVLVAYEGSKSKCFLEANC 

GQFGSALFITNLISQYQNLQSDFSNR 

VEISKASASLNGDLRALAFAPVSTH 

SQTVKPSSNSNSARAFKQMQDLSA 

TEKLTPRGKKPKERKTKDDEGGNS 

HLKGRAC* 


2962 


8459 


A 


3221 


2170 


3139 


DLRALALLLSVHTPKQLNPAUPTL 

QELLSKCRTCLQQRNSLQEQEAKER 

KTKALALWTTIITFRVGGGSNTLGV 

TGLRWCSAEPPKYKC*KQN*LPTS 

PPNVILM IFKEVSLLACVFTDDEGA 

TFIKRRRVSSDEEfTTVDSCISDMKTE 



454 



wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: of 
oodeo-liilc 
scqncocc 


SEQIO 
NO: Of 
peptide 
scqneoce 


Me 
tbo 
d 


SEQIDNO: 

inUSSN 

09mO^]6D 


Nodcoddc 
tocatioD or 
first codoo 
Tor peptide 
seqncnce 


Nadcotide 
location of last 
codoo for last 
amino add of 
peptide 
sequence 


Amino add seqncnce ( X^Unknown; *^top 
codon; A=possible nadcotide ddetioo; >F=passibie 
oodeotide inscrtioa) 














TREVLTPTSTSDNETRDSSUDPGTE 

QDLPSPENSSVKEYRMEVPSSFSED 

MSNIRSQHAEEQSNNGRYDDCKEF 

KDLHVCSKDSTLANEEESEOTSTSISA 

VLSDLADLRSCDGQAUSQDPEVAL 

SLSCGHSRGLFSHMQQHDILDTLCR 

TIESTIHWTRISGKGNQAAS 


2963 


8460 


A 


3222 


3 


344 


PESHSAAQAGVQWPDLGSLQLSLP 

AFKQFSCLSLPSSRDYRRASPRPANF 

\*FLVETGFCHVSQAGLKLLASSDPP 

VSASQTARTTGVSHHAQPRATFYRH 

KSVLVLPLLKSPQ 


2964 


8461 


A 


3223 


1411 


1741 


GYLQFSFSFFLFFFFFFFFFLGESHSV 

T/RGLECSSVISTHCNLRLPGSSDSR 

ASASRVARTRGMHHHTRQIFVFVLV 

QMGFH\HVGQAG17DSS*PSVVHPPV 

RPPKVLGLQA 


2965 


8462 


A 


3224 


361 


462 


RHFLLSTETYCNSFF/RHSSSKNYTK 
LKRYE*VS 


2966 


8463 


A 


3225 


3 


89 




2967 


8464 


A 


3226 


1 


336 


VCQVCGFRSRLHTNVNRHVLLLNKP 

KIFPHVCDDCGKGFSSMLEYCKHL 

NSHLSEGIYLCQYCEYSTGQIEDLKI 

HLDFKHSADLPHKCSDCLMRFGNE 

RELISHLPVHETT 


2968 


8465 


A 


3227 


951 


2075 


RTANLNFCKILDKSQALNVNCPAET 

GL*LRANSRWP/PINCELCEFNSKYF 

SDLKQHMILKHKRTDSNVCRVCKE 

SFSTNMLLIEHAKLHEEDP/N/YVCK 

YCEYKPVIFENISRHIADTHFR\DPP\ 

HWCEQCDVQFSSSSELYLHFQEHSC 

DEQYLCQFCEHETNDPEELA*\HVG 

K*GMHVN**ELSDKV/CNNGWNMG 

QYSLLSKI 1 FDKCKNFFVCQVCGFR 

SRLHTNVNRHVAIEHTKIFPHVCDD 

CGKGFSNNTWKRKRGQGKTFPLLI 

NLELSTSLTNYRGSPWASELSTSVE 

VSMAMLPAAEAETQGHDSGEREPF 

SQTPGLMQPFSEPVQinXJGSRRRQG 

RLPVLGDWRPFKLTCSSPALUAQPI 

VGAQE 


2969 


8466 


A 


3228 


2 


415 


LDPGSLAGFTSYIQFMYDEFVEEYE 

PTKADSYRKKA^AQDGEEVQIYIINT 

AGQEDYTAIKDNYFHCVFSITEMES 

FAATVDFKEQ/ILRVKKDENIPFLLV 

GNKSDLEDKRQVSIEEAKNRAD*W 

NVrYVETSPKT*AN 


2970 


8467 


A 


3229 


607 


1317 




2971 


8468 


A 


3230 


260 


535 




2972 


8469 

r 


A 


3231 


246 


985 


KLRHKMAANKPKGQNSLALHKVI 

MVGSGGVGKSALTLQFMYDEFVED 

YEPTKADSYRKKWLDGEEVQIDIL 

DTAGQEDYAAIRDNYFRSGEGFLC 

VFSITEMESFAATADFREQILRVKED 

ENVPFLLVGNKSDLEDKRQVSVEE 

Aia«AEQWNVNYVETSAKTRANV 

D/KEWPFLKTRWWNTCKYISSHCPR 



455 



wo 01/79449 



PCTAJSOl/08656 



SEQD) 
NO: of 
nndco-tide 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Mc 

tlio 
d 


SEQIDNO: 

IdUSSN 

09/77IMfl) 


Nndcotidc 
locatiooof 
first codoD 
for peptide 
seqocnce 


Nndcotidc 
location of last 

codon for last 
amino add or 
peptide 
scqnence 


Amino add sequence ( X==Unkttown; *=^top 
codon; /impossible nodeotide deletion; \Fpossible 














PAPVSRKTAHWAEVFFDLMREIRA 
RKMEDSKEKNGKKKRKSLAKRIRE 
RCCIL 


2973 


8470 


A 


3232 


1 


634 


MAANKPKGQNSLALHKVIMVGSG 

GVGKSALTL\QFMYDEFVED*EVPTK 

ADSSRKKWLDGEEVXQIGYPLDTA 

G\QED\YAAIRD\NYFRSGEGFLCVFS 

ITEMESFAATAEVFREQILRVKEDEN 

VPFLLVGNKSDLEDKRPGFL»EEAK\ 

NRAEQWNVNYVEl^iAKTRANVDK 

VFFDLMREIRARKME\EFYYLNGTK 

NTKRLAERIREGGCIL 


2974 


8471 


A 


3233 


314 


373 




2975 


8472 


A 

- 


3234 


1 


2129 

• 


PSVAGAATLWFHVTLPFCARLCGR 

RSCTHSGIITEFHFFHL/PFRPIPILAC 

GNDDCRIHIFAQQNDQFQKVLSLCG 

HEDWIRGVEWAAFGRDLLLASCSQ 

DCLIRIWKLYIKSTSLETQDDDNIRL 

KENTFTIENESVKIAFAVTLETVLAG 

HENWVNAVHWQPVFYKDGVLQQP 

MRLLSASMDKTMILWAPDEESGV 

WLEQVRVGEVGGNTLGFYDCQFNE 

DGSMUAHAFHGALHLWKQNTVNP 

REWTPEIVISGHFDGVQDLVWDPEG 

EFirrVGTOQTTRLFAPWKRKDQSQ 

VTWHEIARSQIHGYDLKWLAMINR 

FQFVSGADEKVLRVFSAPRNFVGKF 

LCHYRVKSLNHVLCNQDSDLPEGAT 

\APALGLSNKAVF/LREDKAPQPPDE 

EELLTSTGFEYQQVAFQPSILTEPPT 

EDHLLQNTLWPEVQKLYGHGYEIF 

CVTCNSSKTLLASACKAAKKEHAAI 

1LWE\TTSW\KQVQNLVFHSLTVTQ 

MGLLT**GSFLLGCFPEDSNLVIVEK 

AWIQS/TPEFEPVFSLFAFTNKITSVH 

SRIIWSCDWSPDSKYFFTGSR\DKKV 

WWGECDSTDDCIEHNIGPLPPSVL 

DRGWGCDQLSASAQCSHPSQRYW 

AVGLECGKDLLIYLGKRLIKFQK*M 

T/ATHCVGNKSKPKVIHWAIQKIYC 

WEGICSGKT*TRREGRRC*VVYTFA 

SCG*DHTVKIHRVNKCAL 


2976 


8473 


A 


3235 


451 


778 


GSGRWKSRSVARAGMQISGAHLQL 

NCKPPPPGLKADPPWLSLVPSSWDP 

QMCPPTPWLLFVCLVETGFIMLPQ 

AALQLLS*SDLSA*ASQNAGITGMS 

HHAGPDTVPLF 


2977 


8474 


A 


3236 


1 


186 


FFFFEMESRTVTQAGVQWHDLG\SL| 
QPP\PPG\SSDSPVSASHVAEITGAHH 
HTWLIFFIFLFL*GVQWHDLGLTAT 
SSLLGSSDSPVSASHVAEITGAHHH 
TWLIFFIFLFL | 


2978 

t 


8475 


A 




1 
J 




KJWl^FrVFKTT/VSILVHPRLECSGAl j 

SAHCNLHLPGLSDSHTSAFRVAGTT 

GARHQAQLBFTFLVEMGFHHVGHA 

GLKLPTV*EIRPPRPPEVLGLHACAT 

VPGHKYVNEPIKMVLLK 


2979 


8476 


A 


3238 


3 


453 I 


GQTGTWQGNTGQRVPQLPPHPPPIH | 



456 



wo 01/79449 



PCTAJS01/086S6 



SEQID ISEQID |Me 

NO: of IsOi of Itfao 

nndccMxde peptide Id 
scqnencc IsequeDce 



2980 



8477 



SEQID NO: Nucleotide INDClcotide 
io l^SN llocatiOD of llocatioa oflast 
09/770,1^ Ifirst codmi Icodon for last 
Ifor peptide lamino add of 
fscqncnce Ipcptidc 
[seqncDce 



3239 



232 



472 



Amino acid sequence ( X^UnknowD; *=^top 
codon; /^possible aoclcotidc ddctioo; ^Fpossible 
nndeotideiiiscilioB) 



LVSRHRGKLRHGFLRPMPEPRGLES 
GKTGSARGVAACTSP*GRSG\QGGG 
PRDIAQQGGCRGSACGRRSHEALRP 
RVWCGEGPQWTW\CAVCPVNRSAP 

GAGLAD\RQHPGESRAWGETRLCE 
AGGAE 



LHSFIHSFIHLFIYLFDRVLLCCPDW 

STVERSQLTVTLKSR\VK*SSCLS/LP 

SSWGYRSVPPCPANYFYFL*RQRLT 
TLPS 



2981 



8478 



3240 



345 



2982 



8479 



3241 



205 



361 



2983 



8480 



3242 



137 



959 



2984 



8481 



3243 



23 



438 



2985 



8482 



3244 



1061 



2986 



8483 



3245 



268 



2987 



8484 



3246 



20 



353 



MVHWAGLNGTHSCPPASSSVLTF 

GHP\PHEQLQQSVGPTSPHSPLL*PL 

SSLEVLGWGSEGVGGLQEIQKCSK 

ALPCKTPCGCFCIYLIFSPTQGDFIPH 

DPAPPLLLSASWV 



DAHSPAPAVSTPGQAWAAVLAMFP 

PGPWGEGSGRLMPHDPAPPLLLSAS 
WV 



IPPFPVMLDPAGRQQQRWGRIMGY 
KVSLGGA*NLGRCKNIHKGSCREGL 
CLISLRAWEGRVLGEGFAQN*HTA 
HPEPGKSSHS*KIPFQRESGL*PATH 
PVPSKTPPLPGESSSRARAWCLKGE 
DPCPRKPPAP*SLPPGPWGE/P*QGL 
QPRLGLE*TQPGLGYEHLKPFP/PSA 
PAA»PPG\PAKAQAPRKSCAPTVTH 
ALLPPNPLPTQLGWKWISADQSQSN 
PFPRAYP/REPSLFPSPNAPLSPSPHP 
ITFPEFPCSPTPPPQIPHPQDFPRS 



SRHLGLPKCWDYRQEPLCLALSFFF 
RVRVSXSVAQVWQWHDRGSLQPQ 
TPGPK\YPPATAS*VAGARLIFFK*FL 
♦RWDLTTMPKAGLKLPATGDPPACL 

LLSFSLIPTGGFTRFEPTRHSLLEVG 
GLSPMLVRHWLWA 



ASRRALQLFGIPVRQLQKGACPLGL 

HQLSSPRYKFNFIADV\LFKIAPAW 

HIELFLRHPLFGRNVPLSSGSGFIMS 

EAGLIITNAHVVSSNSAAPGRQQLK 

VQLQNGDSYEATIKDIDKKSDIATIK 

IHPKKKLPVLLLGHSDRTCRPGEVL 

WVAIRQIPSP*QNTV\TrGIVSTAQR 

EGRELGLRDSDMDYIVQTDAmNYG 

NSGGPLVNLDGEVIGINTLKVTAGIS 

FAIPSDRITRFLTEFQDKQIKDWKKR 

nGIRMRTnPSLVDELKASNS\DFPE 

VSSGIYVQEWPNSPSQRGGIQGGDI 

rVKVNGRPLVDSSELQEAVLTESPL 

LLEVRRGNDDLLFSIAPEVVM 



QGSPSRDPSPLGGPNGGIFLAP/AGP 
NPP/RGTRGNPVFS*NSKICPGWGGP 
PVGPGS/RGELG*RAALAPGGPGGL 
DWAPGP*PGGQRGAPF 



KEVGRLTHSVNHSGGREKYVWHP 
GNAL*Y\GKLPVLPCPIFIVNR*VQ*P 
♦PERHMVTRGSGMNVWIMP/PGKPP 
RPAEVPVEVEGHLEWTAEDSSNHC 

QLQG*DQLQWGRWL 
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wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: of 
DDclco-tidc 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SEQID NO: 

inVSSN 

09/770460 


Nucleotide 
locatioB of 
flrst codoD 
for peptide 
scqnence 


Nodcotide 
locatioDoflast 
codon for last 
amino add of 
peptide 
sequence 


Amioo add sequence ( XKJnknown; *=Stop 
codon; ^=possible nndeotidc ddetion; \=possibte 
nodcotide insertion) 


2988 


8485 


A 


3247 


2 


322 


KLDNSSKWLENGTFDLSILQDLDNF 

C*KMGKWSEVPYVQAFF\SIHSLPSL 

CSQCHL/CPDFPSFSPATLLLSPPQT 

QSPLNPPFPLTPLTSLLPRLLLARLN 

QVPILP 


2989 


8486 


A 


3248 


141 


924 


PFSSQTVKLSGGATRNPVSSPKASG 

GQPSEGWEVALEGDSCAALMRQQ 

CPGLLKSRK/RAPGNFTASGSVAPGA 

TKRSLGGRARRGLEFWSRFFGGGR 

AQSSLGNAHPHSGTIPKAPHASQQG 

LGLRLGGLEPSTPPWVHPPARPRAS 

PDPSRVAGSPRSLPNPPAAGKGGRG 

SGEEARYFDLS*ILKSLPYPGHERVY 

QEPQRGVKTSCSCSPF/HLPLLLFQS 

SPPPSTLVGAGLKIGFLRCPVGGILI 

GKGFFFNCLHST 


2990 


8487 


A 


3249 


1 


363 


QVSLVINWDLPTNR*NYIHR*AYIW 

NTPLPLHTWPSLGLKLLIFLIPFLEFQ 

MGRGGRLDRKGGAINKGTEYDERT 

LRDIKI'FYNTSIEEMPFNVADHMLM 

GCPATQPLSGLIIGASDQY 


2991 


8488 


A 


3250 


1 


87 


LNETVLLWHSGWMSTWQTQLLPA 

ASTWVYKQSSHLSLLNSWDHSRWP 

PHWANFLIFCR/DRSFAMLPKLVSN 

PWAQAVLPPLPPIVL*LNETVLLWH 

SGWMSTWQTQLLPAASTWA 


2992 


8489 


A 


3251 


3 


270 


CFNSAWTEPGARSPPRPAAHSQPSV 
TSSPHPRTAPRPPPPLQR\PSP*SPP*R 
PRPP/PHVRHNYPSGLKSHH*SAE*P 
GPLGPIPPTVY 


2993 


8490 


A 


3252 


3 


452 




2994 


8491 


A 


3253 


1 


477 


TLLVPQDSERTHPWCLSPADKTNV 

KA\AWGKVGAHAGEYGAEALERM 

FLSFP\TTKTYFPHFD\LSHG\SAQG* 

RAHGK\KVA\DALTKAVAHV\DDMP 

KRRCPP*SDLHGAQAFGWDPVQLQ 

SS*SHLPCLGEPWAAHLPRPSFNPW 

RLQRLPWGQISWGFC 


2995 


8492 


A 


3254 


3 


295 


LFLFFFFFF*MESHSVTRLECSGnW 
AH*NLHLPGSSDSPALASRVAGTTG 
MCHHIQLIFFVFLVEKGFHHVG*/D 
MSLSLDLVIHPPWPPKVLGLQA 


x99d 


8493 


A 


3255 


306 


519 


GTRVERHSRERPSCHLLCEPSQRYS 

PLLFLVGL*CPPASPGKSPRTKENNF 

TADSKSQGQSEKSLWVTLA 


2997 


8494 


A 


3256 


453 


626 


HGSCLLHHREQVPIPPGIPNLSDSIL* 

FPVLRIWMLCLYTSCMWFSQSFWI 

AVMYFV 


2998 


8495 


A 


3257 


1537 


1909 


NVLTVEDHPIPIPSKNRPFHNLLPVN 
LAFFFFFLNRVSF\CHLGWSAVARS 
HLTCNLLSPGFKQFSCLSLLSSWDY 
QACMHHTRLVFGVFSRDGGFTMLA 

RLVSNS*PQVILPPLPPKVLGLQA 


2999 


8496 


A 


3258 


1 


342 


KTESHSVAQAGVQWCDLGSLQPPP 
PRFKLFSCLSLLSSWDYRGALPRPT 
DLFA/QFLVEMGFCHVAQAGLELLS 
SGNLFASASQTARTTGVNHHTWPVL 
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wo 01/79449 PCTAJS01/08d56 



SCQID 
NO: of 
Dodco-tide 


SEQlD 
NO: of 
pq}tidc 
scqucftcc 


Me 
Ibo 
d 


SEQID NO: 

iolJSSN 

09/77O»160 


Nadcotide 
locatioo of 
first codoo 
for peptide 
seqncoce 


Nndeotide 
locatioo of last 
codoo for last 
amioo add of 
peptide 
seqneoce 


Amino add scqooicc ( X^Unknown; *=Stop 
codoo; /»=possible ouclieotide ddetioo; \=possible 
Dodeotide InsertioD) 














*F*VKK1PPSLPGLL 


3000 


8497 


A 


3259^ 


1 


338 


FFLRWSL/NSVAQAGVQWRNLSSL 

QALPPGFRPFSCLSLPNS*DYRCPPP 

RLANFFLYFLVETVFHRLY*RSRMV 

LIS^PGDPPTSASHSAWRYLLRRRQ 

CLRQGLCRASVF 


3001 


8498 


B 

< 


3260 


188 


1504 


MRTLLPPALLTCWLLAPVNSIHPEC 

RFHLEIQEEETKCAELLRSQTEKHK 

ACSGVWDNITCWRPANVGETVTVP 

CPKVFSNFYSKAGNISKNCTSDGWS 

ETFPDFVDACGYSDPEDESKTTFYIL 

VKAIYTLGYSVSLMSLATGSIILCLF 

RKLHCnWYIHLNLFLSFILRAISVL 

VKDDVLYSSSGTLHCPDQPSSWVG 

CKLSLVFLQYCIMANFFWLLVEGL 

YLHTLLVAMLPPRRCFLAYLLIGW 

GLPTVCIGAWTAARLYLEDTGCWD 

TNDHSVPWWVIRIPDLISnVNFVLFIS 

IIRILLQKLTSPDVGGNDQSQYKRLA 

KSTLLLIPLFGVHYMVFAVFPISISSK 

YQILFELCLGSFQGLWAVLYCFLN 

SEVQCELKRKWRSRCFTPSASRDYR 

VCGSSFSRKGSEGALQFHRGSRAQS 

FLQTETSVI* 


3002 


8499 


A 


3261 

■ 


1 


1047 


MVSISWPRDLPASASQSAGITGLIGA 

LVLSVGIYAEVER/HEI*NP*KCLPGS 

SHHPHPPGRRHVHGLLHWCAGVPP 

*QPPELLASLRLSRGYGLVLSWLEP 

RYEKMISGMYLGEIVRNILIDFTKK 

GFLFRGQISETLKTRGIFETKFLSQIE 

SDRLALLQVRAILQQLGLNSTCDDS 

ILVKTVCGWSRRAAQLCGAGMAA 

WDKIRENRGLDRLNVTVGVDGTL 

YKLHPHFSRIMHQTVKELSPKCNVS 

FLLSEDGSGKGAALITAVGVRLRI1E 

ASS 


3003 


8500 


A 


3262 


178 


568 


IFFFFFFKMESCSVAQAGVQWWDL 

SSLQPLPPGFMPFPCLSLPSSWDYRR 

PPLLPANFLYF**RRGFTVLARMVSI 

S*PCDPPASASQSAGITGVSHCAQLE 

SKFYEGRDVHLFCSPLYFQKARKLP 

GIE 


3004 


8501 


B 


3263 


776 


5218 


MLGDNSSMSVTAPKTFQWDMMW 

RRKGLILIILALCRPKEEEEEEEEEEE 

EEEEEEEEEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEGEEEEGEEEEDQLDT 

MLWDSSTNLTNTALSKEKTMFSSR 

AKIVKPNGEKPDEFESGISQALLELE 

MNLDLKAQLWELNITAAKEIEVGG 

GRKAIIIFVPVPQLKSFQKTQVQLRR 

ILPKPTQKSCTNNKQKLPRSCTLTA 

VHDADLEDLVFPSEIVGKRIHVKLD 

GSHLIKIHLDEAQQNNVEHKVEPFS 

GVYKKLMGKDVNFEFPEFQLMPGT 

PGSLEMGLLTFRDVAIEFSPEEWQC 

LDTAQQNLYRNVMLENYRNLAFLG 

lALSKPDLITYLEQGKEPWNMKQHE 

MVDEPTGICPHFPQDFWPEQSMEDS 
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wo 01/79449 



PCTAJSOl/08656 



^EQW ISEQIO 
NChof NO: of 
jDodco-tidc Ipcptidc 
jscqacncc IscqBciice 



Me 
tbo 
d 



SEQIDNO: 

ioUSSN 

09/770»160 



Nodcotldc 
tocatioD or 
jOrstcodoo 
for peptide 
jseqaence 



NDckotide 
locatioo oflast 
codOD Tor last 
amioo add of 
peptide 
seqoeoee 



lAmiDoadd^ 
jcodoa; /^possible nucleotide ddetjon; V^possible 
Imiclcotide iosertioo) 



3005 



8502 



3006 



8503 



FQKVLLRKYEKCGHENLQLRKGCK 

SVDECKVHKEGYNKLNQCLTTAQS 

KVFQCGKYLKVFYKFLNSNRHTIR 

HTGKKCFKCKKCVKSFCIRLHKTQ 

HKCVYTTEKSCKCKECEKTFHWSST 

LTNHKEIHTEDKPYKCEECGKAFICQ 

linnLTTHKnCAKEiaYKCEECGKAF 

LWSSTLTRHKRIHTGEKPYKCEECG 

KAFSHSSTL/OOIKRIHTGEKPYKCE 

ECGKAFSHSSAIj\KHKRIHTGEKPY 

KCK^CGKAFSNSSTLAhTHKITHTEE 

KPYKCKECDKTFKRI^TLTKHKIIH 

AGEKLYKCEECGKAFNRSSNLTIHK 

FIHTGEKPYKCEECGKAFNWSSSLT 

KHKRFHTREKPFKCKECGKGFIWSS 

TLTRHKRIHTGEKPYKCEECGKAFR 

QSSTLTKHKIIHTGEKPYKFEECGK 

AFRQSLTLNKHKimSREKPYKCKE 

CGKAFKQFSTLTTHKIIHAGKKLYK 

CEECGKAFNHSSSLSTHKIIHTGEKS 

YKCEECGKAFLWSSTLRRHKRIHTG 

EKPYKCEECGKAFSHSSAIJVKHKRI 

HTGEKPYKCKECGKAFSNSSTLAN 

HKITHTEEKPYKCKECDKTFKRLST 

LTKHKIIHAGEKLYKCEECGKAFNR 

SSNLTIHKFIHTGEKPYKCEECGKAF 

NWSSSLTKHKRIHTREKPFKCKECG 

KAFIWSSTLTRHKRIHTGEKPYKCE 

ECGKAFSRSSTLTKHKTIHTGEKPY 

KCKECGKAFKHSSALAKHKIIHAGE 

KLYKCEECGKAFNQSSNLTTHKIIH 

TKEKPSKSEECDKAFIWSSTLTEHK 

RIHTREKPYKCEECGKAFSQPSHLT 

THKRMHTGEKPYKCEECGKAFSQS 

STLTTHKIIHTGEKPYKCEECGKAFR 

KSSTLTEHKIIHTGEKPYKCEECGK 

AFSQSSTLTRHTRMHTGEKPYKCEE 

CGKAFNRSSKLTTHKIIHTGEKPYK 

CEECGKAHSSSTLNGHKRIHTREKP 

YKCEECGKAFSQSSTLTRHKRLHTG 

EKPYKCGECGKAFKESSALTKHKU = 

HTG EKPY KCEKCCKAFNQSSILTNH 

KJCIHTITPVIPLLWEAEAGGSRGQE 

METILANTVKPLLY* 



3264 



208 



3265 



78 



RDRVLF*HPHWSAW*SKLTAASTS 
W\VK*FSCLSFLSWCLAMLPRLVLN 
SWPQVTLLPQPPKVLGLQV 



359 



RHSSKNLGNVDSECE*T*FPDIIPFH* 
KKLTEGEYQKSVNH/MTNAVAHST 
LSSQLL1j\IXJKTLSLCLFLMLLTKL 
FTIIHRTVDAHSLADDDVE 



3007 



8504 



3266 



3008 



8505 



3267 



48 



330 



200 



VCGCVWMLRVLFCYP\GW\SAVAQ 
S*LTAALISL\VNPSSSLSLPSSWDHR 
RAPPRPANFFNL*RQELPMLLRLVL/ 
NVWAQVILPPWPPKMLELQV 



1033 I RSlAPRWHLLGHKEKNVrJ'SVWG 

WPSPGRNASNSAGVGAGLPFVSTW 
LAVSSKNIDITEHIDFATPIQQPAME 
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wo 01/79449 



PCTAJS01/086S6 



SCQID 
NO: of 
nndco-Cide 
seqneoce 


SEQID 
NO: of 
peptide 
scqocDce 


Me 
t!io 
d 


SEQIONO: 
09/770.160 


Nodcotide 
locatiraiof 
first codoo 
for peptide 
scQocDce 


Nodeotide 
location of last 
codoo for last 
amino acid of 
peptide 
seqaence 


Amino add sequence ( X^^Uoknown; *=^top 
codoo; A=possib!e ondcotide ddetion; \r=possible 
nodeotide InsertioD) 














PLCNGMLPTSMHTLGNHLHGVSNPS 

QPCTYTGESQLTEVLQNLGQR/RNI 

HNSRLNRLAPRM/LQSFGKEPRPSW 

VL/CPAWQALYW\RV*RPKERRPIEL 

PSAQRLHYGP\PQMKDVPLISLANIL 

PQLPSSGNDAVIVATHGQ*SLHHTL 

L*TPFHLGNVYVAMEEFEKALVWY 

ESTLNSLQPEFVPAKNRIQTIQCHLM 

LKKGRALLP 


3009 


8506 


A 


3268 


2 


2956 


LADSSPSNLQinKELLSMHHQPDPA 

LTKEFDYLPPVDSRSSSGFVGLRNG 

GATCYMNAVFQQLYMQPGLPESLL 

SVDDDTDNPDDSVFYQVQSLFGHL 

MESKLQYYVPENFWKIFKMWNKE 

LYVREQQDAYEFFTSLIDQMDEYL 

KKMGRJXJIFKhTTFQGIYSDQKICKD 

CPHRYEREEAFMALNLGVTSCQSLE 

ISLDQFVRGEVLEGSNAYYCEKCKE 

KRITVKRTCIKSLPSVLVIHLMRFGF 

DWESGRSIKYDEQIRFPWMLNMEP 

YTVSGMARQDSSSEVGENGRSVDQ 

GGGGSPRKKVALTENYELVGVIVH 

SGQAHAGHYYSFIKDRRGCGKGK 

WYKFNDTVIEEFDLNDETLEYECFG 

GEYRPKVYDQTNPYTDVRRRYWN 

AYMLFYQRVSDQNSPVLPKKSRVS 

WRQEAEDLSLSAPSSPEISPQSSPRP 

HRPNNDRLSILTKLVKKGEKKGLFV 

EKMPART^QMVRDENLKFMICNRD 

VYSSDYFSFVLSLASLNATKLKHPY 

YPCMAKVSLQLAIQFLFQTYLRTKK 

KLRVDTEEWIATIEALLSKSFDACQ 

WLVEYHSSEGRELIKIFLLECNVRE 

VRVAVATILEKTLDSALFYQDKLKS 

LHQLLEVLLALLDKDVPENCKNCA 

QYFFLFNTFVQKQGIRAGDLLLRHS 

ALRHMISFLLGASRQNNQIRRWSSA 

QA\REFGNLHNTVA\LLVLHSDVSS 

QRNVAPGMFKQRPPISIAPSSPLLPL 

HEEVEALLFXMSEGKPYLLEVMFAL 

RELTGSLL\ALIEM\VVYCCFCNEHF 

SFTMLAFHLRNQL\ETA\PPHEFKGI 

RFFTTFMEILVIEDPIQAERVVKFVFE 

TENGLLALMHHSNHVDSSRCYQCV 

KFLVTLAQKCPAAKEYFKENSHHW 

SWAVQRLHH\KMSDLYWTPLSNVS 

NETSTGKTF*RTISDHDTLPYATALL 

NEKEHSGSRNGSKSRPANENGHRH 

LQQGSQSPLDDWVSLRSDLDDVDP 


3010 


8507 


A 


3269 


68 


301 


nfrldix:rdiu:settrlntinmsil 
sm.tyrfseipf*ifrklfvl*kl/ens 
ilkyiwtckgprlvkttfknnsesw 


3011 


8508 


C 


3270 


224 


518 


MINKGQAGANIKSNXXXXXXXXX 
XXXXXXXXXXXXXXXXXXXXXX 

xxxxxxxxxxxxxxxxxxxxxx 

XXXXXXXXXXXXXXXXXXXXXX 

xxxxxxxxx* 


3012 


8509 


A 


3271 


342 


724 


NTYPWAVIWFFFFFLRWSLTLVAR 
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wo 01/79449 



PCTAJS01/086S6 



SEQIO 
NO: of 
nodco-Cide 
scqociice 


SEQID 
NO: of 
peptide 
sequence 


Me 

ttio 
d 


SCQ ID NO: 

iQUSSN 

09/770,160 


Nucleotide 
locatioii of 
BrstcodoD 
for peptide 
seqocnce 


Nodeotide 
locatioo of last 
codon for last 
amino add of 
peptide 
sequence 


Amino add sequence ( X-Unknown; *-<lop 1 
codon; ^^possible nndeotide deletion; V^possible 
nucleotide insertion) 














LECRAGVQWCDLGSLQPLPPQVFE* 
FSCLSLQIJUJ>RPAKFFVI\LVEM\GF 
TMLAKMVSIS*PCDPPALASQSARIT 
ILDFMLAPACPmiPFrWTLFFRNTI 


3013 


8510 


A 


3272 


3 


367 




3014 


8511 


A 


3273 


58 


553 


VARSAPPDGAVCAGPGSRRTEMAE 

QSDEAWKYWTLERFQMHNVHSKST 

WLBLHHKGXYDLTTCFLEEHPGGEEV 

LREQAXGGDUIENFEDVGVHSTDAR 

EMSKTFHGXELHPVDRPKLNKASGT 

FKGCV*GNFLl'"ril*FLVPSWWTNW 

\VIP\AISAVGRRLGCIRL | 


3015 


8512 


A 


3274 


41 


400 


KRLGPRGGVGPSPNGGNQGL*GPKI 
FPWPSTLGTK/GEPLPSSSSSSSPPQK 
RGFPSSPEKXAPGVPPPTPKGPSPPGG 
GVKKKGRA*KKKPLGLWEKGPNPA 
PGGPGTPTFGGPPGQYPG | 


3016 


8513 


A 


3275 


3 


146 


WGVUTMMVTCSV/A/CTLFWLIAIL 
AQChn>LYRP*LKDETTWYLKHHWP 


3017 


8514 


A 


3276 


161 


472 




3018 


8515 


A 


3277 


3 


273 


AAAPGNGRASAPRLLLLFLVPLLW 
APAAVRAGPDEDLSHRNKEPPAPVP 
SSCSRSLWAVQGPEPARVEVSGPG 
WGERGCRAGCAEYQAPGL 


3019 


8516 


A 


3278 


124 


672 


FQRTKLLNGPGDVETGTSITVPQKK 

WLHVISPIFVQS\LTLPFLAKWGDRL 

QLLQ1ELAAREVSDI*EETV*NETYL 

LLLCSRKTLDTLKWAHSIPSYARLF 

YI**FSCSLKLAFSQFLLPA\DPYGVA 

VGGTVGHCLCTGLAVIGGRMIAQKI 

SVRTVTUGGIVFLAFAFSALFISPDS 
GF 1 


3020 


8517 


A 


3279 


2 


991 


AAAAPGNGRASAPRLLLLFLVPLL 

WAPAAVRAGP\DEDLSHRNKEPPAP 

\PSSCSRSLWAVQGPEPARVEKIFTP 

AXAPVHTNTEDPATQTVNLGIYPMQF 

VAAIIQLLI\VSEIGVSRT\FFIAAIMA 

MRYNRPGPCWAGAMLCL/AGLMT 

CLFSA1.FGYATTVIPRGLYILMFQP 

VLFAIFGIRMLREGLKVMSPDEGQEE 

LEEVQAVELKKKDEEFQRTKNLLNGX 

PGD\nETGTSITVP\QiaCW\LHnSPIF 

GQALTLTFLAEWGDRS*\LTnVLAA 

REDPYGVAVGGTVGHCLCTGLAVI 

GGRMIAQmVRTVrnGGIVFLAFA 

FSALFISP 


3021 


8518 


A 


3280 


1 


278 


QHDLQDVDVAFTEEE*RLAGP\AQR 
KLYRDVIVENLRNLLSVGHPPFKQD 
ISPIERNDQLWIMTTATRIPGNLGKN 
QTVISSYSKLHCFASS 


3022 


8519 


A 


3281 


263 


588 


DSALPQKEELKMNMFKEAVTFKDV 
AVAFTEEELG\LLGPAQRKLYRDVM j 
VENXFRNXLLSVGHPPFKQDVSPIER 
NEQLWIMTTSnrPRRQGNLDTLS\VK 
ALVLLYDLAQT | 


3023 


8520 


A 


3282 


1 


1285 


MEDSELPSARSVLPSKRIGWQSQQ 
RPPLGERHYGPTTRDGALHSAYSPT | 
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wo 01/79449 



PCTAJSOl/08656 



5£QID 
NO: of 
DDdco-tide 
scqoeiicc 


SEQID 
NO: of 
pq|>t]de 
5eqneacc 


Me 
tbo 
d 


S£Q ID NO: 

ioUSSN 

09/770,160 


Nucleotide 
location of 
first cpdoD 
for peptide 
scqococe 


Nodeotide 
locatiOD oflast 
codon for last 
amino add of 
peptide 
sequence 


Amino add scqoence ( X=4JDknowo; "^^top 
codon; f^^jtosaibit nodeotide ddction; V>possibte 
nodeotide insertioo) 














QARCVSHPTYEKYPHVWRGWPPFS 

PEKERQRLENLRRKEEAEQLRRQK 

VFKOKRRRLEEVKLKREERLRKVL 

QARERVEQMKEEKKKQIEQKFAQI 

DEKTEKAKEERLAEEKAKKKAAAK 

KMEEVEARRKQEEDARRLRWLQQ 

VRAQ/EGNRSREVK*HLKSHEPVCS 

GGDSRTHPQPLVHAWSQCLP*RLL\ 

RVLRELQEREKALRLQKEQLQRELE 

EKKKKEEQQRLAERQLQEEQEKKA 

KEAAGASKALNVTVDVQSPACTSS 

PITPQGHKAPPQINPHNYGMDLNSD 

DSTDDEAHPRKPIPTWARGTPLSQA 

UHQYYQPPNLLELFGTILPLDLEDIF 

KKSKPRYHKRTSSAVWNSPPLQGA 

RVPSSLAYSLKKH 


3024 


8521 


A 


3283 


3 


262 


FHTEERSYECTECGKA\FKHSSTLLQ 
HRKVHTPERRQEDRAHGKWSC*H 
RVHQERSYSRKEVKESGRESAIRiCK 
LNLAHPNTHPRE 


3025 


8522 


A 


3284 


1 


269 


FFFFPQIGSHPITVRLECSDAITFCCSL 
NLPGSRDPPASAS*VAETTGLHHHA 
GLIF*FFVE^GL/HQAGLELLDKVIL 
PPLPPKELGSQM 


3026 


8523 


A 


3285 

• 


3 


1191 


KSCFNAFFNFEDMQEITQHVFAVCH 

VDAPGQQEGAP/SPFPTGYQYPTMD 

ELAEMLPPVLTHLSLKSUGIGVGAG 

AYILNSRFALNHPELVERPLCSLMVD 

PC/ALKGWIDWAASKLSG\LTTNVV\ 

EIILAHHFGQEELQANLD\LIQTYRM 

HIAQDINQDNLQLFLNSYNGRRDLE 

lERPILGQNDNKSKTLKCSTLLWG 

DNSPAVEAVMADCGGLPHWQPG 

KLTEAFKYFLQGMGYIPVCAAQSPE 

HRVS'nSASMTRLARSRTHSTSSSLG 

SGESPFSRSVTSNQSDGTQESCESPD 

VLDRHQTMEISLDDVLLSALLRNN 

GKSAQQKKISAKPKLEFLCPRPGTC 

DHGSRKFCYTVLVDPRERSKATAV 

ALGSFPAGGPAELSLRLGEPLTIVSE 


3027 


8524 


A 


3286 


3 

• 


638 


SSKLSGLTTNWDIILAHHFGQEELQ 

ANLDLIQTYRMHIAQDINQDNLQLF 

LVKSYNGRRDLEflERPILGQNDNKSK 

TLKGXSTLLWGDNSPAVEAWECN 

SRLNPINTrL\LKMADCGGLPPG*FS 

PGKLTEAFKYFLQGMGYlPLVLCyS 

-ASGSMTSVARSRXTHSTSSSLGSGES 

PFSRSVT\SNQSDGT\QES\CESPDVL 

DRQQTMEVSC 


3028 


8525 

It 


A 


3287 


1 


407 


FSIETESCSVAQAGGKWHDSGSLQP 

QPPRFK*FSCLSLLNSWDYRPAPP/* 

PG*LFFVFLVETGF/IHVGQPGLKLL 

TSSDPPTSASQSAGITGLRDRAQPPP 

EDSKVQFENHWQRECTMLLFTLGP 

LKLFPLHELML 


3029 


8526 


C 


3288 


157 


468 


MHHIHNASRTFQLIFSSFPRGNAIVF 
NfLKMGGFLELRGPRSGMDHHRGR 
GEANQPFCFTSPAACGQNLPIKHGL 
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wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: of 
oodeo-lidr 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Me 
tfao 
d 


SEQID NO: 

ioUSSN 

09/770460 


Nodcotide 
locatioD of 
first codoD 
for peptide 
sequence 


Nudeotide 
locatiODoflast' 
codoo for last 
amioo add of 
peptide 
seqoence 


Amino add sequence ( X=llnknoiro; ^^^^Stop 
codoo; /==pQssible nndeotide ddetion; V=pQsable 
nodcotide insertion) 














PRWSTKGETTADTDSVDLENPILYK 
YFQL* 


3030 


S527 


A 


3289 


14 


348 


EFHSCRPGWSAMTQSRLTLQPPPPG 

FK*FSCLSLLSSWDYRHTPPHPASF\* 

LLVDTGVFLHVGQAGLKLLTSGDSP 

TSASQSARITGVNHCARPSTFLRLQ 

RKAGRCSTSRL 


3031 


S528 


A 


3290 


1 


2201 


MTNLAMVERDSEAGTAASRFPGNH 

AAKGKAQAHYKVWRPAEVRCLKL 

GPEWVTLRYTIKHRPYKLCGKRQH 

VFFFTSRSDVGFMLTTLKPFGSVSV 

ESKMNNKAGSFFWNLRQFSTLVST 

SRTMRLCCLGLCKPKIVHSNWNILN 

NFHNRMQSTDIIRYLFQDAFIFKSDV 

GFQTKGISTLTALRIERLLYAKRLFF 

DSKQSLVPVDKSDDELKKVNLNHE 

VSNEDVLTKETXPNRISSRKLSEEC 

NSLSDVLDAFSKAPTFPSSNYFTAM 

WTIAKRLSDDQKRFEKRLMFSHPAF 

NQLCEHMMREAKIMQYKYLLFSLH 

AIVKLGIPQNTILVQTLLRVTQERIN 

ECTEICLSYl^TVLEAMEPCKNVHV 

LRTGFRILVDQQVWKIEDVFTLQW 

MKCIGKDAPIALiCRKLEMKALREL 

DRFSVLNSQHMFEVLAAMNHRSLI 

LLDECSKVVLDNIHGCPLRIMINILQ 

SCKDLQYHNLDLFKGLADYVAATF 

DIWKFRKVLFILILFENLGFRPVGLM 

DLFMKRIVEDPESLNMKNILSILHTY 

SSLNHVYKCQNKEQFVEVMASALT 

GYLHTISSVENLLDAVYSFCLMNYFP 

LAPFNQLLQKDIISELLTSDDMKNA 

YKLHTLDTCLKLDDTVYLRDIALSL 

PQLPRELPSSHTNAKVAEVLSSLLG 

GEGHFSKDVHLPHNYHI\DFEIRM\D 

TNRVNQVLPL/SLDVGTTSATVDIQRL 

LTYISFAGLSELKS 


3032 


8529 

• 


A 


3291 


3 


485 


UmJC>TCLKlJDDT\rvXRDL\I^l^ 

LPRELPSSHTNAKGGQRS»AALLGG 

EGTPPSKDWILAPHNYVHIDFEIQN 

GTPNRNPSAYPLS\DVDTTSCLQIFK 

E*LCYVFPRSAYCLGSSHPRGFLAM 

KMRHLNAMGFHVILVNNWEDGQT 

RDGRCQSPFLKT 


3033 

• 


8530 


A 


3292 


1 


530 


LRKTFIPNRPLILLPPGNSLATHLFFX 

ETVSRSVAQAGVQWHHLGLLQSPS 

PGFKRFSCLSLPSNWDYRHAPPRLA 

NFYIFS*DGVSFHHVGQAGLKLLTS 

GDPLTLASQSAGITGVSHCTRPLIHK 

FGLSYRQRIENVSFLLPYTHASSLLQ 

LLLAPLVTNGQGQEQKPELVREVG 


3034 


8531 


A 


3293 


115 


463 


\rrKQLFNILSFIFFHTSlLIFFFFLKME 

SCSVAVRLECSGTMLAHCNLCLPGSS 

NSPASASRVSWDYKVCATMPG*FL 

YF**E\QGFHHVGQAGLRTPGPQGD 

PARPWAPKVLGLQA 


3035 


8532 


A 


3294 


503 


1055 


D1DFSPV*LVNVQMRRHALLMNLW 

DT/QDSHTSLRNAEYCSLMEEDMAP 
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wo 01/79449 



PCTAJS01/08d56 



SEQID 
NO: of 
nodco-tide 
scqnmcc 


ISEQID 
NO: of 
[peptide 
Iscqucoce 


Mc 
tbo 
d 


SEQID NO: 

idUSSN 

09/770»l«0 


iNoclcolide 
llocation of 
ifintcodoo 
Ifor peptide 
|se(|Deiice 


Nucleotide 
locatioo of last 
codoD for last 
a mi DO acid of 
peptide 
seqaence 


Aiaioo add seqseoce ( X=Unluiotro; *^top 1 
codon; /^possible nodeodde deletioa; >r=possible 
ondcotidc insertioii) 














SNKTTW\LilPLTQQF*NLPQKKTLA 

KK*KDFTHRVLFTA*MCLPQSSSLW 

HL*NWKQSKCPSVGDWEH*FVQW 

GTPYQKEE»GTP1DKGQSTYNIMQI 

YICFFLKQYKDKNLKWLLWRTGVS 

GGSETEIDSEVISGL 


3036 


8533 


A 


3295 


3 


304 


FFLVETEFCHAAQAGVQWCDLGSL 
QPPPPGLQQSSHLNLPKS*DYRCEPP 
MPG*FLETGFHPSCPRLVPKLLGSSS 
PPASAS\QSIGIS\GVSHCPEKPFP 


3037 


8534 


A 


3296 


324 


650 


KKEHRVTCFSFWEMESRSVA*AEV 

Q*HDLDSLQPLPHGLKRVSCLSLPSS 

WDYRHLPPCLTNVCIFSRNGVSLY* 

PGWS\RTPDLVILPALAPQSAGITGG 
EPPCPATK 1 


3u3o 


8535 


A 


3297 


2 


564 


FFFPPPQPPSPGFKQFSCLTLPSSWD 

YRCPPPRPANR*FLIETGF/VHVGQA 

GLELLTSGDLPTPASQNAGITGVRP 

GTQPASCF*MWQGLIGQNKMTISLL 
LQSILL 


3039 


8536 


A 


3298 


352 


392 




3040 


8537 


A 


3299 


20 


200 


FTLIQNCFHEIQIEQCGLDAVAHTY 

NPSTLGGQGG*IA*AQEFETSLGN\M 

VKPHLSLKF 


3041 


8538 


A 


3300 


971 


9082 


1 


3042 

* 


8539 


A 


3301 


1 


15447 


MPIGSKERPTFFEIFKTRCNKADLGP 

ISLNWFEELSSEAPPYNSEPAEESEH 

KNNNYEPNLFKTPQRKPSYNQLAST 

PIIFKEQGLTLPLYQSPVKELDKFKL 

DLGRNWNSRHKSLRTVKTKMDQA 

DDVSCPLLNSCLSESPWLQCTHVT 

PQRDKSWCGSLFHTPKFVKGRQTP 

KHISESLGAEVDPDMSWSSSLATPP 

TLSSTVLIVRNEEASETVFPHDTTAN 

VKSYFSNHDESLKKNDRFIASVTDS 

ENTNQREAASHGFGKTSGNSFKVN 

SCKDffiGKSMPNVLEDEVYETWD 

TSEEDSFSLCFSKCRTKNLQKVRTS 

KTRKKIFHEANADECEKSKNQVKE 

KYSFVSEVEPNDTDPLDSNVAHQKP 

FESGSDKISKEWPSLACEWSQLTLS 

GLNGAQMEKIPLLHISSCDQNISEK 

DLLDTENKRKKDFLTSENSLPRISSL 

PKSEKPLNEETWNKRDEEQHLESH 

TDCILAVKQAlSGTSPVASSFQGnCK 

SIFRIRESPKETFNASFSGHMTDPNF 

KKETEASESGLEIHTVCSQKEDSLCP 

NLIDNGSWPA'rnX^NSVALKNAGLI 

STLKKKTNKFIYAIHDETSYKGKKIP 

KDQKSELINCSAQFEANAFEAPLTF 

ANADSGLLHSSVKRSCSQNDSEEPT 

LSLTSSFGTILRKCSRNETCSNNTVIS 

yULUYIUiAKCNKiiJvLQLrlTPEADS 1 

LSRKTSVSQTSLLEAKKWLREGIFD 

GQPERINTADYVGNYLYENNSNSTI 

AENDKNHLSEKQDTYLSNSSMSNS 

YSYHSDEVYNDSGYLSKNKLDSGIE 

PVLKNVEDQKNTSFSKVISNVKDA | 
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wo 01/79449 



PCTAJSOl/08656 



SEQID 
NO: of 
nndeo-lide 
scqDcncc 


SEQID 
NO: of 
peptide 
sequcocc 


Me 
tbo 
d 


SEQ ID NO: 

ioUSSN 

09/770460 


Nucleotide 
location of 
GrstcodoD 
for peptide 
sequence 


Nodeotidc 
locatioa of last 
eodoB for last 
amino add of 
peptide 
seqoence 


Amino add sequence ( XBUnknowo; *^top 
codoo; /^possible oodcotidc ddetioo; \Fpossible 
BDcleotide insertion) 




* 








• 


NAYPQTVNEDICVEELVTSSSPCKN 

KNAAIKLSISNSNNFEVGPPAFRIAS 

GKIRLCSHETIKKVKDIFTDSFSKVI 

KENNEl^KICQTKIMAGCYEALD 

DSEDILHNSLDNDECSNfHSHKVFA 

DIQSEEILQHNQNMSGLEKVSKISPC 

DVSLETSDICKCSIGKLHKSVSSANT 

CGEFSTASGKSVQVSDASLQNARQV 

FSEffiDSTKQVFSKVLFKSNEHSDQL 

TREENTAIRTPEHLISQKGFSYNWN 

SSAFSGFSTASGKQVSILESSLHKVK 

GVLEEFDLIRTEHSLHYSPTSRQNVS 

KILPRVDKRNPEHCVNSEMEKTCSK 

EFKLSNNLNVEGGSSENNHSIKVSP 

YLSQFQQDKQQLVLGTKVSLVENI 

HVLGKEQASPKNVKMEIGKIKIFS 

DVPVKTNffiVCSTYSKDSENYFHTE 

AVEIAKAFMEDDELTDSKLPSHATH 

SLFTCPENEEMVLSNSRIGKRRGEPL 

ILVGEPSIKRNLLNEFDRIIENQEKSL 

KASKSTPDGTIKDRRLFMHHVSLEP 

rrCVPFRTTKERQEIQNFNFTAPGQE 

FLSKSHLYEHLTLEKSSSNLAVSGH 

PFYQVSATRNEKMRHLITTGRPTKV 

FVPPFKTKSHFHRVEQCVKNINLEE 

NRQKQNIDGHGSDDSKNKINDNEIH 

QFNKNNSNQAAAVTFTKCEEEPLD 

UTSLQNARDIQDMRIKKKQRQRVF 

PQPGSLYLAKTSTLPRTSLKAAVGG 

QVPSACSHKQLYTYGVSKHCIKINS 

KNAESFQFHTEDYFGKESLWTGKGI 

QLADGGWLIPSNDGKAGKEEFYRA 

LCDTPGVDPKLISRIWVYNHYRWII 

WKLAAMECAFPKEFAhiRCLSPERV 

LLQLKYRYDTEIDRSRRSAIKKIME 

RDDTAAKTLVLCVSDIISLSANISET 

SSNKTSSADTQKVAIIELTDGWYAV 

KAQLDPPLLAVLKNGRLTVGQKUL 

HGAELVGSPDACTPLEAPESLMLKJ 

SANSTRPARWYTKLGFFPDPRPFPL 

PLSSLFSDGGNVGCVDVUQRAYPIQ 

RMEKTSSGLYIFRNEREEEKEAAKY 

VEAQQKRLEALFTKIQEEFEEHEEN 

TTKPYLPSRALTRQQVRALQDGAE 

LYEAVKNAADPAYLEGYFSEEQLR 

ALNNHRQMLNDKKQAQIQLEIRKA 

MESAEQKEQGl^RDVTTVWKLRIV 

SYSKKEKDSVILSrWRPSSDLYSLLT 

EGKRYRIYHLATSKSKSKSERANMP 

AGRTV*K*SKKQKSFRYKRRGLGCS 

MSPSTTFKSGIQ*Y*LS1PEKSFI*S*K 

CQHSYFNSYFQGCSVKPSHDF»RQR 

nQNVRQAQR»QL»I*C*INQKYSHG 

KESRCMCFK*KL*KR*AVAT*KIHE 

SSITFKKGTIVNQNTNLRVIQKNQEE 

TTSISKITVNPDSEELFSDNENNFVF 

QVANERNNLALGNTKELHKIDLTC 

VNEPIFKNSTMVLYGDTGDKQATQ 
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wo 0in9449 



PCTAJS01/086S6 



SEQID 
NO: of 
Dndco-Hdc 
scqocDcc 


SEQID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 

ioUSSN 

09/770,160 


Nndcotidc 
location of 
first codoD 
for peptide 
seqnence 


Nndcotide 
location of last 
codon for last 
amino add of 
peptide 
sequence 


Amino add sequence ( X=Uoknown; *°^p 
codon; A^possabic ondeotide ddetion; ^"possible 
nndeotide insertion) 




* 


« 




* 


0 


VSIKKDLVYVLAEENKNSVKQHIK 

MTLGQDLKSDISLNIDKIPEKNNDY 

MNKWAGLLGPISNHSFGGSFRTAS 

NKEIKUEHhnKJCSKMFFKDI£EQYP 

TSLACVEIVNTLALDNQKKLSKPQS 

INTVSAHLQSSVWSDCKNSHITPQ 

MLFSKQDFNSNHNLTPSQKAEITEL 

STILEESGSQFEFTQFRKPSYILQKST 

FEWENQMTDLKTTSEECRDADLHV 

IMNAPSIGQVDSSKQFEGTVEIKRKF 

AGLLKNDCNKSASGYLTDENEVGF 

RGFYSAHGTKLNVSTEALQKAVKL 

FSDIENISEETSAEVHPISLSSSKCHD 

SVVSMFKIENHNDKTVSEKNNKCQ 

LILQNNIEMTTGTFVEEITENYKRNT 

ENEDNKYTAASRNSHNLEFDGSDSS 

KNDTVCIHKDETDLLFTDQHNICLK 

LSGQFMKEGNTQIKEDLSDLTFLEV 

AKAQEACHGNTSNKEQLTATKTEQ 

NDCDFETSDTFFQTASGKNISVAKES 

fnkivnffdqkpf.fi .HNFSLNSELHS 
dirknkmdilsyeetdivkhkilkes 
vpvgtgnqlvtfqgqperdekikep 
tllgfhtasgkkvkiakesldkvk 

NLFDEKEQGTSEITSFSHQWAKTLK 

YREACKDLELACETIEITAAPKCKE 

MQNSLNNDKNLVSIETWPPKLLSD 

NLCRQTENLKTSKSIFLKVKVHENV 

EKETAKSPATCYTNQSPYSVIENSA 

LAFYTSCSRKTSVSQTSLLEAKKWL 

REGIFDGQPERINTADYVGNYLYEN 

NSNSTIAENDKNHLSEKQDTYLSNS 

SMSNSYSYHSDEVYNDSGYLSKNK 

LDSGIEPVLKNVEDQKNTSFSKVISN 

VKDANAYPQTVNEDICVEELVTSSS 

PCKNKNAAIKLSISNSNNFEVGPPAF 

RIASGKIVCVSHKllKKVKDIFTDSF 

SKVIKENNENKSKICQTKIMAGCYE 

ALDDSEDILHNSLDNDECSTHSHKV 

FADIQSEEILQHNQNMSGLEKVSKIS 

PCDVSLETSDICKCSIGKLHKSVSSA 

NTCGBFSTASGKSVQVSDASLQNAR 

QVFSEIEDSnCQVFSKVLFKSNEHS 

DQLTKEENTAIRTPEHUSQKGFSYN 

WNSSAFSGFSTASGKQVSILESSLH 

KVKGVLEEFDLIRTEHSLHYSPTSR 

QNVSKILPRVDKRNPEHCVNSEME 

KTCSKEFKLSNNLNVEGGSSENNHS 

nCVSPYLSQFQQDKQQLVLGTKVSL 

VENIHVLGKEQASPKNVKMEIGKTE 

TFSDVPVKTNIEVCSTYSKDSENYF 

ETEAVEIAKAFMEDDELTDSKLPSH 

ATHSLFTCPENEEMVLSNSRIGKRR 

GEPLILVGEPSIKRNLLNEFDRIIENQ 

EKSLKASKSTPDGTIKDRRLFMHHV 

SLEPITCVPFRTTKERQEIQNPNFTA 

PGQEFLSKSHLYEHLTLEKSSSNLA 

VSGHPFYQVSATRNEKMRHUTTGR 
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wo 01/79449 



PCTAJS01/086S6 



SBQW [SEQTO 
NO: of NO: of 
nucleoside I peptide 
scqncacc IscqiicDcc 



|Me|SEQI0NO: 
tbo idUSSN 
Id 09/770,160 



Nucleotide 
[location of 
first codon 
for peptide 
jscqacQCc 



Nucleotide 
locatioDoflast 
codon for last 
amioo add of 
peptide 
scqoeoce 



lAmioo add sequence ( X^Unkoown; *'=Stop 
codoo; /^possible nndeotide ddction; \=pQssible 
Dodcotidc inscrtioD) 



3Q43 
3044 
3045 



8540 
8541 



A 3302 



PTKVFVPPFKTKSHFHRVEQCVRNI 
NLEENRQKQNIDGHGSDDSKNKIN 
DNEIHQFNKNNSNQAAAVTFTKCE 
EEPLDLITSLQNARDIQDMRIKKKQ 
RQRVFPQPGSLYLAKTSTLPRISLKA 
AVGGQVPSACSHKQLYTYGVSKHC 
ncmSKNAESFQFHTEDYFGKESLW 
TGKGIQLADGGWLIPSNDGKAGKE 
EFYRALCDTPGVDPKLISRIWVYNH 
YRWnWKLAAMECAFPKEFANRCL 
SPERVLLQLKYRYDTEBDRSRRSAIK 
KIMERDDTAAKTLVLCVSDUSLSA 
NISETSSNKTSSADTQKVAIIELTDG 
WYAVKAQLDPPLLAVLKNGRLTV 
GQKIILHGAELVGSPDACTPLEAPES 
LMLKISANSTRPARWYTFCLGFFPDP 
RPFPLPLSSLFSDGGNVGCVDVDQR 
AYPIQWMEKTSSGLYIFRNEREEEK 
EAAKYVEAQQKRLEALFTKIQEEFE 
EHEENTTKPYLPSRALTRQQVRALQ 
DGAELYEAVKNAADPAYLEGYFSE 
EQLRALNNHRQMLNDKKQAQIQLE 
IRKAMESAEQKEQGLSRDVTTVWK 
LRIVSYSKKEKDSVILSIWRPSSDLY 
SLLTEGKRYRIYHLATSKSKSKSER 
ANIQLAATKKTQYQQLPVSDEILFQI 
YQPREPLHFSKFLDPDFQPSCSEVDL 
IGFWSWKKTGLAPFVYLSDECYN 
LLAIKEWIDLNEDinCPHMLIAASNL 
QWRPESKSGLLTLFAGDFSVFSASP 
KEGHFQETFNKMKNTVENIDILCNE 
AENKLMHILHANDPKWSTPTKDCT 
SGPYTAQHPGTGNKLLMSSPNCEIY 
YQSPLSLCMAKRKSVSTPVSAQMT 
SKSCKGEKEIDDQKNCKKRRALDF 
LSRLPLPPPVSPICTFVSPAAQKAFQ 
PPRSCGTKYETPIKKKELNSPQMTPF 
KKFNEISLLESNSIADEELALINTQA 
LLSGSTGEKQFISVSESTRTAPTSSE 
DYLRLKRRCTTSHKEQESSQASTEE 
CEKNKQDTITTKKYI 



2163 



5771 



8542 



A 3304 



3395 



MPIGSKERPTFFEIFKTRCNKADLGP 

ISLNWFEELSSEAPPYNSEPAEESEH 

KNNNYEPNLFKTPQRKPSYNQLAST 

PIIFKEQGLTLPLYQSPVKELDKFKL 

DLGRNVPNSRHKSIATVKTKMDQA 

DDVSCPLLNSCLSESPWLQCTHVT 

PQRDKSWCGSLFHTPKFVKGRQTP 

KHISESLGAEVDPDMSWSSSLATPP 

TLSSTVLIVRNEEASETVFPHDTTAN 

VKSYFSNHDESLKKNDRFIASVTDS 

ENTNQREAASHGFGKTSGNSFKVN 

SCKDHIGKSMP>fVLEDEVYETWD 

TSEEDSFSLCFSKCRTKNLQKVRTS 

KTRKKIFHEANADECEKSKNQVKE 

KYSFVSEVEPNDTDPLDSNVAHQKP 
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wo 01/79449 



PCTAJS0iy08656 



SEQID 
NO: of 
ondco-tide 
scqoence 


SEQID 
NO: of 
peptide 
scqnencc 


Me 
tfoo 
d 


SEQID NO: 

inUSSN 

09/77IM60 


Nodcottde 
locatioD of 

IjJStCOdOD 

for peptide 
sequence 


Nucleotide 
locatioo of last 
codon for last 
amino add of 
peptide 
sequence 


Amino add sequence ( X=UnkDown; *^top 
codon; /^possible oodeotide ddetioo; V=possible 
oodcotldc Insertion) 














FESGSDKISKEWPSLACEWSQLTLS 

GLNGAQMEKIPLLHISSCDQNISEK 

DLLDTENKRKKDFLTSENSLPRISSL 

PKSEKPLNEETVVNKRDEEQHLESH 

TDCILAVKQAISGTSPVASSFQGIKK 

SIFRIRESPKETFNASFSGHMTOPNF 

iGCETEASESGLEIHTVCSQKEDSLCP 

NLIDNGSWPATTTQNSVALKNAGU 

STLKKKTNKFIYAIHDETSYKGKKIP 

KDQKSELINCSAQFEANAFEAPLTF 

ANADSGLLHSSVKRSCSQNDSEEPT 

LSLTSSFGTILRKCSRNETCSNNTVIS 

QDLDYKEAKCNKEKLQLFITPEADS 

LSCLQEGQCENDPKSKKVSDIKEEV 

LAAACHPVQHSKVEYSDTDFQSQK 

SLLYDHENASTLILIPI'SKDVLSNLV 

MISRGKESYKMSDKLKGNNYESDV 

ELTKNIPMEKNQDVCALNENYKNV 

ELLPPEKYMRVASPSRKVQFNQNT 

NLRVIQKNQEETTSISKITVNPDSEE 

LFSDNENNFVFQVANERNNLALGN 

TKELHETDLTCVNEPIFKNSTMVLY 

GDTGDKQATQVSIKKDLVYVLAEE 

NKNSVKQHIKMTLGQDLKSDISLNI 

DKIPEKNNDYMNKWAGLLGPISNH 

SFGGSFRTASNKEIKLSEHNIKKSK 

MFFKDIEEQYPTSIACVEIVNTLAL 

DNQKiCLSKPQSINTVSAHLQSSVW 

SDCKNSHITPQMLFSKQDFNSNHNL 

TPSQKAEITELSnLEESGSQFEFTQF 

RKPSYILQKSTFEVPENQMTILKTTS 

EECRDADLHVIMNAPSIGQVDSSKQ 

FEGTVEIKRKFAGLLKNDCNKSASG 

YLTDENEVGFRGFYSAHGTKLNVS 

TEALQKAVKLFSDIENISEETSAEVH 

PISLSSSKCHDSWSMFKIENHNDKT 

VSEKNNKCQLILQNNIEMTTGTFVE 

EIT/EM*HAFT*GFC*HSE*RNFTT*P 

KYVWIGESF*NITL*C*FGNFRYM* 

M*YREAS*VSLICKYLWDF*HSKW 

KICPGIRCFITKJRKTSVF*NRR*YQA 

SLFQSIV*K*RTFRPAHKRRKYCYT 

YSRTFNIPKRLFI*CGKnCFLWI*YS 

KWKASFHFRKFLTQS»GSVRGI*FN 

QN*A*SSLFTYV*TKCIKNTSSC**E 

KPRALCKLRNGKNLQ*RI*IIK*LKC 

♦RWFFRK»SLY*SFSISLSISTRQTTV 

GIRNQSLTC*EHSCFGKRTGFT*KRK 

NGNW*N*NFF*CSCENKYRSLFYLL 

QRFRKLL*NRSSRNC*SFYGR»*TDR 

F*TAKSCHTFSFYMSRK*GNGFVKF 

KNWKKKRRAPYLSGRTLNQKKLDC 

♦I*QDNRICSRKILKGFKKHSRWHNK 

RSKIVYASCFFRADYLCTLSHN*GT 

SRDTESKFYRTWSRJSV*ISFV*TSDF 

GK1FKQFSSFRTSILSSFCYKK*KNET 

LDYYRQTNQSLCSTF*N*IAFSQS*T 

VC*EY*LGGKQTKAKH*WTWL**«* 
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wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: of 
nndco-tide 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SEQID NO: 

ioUSSN 

09/770460 


Nodeotide 
location of 
first codon 
for peptide 
scqoenee 


Nucleotide 
location of last 
codon for last 
amino add of 
peptide 
scqoenee 


Amino add sequence ( X^Unknown; *=^top 
codon; A=possible nudeotide ddetion; \Fpossible 
nndeotide Insertion) 














K*I>»*Q*DSSV*QKQLQSSSSCNFHK 

V*RRTFRFNYKSSECQRYTGYAN*E 

ETKATRLSTARQSVSCKNIHSASNL 

SESSSRRPSSLCVFS*TAVYVWRF*T 

LHKN*QQKCRVFSVSH*RLFW*GKF 

MDWKRNTVG*WWMAHTLQ*WKG 

WKRRIL*GSV*HSRCGSKAYF*NLG 

L*SL»MDHMETGSYGMCLS*GIC** 

MPKPRKGASSTKIQI*YGN»*KQKIG 

YKKDNGKG*HSCKNTCSLCF*HNFI 

ERKYI*NF'Q*N**CRYPKSGHY*TY 

RWWCC*GPVRSSPLSCLKEWQTD 

SWSEDYSSV/SRTGGLS*CLYTS*SP 

RISYVKDFC'QYSACSLVYQTWILS* 

P*TFSSALIIAFQ*WRKCWLC*CNYS 

KSIPYTVDGEDIIWIIfflSQ*KRGRKG 

SSKICGGPTKETRSLIH*NSGGI*RT* 

RKHNKTIFTITCTNKTASSCFARWC 

RAL*SSEECSRPSLP*GLFQ*RAVKS 

LE*SQANVE**ETSSDPVGN*EGHGI 

C*TKGTRFIKGCHNRVEVAYCKLFK 

KRKRFSYTEYLASnRFIFSVNRRKEI 

QNLSSCNFKI*K*I*KS*HTVSSDKK 

NSVSTTTGFR*NnSDLPATGAPSLQ 

QIFRSRLSAILF*GGPNRICRFCCEKN 

RTCPFRLFVRRMLQFTGNKVLDRP* 

*GHY*ASYVNCCKQPPVATRIQ1RPS 

YFICWRFFCVFC*SKRGPLSRDIQQN 

EKYC*EY*HTLQ*SRKQAYAYTAC 

K*SQWHPN*RLYFRAVHCSNHSW 

YRKQASDVFS*L*DILSKSF1TLYGQ 

KEVCFHTCLSPDDFKVL*RGERD*M 

PIGSKERPTFFEIFKTRCNKADLGPIS 

LNWFEELSSEAPPYNSEPAEESEHK 

NNNYEPNLFKTPQRKPSYNQLASTP 

IIFKEQGLTLPLYQSPVKELDKFKLD 

LGRNVPNSRHKSLRTVKTKMDQAD 

DVSCPLLNSCLSESPWLQCTHVTP 

QRDKSVVCGSLFHTPKFVKGRQTP 

KHISESLGAEVDPDMSWSSSLATPP 

TLSSTVLIVRNEEASETVFPHDTTAN 

VKSYFSNHDESLKKNDRFIASVTDS 

ENTNQREAASHGFGKTSGNSFKVN 

SCKDHIGKSMPNVLEDEVYETWD 

TSEEDSFSLCFSKCRnOMLQKVRTS 

KTRKKIFHEANADECEKSKNQVKE 

KYSFVSEVEPNDTDPLDSNVAHQKP 

FESGSDKISKEWPSLACEWSQLTLS 

GLNGAQMEKIPLLfflSSCDQNISEK 

DLLDTENKRKKDFLTSENSLPRISSL 

PKSEKPLNEETWNKRDEEQHLESH 

TDCILAVKQAISGTSPVASSFQGIKK 

SIFRIRESPKETFNASFSGHMTDPNF 

KKETEASESGLEIHTVCSQKEDSLCP 

NLIDNGSWPATTTQNSVALKNAGLl 

STLKKKTNKFIYAIHDETSYKGKKIP 

KDQKSELINCSAQFEANAFEAPLTF 

ANADSGLLHSSVKRSCSQNDSEEPT 
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wo 01/79449 



PCTAJS0iy086S6 



S£QID 
NO: of 
Dodco-tidc 
scqococc 


SEQID 
NO: of 
pqitidc 


Me 
tbo 

d 


SEQIDNO: 

tnUSSN 

09/770460 


Nodcotide 
lootioo of 
first codoD 
for peptide 
scqaencc 


Nodcotide 
location of last 
codoD for last 
anuDo add of 
peptide 
scqucBce 


Amioo add seqoence ( X=Uokooirn; ^=^top 
codoD; /=possible oisdeotide ddetioa; V=possible 
nodeotide insertion) 














LSLTSSFGTILRKCSRNETCSNNTVIS 

QDLDYKEAKCNKEKLQLFITPEADS 

LSCLQEGQCENDPKSKKVSDIKEEV 

LAAACHPVQHSKVEYSDTDFQSQK 

SLLYDHENASTLIL'l Kl'SKDVLSNLV 

MISRGKESYKMSDKLKGNNYESDV 

ELTKNIPMEKNQDVCALNENYKNV 

ELLPPEKYMRVASPSRKVQFNQNT 

NLRVIQKNQEETTSISKITVNPDSEE 

LFSDNENNFVFQVANERNNLALGN 

TKJELHKrDLTCVNEPIFKNSTMVLY 

GDTGDKQATQVSIKKDLVYVLAEE 

NKNSVKQHIKMTLGQDLKSDISLNI 

DKIPEKNNDYMNKWAGLLGPISNH 

SFGGSFRTASNKEIKLSEHNDCKSK 

MFFKDIEEQYFTSLACVEIVNTLAL 

DNQKKLSKPQSINTVSAHLQSSVW 

SDCKNSHITPQMLFSKQDFNSNHNL 

TPSQKAEITELSTILEESGSQFEFTQF 

R 


3046 


8S43 


A 


3305 


1 


5771 


MPIGSKERPTFFEIFKTRCNKADLGP 

ISLNWFEELSSEAPPYNSEPAEESEH 

KNNNYEPNLFKTPQRKPSYNQLAST 

PIIFKEQGLTLPLYQSPVKELDKFKL 

DLGRNVPNSRHKSLRTVKTKMDQA 

DDVSCPLLNSCLSESPWLQCTHVT 

PQRDKSWCGSLFHTPKFVKGRQTP 

KHISESLGAEVDPDMSWSSSLATPP 

TLSSTVLIVRNEEASETVFPHDTTAN 

VKSYFSNHDESLKKNDRFIASVTDS 

ENTNQREAASHGFGKTSGNSFKVN 

SCKDHIGKSMPNVLEDEVYETWD 

TSEEDSFSLCFSKCRTKNLQKVRTS 

KTRKKJFHEANADECEKSKNQVKE 

KYSFVSEVEPNDTDPLDSNVAHQKP 

FESGSDKISKEVVPSLACEWSQLILS 

GLNGAQMEKIPLLHISSCDQNISEK 

DLLDTENKRKKDFLTSENSLPRISSL 

PKSEKPLNEETWNKRDEEQHLESH 

TDCILAVKQAISGTSPVASSFQGIKK 

SIFRIRESPKETFNASFSGHMTDPNF 

KKETEASESGLEIHTVCSQKEDSLCP 

NLIDNGSWPATTTQNSVALKNAGLI 

STLKKKTNKFIYAIHDETSYKGKKIP 

KDQKSELINCSAQFEANAFEAPLTF 

ANADSGLLHSSVKRSCSQNDSEEPT 

LSLTSSFGTILRKCSRNETCSNNTVIS 

QDLDYKEAKCNKEKLQLFITPEADS 

LSCLQEGQCENDPKSKKVSDIKEEV 

LAAACHPVQHSKVEYSDTDFQSQK 

SLLYDHENASTLlL'rPl'SKDVLSNLV 

MISRGKESYKMSDKLKGNNYESDV 

ELTKNIPMEKNQDVCALNENYKNV 

ELLPPEKYMRVASPSRKVQFNQNT 

NLRVIQKNQEETTSISKITVNPDSEE 

LFSDNENNFVFQVANERNNLALGN 

TKELHETDLTCVNEPIFKNSTMVLY 

GDTGDKQATQVSIKKDLVYVLAEE 
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wo 01/79449 



PCTAJS01/086S6 



SCQID 
NO: of 
Dodeo-tidc 
scqnencc 


SEQID 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SEQ ID NO: 
ID USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
scqnencc 


Nadeotide 
location of last 
codon for last 
amino add of 
peptide 
sequence 


Amino add seqaeoce ( X°*UDluiown; *=Stop 
codon; /=pQssible nodcotide ddetioo; V=possible 
nndcotide insertion) 














NKNSVKQHIKMTLGQDLKSDISLNI 

DKIPEKNNDYMNKWAGLLGPISNH 

SFGGSFRTASNKEIKLSBHNIKKSK 

NfFFKDIEEQYPTSIj\CVEIVNTLAL 

DNQKKLSKPQSINTVSAHLQSSVW 

SDCaCNSHTTPQMLFSKQDFNSNHNL 

TPSQKAEITELSnLEESGSQFEFTQF 

RKPSYILQKSTFEVPENQMTILKTTS 

EECRD/C/S/YLMIRKLIEAEDRL*KR 

♦WKGMTQLQKHLFSVFLT*FH*AQI 

YLKLLADCLWQIPKKWPLLNLQM 

GGMLLRPS*ILPS*LS*RMAD*QLVR 

RLFFMEQNWWALLMPVHLLKPQN 

LLC*RFLLTVLGLLAGIPNLDSFLTL 

DLFLCPYHRFSVMEEMLVVLM*LF 

KEHTLYSGWRRHHLDYTYFAMKE 

RKKRKQQNMWRPNKRD*KPYSLK 

FIUINLKNMKKTQQNHIYHHVH*QD 

SKFVLCKMVQSFMKQ*RMQQTQLT 

LRVISVKSS*EP*IITGKC*MIRNKLR 

SSWKLGRPWNLLNKRNKVYQGMS 

QPWGSCVL*AIQKKKKIQLY*VFGV 

HHQIYILC*QKERDTEFiILQLQNLK 

VNLKELTYS*QRQKKLS1NNYRFQM 

KFYFRFTSHGSPFTSANF*IQTFSHL 

VLRWT**DLSFLL*KKQDLPLSSICQ 

TNVTrYWQ*SFG*TLMRTLLSLIC*L 

LQATSSGDQNPNQAFLLYLLEIFLCF 

LLVQKRATFKRHSTK*KILLRILTYF 

AMKQKTSLCIYCMQMIPSGPPQLKT 

VLQGRTLLKSFLVQETSF*CLLLIVR 

YIIKVLYHFVWPKGSLFPHLSQPR*L 

QSLVKGRKRLMTKRTAKREEPWIS* 

VDCLYLHLLVPFVHLFLRLHRRHFS 

HQGWAPNTKHP*RKKN*ILLR*LH 

LKNSMKFLFWKVIQ*LTKNLH**IP 

KLFCLVQQEKNNLYLSVNPLGLLPP 

VQKnSD*NDVVLHL*SKNRRVPRP 

VRKNVRKISRTQLQLKNIS 


3047 


8544 


B 


3306 


16 


10899 


MPNVLEDEVYETWDTSEEDSFSLC 

FSKCRTICNLQKVRTSKTRKKIFHEA 

NADECEKSKNQVKEKYSFVSEVEP 

NDTTDPLDSNVANQKPFESGSDKISK 

EVWSIACEWSQLtLSGLNGAQME 

KIPLLHISSCDQNISEKDLLDTENKR 

KKDFLTSENSLPRISSLPKSEKPLNE 

ETWNKRDEEQHLESHTDCILAVK 

QAISGTSPVASSFQGDCKSIFRIRESP 

KETFNASFSGHMTDPNFKKETEASE 

SGLEIHTVCSQKEDSLCPNLIDNGS 

WPATTTQNSVALKNAGLISTLKKK 

TNKFJYAIHDETSYKGKKIPKDQKS 

ELINCSAQFEANAFEAPLTFANADS 

GLLHSSVKRSCSQNDSEEPTLSLTSS 

FGTILRKCSRNETCSNNTVISQDLDY 

KEAKCNKEKLQLFITPEADSLSCLQ 

EGQCENDPKSKKVSDIKEEVLAAA 

CHPVQHSKVEYSDTDFQSQKSLLY 
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wo 01/79449 



PCTAJSOl/08656 



SEQID 
NO: of 
nodeo-Cide 
seqncnee 


SEQID 
NO: of 
peptide 
seqoeoce 


Me 
tbo 
d 


SEQ ID NO: 

inUSSN 

09/770,160 


Nacleotide 
locatioo of 
first codon 
for peptide 
sequence 


Nacleotide 
locatioooftast 
codon for last 
ttnino add of 
peptide 
sequence 


Amino acid seqoeoce ( X^dIuiowd; *=>StDp 
codoo; /^possible oncleotide ddetioo; V=possibte 
nodeotide insertion) 


9 












dhenastliltptskdvlsnlvmisr 
gkesykmsdklkgnnyesdveltk: 
nipmeknqdvcalnenyknvellp 
pekymrvaspsrkvqfnqntnlrv 
iqknqeettsiskitvnpdseelfsdn 

ENhn^VFQVANERlWlAIXjhTTKELH 

ETDLTCVNEPIFKNSTMVLYGDTGD 

KQATQVSIKKDLVYVLAEENKNSV 

KQHIKMTLGQDLKSDISLNIDKIPEK 

NNDYMNKWAGLLGPISNHSFGGSF 

RTASNKEIKLSEHNIKKSKMl-FKDIE 

EQYPTSIACVEIVNTLALDNQKKLS 

KPQSINTVSAHLQSSVWSDCKNSH 

ITPQMLFSKQDFNSNHNLTPSQKEQI 

TELSTILEDSGSQFEFTQFRKPSYILQ 

KSTFEVPENQMTILKTTSEECRDAD 

LHVIMNAPSIGQVDSSKQFEGTVEI 

KRKFAGLLraroCNKSASGYLTDEN 

EVGFRGFYSAHGTKLNVSTEALQK 

AVKLFSDIENISEETSAEVHPISLSSS 

KCHDSVYSMFKIENHNDKTVSEKN 

NKCQLILQIWIEMTTGTFVEEITENY 

KRNTENEDNKYTAASRNSHNLEFD 

GSDSSKNDTVCIHKDETDLLFTDQH 

NICLKLSGQFMKEGNTQIKEDLSDL 

TTLEVAKAQEACHGNTSNKEQLTA 

TKTEQNIKDFETSDTFFQTASGKNIS 

VAKESFNKIVNFFDQKPEELHNFSL 

NSELHSDIRKNKMDELSYEETDIVK 

HKILKESVPVGTGNQLVTFQGQPER 

DEKIKEPTLLGFHTASGKKVKIAKE 

SLDKVKNLFDERARTKNLQKVRTS 

KTRKKIFHEANADECEKSKNQVKE 

KYSFVSEVEPNDTDPLDSNVANQKP 

FESGSDKISKEWPSLACEWSQLTLS 

GLNGAQMEKIPLLHISSCDQNISEK 

DLLDTENKRKKDFLTSENSLPRISSL 

PKSEKPLNEETVVNKRDEEQHLESH 

TDCILAVKQAISGTSPVASSFQGIKK 

SIFRIRESPKEIFNASFSGHMTDPNF 

laCHiHASESGLEIHTVCSQKEDSLCP 

NLIDNGSWPATTTQNSVALKNAGLI 

STLKKKTNKFIYAIHDETCYKGKKIP 

KDQKSELINCSAQFEANAFEAPLTF 

ANADSGLLHSSVKRSCSQNDSEEPT 

LSLTSSFGTILRKCSRNETCSNNTVIS 

QDLDYKEAKCNKEKLQLniPEADS 

LSCLQEGQCENDPKSKKVSDIKEEV 

LAAACHPVQHSKVEYSDTDFQSQK 

SLLYDHENASTLILl'Fl'SKDVLSNLV 

MISRGKESYKMSDKLKGNNYESDV 

ELTKNIPMEKNQDVCALNENYKNV 

ELLPPEKYMRVASPSRKVQFNQNT 

NLRVIQKNQEETTSISKITVNPDSEE 

LFSDNENNFVFQVANERNNLALGN 

TKELHETDLTCVNEPIFKNSTMVLY 

GDTGDKQATQVSIKKDLVYVLAEE 

NKNSVKQHIKMTLGQDLKSDISLNI 
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wo 01/79449 



PCTAJSOl/08656 



SEQID 
NO: of 
Dndeo-ticlc 
scqocDce 


SEQID 
NO: of 
peptide 
seqneoce 


Me 
tbo 
d 


SEQID NO: 
in ISSN 
09/770»t60 


Nodcotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codoo for last 
amino add of 
peptide 
sequence 


Amino add sequence ( X'-Unknown; *»Stop 
codon; /^possible nudcotide ddetion; \Fpossible 
Dodeotide Insertion) 














DKJPEKNNDYMNKWAGLLGPISNH 

SFGGSFRTASNKEIKLSEHNIKKSK 

MFFKDIEEQYFrSLACVEIVNTLAL 

DNQKKLSKPQSINTVSAHLQSSVW 

SDCKNSHITPQMLFSKQDFNSNHNL 

TPSQKEQITELSTILEDSGSQFEFTQF 

RKPSYILQKSTFEVPENQNfTTLKTTS 

EECRDADLHVlNfNAPSIGQVDSSKQ 

FEGTVEIKRKFAGLUCNDCNKSASG 

YLTDENEVGFRGFYSAHGTKLNVS 

TEALQKAVKLFSDIENISEETSAEVH 

PISLSSSKCHDSWSMFKIENHNDKT 

VSEKNNKCQLILQNNIEMTTGTFVE 

EITENYKRNTENEDNKYTAASRNSH 

NLEFDGSDSSKNDTVCIHKDETDLL 

FTDQHNICLKLSGQFMKEGMTQIKE 

DLSDLTFLEVAKAQEACHGNTSNK 

EQLTATKTEQNIKDFETSDTFFQTAS 

GKNISVAKESFNKIVNFFDQKPEEL 

HNFSLNSELHSDIRKNKMDILSYEE 

TDIVKHKILKESVPVGTGNQLVTFQ 

GQPERDEKIKEPTLLGFHTASGKKV 

KIAKESLDKVKNLFDERASHQWAK 

TLKYREACKDLELACEnEITAAPK 

CKEMQNSLNNDKNLVSIETWPPKL 

LSDNLCRQTENLKTSKSIFLKVKVH 

ENVEKETAKSPATCYTNQSPYSVIE 

NSALAFYTSCSRKTSVSQTSLLEAK 

KWLREGIFDGQPERINTADYVGNY 

LYENNSNSTTAENDKNHLSEKQDTY 

LSNSSMSNSYSYHSDEVYNDSGYLS 

KNKLDSGIEPVLKNVEDQKNTSFSK 

VISNVKDANAYPQTVNEDICVEELV 

TSSSPCKNKNAAIKLSISNSNNFEVG 

PPAFRUSGKIVCVSHETIKKVKDIF 

TDSFSKVIKENNENKSKICQTKIMA 

GCYEALDDSEDDLHNSLDNDECSTH 

SHKVFADIQSEEILQHNQNMSGLEK 

VSKISPCDVSLETSDICKCSIGKLHK 

SVSSANTCGIFSTASGKSVQVSDAS 

LQNARQVFSEIEDSTKQVFSKVLFK 

SNEHSDQLTREENTAIRTPEHLISQK 

GFSYNWNSSAFSGFSTASGKQVSI 

LESSLHKVKGVLEEFDURTEHSLH 

YSPTSRQNVSKILPRVDKRNPEHCV 

NSEMEKTCSKEFKLSNNLNVEGGSS 

ENNHSIKVSPYLSQFQQDKQQLVLG 

TKVSLVENIHVLGKEQASPKNAOCM 

EIGKTETFSDVPVKTNIEVCSTYSKD 

SENYFETEAVEIAKAFMEDDELTDS 

KLPSHATHSLFTCPENEEMVLSNSRI 

GKRRGEPLILVGEPSIKRNLL>IEFDR 

IIENQEKSLKASKSTPDG'niCDRRLF 

VHHVSLEPITCVPFRTTKERQEIQNP 

NFTAPGQEFLSKSHLYEHLTLEKSSS 

NLAVSGHPFYQVSGNKNGKMRKU 

TTGRPTKVFVPPFKTKSHFHRVEQC 

VRNINLEGNRQKQNIDGHGSDDSK 
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wo 01/79449 



PCTAJS01/086S6 



ISEQID 
NO: of 

Iscqacnce 


ISEQID 
NChof 
jpepfide 
Iseqiiciitt 


Mc 
d 


: SEQIONO: 
» inUSSN 


Nucleotide 
locatioo of 
first codon 
for peptide 
seqacnce 


INDcleotidc 

locatiODoflast 
Icodoo for last 

amino acid of 

peptide 
Iscqucocc 


Amino add seqneoce ( X=UaiuiowD; *=Stop 1 
codon; ^spossUe Dodeotide deletfon; V^possible 
oodeotide insertioo) 














NKJNDNEIHQFNKNNSNQAAAVTFT 
KCEEEPLDLITSLQNARDIQDMRIK 
KKQRQRVFPQPGSLYLAKTSTLPRI 
SLKAAVGGQVPSACSHKCJLYTYGV 
SKHCIKINSKNAESFQFHTEDYEX* | 


3048 


8545 


A 


3307 


1 


12500 


MPIGSKERPTFFEIFKTOCNKADLGP 

ISLNWFEELSSEAPPYNSEPAEESEH 

KNNNYEPNLFKTPQRKPSYNQLAST 

PIIFKEQGLTLPLYQSPVKELDKFKL 

DLGRIWNSRHKSUITVKTKMDQA 

DDVSCPLLNSCLSESPWLQCTHVT 

PQRDKSWCGSLFHTPKFVKGRQTP 

KHISESLGAEVDPDMSWSSSLATPP 

TLSSTVLIVRNEEASETVFPHDTTAN 

VKSYFSNHDESLKKNDRFIASVTDS 

ENTNQREAASHGFGKTSGNSFKVN 

SCKDHIGKSMPHVLEDEVYETWD 

TSEEDSFSLCFSKCRTKNLQKVRTS 

KTRKKIFHEANADECEKSKNQVKE 

KYSFVSEVEPNDTDPLDSNVANQKP 

FESGSDKISKEWPSLAGEWSQLTLS 

GLNGAQMEKIPLLHISSCDQNISEK 

DLLDTENKRKKDFLTSENSLPRISSL 

PKSEKPLNEETWNKRDEEQHF.FhSH 

TDCILAVKQAISGTSPVASSFQGIKK 

SIFRIRESPKKIFNASFSGHMTDPNF 

KKETEASESGLEIHTVCSQKEDSLCP 

NLIDNG/K/TVMS**MPHRLVR*TAA 

SNLKVQLKLNGSLLAC*KMTVTKV 

LLVI*QMKMKWGLGAFILLMAQN* 

MFLLKLCKKL*NCLVILRILVRKLL 

QRYIQ*VYLQVNVMILLFQCLR*KII 

MIICL*VKKIINAN*YYKIILK*LLALL 

LKKLLKITREILKMKITNILLPVEILI 

T*NLN4AV1QVKMILFVF1KMKRTCY 

LLISTTYVLNYLASL*RRETLRLKKI 

CQI»LFWKLRKLKKHVMVILQIKNS 

*LLLKRSKI*KILRLLIHFFRLQVGKI 

LVSPKSHLIKL*ISLIRNQKNCnTP*I 

LNYILT*ERTKWTF*VMRKQT*LNT 

KY*KKVSQLVLEIN»*PSRDNPNVM 

KRSKNLLCWVFIQLAGKKLKLQRN 

LWTK*KTFLMKKSKVLVKSPVLAI 

NGQRP*STERPVKTLN*HVRPLRSQ 

LPQSVKKCRILSIMIKTLFLLRLWCH 

LSS*VnYVDKLKISKHQKVSF*KLK 

YMKM*KKKQQKVLQLVTQISPLIQS 

LKIQP»LFTQVVVEKLL*VRLHYLK 

QKNGLEKEYLMVNQKE*ILQIM*EII 

CMKIIQTVL*LKMTKIISPKNKILI*V 

TVACLTAIPTILMRYIMIQDISQKINL 

ILVLSQY*RMLKIKKTLVFPK*YPM* 

KMQMHTHKL*MKIFALRNL*LALH 

PAKIKMQPLNCPYLrVlILR*GHLHL 

G*PWKSFVFHMKQLKK*KTYLQT 

VSVK*LRKTTRINQKFAKRKLWQV 

VTRHWMIQRIFFITL*IMMNVARIHI 

RFLLTFRVKKFYNITKJCLDWRKFL 
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wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: Of 
nndco-tidc 
sequence 


SEQID 
NOroT 
peptide 
sequence 


Me 
tbo 
d 


SEQ ID NO: 

inUSSN 

09/7704«0 


Nucleotide 
location of 
first codoo 
for peptide 
scqncDce 


Nucleotide 
location of last 
codon for last 
amino add of 
peptide 
sequence 


Amioo add sequence ( X^Unknown; *=^top 1 
codon; /=pas$ible oocleotide ddction; \F=possible 
nodeotide insertion) 














KYHLVMLVWKLQ1YVNW*GSFIS 

QSHLQILVGFLAQQVENLSRYQML 

HYKTQDKCFLK*K1VPSKSFPKYCL 

KVTNIQTSSQEKKILLYVLQNI*YPK 

KAFHIMW*IHLLSLDLVQQVESKFP 

F*KVPYTKLREC*RNLI*SELSIVFn 

HLRLDKMYQKYFLVLIRETQSTV*T 

QKWKKPAVKNLNYQIT*MLKWL 

QKnTLLKFLHISLNFNKTNNSWY*E 

PKSHU.RTFMFWEKNRLHLKT*KW 

KLVKLKLFLMFL*KQI*KFVLLTPKI 

QKTTLKQKQ*KLLKLLWKMMN»QI 

LNCQVMPHILFLHVPKMRKWFCQI 

QELEKEEESPLS*WENPQSKETY*M 

NLTG**KIKXNP*RLQKALQMAQ*K 

IEDCLCIMFL*SRLPVYPFAQLRNVK 

RYRIQILPHLVKNFCLNLICMNI*LW 

KNLQAI*QFQDIHFIKFLLQEMKK*D 

T*LLQADQPKSLFHLLKLNR11*"1HLN 

SVLGILTWRKTDKSKTLMDMALMI 

\aaRLMTMRFISLTKTTPIKQQL*LS 

QSVKKNL*I*LQVFRMPEIYRICELR 

RNKGNASFHSQAVCILPATTTQNSV 

AUCNAGLISTLKKKTNKFTYAIHDE 

TSYKGKKIPKDQKSELINCSAQFEA 

NAFEAPLTFANADSGLLHSSVKRSC 

SQNDSEEPTLSLTSSFGTILRKCSRN 

ETCSNNTVISQDLDYKEAKCNKEKL 

QLFITPEADSLSCLQEGQCENDPKS 

KKVSDIKEEVLAAACHPVQHSKVE 

YSDTDFQSQKSLLYDHENASTLILT 

PTSKDVLSNLVMISRGKESYKMSD 

KUCGNhTYESDVELTKNIPMEKNQD 

VCALNENYKNVELLPPEKYMRVAS 

PSRKVQFNQNTNLRVIQKNQEETTS 

ISKITVNPDSEELFSDNENNFVFQVA 

NERNNLALGNTKELHHIDLTCVNE 

PIFKNSTMVLYGDTGDKQATQVSK 

KDLVYVI^EEhnCNSVKQHIKlVITLG 

QDLKSDISLNIDKIPEKNNDYMDKW 

AGLLGPISNHSFGGSFRTASNKEIKL 

SEHNIKKSKMFFKDIEEQYFTSLAC 

VEIVimjaJ>NQKKLSKPQSINTVS 

AHLQSSVWSDCKNSHITPQMLFSK 

QDFNSNHNLTPSQKAEITELSn! ,F.F 

SGSQFEFTQFRKPSYILQKSTFEVPE 

NQMTTLKTTSEECRDADLHVIMNAP 

SIGQVDSSKQFEGTVEIKRKFAGLL 

KNDCNKSASGYLTDENEVGFRGFY 

SAHGTKLNVSTEALQKAVKLFSDIE 

NISEETSAEVHPISLSSSKCHDSWS 

MFKIENHNDKTVSEKNNKCQLILQ 

NNIEMTTGTFVEEITENYKRNTENE 

DNKYTAASRNSHNLEFDGSDSSKN 

DTVCIHKDETDLLFTDQHNICLKLS 

GQFMKEGNTQIKEDLSDLTFLEVAK 

AQEACHGNTSNKEQLTATKTEQNI 

KDFETSDTFFQTASGKNISVAKESF | 
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wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: of 
Dodco-iide 
sequence 


SEQID 
NO: Of 
peptide 
sequence 


Me 
tfao 
d 


S£Q ID NO: 

ioUSSN 

09/770,160 


NocleotSde 
location of 
first codon 
for peptide 
segncDce 


Nucleotide 
locatiOD of faut 
codon for last 
amino add of 
peptide 
seqnence 


Amino add sequence ( X^linknown; *^tDp 
codon; /=possibIe nodeolidc ddetion; V=possibIe 
nndcotide insertion) 




• 








• 


NKIVNFFDQKPEELHNFSLNSELHS 

DIRKNKNTOII^YEETDIVKHKILKES 

VPVGTGNQLVTFQGQPERDEKIKEP 

TLLGFHTASGKKVKIAKESLDKVK 

NLFDEKEQGTSEITSFSHQWAKTLK 

YREACKDLELACEnEITAAPKCKE 

MQNSLNNDKNLVSIETWPPKLLSD 

NLCRQTENLKTSKSIFLKVKVHENV 

EKETAKSPATCYTNQSPYSVIENSA 

LAFYTSCSRKTSVSQTSLLEAKKWL 

REGIFDGQPERINTADYVGNYLYEN 

NSNSTIAENDKNHLSEKQDTYLSNS 

SMSNSYSYHSDEVYNDSGYLSKNK 

LDSGIEPVLKNVEDQKNTSFSKVISN 

VKDANAYPQTVNEDICVEELVTSSS 

PCKNKNAAIKLSISNSNNFEVGPPAF 

RIASGKIVCVSHETIKKVKDIFTDSF 

SKVIKENNENKSKICQTKIMAGCYE 

ALDDSEDILHNSLDNDGKNIHSASN 

LSESSSRRPSSLCVFS*TAVYVWRF* 

TLHKN*QQKCRVFSVS/TLKnLVRK 

VYGLEKEYSWLMVDGSYPPMMER 

LEKKNFIGLCVTLQVWIQSLFLEFGF 

imDGSYGNWQLWNVPFLRNLLID 

A*AQKGCFFN*NTDMIRKLIEAEDR 

L*KR*WKGMTQLQKHLFSVFL'nFH 

♦AQIYLKLLAIKLWQIPIGCWPLLN 

LQMGGMLLRPS*ILPS*LS*RMAD* 

QLVRRLFFMEQNWWALLMPVHLL 

KPQNLLC*RFLLTVLGLLAGIPNLDS 

FLTLDLFLCPYHRFSVMEEMLWL 

M*LFKEHTLYSGWRRHHLDYTYFA 

MKERKKRKQQNMWRPNKRD*KPY 

SLKFRRNLKNMKKTQQNHIYHHVH 

♦QDSKFVLCKMVQSFMKQ*RMQQT 

QLTLRVISVKSS*EP*IITGKC*MIRN 

KLRSSWKLGRPWNLLNKRNKVYQ 

GMSQPWGSCVL*AIQKKKKIQLY*V 

FGVHHQIYILC*QKERDTEFIILQLQ 

NLKVNLKELTYS»QRQKKLSINNYR 

FQMKFYFRFTSHGSPFTSANF*IQTF 

SHLVLRWT*»DLSFLL*KKQDLPLSS 

IC(7rNVTIYWQ*SFG*TLMRTLLSLI 

C*LLQATSSGDQNPNQAFLLYLLEIF 

LCFLLVQKRATFKRHSTK»KILLRIL 

TYFAMKQKTSLCIYCMQMIPSGPPQ 

LKTVLQGRTLLKSFLVQETSPCLLL 

IVRYIIKVLYHFVWPKGSLFPHLSQP 

R*LQSLVKGRKRLMTKRTAKREEP 

WIS*VDCLYLHLLVPFVHLFLRLHR 

RHFSHQGWAPNTKHP*RKKN*ILL 

R*LHLKNSMKFLFWKVIQ*LTKNLH 

♦♦IPKLFCLVQQEKNNLYLSVNPLGL 

LPPVQKnSD*NDVVLHL*SKNRRVP 

RPVRKNVRKISRTQLQLKNIS 


3049 


8546 


A 


3308 


1 


9344 




3050 


8547 


A 


3309 


1 


18345 


MPIGSKERPTFFEIFKTRCNKADLGP 
ISLNWFEELSSEAPPYNSEPAEESEH 
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PCTAJS0iy08656 



SEQID ISEQID 
NO: of NO: of 
londco-tide I peptide 
Iscqncncc 



Me jSEQ ID NO: INudcotidc INudcotide 
tfao [in USSN [locatioo of llocatioo of last 
d |09/77D,160 first codoo Icodon for last 
jfor peptide lamino add of 
IseqncDce Ipeptidc 
[sequence 



Amino add scqnence ( X=Unknoini; *^top 
codon; A^possiUe oudeotide ddetioa; V=possible 
nndeotide insertion) 



KNNNYEPNLFKTPQRKPSYNQLAST 
PIIFKEQGLTLPLYQSPVKELDKFKL 
DLGRNVPNSRHKSLRTVKTKMDQA 
DDVSCPLLNSa.SESPVVLQCTHVT 
PQRDKSWCGSLFHTPKFVKGRQTP 
KmSESLGAEVDPDMSWSSSLATPP 
TLSSTV1,IVRNEEASETVFPHDTTAN 
VKSYFSNHDESLKKNDRFIASVTDS 
ENTNQREAASHGFGKTSGNSFKVN 
SCKDfflGKSMPNVLEDEVYETWD 
TSEEDSFSLCFSKCRTKNLQKVRTS 
KTRKKIFHEANADECEKSKNQVKE 
KYSFVSEVEPNDTDPLDSNVAHQKP 
FESGSDKISKEWPSLACEWSQLTLS 
GLNGAQMEKIPLLfflSSCDQNISEK 
DLLDTENKRKKDFLTSENSLPRISSL 
PKSEKPLNEETWNKRDEEQHLESH 
TDCILAVKQAISGTSPVASSFQGIKK 
SIFRIRESPKETFNASFSGHMTDPNF 
KKETEASESGLEEHTVCSQKEDSLCP 
NLIDNGSWPATTTQNSVALKNAGLI 
STLKKKTNKFIYAIHDETSYKGKKIP 
KDQKSELINCSAQFEANAFEAPLTF 
ANADSGLLHSSVKRSCSQNDSEEPT 
LSLTSSFGHLRKCSRNETCSNNTVIS 
QDIJ[>YKEAXCNKEKLQLFITPEADS 
LSCLQEGQCENDPKSKKVSDIKEEV 
LAAACHPVQHSKVEYSDTDFQSQK 
SLLYDHENASTLDLTPTSKDVLSNLV 
MISRGKESYKMSDKLKGNhfYESDV 
ELTKNIPMEKNQDVCALNENYKNV 
ELLPPEKYMRVASPSRKVQFNQNT 
I^RVIQKNQEETTSISKITVNPDSEE 
LFSDNENNFVFQVANERNNLALGN 
TKElJlETDLTCna^PIFKNSTMVLY 
GDTGDKQATQVSIKKDLVYVLAEE 
NKNSVKQHKMTLGQDLKSDISLNI 
DKIPEKNNDYMNKWAGLLGPISNH 
SFGGSFRTASNKEHCLSEHNIKKSK 
MFFKDffiEQYPTSIACVEIVNTLAL 
DNQKKLSKPQSINTVSAHLQSSVW 
SDCKNSHITPQMLFSKQDFNSNHNL 
TPSQKAEITELSnLEESGSQFEFTQF 
RKPSYILQKSTFEVPENQMTILKTTS 
EECRDADLHVIMNAPSIGQVDSSKQ 
FEGTVEIKRKFAGLLKNDCNKSASG 
YLTDENEVGFRGFYSAHGTKLNVS 
TEALQKAVKLFSDIENISEETSAEVH 
PISI^SKCHDSWSVffKIENHNDKT 
VSEKNNKCQLILQNNIEMTTGTFVE 
EITDACRKDSVKMIQKAKKFQPKK 
RSWLQHVTQYNIQKWNTVILTFNP 
RKVFmiMKMPALLF*LLLPRMFC 
QT*S*FLEAKNHTKCQTSSKVTIMN 
LMLN*PKIFPWKRIKlvrm.*MKIIK 
TLSCCHLKNT*E*HHLQERYNSTKT 
QI*E*SKKIKKKLLQFQK*LSIQTLK 
NFSQTMRIILSSK*LMKG1ILL*EILR 
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PCTAJS01/086S6 



SEQID 
NO: of 
nadco-tidc 
scqoeocc 


SEQID 
NO: of 
peptide 
scqaeacc 


Me 
tbo 
d 


SEQID NO: 

ibUSSN 

09m0460 


Nucleotide 
locatioD of 
fintcodoD 
for peptide 
seqocDce 


Noclcotidc 
locatioa of last 
codon for last 
amino add of 
peptide 
sequence 


AfDiDO add scqacoce ( X=l/Qluiimo; *^top 
codon; ^possible nndeotidc ddction; V=possibIe 
nndeotide insertion) 










« 




NFMKQT*LV*TNPFSRTLPWFYMET 

QVINKQPKCQLKKIWFMFLQRRTKI 

V*SSI*K*L*VKI*NRTSP*I*IKYQKK 

IMIT*TNGQDS*VQFQITVLEVASEQ 

LQIRKSSSUmiJaUKCSSKILKNNI 

LLV*LVLKL»IPWH»IIKRN»ASLSQL 

ILYLHIYRW*LFLIVKIVI*PLRCYFP 

SRILIQTn*HLAKRQKLQNFLLY*KN 

QEVSLNLLSLENQATYCRRVHLKC 

LKTR*LS*RPLLRNAEMLIFMS**MP 

HRLVR*TAASNLKVQLKLNGSLLA 

C*KMTNrrKVLLVl*QMKMKWGLG 

AFILLMAQN*MFLLKLCKKL*NCLV 

1LRILVRKLLQRYIQ*VYLQVNVMIL 

LFQCLR*KIINaKL*VKKIINAN*YYK 

IILK'LIJUXLKKLLKITREILKMKTT 

NILLPVEILIT*NLI^VIQVKMILFVF 

IKMKRTCYLLISTTYVLNYLASL*R 

RETLRLKKICQPLFWKLRKLKKHV 

MVILQIKNS*LLLKRSKI*KILRLLIH 

FFRLQVGKILVSPKSHLIKL*ISLIRN 

QKNCITFP»ILNYILT*ERTKWTF*V 

MRKQT»LNrKY*KKVSQLVLEIN** 

PSRDNPNVMKRSKNLLCWVHQLA 

GKKLKLQRNLWTK*KTFLMKKSKV 

LYKSPVLAINGQRP*STERPVKTLN* 

HVRPLRSQLPQSVKKCRILSIMIKTL 

FLLRLWCHLSS^VUYVDKLKISKHQ 

KVSF*KLKYMKM*KKKQQKVLQL 

VTQISPLIQSLKIQP*LFTQWVEKLL 

♦VRLHYLKQKNGLEKEYLMVNQKE 

*ILQIM*EnCMKJIQTVL*IJCMTKUS 

PKhnaLI*VTVACLTAlPTILMRYIMI 

QDISQKJNLILVLSQY*RMLKIKKTL 

WPK*YPM*mQMHTHKL*MKIFA 

LRNL*LALHPAKIKMQPLNCPYLIVI 

ILR*GHLHLG*PVVKSFVFHMKQLK 

K*KTYLQTVSVK*LRKTrRINQKFA 

KRKLWQVVTRHWMIQRIFFITL*IM 

MNVARIHIRFLLTFRVKKFYNrrKIC 

LDWRKFLKYHLVMLVWKLQIYVN 

W*GSnSQSHLQILVGFLAQQVEhIL 

SRYQMLHYKTQDKCFLK*KIVPSKS 

FPKYCU:VTNIQTSSQEKKILLYVL 

QNI*YPKKAFHIMW*IHLLSLDLKL 

QEKY*K*R*QIYCCQ*KFS*LRI*WQ 

♦FK*K^YCLYS*R*NGLAIY*SAQHM 

S*IIWPVYEGGICHSD*RRFVRFNFFG 

SCESSRSMSW*YFK*RTVNCY»NGA 

KYKRF*DF*YIFSDCKWEKY*CRQR 

VI* ♦NCKFL*SETRR1A*LFLKF*ITF» 

HKKEQNGHSKL*GNRHS»TQN\LKE 

SVPVGTGNQLVTFQGQPERDEKIKE 

PTLLGFHTASGKKVKIAKESLDKVK 

NLFDEKEQGTSEITSFSHQWAKTLK 

YREACKDLELACETIEITAAPKCKE 

MQNSLNNDKNLVSIETWPPKLLSD 

NLCRQTENLKTSKSIFLKVKVHENV 
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PCTAJS01/086S6 



SEQID 
NO: of 
Dodco-tidc 
sequence 


SEQID 
NO: of 
peptifte 
sequence 


Me 
the 
d 


SEQID NO: 

inUSSN 

09/770,160 


Nucleotide 
locatioo of 
first codon 
for peptide 
sequence 


Noclcotide 
location of last 
codon for last 
amino add of 
peptide 
scqacncc 


Amino add scqaeocc ( X-Uoknown; *^top 
codon; /==possible nndeotide ddetioo; \r=pos$ible 
nndeotide insertion) 




9 

\ 










EKETAKSPATCYTNQSPYSVIENSA 

LAFYTSCSRKTSVSQTSLLEAKKWL 

REGIFDGQPERINTADYVGNYLYEN 

NSNSTIAENDKNHLSEKQDTYLSNS 

SMSNSYSYHSDEVYNDSGYLSKNK 

LDSGIEPVLKNVEDQKNTSFSKVISN 

VKDANAYPQTVNEDICVEELVTSSS 

PCKNKNAAIKLSISNSNNFEVGPPAF 

RIASGKTVCVSHtTlKKVKDIFTDSF 

SKVIKENNENKSKICQTKIMAGCYE 

ALDDSEDILHNSLDNDECSTHSHKV 

FADIQSEEILQHNQNMSGLEKVSKIS 

PCDVSLETSDICKCSIGKLHKSVSSA 

NTCGIFSTASGKSVQVSDASLQNAR 

QVFSEIEDSTKQVFSKVLFKSNEHS 

DQLTREENTAIRTPEHLISQKGFSYN 

WNSSAFSGFSTASGKQVSILESSLH 

KVKGVLEEFDLIRTEHSLHYSPTSR 

QNVSKILPRVDKRNPEHCVNSEME 

KTCSKEFKLSNNLNVEGGSSENNHS 

IKVSPYLSQFQQDKQQLVLGTKVSL 

VENIHVLGKEQASPKNVKMEIGKTE 

TFSDVPVKTNIEVCSTYSKDSENYF 

ETEAVEIAKAFMEDDELTDSKLPSH 

ATHSLFTCPENEEMVLSNSRIGKRR 

GEPLELVGEPSDCRNLLNEFDRIIENQ 

EKSLKASKSTPDGTIKDRRLFMHHV 

SLEPITCVPFRTTKERQEIQNPNFTA 

PGQEFLSKSHLYEHLTLEKSSSNLA 

VSGHPFYQVSATKNEKMRHLnTGR 

PTKVFVPPFKTKSHFHRVEQCVRNI 

NLEENRQKQNIDGHGSDDSKNKIN 

DNEIHQFNKNNSNQAAAV'l'Ki'KCE 

EEPLDLITSLQNARDIQDMRIKKKQ 

RQRVFPQPGSLYLAKTSTLPRISLKA 

AVGGQVPSACSHKQLYTYGVSKHC 

IKINSKNAESFQFHTEDYFGKESLW 

TGKGIQLADGGWLIPSNDGKAGKE 

EFYRALCDTPGVDPKLISRIWVYNH 

YRWnWKLAAMECAFPKEFANRCL 

SPERVLLQLKYRSTASGKQVSHJESS 

LHKVKGVLEEFDLIRTEHSLHYSPT 

SRQNVSKILPRVDKRNPEHCVNSEM 

EKTCSKEFKLSNNLNVEGGSSENNH 

SIKVSPYLSQFQQDKQQLVLGTKVS 

LVENIHVLGKEQASPKNVKMEIGKT 

ETFSDVPVKTOIEVCSTYSKDSENY 

FETEAVEIAKAFMEDDELTDSKLPS 

HATHSLFTCPENEEMVLSNSRIGKR 

RGEPLILVGEPSIKRNLLNEFDRIIEN 

QEKSLKASKSTPDGTIKDRRLI^ffiH 

VSLEPITCVPFRTTKERQEIQNPNFT 

APGQEFLSKSHLYEHLTLEKSSSNL 

AVSGHPFYQVSATRNEKMRHLITT 

GRPTKVFVPPFKTKSHFHRVEQCVR 

NINLEENRQKQNIDGHGSDDSKNKI 

NDNEIHQFNKNNSNQAAAVi Kl KC 

EEEPU:)LITSLQNARDIQDMRIKKK 
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PCT/US01/086S6 



SEQID 
NO: of 
nncleo-tide 
scqntncc 


SEQID 
NO: of 
pqrtide 
sequence 


Mc 
tbo 
d 


SEQID NO: 

ioUSSN 

09/7704(0 


Nucleotide 
locatioD of 
first codoo 
for peptide 
seqaeoce 


Nucleotide 
locatioD of last 
codoDfbrlast 
amino acid of 
peptide 
sequence 


Amino add sequence ( X=linknawn; *=StDp 
codon; /»>possible nucleotide ddedon; V^possilile 
nudeotide insertion) 






• 








QRQRVFPQPGSLYLAKTSTLPRISLK 

AAVGGQVPSACSHKQLYTYGVSKH 

CIKINSKNAESFQFHTEDYFGKESL 

WTGKGIQLADGGWLIPSNDGKAGK 

EEFYRALCDTPGVDPKLISRIWVYN 

HYRWIIWKLAAMECAFPKEFANRC 

LSPERVLLQLKYRYDTEIDRSRRSAI 

KKIMERDDTAAKTLVLCVSDnSLS 

ANISETSSNKTSSADTQKVAIIELTD 

GWYAVKAQLDPPLLAVLKNGRLT 

VGQKnLHGAELVGSPDACTPLEAP 

ESLMLKISANSTRPARWYTKLGFFP 

DPRPFPLPLSSLFSDGGNVGCVDVII 

QRAYPIQWMEKTSSGLYIFRNEREE 

EKEAAKYVEAQQKRLEALFTKIQEE 

FEEHEENTTKPYLPSRALTRQQVRA 

LQDGAELYEAVKNAADPAYLEGYF 

SEEQLRALNNHRQMLNDKKQAQIQ 

LEIRKAMESAEQKEQGLSRDVTTV 

WKLRIVSYSKKEKDSVILSIWRPSSD 

LYSLLTEGKRYRIYHLATSKSKSKS 

ERANIQLAATKKTQYQQLPVSDEIL 

FQIYQPREPLHFSKFLDPDFQPSCSE 

VDLIGFWSWKKTGLAPFVYLSDE 

CYNUJUKFWIDLNEDIIKPHMLIAA 

SNLQWRPESKSGLLTLFAGDFSVFS 

ASPKEGHFQETFNKMKNTVENIDIL 

CNEAENKLMHILHANDPKWSTPTK 

DCTSGPYTAQIIPGTGNKLLMSSPN 

CEIYYQSPLSLCMAKRKSVSTPVSA 

QNfTSKSCKGEKEIDDQKNCKKRRA 

LDFLSRLPLPPPVSPICl'FVSPAAQK 

AFQPPRSCGTKYKi'PIKKKELNSPQ 

MTPFKKFNEISLLESNSIADEELALI 

NTQALLSGSTGEKQFISVSESTRTAP 

TSSEDYLRLKRRCri'SLIKEQESSQA 

STEECEKNKQDTITTKKYI 


3051 


854S 


A 


3310 


1 


7988 


MPIGSKERPTFFEIFKTRCNKADLGP 

ISLNWFEELSSEAPPYNSEPAEESEH 

KNNNYEPNLFKTPQRKPSYNQLAST 

PIIFKEQGLTLPLYQSPVKRT .DKFKL 

DLGRNVPNSRHKSLRTVKTKMDQA 

DDVSCPLLNSCLSESPWLQCTHVT 

PQRDKSWCGSLFHTPKFVKGRQTP 

KHISESLGAEVDPDMSWSSSLAIPP 

TLSSTVLIYRNEEASETXOTHDTTAN 

VKSYFSNHDESLKKNDRFIASVTDS 

ENTNQREAASHGFGKTSGNSFKVN 

SCKDMGKSNOWVLEDEVYETVVD 

TSEEDSFSLCFSKCRTKNLQKVRTS 

KTRKKIFHEANADECEKSKNQVKE 

KYSFVSEVEPNDTDPLDSNVAHQKP 

FESGSDKISKEWPSLACEWSQLTLS 

GLNGAQMEKIPLLHISSCDQNISEK 

DLLDTENKRKKDFLTSENSLPRISSL 

PKSEKPLNEETWNKRDEEQHLESH 

TDCILAVKQAISGTSPVASSFQGIKK 

SIFRIRESPKETFNASFSGHMTDPNF 



481 
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PCTAJSOl/08656 



SEQID 
NO: or 
nadco-liile 
sequence 


5£Q10 
NO: of 
peptide 
scqococe 


Me 

tbo 
d 


5EQIONO: 

ioUSSN 

09m0460 


Nncleollde 
location of 
first codon 
for peptide 
sequence 


Nucleotide 

locatfcmoflast 

codoo for last 

amiDoaddof 

peptide 

sequence 


Amino actd sequence ( X^^Vaknown; *^tDp 
codon; /^possible oncleotide deletion; \=possible 
Dudeotidc insertion) 














KKETEASESGLEIHTVCSQKEDSLCP 

NLIDNGSWPATTTQNSVALKNAGLI 

STLKKKTNKFIYAlHDETTyKGKKIP 

KDQKSELINCSAQFEANAFEAPLTF 

ANADSGLLHSSVKRSCSQNDSEEPT 

LSLTSSFGTILRKCSRNETCSNNTVIS 

QDLDYKEAKCNKEKLQLFITPEADS 

LSCLQEGQCENDPKSKKVSDIKEEV 

LAAACHPVQHSKVEYSDTDFQSQK 

SLLYDHENASTLIL'1'Kl'SKDVLSNLV 

MISRGKESYKMSDKLKGNNYESDV 

ELTKNIPMEKNQDVCALNENYKNV 

ELLPPEKYMRVASPSRKVQFNQNT 

NLRVIQKNQEETTSISKITVNPDSEE 

IJFSDNENNFVFQVANERNNLALGN 

TKELHEIDLTCVNEPIFKNSTMVLY 

GDTGDKQATQVSIKKDLVYVLAEE 

NKNSVKQHIKMTLGQDLKSDISLNI 

DKIPEKNNDYMNKWAGLLGPISNH 

SFGGSFRTASNKEIKLSEHNIKKSK 

MFFKDIEEQYPTSLACVEIVNTLAL 

DNQKKLSKPQSINTVSAHLQSSVW 

SDCKNSHTTPQMLFSKQDFNSNHNL 

TPSQKAEITELSTILEESGSQFEFrQF 

RKPSYILQKSTFEVPENQMTILKTTS 

EECRDADLHVIMNAPSIGQVDSSKQ 

FEGTVEIKRKFAGLLKNDCNKSASG 

YLTDENEVGFRGFYSAHGTKLNVS 

TEALQKAVKLFSDIENISEETSAEVH 

PISLSSSKCHDSWSMFKIENHNDKT 

VSEKNNKCQULQNNIEMTTGTFVE 

EITENYKRNTENEDNKYTAASRNSH 

NLEFDGSDSSKNDTVCIHKDETDLL 

FTDQHNICLKLSGQFMKEGNTQIKE 

DLSDLTFLEVAKAQEACHGNTSNK 

EQLTATKTEQNIKDFETSDTFFQTAS 

GKNISVAKELFNKIVNFFDQKPEEL 

HNFSLNSELHSDIRKNKMDILSYEE 

TDIVKHKILKESVPVGTGNQLVTFQ 

GQPERDEKKEPTLLGFHTASGKKV 

KIAKESLDKVKNLFDEKEQGTSEITS 

FSHQWAKTLKYREACKDLELACET 

DEITAAPKCKEMQNSLNNDKNLVSI 

ETWPPKLLSDNLCRQTENLKTSKSI 

FLKVKVHENVEKETAKSPATCYTN 

QSPYSVDENSALAFYTSCS^KSQNIK 

KYLFES*ST*KCRKRNSKKSCNLLH 

KSVPLFSH*KFSLSFLHKL*NRKTSVS 

QTSLLEAKKWLREGEFDGQPERINT 

ADYVGNYLYENNSNSTIAENDKNH 

LSEKQDTYLSNSSMSNSYSYHSDEV 

YNDSGYLSKNKLDSGIEPVLKNVED 

QKNTSFSKVISNVKDANAYPQTVN 

EDICVEELVTSSSPCKNKNAAIKLSI 

SNSNNFEVGPPAFRIASGKIVCVSHE 

TIKKVKDIFTDSFSKVIKENNENKSK 

ICQTKIMAGCYEALDDSEDILHNSL 

DNDECSTHSHKVFADIQSEEILQHN 
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SCQiD 
NO: or 
Diiclco-tide 
sequence 


SEQID 
NChof 
peptide 
sequence 


Me 
tbo 
d 


S£QIDNO: 

ioUSSN 

09/770460 


Nucleotide 
locatioD of 
first codon 
for peptide 
sequence 


Nucleotide 
locatioa of last 
codon for hst 
amino add of 
peptide 
sequence 


Amino add sequence ( X=lioluiown; *=Stop 
codon; A=possiWe nudcotide ddetion; V=pQssible 
nndeotide Insertion) 














QNMSGLEKVSKISPCDVSLETSDIC 

KCSIGKLHKSVSSANTCGIFSTASGK 

SVQVSDASLQNARQVFSEIEDSTKQ 

VFSKVLFKSNEHSDQLTREENTAIR 

TPEHUSQKGFSYNWNSSAFSGFST 

ASGKQVSILESSLHKVKGVLEEFDLI 

RTEHSLHYSPTSRQNVSKILPRVDK 

RNPEHCVNSEMEKTCSKEFKLSNNL 

NVEGGSSENNHSKYSPYLSQFQQD 

KQQLVLGTKVSLVENIHVLGKEQA 

SPKNVKMEIGfCreTFSDVPVKTNIE 

VCSTYSKDSENYFETEAVEIAKAFM 

EDDELTDSKLPSHATHSLFTCPENE 

EMVLSNSRIGKRRGEPULVGEPSIK 

RNLLNEFDRUENQEKSLKASKSTPD 

GTIKDRRUVHHVSLEPITCVPFRTT 

KERQEIQNPNFTAPGQEFLSKSHLY 

EHLTLEKSSSNLAVSGHPFYQVSGN 

KNGKMRKLITTGRPTKVFVPPFKTK 

SHFHRVEQCVRNINLEGNRQKQNID 

GHGSDDSKNKINDNEIHQFNKNNS 

NQAAAV'i FIKCEEEPLDLITSLQNA 

RDIQDMRIKKKQRQRVFPQPGSLYL 

AKTSTLPRISLKAAVGGQVPSACSH 

KQLYTYGVSKHCIKINSKNAESFQF 

HTEDYFGKESLWTGKGIQLADGGW 

LIPSNDGKAGKEEFYRALCDYKAT 


3052 


8549 


A 


3311 


1 


14305 

• 


MPIGSKERPTFFEIFKTRCNKADLGP 

ISLNWFEELSSEAPPYNSEPAEESEH 

KNNNYEPNLFKTPQRKPSYNQLAST 

PIIFKEQGLTLPLYQSPVKELDKFKL 

DLGRNVPNSRHKSLRTVKTKMDQA 

DDVSCPLLNSCLSESPWLQCTHVT 

PQRDKSVVCGSLFHTPKFVKGRQTP 

KHISESLGAEVDPDMSWSSSLATPP 

ti^stvlivrneeasetvfphdttan 

vksyfsnhdeslkkndrfiasvtds 

entnqreaashgfgktsgnsfkvn 

sckdhigksmpnvledevyetvvd 

tseedsfslcfskcrtknlqkvrts 

ktrkkifheanadeceksknqvke 

kysfvsevepndtdpldsnvahqkp 

fesgsdkiskevvpslacewsqltls 

GLNGAQMEKIPLLfflSSCDQNISEK 

DLLDTENKRKKDFLTSENSLPRISSL 

PKSEKPLNEETVVNKRDEEQHLESH 

TDCILAVKQAISGTSPVASSFQGIKK 

SIFRIRESPKETFNASFSGHMTDPNF 

KKEIEASESGLEIHTVCSQKEDSLCP 

NLIDNGSWPA'n-l'QNSVALKNAGLI 

STLKKKTNKFIYAIHDETFYKGKKIP 

KDQKSELINCSAQFEANAFEAPLTF 

ANADSGLLHSSVKRSCSQNDSEEPT 

LSLTSSFGTILRKCSRNETCSNNTVIS 

QDLDYKEAKCNKEKLQLFITPEADS 

LSCLQEGQCENDPKSKKVSDIKEEV 

LAAACHPVQHSKVEYSDTDFQSQK 

SLLYDHENASTLILTPTSKDVLSNLV 
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SEQID 
NO: of 
DDCko-lide 
scqncDcc 


SEQID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


S£QIONO: 

ioUSSN 

09/770460 


Nndcotide 
locatioDor 
first codoQ 
Tor peptide 
sequence 


Nodcotide 
location of last 
codon for last 
amino add of 
peptide 
sequence 


Amino add seqnence ( X^nkDOwn; *^top 
codoo; /=possflile nncteotide ddetion; V=pos$ib|e 
nncleotide insertion) 


« 

• 












MISRGKESYKMSDKLKGNNYESDV 

ELTKNIPMEKNQDVCALNENYKNV ' 

ELLPPEKYMRVASPSRKVQFNQNT 

NLRVIQKNQEETTSISKITVNPDSEE 

LFSDNENNFVFQVANER>INLALGN 

TKELHETDLTCVNEPIFKNSTMVLY 

GDTGDKQATQVSIKKDLVyVLAEE 

NKNSVKQHDCMTLGQDLKSDISLNI 

DKIPEKKNDYMNKWAGLLGPISNH 

SFGGSFRTASNKEIKLSEHNIKKSK 

MFFKDIEEQYFl^iLACVEIVhrrLAL 

DNQKKLSKPQSINTVSAHLQSSVW 

SDCKNSHITPQMLFSKQDFNSNHNL 

TPSQKAEITELSTILEESGSQFEFTQF 

RKPSYILQKSIFHVPENQMTILKTTS 

EECRDADLHVIMNAPSIGQVDSSKQ 

FEGTVEIKRKFAGLLKNDCNKSASG 

YLTDENEVGFRGFYSAHGTKLNVS 

TEALQKAVKLFSDIENISEETSAEVH 

PISLSSSKCMDSVVSMFKIENHNDKT 

VSEKNNKCQLILQNNIEMTTGTFVE 

EITENYKRNTENEDNKYTAASRNSH 

NLEFDGSDSSKNDTVCIHKDETDLL 

FTDQHNICLKLSGQFMKEGNTQIKE 

DLSDLTFLEVAKAQEACHGNTSNK 

EQLTATKTEQNIKDFETSDTFFQTAS 

GKNISVAKESFNKIVNFFDQKPEEL 

HNFSLNSELHSDIRKNKMDILSYEE 

TDIVKHKILKESVPVGTGNQLVTFQ 

GQPERDEKIKEFTLLGFHTASGKKV 

KIAKESLDKVKNLFDEKEQGTSEITS 

FSHQWAKTLKYREACKDLELACET 

lEITAAPKCKEMQNSLNNDKNLVSI 

ETWPPKLLSDNLCRQTENLKTSKSI 

FLKVKVHENVEKETAKSPATCYTN 

QSPYSVIENSALAFYTSCSRKTSVSQ 

tslleakkwlregifdgqperinta 

dyvgnylyennsnshaendknhl 

sekqdtylsnssmsnsysyhsdevy 

>ndsgylsknkldsgiepvlknvedq 

kntsfskvisnvkdanaypqtvne 

dicveelvtssspcknknaaiklsis 

nsnnfevgppafriasgkivcvshet 

ikxvkdiftdsfskvikennenkski 

cqtkimagcyealddsedilhnsld 

ndecsthshkvfadiqseeilqhnq 

nmsglekvskispcdvsletsdickc 

sigklhksvssantcgifstasgksv 

qvsdaslqnarqvfseiedstkqvf 

skvlfksnehsdqltreentairtpe 

hlisqkgfsynwnssafsgfstas 

gkqvsilesslhkvkgvleefdlirt 

EHSLHYSPTSRQNVSKILPRVDKRN 

PEHCVNSEMEKTCSKEFKLSNNLN 

VEGGSSENNHSIKVSPYLSQFQQDK 

QQLVLGTKVSLVENIHVLGKEQASP 

KNVKMEIGKTETFSDVPVKTNIEVC 

STYSKDSENYFETEAVEIAKAFMED 
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wo 01/79449 



PCTAJSOl/08656 



SEQID 
NO: of 
nndco-tide 
seqnciicc 


SEQID 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SEQID NO: 
09/770,160 


Nadeotide 
location of 
first codoD 
for peptide 
scqococe 


Nucleotide 
locatioDoflast 
codon for last 
amino add of 
peptide 
sequence 


Amino add sequence ( X=Unluiowo; *=^top 
codon; /^possible nndeotide ddetioo; V=posible 
Dodeotide insertion) 














DELTDSKLPSHATHSLFTCPENEEM 

VLSNSRIGKRRGEPLILVGEPSKRN 

LLNEFDRIIENQEKSLKASKSTPDGT 

IKDRRLFMHHVSLEPITCVPFRTTKE 

RQEIQNPNFTAPGQEFLSKSHLYEH 

LTLEKSSSNLAVSGHPFYQVSATRN 

EKMRHLITTGRPTKVFVPPFKTKSH 

FHRVEQCVRNINLEENRQKQNIDGH 

GSDDSKNKINDNEIHQFNKNNSNQ 

AAAVIFI KCEEEPLDLrrSLQNARDI 

QDMRIKKKQRQRVFPQPGSLYLAK 

TSTLPRISLKAAVGGQVPSACSHKQ 

LYTYGVSKHCIKINSKNAESFQFH/T 

♦RLFW*GKFMDWICRNTVG*WWM 

AHTLQ*WKGWKRRIL*GSV*HSRC 

GSKAYF*NLGL*SL*MDHMETGSY 

GMCLS*GIC**MPKPRKGASSTK1QI 

♦YGN^^KQKITNILLPVEILrmiLMA 

VIQVKMILFVFIKMKRTCYLLISTTY 

VLNYLASL*RRETLRLKKICQI*LFW 

KLRKLKKHVMVILQIKNS*LLLKRS 

K1»KILRLLIHFFRLQVGKILVSPKSH 

LIKL»ISL1RNQKNCITFP*ILNYILT*E 

RTKWTF*VMRKQT*LNTKY*KKVS 

QLVLEIN**PSRDNPNVMKRSKNLL 

CWVFIQLAGKKLKLQRNLWTK*KT 

FLMKKSKVLVKSPVLAINGQRP*ST 

ERPVKTLN*HVRPLRSQLPQSVKKC 

RIl^IMIKTLFLLRLWCHLSS*VIIYV 

DKLKISKHQKVSF*KLKYMKM*KK 

KQQKVLQLVTQISPLIQSLKIQP*LF 

TQVVVEKLL*VRLHYLKQKNGLEK 

EYLMVNQKE*ILQIM*EIICMKIIQT 

VL*LKMTKI1SPKNKILI*VTVACLT 

AIPTILMRYIMIQDISQKINLILVLSQ 

Y*RMLKIKKTLVFPK*YPM*KMQM 

HTHKL»MKIFALRNL»LALHPAKIK 

MQPLNCPYLIVIILR*GHLHLG*PW 

KSFVFHMKQLKK*KTYLQTVSVK* 

LRKTTRmQKFAKRKLWQVVTRHW 

MIQRIFFITL^IMMNVARIHIRFLLTF 

RVKKFYNITKICLDWRKFLKYHLV 

MLVWKLQIYVNVV*GSnSQSHLQI 

LVGFLAQQVENLSRYQMLHYKTQD 

KCFLK*KIVPSKSFPKYCLKVTNIQT 

SSQEKKILLYVLQNI*YPKKAFHIM 

W*IHLLSLDLVQQVESKFPF*KVPY 

TKLREC*RNLI*FRTEHSLHYSPTF*T 

KNlYQKYFLVLIRETQSTVnPEMEK 

TCSKEFKLSNNLNVEGGSSENNHSI 

KVSPYLSQFQQDKQQLVLGTKVSL 

VENIHVLGKEQASPKNVKMEIGKTE 

TFSDVPVKTNIEVCSTYSKDSENYF 

ETEAVEIAKAFMEDDELTDSKLPSH 

ATHSLFTCPENEEMVLSNSRIGKRR 

GEPLILVGEPSnOWLLNEFDRUENQ 

EKSLKASKSTPDGTIKDRRLFMHHV 

SLEPITCVPFRTTKERQEIQNPNFTA 
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wo 01/79449 



PCTAJSOl/08656 



SEQID 
NO:©f 
Dodeo-lide 
scqnencc 


5CQ1D 
NO: or 
peptide 
sequence 


Me 
tbo 
d 


SEQIONO: 

ioUSSN 

09/7704^ 


Nodeotide 
locatiooof 
first codoo 
for peptide 
sequence 


Nucleotide 
location of bst 
codoo for taut 
aroioo acid of 
peptide 
scqnencc 


Amino add scqnencc ( X*=Unknown; *^top 
codon; /^possible nucleotide ddetion; V=possible 
nndeotide insertion) 














PGQEFLSKSHLYEHLTLEKSSSNLA 

VSGHPFYQVSATRNEKMRHLITTGR 

PTKVFVPPFKTKSHFHRVEQCVRNI 

NLEENRQKQNIDGHGSDDSKNKIN 

DNEIHQFNKNNSNQAAAV'lKrKCE 

EEPLDLITSLQNARDIQDMRIKKKQ 

RQRVFPQPGSLYLAKTSTLPRISLKA 

AVGGQVPSACSHKQLYTYGVSKHC 

IKINSKNAESFQFHTEDYFGKESLW 

TGKGIQLADGGWLIPSNDGKAGKE 

EFYRALCDTPGVDPKLISRIWVYNH 

YRWIIWKLAAMECAFPKEFANRCL 

SPERVLLQLKYRYDTEIDRSRRSAIK 

KIMERDDTAAKTLVLCVSDnSLSA 

NISETSSNKTSSADTQKVAIIELTDG 

WYAVKAQLDPPLLAVLKNGRLTV 

GQKIILHGAELVGSPDACTPLEAPES 

LMLKISANSTRPARWYTKLGFFPDP 

RPFPLPLSSLFSDGGNVGCVDVHQR 

AYPIQWMEKTSSGLYIFRNERF.RFK 

EAAKYVEAQQKRLEALFTKIQEEFE 

EHEENTTKPYLPSRALTRQQVRALQ 

DGAELYEAVKNAADPAYLEGYFSE 

EQLRALNNHRQMLNDKKQAQIQLE 

IRKAMESAEQKEQGI^RDVTTVWK 

LRIVSYSKKEKDSVILSIWRPSSDLY 

SLLTEGKRYRIYHLATSKSKSKSER 

ANIQLAATKKTQYQQLPVSDEILFQI 

YQPREPLHFSKFLDPDFQPSCSEVDL 

IGFWSWKKTGLAPFVYLSDECYN 

LLAIKFWIDLNEDIIKPHMLIAASNL 

QWRPESKSGLLTLFAGDFSVFSASP 

KEGHFQETFh«CMKNTVENIDlLCNE 

AENKLMHILHANDPKWSl'FrKDCT 

SGPYTAQIIPGTGNKLLMSSPNCEIY 

YQSPLSLCMAKRKSVSTPVSAQMT 

SKSCKGEKEIDDQKNCKKRRALDF 

LSRLPLPPPVSPICIFVSPAAQKAFQ 

PPRSCGTKYETPnCKKELNSPQMTPF 

KKFNEISLLESNSIADEELALINTQA 

LLSGSTGEKQFISVSESTRTAPTSSE 

DYLRLKRRCnSLDCEQESSQASTEE 

CEKNKQDTnTKKYI 


3053 


85S0 


A 


3312 


11089 


17637 


NHCHRFHLEWMPWCGCRSPSGPRH 

VKQKPEEUINFSLNSELHSDIRKNK 

MDILSYEETDIVKHKILKESVPVGT 

GNQLVTFQGQPERDEKIKEPTLLGF 

HTASGKKViOAKESLDKVKNLFDE 

KEQGTSEITSFSHQWAKTLKYREAC 

KDLE1j\CETIEITAAPKCKEMQNSL 

NNDKNLVSIETWPPKLLSDNLCRQ 

TENLKTSKSIFLKVKVHENVEKETA 

KSPATCYTNQSPYSVIENSALAFYTS 

CSRKTSVSQTSLLEAKKWLREGIFD 

GQPERINTADYVGNYLYENNSNSTI 

AENDKNHLSEKQDTYLSNSSMSNS 

YSYHSDEVYNDSGYLSKNKLDSGIE 

PVLKNVEDQKNTSFSKVISNVKDA 
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wo 01/79449 . 



PCTAJSOl/08656 



SEQID 
NO: of 
nndco-tidc 
seqacDce 


SEQID 
NO: or 
peptide 
sequence 


Me 
tbo 
d 


S£Q ID NO: 
09/770460 


Nodeotide 
location of 
first codon 
for peptide 
sequence 


Nodeotide 
location oflast 
codon for last 
amino add of 
peptide 
sequence 


Amino add sequence ( X^Unknowo; *=Stop 
codon; /-possible nndeotide ddetioa; V=possible 
nndcotide Insertion) 












t 


NAYPQTVNEDICVEELVTSSSPCICN 

KNAADCLSISNSNNFEVSDEILFQIY 

QPREPLHFSKFLDPDFQPSCSEVDLI 

GFWSVVKKTVRNEEASETVFPHD 

TTANVKSYFSNHDESLKKNDRFIAS 

VTDSENTNQREAASHGFGKTSGNSF 

KVNSCKDfflGKSMPNVLEDEVYET 

WDTSEEDSFSLCFSKCRTKNLQKV 

RTSKTRKKIFHEANADECEKSKNQV 

KEKYSFVSEVEPNDTDPLDSNVAH 

QKPFESGSDKISKEWPSLACEWSQ 

LTLSGLNGAQMEKIPLLHISSCDQNI 

SEKDLLDTENKRKKDFLTSENSLPRI 

XSSLPNPEEPLNEETWNKRDEEQHL 

DSHTDCILQ*KQAISGTFPVASSFQG 

DCKSIFRIRESPKETFNASFSGHMTDP 

NFKKKIKASESGLEIHTVCSQKEDS 

LCPNLIDNGSWPATTTQNSVALKN 

AGLISTLKKKTNKFIYAIHDETSYKG 

KKIPKDQKSELINCSAQFEANAFEA 

PLTFANADSGLLHSSVKRSCSQNDS 

EEPTLSLTSSFGTDLRKCSRNETCSN 

NTVISQDLDYKEAKCNKEKLQLFIT 

PEADSLSCLQEGQCENDPKSKKVSD 

IKEEVLAAACHPVQHSKVEYSDTDF 

QSQKSLLYDHENASTLIL'JFI'SKDV 

LSNLVMISRGKESYKMSDKLKGNN 

YESDVELTKNIPMEKNQDVCALNE 

NYKNVELLPPEKYMRVASPSRKVQ 

FNQNTNLRVIQKNQEETTSISKITVN 

PDSEELFSDNENNFVFQVANERNNL 

ALGNTKELHETDLTCVhnSPIFKNST 

MVLYGDTGDKQATQVSIKKDLVY 

VLAEENKNSVKQHIKMTLGQDLKS 

DISLNIDKIPEKNNDYMNKWAGLL 

GPISNHSFGGSFRTASNKEIKLSEHN 

nCKSKMFFKDIEEQYPTSLACVEIVN 

TLALDNQKKLSKPQSINTVSAHLQS 

SVWSDCKNSHITPQMLFSKQDFNS 

NHNLTPSQKAEITELSTILEESGSQF 

EFTQFRKPSYILQKSTFEVPENQMTI 

LKTTSEECRDADLHVIMNAPSIGQV 

DSSKQFEGTVEKRKFAGLLKNDCN 

KSASGYLTDENEVGFRGFYSAHGT 

KLNVSTEALQKAVKLFSDDENISEET 

SAEVHPISLSSSKCHDSWSMFKIEN 

HNDKTVSEKNNKCQLILQNNIEMTT 

GTFVEEITENYKRNTENEDNKYTAA 

SRNSHNLEFDGSDSSKNDTVCIHKD 

ETOLUTTXJHNICXKLSGQFMKEGN 

TQIKEDLSDLTFLEVAKAQEACHGN 

TSNKEQLTATKTEQNIKDFETSDTFF 

QTASGKNISVAKESFNKIVNFFDQK 

PEEUIhn^LNSELHSDIRKNKMDILS 

YEETTDIVKHKILKESVPVGTGNQLV 

TFQGQPERDEKKEPTLLGFHTASG 

KKVKIAKESLDKVKNLFDEKEQGT 

SEITSFSHQWAKTLKYREACKDLEL 
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wo 01/79449 



PCTAJSOl/08656 



SEQlD 
NO: of 
Dodco-tide 
scqnence 


SEQID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQID NO: 
09/770,l€0 


Nucleotide 
locatioo of 
first codoo 
for peptide 
scqnence 


Nodcotide 
location of last 
codon for test 
amino add of 
peptide 
sequence 


Amino add seqoeocc ( X^Uoknown; *^top 
codoo; /=possible nodcotide ddction; \=possiblc 
nodcotide insertion) 














ACETIEITAAPKCKEMQNSLNNDKN 

LVSIETWPPKLLSDNLCRQTENLK 

TSKSIFLKVKVHENVEKETAKSPAT 

CYTNQSPYSVIENSALAFYTSCSRK 

TSVSQTSLLEAKKWLREGIFDGQPE 

RINTADYVGNYLYENNSNSTIAEND 

KNHLSEKQDTYLSNSSMSNSYSYHS 

DEVYNDSGYLSKNKLDSGIEPVLKN 

VEDQKNTSFSKVISNVKDANAYPQ 

TVNEDICVF.FJ ,VTSSSPCKNKN AAl 

KLSISNSNNFEVGPPAFRIASGKIVC 

VSHKl IKKVKDIFTOSFSKVIKENNE 

NKSKICQTKIMAGCYEALDDSEDIL 

HNSLDNDECSTHSHKVFADIQSEEIL 

QHNQNMSGLEKVSKISPCDVSLETS 

DICKCSIGKLHKSVSSANTCGIFSTA 

SGKSVQVSDASLQNARQVFSEIEDS 

TKQVFSKVLFKSNEHSDQLTREENT 

AIRTPEHLISQKGFSYNWNSSAFSG 

FSTASGKQVSILESSLHKVKGVLEEF 

DLIRTEHSLHYSPTSRQNVSKILPRV 

DKRNPEHCVNSEMEKTCSKEFKLS 

NNLNVEGGSSENNHSIKVSPYLSQF 

QQDKQQLVLGTKVSLVENIHVLGK 

EQASPKNVKMEIGKTETFSDVPVKT 

NIEVCSTYSKDSENYFETEAVEIAK 

AFMEDDELTDSKLPSHATHSLFTCP 

ENEEMVLSNSRIGKRRGEPLILVGEP 

SIKRNLLNEFDRIIENQEKSLKASKS 

TPDGTIKDRRLFMHHVSLEPITCVPF 

RTTKERQEIQNPNFTAPGQEFLSKS 

HLYEHLTLEKSSSNLAVSGHPFYQV 

SATRNEKMRHLITTGRPTXVFVPPF 

KTKSHFHRVEQCVRNINLEENRQK 

QNIDGHGSDDSKNKINDNEIHQFNK 

NNSNQAAAV'IFIKCEEEPLDLITSL 

QNARDIQDMRIKKKQRQRVFPQPG 

SLYLAKTSTLPRISLKAAVGGQVPS 

ACSHKQLYTYGVSKHCIKINSKNAE 

SFQFHTEDYFGKESLWTGKGIQLAD 

GGWLIPSNDGKAGKEEFYRALCDT 

PGVDPKLISRIWVYNHYRWnWKLA 

AMECAFPKEFANRCLSPERVLLQLK 

YRYDTEIDRSRRSADCKIMERDDTA 

AKTLVLCVSDnSLSANISETSSNKTS 

SADTQKVAIIELTDGWYAVKAQLD 

PLAS 


3054 


8551 


A 


3313 


1 


207 


CNLCLPDSSDSPASASQVAGKTGLC 
HHTGWFVFLVEMGFHHAGQAGLE 
LL'A*VICVPQPPKALGLQV 


3055 


8552 


A 


3314 


279 


625 


SLYVCMHVCMYVFILRRSFALVAQ 

ARVQWCGLGSLQPPPPGFKRFI\SCL 

SLPTS*DYRRAPPHPTNFFVFSAEME 

FHRVSQDGLYLLTSGDLHPRLASQS 

AGITGVSHRTRPFLL 


3056 


8553 


A 


3315 


1 


418 


GSIPPPGVWCVPYPLKHAPAPALP* 
TRQRGSPQSPGALRAK*HVLLETPQ 

PPGPAPPGARTRTRPESE*SQPGRSP 
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wo 01/79449 



PCT/US01/086S6 



SEQID 
NO: or 

scqneDcc 


SEQID 
NO: of 

scqncncc 


Me 

tho 

A 
u 


SEQIONO: 

inUSSN 
no/77D tm 


Nucleotide 
location of 

III M CDBKIO 

for peptide 
sequence 


Nnclcotide 
localioQof last 
couoo lor last 
amino add of 
peptide 
scqnenee 


Amino add seqoence ( XBUaknown; *=^top 
codoo; /^^possiUe nndeotide ddetioo; V>possible 
nncieonae losernonj 














VSRQSLTGADALEGPCLGLATKQPS 
WPHRCGTSGSSPGWLLARGFQETQ 
QDCIVPLNAQDIG | 


3057 


8554 


A 


3316 


1 


354 


GFIPPPGVXYCVPYPLKHAPAPALP* 

TRQRGSPQSPGALRAK*HVLLETPQ 

PPGPAPPGARTRTOPESGAWRWVR 

AGSSPPPPSPHPTPPCFFQVHQGLRS 

GSANEASLEDPQSRDRA 


3058 


8555 


C 


3317 


299 


365 


MSCPECNLTGISSKTNKKLNPQ* ( 


3059 


8556 


A 


3318 


33 


302 


PSSWDYRHAPPRLTNF\*FLVEMGF 
HYVG/QAGLELLSSGDPPALASQSA 
RITGMSR\RAWPK*HNVLRKFTNLS 
LGHIQNHHGPRVGQAKP | 


3060 


8557 


A 


3319 


3 


409 


SNFRSNFGYNIPLKHLADRVAMYV 

HAYTLYSAVRPFGC/SGYWGCAIGK 

ARQAAKTEIEKLQMKEMTCRDIVK 

EVAKIIYIVHDEVKDKAFELELSWV 

GELTNGRHEIVPKDIREEAEKYAKE 

SLKEEDESDDDNM 


3061 


8558 


A 


3320 


1 


255 




3062 


8559 


A 


3321 


1 


395 


FGYNIPLNHLPDRVAMYVHAYTLY 

SAVRPFGCSFMLGSYSVNDGAQLY 

MIDPSGVSYGYWGCAIGKARQAAK 

TEIEKLQMKEMTCRDlVKEVAKnYI 

VHDEVKDKAFELELSWVGEVESLKE 

EDESDDDNM | 


3063 


8560 


A 


3322 


515 


560 




3064 


8561 


A 


3323 


3 


661 


KDGWLGVRKISPS*TYEEGFQTKR 

LF*CLIGNVEMA\VAG\LLADARSLA 

DlAREEASNFRSNFG\YnPLKHLAD 

RVAMYVHAYTLYSAVRPFGCSFML 

GSYSVNDGAQLYMIDP\SGVSYGY 

WG\CAMRQAR\QLAK'nELERLQLK 

KLPSGDIVKEVAKIIYIVHDEVKDK 

AFELEL\SW\VGDLTK\»RHEILPK\D\ 

LRDEAEKYAKESLKEEDESDDDNV 


3065 


8562 


A 


3324 


3 


634 




3066 

• 


8563 


A 


3325 


2 


487 


HIFGKAKEYANSQWTKDQYAVIC 

IX}GDAVPSASIJWSETMEKT»KK/H 

RMSHFVTCLTEGRRKCrVKPVHYD 

RVKMTQRKKEIPVVFLNRVPEALG 

KCTHADPEAAEGK/LSRAMHFILQS 

APDIRRELQKILEARPQTPAVDFGR 

RRLLRFSITDRTQMGR 


3067 


8564 


C 


3326 


373 


727 


MKPRLWEFSHLREGNTGTTGLDSL 
LWPPARTTKWAHLTKRNQAQPGY 
AGPASPTSHVLCPAQPAYLTHDVNS 
QVSLIKTSLQASSGSXXXXXXXXX 
XXXXXXXXXGAQAFFFLGGGFF* | 


3068 


8565 


A 


3327 


2 


536 


VHLVPRQNACAIRLTEPCPPRLK*FS 

CLSLPSS/WDSQ/HAPPH/PGS/FCIFR 

RDGGSPMLS\GWFQTPDLRRSTRLSI 

PKCWDYRREPPHPVKIFLKLSFFSY 

WVFPVCALNLSLSLFVYTFLSNSLS 

LLYSSHTGSKLQCYEMLHVETHIPK 

GEGVLSRVERRKVRLSSHTKPCQFS 

HESA 1 
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wo 01/7SM49 



PCT/USOl/08656 



S£Qn> 
NO: of 
Dodeo-tidc 
scqococc 


SEQW 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


inUSSN 
09/770460 


Naclcotide 
location of 
first codon 
for peptide 
sequence 


Nodcotzde 
location of last 
codon for last 
amino add of 
peptide 
sequence 


Amino add sequence ( X=lJokoowo; *=^tDp 
codon; /=posabie oodeotide ddetion; \Fpossible 
nndeotide insertion) 


3069 


8S66 


A 


3328 


3 


334 


FLRQGI7NSVTQAGVQWGDLGSLQ 

PPPPKLKGSSHPSLPSSCRHYRHTPP/ 

RSG*FFVFL*RWGFAMLPRLV\*TSG 

NPSDMPALASQGAGTTSMSHHTWR 

PYLNFGKFPRKKN 


3070 


8S67 


A 


3329 


1 


148 


PKLKGLCLSFHEGKKRLSYF/CIMA* 

P*YPLDFGEQWPLHGSHAYSTIL*L 

DLFCKKEEE*DEIPYV*CFMLLWKS 

TTM*KKRLSYFLSWLNLNTHWISEN 

SGHCMVLMLTVRSCS 


3071 


8568 


A 


3330 


3 


267 


FFFFLRDRFSLCGPGWSAVA^QS*LT 
VNS/TFLGPSNPPLSLWSSY/DVR/R 

MPANLS*FFRS*/SLAMLPRPVLKSW 
PQAIFLRHAPKVLGVEV 


3072 


8569 


A 


3331 


3 


269 


FETESHSVT\RLECSG/TILAHCNTCL 
PGSSNSHASASQVAGIAGEHHHAQI 
IFIFLVETGFHHVGQAGLELLT\*VIC 
LPRPPIVLGLQA 


3073 


8570 


A 


3332 


1 


299 


FSLIKISMMIXMKMEK*NLQFIW/KP 
RRLQIAKARLNASSSSSSSSSSSSSSS 
SSSWWYWHKKRHIDHWNRLENS 
NINRHICSQLILTKVPGANTKDHP 


3074 


8571 


A 


3333 


3 


261 


RQDLSLCHPGWSAVVQS*LIIALTS* 
\VKQSTYLRHPTSWG*RCVPPCPAN 
FCVFFCRDRIL/nSPRLVSWAQVIELP 
QPPKVLGLQV 


3075 


8572 


A 


3334 


3 


290 


VDFFFFFSRRSNVLSHRLECSGTISS 
HGNLCLLGSSDSPASVASQVARITGV 
HHHTQLIFIFLIETGFRHVDQAGLDL 
LT\*VILPPQPPKMLGLQA 


3076 


8573 


A 


3335 


3 


358 




3077 


8574 


A 


3336 


76 


386 


VLPPPSSPALHSPAPPSTCPYLPGA/P 

PPLLPPCAGRSPPAAAAPHCPAPCA 

PRH*GSR*LESPAPQGPQSRAARMP 

AWPLPPAPPTDFTAPPAPRSHWPAA 

PPT 


3078 


8575 


A 


3337 


66 


381 


VLPPPSSPALHSPAPPSTCPYLPGAL 

PPLE/GPPSRRPPRTTIGNFGGQGPGE 

VSPIVLRSPSQPH*PGNQGPCPSSQP 

PGSPRSEHGC*HRCWALYGQQE!aP 

APS 


3079 


8576 


A 


3338 


1 


303 


KDRFSFCGPG*SAVTQLNLTADP*T 
PALK*SFHRSLLSRWDYRRAPPYLA 
N*KKFL*SRGLAMLPRLVFHSW\PQ 
VILSPLSRARATAPSFPLFSSKDEPI 


3080 


8577 


A 


3339 


2 


212 


RFSCLSLPSSWDMHH\SPG*FFIFLVE 

•RGFAHVGQAGLELPASNDPPASTS 

QSVVITAMSHRRLALVPIF 


3081 


8578 


A 


3340 


2 


273 


RRSSTQPPRLQCSGTIPAHCNLHPPS 
PSDYPAPASRVAGTTGARYHHAQPI 

SAFSSAETGFHHAGQDGLKLLT\*AI 
HPPRPPKVPGPQA 


3082 


8579 


A 


3341 


135 


494 


IKHRGMGIDFAVLPLQVKWPPDPG 

FLECIHFLQLKGTIPDLKERAPVTSR 

VEPGHAGHCnrSYGQVCHL^GROV 

EKRKGIACDCAFSMYDGLFCSNSNS 

RADWSHCTVSGTYQHTENSIMS 
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PCTAJS01/086S6 



SEQID 
NO: of 
nDaco-tiGe 
sequence 


SEQID 
NO: of 
peptide 
scqoenee 


Me 
tbo 
d 


SEQ ID NO: 

i'dUSSN 

09/77U,160 


Nucleotide 
location of 
urst codon 
for peptide 
scqncttce 


Nnclcotide 
location of last 
codon for last 
amino add of 
peptide 
seqnenee 


Amino add sequence ( X==Unknown; *=^lop 
codon; /^possible nodeotide ddetion; V=possibk 
nodeotide insertion) 


3083 


8580 


C 


3342 


71 


217 


MPQPNFFVLLVDRGFHHVDQAGLX) 
LLTSSDSPALASQSARITGVSHHA* 


3084 


8581 


A 


3343 


1 


106 




3085 


8582 


A 


3344 


2 


1926 


MAAAAVDSAMEVVPALAEEAAPE 

VAGLSCLVNLPGEVLEYILCCGSLT 

AADIGRVSSTCRRLRELCQSSGKVW 

KEQFRVRWPSLMKHYSPTDYVNW 

LEEYKVRQKAGLEARKIVASFSKRF 

FSEHVPCNGFSDIENLEGPEIFFEDEL 

VCILNMEGRKALTWKYYAKKILYY 

LRQQKILNNLKAFLQQPDDYESYLE 

GAVYIDQYCNPLSDISLKDIQAQIDS 

IVELVCKTLRGINSRHPSLAFKAGES 

SNflMEIELQSQVLDAMNYVLYDQL 

KFKGNRMDYYNALNLYMHQVLIR 

RTGIPISMSLLYLTIARQLGVPLEPV 

NFPSHFLLRWCQGAEGATLNDIFDYI 

YIDAFGKGKQLTVKECEYLIGQHVT 

AALYGWVNVKKVLQRMVGNLLSL 

GKREGIDQSYQLLRDSLDLYLAVMY 

PDQVQLLLLQARVYFVHLGMLPEKS 

FCLVLKVLDILQHIQTL\DPGQHGA 

VG\YL\VQHT1.EHIL/ERKKEEVGVE 

VKL\RSDEK\HRDV\CY\SFGFIMKA* 

RGMG\Y*LC*FYGW\DPTWHGSGHE 

LDSRNMNWHSLPHGHHQPFYNVL 

VEDGSCRYA\AQEN\LEYNAEP\QEI 

SHVPDVGRVYSQRFTVRTHYIPVNAEL 

\EIRYPEDLEFV\YETVQ\NIYKCKRK 

ENIE 


3086 


8583 


A 


3345 


59 


339 




3087 


8584 


A 


3346 


1 


342 


FCSCQPQAGVQRRDLSSLQPLPP\GF 

K*FSCLSLPSSWD\YRRPPP/RPGYFL 

YYLVEIGFCHICQAGLKLLRSGDPP 

AWASQSAGITGMSHHAQPHLLLLN 

CLLPFLGIPLHSPL 


3088 


8585 


A 


3347 


1 

- 

• 


294 


ETESHSVTVRLECSGTILAHCNLHLP 

GSSNSPASASQIAGTIGARHHTWLIF 

VFFVEMGFHHVGQTLELPGLK*SAC 

LKPLKVLG*QAGVQRHNLGSLQPPP 

PRFKQFSCLSLPNSWDHRCTPPHLA 

NFCIFCRDGFPPCWPDSRTPWPQVI 

CLPQASQSAGITGVEPLQPQRSYP 


3089 


8586 


A 


3348 


2 


268 


EAESHSVANRLECSDAISAHCNURLP 
GLSNSPASASRVAGnGACHHDWLI 
FVFLVETGFCHVGQAGL/DNS*PQVI 
HPPRPPKVLGLQA 


3090 


8587 


A 


3349 


3 


444 


FFFEIWSGSVA\RLECGGTIF\AHCNL 

RLLGSSHPPTSAS*VAGTKGTCHHV 

QLIFAFFVDTGFHHVARLVLNS*TQ 

AICPPRPPKVLGSYASITAPGPTFFFL 

niLGVQVDKRFYGNLTRKDIQKLG 

NYVWEGLELLSFQKFMLKP 


3091 


8588 


A 


3350 


1 

• 


318 


FFFFFLRQSFALAQAGM/QWHDLGS 

LQPPPPGFK*FSYLSLPSSWDYRYVP 

PRPASFEFLVEMGFHHVGQAGFELL 

TSSDPPASASQSAGUGVS*RTQPGT 

NDFL 
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SEQID 
NO: of 
nadecMidc 
sequence 


SEQlD 
NO: Of 
peptide 
sequence 


Me 
tbo 
d 


S£Q ID NO: 
inUSSN 


Nucleotide 
loeationor 
first codoa 
for peptide 
sequence 


Nucleotide 
locatioB of last 
codoD for last 
amino add of 
peptide 
sequence 


Amino acid sequence ( X^Uakoown; *=StDp 
codoo; /^possible nucleotide deletion; V-possible • 
nucleotide insertioD) 


3092 


8589 


A 


3351 




848 


VGSGLVSAQQTGCGPGNPSPPGSVS 

GAMELRVEPAARGQGSLGDPPAWL 

LPGA! .FJ JPIPGSFFASQSCSPWVML 

QLTFPHF*! J J . APLPPVSPAPTGWDL 

VSQLQPVSSPRGRCPRSGPDLLPLH 

GQPFHSSSFPSSSMQASGEPVQPCPS 

RSSGS/VKGGLQTVEPESGPGALKC 

EALAWLRG*GLLGHSGFAGSVPEV 

TPGSPHVLNPVGRGLPCAGYCLHPA 

AL*GMVFGLPPLPGSSLV*P1IWLLT 

LKSPTS*GIP*HRKPWVFSVMHKVG 

WKV 


3093 


8590 


A 


3352 


1 


293 


VLRQGLSLSTQDRMQWHYDSSLQP 
*TPGLK*SSASQVAATTGTCHHTWL 
TFLFVF/DFWRWSL/NCIAQAGLE/PP 
GFKVCPKHWDYRHEPGMPGWVFLI 
S 


3094 


8591 


C 


3353 


127 


345 


MFDFELELFXXXXXXXXXXXXXX 
XXXXXXXXXXXXXXXXXXXXXLI 
AQGECLYVWKINSQHSVFKLLKKL 
CF* 


3095 


8592 


A 


3354 


2 


215 


AHCNLCLPGSSDSPASASRVTGITG 

VHHRTQUFVFLEEMGFCHIGQAGL 

ELL1\*V1CLPRPPKVLVLRT 


3096 


8593 


A 


3355 


164 


311 


QRSQGIWVWRF1RRF*II 


3097 


8594 


A 


3356 


1 


381 


YINV1IHFVHINCWRECQKVQLT*K\ 

SF*QFLKNLNIHLSYDLAIPVLGICPR 

EMKAYVHIKTCK*MLIAA\FIIAQN 

WNQ/P/RCPSTGEWYKQTVIFYTMQ 

If/SAIKNNE*LIHKTTWKNLKEARA 

SGV 


3098 


8595 


A 


3357 


2 


764 

-** 


RTLLHLFAGGCGGTVGAIFTCPLEVI 

ETRLQSSRLALRTDYYPHVHLGTIS 

GAGMARPTSATPGLFHGLKSILEKE 

GPKSLFRGSRPNLVGVAPSRAVYFA 

CYSKAKEQFNGIFAPNSNTVHIFSAG 

SA/GVRGSKQMNTLQCARYVYQTE/ 

GIRGFYRGLTASYAGISETUCFAIYE 

SLKKYLKEAPLASSANGTEKNSTSF 

FGLMAAA/GSF^GLSSCIAY/PHEVIR 

TRLREEGTSTSFCQTARLVFREESYL 

PL 


3099 


8596 


A 


3358 


155 


875 


DQHPVTPGLFQVLKAVYFACYSKA 

KEQFNGIFVPNSNIGHIFPAGSAAFIP 

NPLMDVPIWMVKTRMQLEQKVRGS 

KQMNTLQCARYVY/HDRKAFGGFY 

RGLTASYAGISK1'11CFA\IYESLKKY 

LKEGPLAFFGKWD*GKIPQVFLDL 

WPAAALSKGL\ASCMAYSHTEVH* 

GRRL\REKGHPSTKSFCPERRALGVP 

GEEGYPCLFffiGLFAPSHRQIPVNTAX 

IVLGYLWRLIVYLLGRP 


3100 


8597 


A 


3359 


1 


281 


FFFAPETESYSVA\RLECSGT1LVHCT 
LCLPGSSDSPASASQVAGTTGACHH 
TWLILVILVEIGFHHVGQAGLG/IS*L 

QVTRPPWAPKVLGnC 


3101 


8598 


A 


3360 1 135 


218 


TLQFTSLISYSFCQSWGSKVPLSLPP 
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PCT/US01/086S6 



S£QU> 
NO: of 
nodco-tide 
scqocncc 


SEQID 
NO: of 
peptide 
sequence 


Me 

tlM) 

d 


SEQIDNO: 

inUSSN 

09/77(MtiO 


NacJcotidc 
locatioD of 
first codon 

for peptide 
scqnencc 


INodeotide 
llocatioD of lost 

1 Mkclnn Air 

la mine acid of 
1 peptide 
Iseqoence 


AmiDO add seqaence ( X'^dIuiowd; *=Stop 
codon; /^possible nacteotide ddctioo; V=pos»ble 

DDCinniOC IHSCrDIHI/ 














P*/PANF/*FLVETGFLQVGQVGLKL 
LISSDPPTSASQSAGITDVSHCAGPE 
F 


31(12 


8599 


A 


3361 


198 


390 




3103 


8600 


C 


3362 


5 


316 


MPAKLFLMVEFSGVACSSAKXXXX 

xxxxxxxxxxxxxxxxxxxxxx 
xxxxxxxxxxxxxxxxxxxxxx 

XXXXXXXXXXXXXXXXXXXXRLI 
YYRLLFSPCHSF* 


3104 


8601 


C 


3363 


186 


323 


MPWLEHTAHFPDKAWmUsdALLRN 
GIVPYDSLPWITLGRWPNGGT* 


3105 


8602 


A 


3364 


2 


3096 . 


TPRLQSNTRALYQYCPIPIINYPQLE 

NELFCNIYYLKQLCDTLRFPDWPDC 

DPVKLLKDTLDAWKKEVEKKPPM 

MSIDDAYEVLNLPQGQGPHDESKIR 

KAYFRLAQKYHPDKNPEGRDMFEK 

V>nCAYEFLCTKSAKIVDGPDPENIIL 

ILKTQSILFNRHKEDLQPYKYAGYP 

MLIRTITMETSDDLLFSKESPLLPAA 

TELAFHTVNCSALNAEELRRENGLE 

VLQEAFSRCVAVLTRSSKPSDMSVQ 

VCGYISKCYSVAAQFEECREKITEM 

PSUKDLCRVLYFGKSIPRVAALGVE 

CVSSFAVDFWLQTHLFQAGILWYL 

LGFLFNYDYTLEESGIQKSEETNQQ 

EVANSLAKLSVHALSRLGGYLAEE 

QATPENPTIRKSLAGMLTPYVARKL 

AVASVTEILKMLNSNTESPYLIWNN 

STRAEGLEFLESQQENMIKKGDCDK 

TYGSEFVYSDHAK*LIVR*IFVRVYN 

EVPTFQLEDPKAFAASLLDYIGSQA 

QYLHTFMAITHAAKVESEQHGDRL 

PRVEMAFEALRNVIKYNPGSESEVCI 

GHCRCIFSLLRV\HGAGQVQQV/AL* 

EVWIVTSNQDCr\n^NIAESM\VLSSL 

LALLHSLPSSRSAWFWETLYALDIR 

VQKLIKEAMAKGALIVHLLDMFCNS 

THPQVRAQTAELFAKMTADKLIGP 

KVRIT\LMKFLPSVFM\DAMRDNPE 

AAVH1F\EGTHENPELI\VNDNSRDK 

VSTTVREMMLEHFKNQQDNPEAN 

WKLPEDFAWFGEAEGELAVGGVF 

LRIFIAQPAWVLRKPREFLIALLEKL 

TCLLEKNNPHGETLETLTMATVCLF 

SAQPQLADQVPPLGHLPKVIQAMN 

HRNNAIPKSAIRVIHALSENELCVRA 

MASLETIGPLMNGMKKRADTVGLA 

CEAINRMFQKEQSELVAQALKADL 

VPYLLKLLEGIGLENL\DSPAAT*GS 

ELVKALQGQ*LEVLQYGENRVNEIL 

ORFLSVWECLSKIQEHDLnS'/ESH 

TAGYLTGPGVAGYLTAGTSTSVMS 

NLPPPVDHEAGDLGYQT 


3106 


8603 


A 


3365 


1 


358 


NRLNATPIIOPTAFFAEMDKLNPmr 

KLNS*NLYRNARDST*PKQY**RKR 

TWINKNNAGGLILPYCILLQRNNNQ 

DIG*KNVLKIM**WHRDRH\DQ»NR 

NQSPEINP*IYGKLFSTVL 
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PCTAJS01/086S6 



SEQIO 
NO: of 
nncleo-tide 
sequence 


(SEQID 
NO: of 
Ipeplide 
Iseqoc&cc 


Me 
tlio 
d 


SEQIONO: 

inUSSH 

09/770460 


Nodeodde 
location of 
first todoa 
for DOMidc 
scqneoce 


Nucleotide 
locatloaofUst 
codoo for last 
amino aeid of 
peptide 
sequence 


Amino Bctd scqoencc ( X=Unknown; *=Stop 1 
codon; A=possible nodeotide detetioo; ^possible 
nodeotfde insertioD) 1 


3107 


8604 


A 


3366 


2 


40 


LPRLKQFS\CLSL\PSSWDYKRVRPPC 

PANF/SVFLVETEFYHVGQAGLELFT 

SSDLPTLASQIAGITGVSHCAWPE*S 

AS 1 


3108 


8605 


A 


3367 


1 


223 


UVKKWKQPKCPFTOEWINKMWDI 

QAffiYNLAP/DKVVIHATrCMKLEN 

IMLSERSQLQRATYCNDAIYIKNPE 


3109 


8606 


A 


3368 


307 


332 


ITYHFFF^TESHSAAQAGAHWRDLS 
SLRPPPPGFKPFSCLSSWDYRRTPPH 
PANNFLAFLADTGLHHAGQAGLKLL 

TSNDPPTPASQSAGTTGVSHRAQPF 
FSELPTIFFSL 


3110 


8607 


A 


3369 


3 


411 


QTLPSATVSPEQAGAFPLALHSAQE 

SLGPAQTVPGSTGPPQPAPSGPGPPG 

EPG*ERLCASHKAnSHKQSH*SPQ* 

PFQGRFDAFPGYKQQTRPGHT/GQK 

GLRGPRTQTLSLTSQPTACSENSQG 

SQPSPKRTLS 


3111 


8608 


A 


3370 


3 


166 


EESCSWQGGVQWCDLS*LQTLPP\ 

GSSNFCASASRVAGITGAHHHAQL . 
KKKMLF 1 


3112 


8609 


A 


3371 


4 


312 


FLR*SFTLIVQAGVQWRYLGSLQPP 

PPGFKRLSCLSLPSSWDYRHVPP/*P 

GYFFVFLVKMGCLHVGQAGPKLLT 

SGDPAASASQSAGITGPSHRTWLRS 
FLI 


3113 


1 8610 


A 


3372 


3 


282 


FFFETGSNSVAQAGVQWCNHSSLR 
PRPSG\SSDPPNSSSQVAWTTGVHH 
TQLLFKFFCKDEVSLCFPDWSQTV* 
RVEHIRDEYETTQHCLYPSN 


3114 


8611 


A 


3373 


1 


164 


ETEFRSVAQAGVQWRDLGSLQPPPS 

GFK*SSCV/SLPSTWDYRYMPPCPA 
TLLNT 


3115 


8612 


A 


3374 


1 


114 


ARAEMLJVQYILPRLTHCAIFTILFIF 
SLLT*VMLLSS | 


3116 


8613 


A 


3375 


363 


1246 


DTEQIYCIQEPEYGGKKYCIKQSRS 

YVSWTrHFSSSFIDQSLLSESMA*KS 

TAPHSSDF*DFLT»KT*NLFFFLRRSL 

ALSPQAGVQWRDLGSLQAPPPGFTP 

FSOPASPSSWNDYRHLPPCPANFFVF 

FLVETVSIFVFTVLAGMVSIS*PQ/CD 

PPTLASQSAGITRLSHRAR\LCFVF* 

KKRNAREGGRRLLTnCADFLBFFSFF 

FEMESCSVSKAGVEWHGLSSL*ALP 

HRFTPFSCLSLLSSWDYRRPPPQLA 

NF\CIFSRDEVSPC*PGWSGSPDLVIH 
LPWPPKVLGLHA | 


3117 


8614 


A 


3376 


3 


324 


DRISLCCPGWSAIV\QSQLTAA\SPLG 

LKQSFYISLPSS*GHRLAPLHPANIF 

GFPL*KWGLPMLPMLVLNSWAQVI 

LPKCWGLQASATVPGLFINFYDYIM 
DQSSFN 1 


3118 


8615 


A 


3377 


3 


673 


RWSHSVTQAGVQWRDLSSRQPPPVP 
GSRDSPASAS*VAGTTGTTHHAQFF 
FFFFFLRRS/LSSV/SQDGVQWHDLH 
SLQPVFPGFKQFSCLSLPSSWDYRC 
AAPRPANFFVF**RRVFSTLARLVS1 | 
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ISEQID 
NChof 
iDDclco-tide 
Iscqnciicc 


ISEQID 
InO: of 
[peptide 
Iseqncnce 


Mc 

ttio 
d 


ISEQID NO: 
inUSSN 
09/770,160 


iNodtotidc 
llocatioo of 
Ifirstcsodon 
(for peptide 
sequence 


Nodeotide 
locatioo of last 
codonfiNTtast 
amino add of 
peptide 
sequence 


Amino add scqDcnce ( X=Unkoown; *^top 
codoo; /=posstblc oodcotidc ddction; V=possible 
oncleotide insertion) 


p 












S*PCDLPTLASQTAGITGVSHCTQLA 
KFCIFS*DGVCHVGQAGAVLILCLF 
LHSKINMFSPLHCTPASTV\YSHLPQ 
RPTRKRLYIRWRWERTWPANAEL 


31)9 


8616 


A 


3378 


2 


323 


RRSFTLVAQAGVRWHILGSLQPLPP 

GFKRFSCLSLPSGWDYRLMPPCPAN 

F\*FLVEMRFHHVGQAGPERLTSGD 

LPA*ASQSAGITGVTATPSQYKLCSL 
HMKLN 


3120 


8617 


A 


3379 


1 


311 


DFFF*ETASHSVTQAGVQWCDPSSL 

QPPPPVFKQSSCLSLPSSWDYRHVP 

PCSVDT/CISILLIPFPLRSGE*SPLLLS 

WSSCDLGQGTAPLGFWFPMGKARP 
V 


3121 


8618 


A 


3380 


3 


404 


PCLANFFA^FFVETGTHYAA*CGLRL 

LGSSALPV*TS*SAGHGMSHCTCyLQ 

ITLLKTESHSWAQAEVQWHDLGSL 

QPLTPRFKRFSCLSLPSRWDYRCAS 

PRLANFCTFKFLYFLVETGVSPCWP 

GWSGTPDLR 


3122 


8619 


A 


3381 


739 


1003 


NLYLNY/CFF*IETGSHSVTQSGMQ 
WHNLASLQRLPLRLKQTSHLSLLSS 
WDCRH^4PPNLA/NF/CVLRRDKISPF 
CPGWSQTPGLKQCIEF 


3123 


8620 


A 


3383 


1 


299 


ETESGS\LPRLECSGTISAHCNLRLL 
GSSNSPVSAS*VAGTGACSHAQLIF 
VFSVESGFRHVGQAG\LNF*PQVIHP 
PRPRKVLGLLPVSHHTRPISFFL 


3124 


8621 


A| 


3384 


12 


336 


SPVQL*F*LFLVFC*LWSWSAVVYL 

GPLGTPSADAHT/AGLSKTPPHWAA 

RARLDDVFSLRTFSSHSLNMELVQD 

LTASAPMYSSTSRDPP/CLGLPKCW 

DYKREPPRPAH 


3125 


8622 


A 


3385 


2 


318 


FLSSHLFLTQSL/DSVAQAGVQWHN 
LGSLQAPPPGFTPFSCLSLPSSWDYR 
RPPPRPANFF\VFLVKTGF\TVLARM ' 
VSLS*PHDPPASASQSAGrroVSHW 
CPANN 


3126 




A 


3386 


1 


325 

• 


ASTAQAGVQWPIAAQLQTPPPGFTP 

FSCLSLPSSWDYRRPPPSPANFLYF* 

*RRGFTMLARMVSIS*PCDPPASSSQ 

SAGrrGLSHRARPVnULRRAGRNKT 

IGGLD 


3127 


8624 


A 


3387 


3 


530 


RQSL/DSVAQAGVQWRNLGSLQVL 

PPGFMPFSCLSLPSSWDYRRPPPRPA 

/NFFVFLVETVGFTRGSIS*PRDPPAS 

ASQSAGITGVSHRTRPKDCYS*RCS 

YCKVLTRLCFRKLLTGEEAPMP/PF* 

RQS*CLTSVTLSSAWRSICYDRLVDI 

QFKILFMKTKLPLLFFSQNELYFIIL 


3128 


8625 


A 


3388 


3732 


4979 


NFVFLYLRELSSQAKSLTSHPLSNFF 

FKRQGLAMLPRLECS/GLFTGAVIA 

HYSLQLLGSSNPASANQVAGTTOA 

CYHAQSIF*S*NFF1FLSSVS*NLCLN 

QNAGFYLFFYF*Y*MCRYASSTFLT 

NELCGKKK*TLSIEIKSIFFKHHVLY 

WLFGLVFLNFLLLILPVLYNEHRKIL 
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SCQID 
NO: of 
nodco-tidc 
sequence 


S£Q1D 
NO: of 
peptide 
sequence 


(Vie 
(bo 
d 


SEQ ID NO: 

idUSSN 

09/770,160 


NDdcotidc 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
locatioD of last 
codoo for last 
amino acid of 
peptide 
sequence 


Amino add scqoeocc ( X^okoown; *^»Stop 
codoo; A=possiblc ooclcotidc ddction; V*possibIc 
nndeotide insertion) 










• 




E*GRKVYQDILPGFGCKF*RMVFLIF 

VHlL»APRYPSQ*GKLffCI*LLYL*W 

LSPSPSTVSlAFHDia?V>IUlFYroMS 

LFHGQACSIKMIFLKDVNCA*L1GYI 

LFCFFFFFFFFLRCGVS\SVAQAGVQ 

W\RNLGSL\QAPPPRFMPFS\CLSLPS 

SWDYRRLPPRPANFFFFFLDF**RPL 

VFL/SFTVLARMGL\IS*PRDLPTSAS 

QSAGITGWSHHVQLPYFVLNKFTV 

LGSNSGF 


3129 


8626 


A 


3389 


1 


585 


AFFFFLRQGLALV/THAGVQGQDYS 

SLQPLPPGLKAILLPQPPECWDYRC 

MSPC1j\/N/FT^FFVAMGFRMLPTL/ 

VLELLGSSDPPTLAS*SAGITGVSHC 

TWPLFI*VWSFGKV*ELS*HRFCISSF 

IHI*KFWKRWG\SLCSPGWS*TAGL 

KRSS*LGLPKYRDYRHEPPCPAFFTF 

LLECYDUflLLLICSHFYLRL 


3130 


8627 


A 


3390 


3 


459 


QPGVQWHDLSSMQPPPPRFKCFSCL 

SLUSS*DYRCPAPMPQPNFCIFI*RY 

GFTVMLASLVLDS*L*VIRPPWVSQS 

AGVITGVSHHTWARDRADF*MGVW 

ASPIARVPRGQQVRSCQPL*GS/WDP 

ET*HNGHFHFWIKQSEPPIFKGRR*N 

P 


3131 


8^8 


A 


3391 


1 


258 


FFFKTDSCSVAXRLEYSGAISAHCNL 
RLPGSSDSPALAPQITGTTGMC/RS* 
FFIFLVETGFHHIGQAGLKLLTLWIH 
CPPKMLGLQA 


3132 


8629 


A 


3392 


3 


316 


VAQAGVQWWYLSSLQPPPPGFTSC 

LSPQCSWDYRHAPPCSANR*FLVET 

GFHHDGQAGLELLTSSDPPALASQS 

AGITGVHPHPAPNSSCLHTDKRVHT 

WHKPS 


3133 


8630 


B 


3393 


49 


279 


SSSDSDDEEKKHEKLKKALNAEEA 
RLLHVKETMQEDERKRPYNSMYET 
REPTEEEMEAYRMKRQRPDDPMAS 
FLGQ* 


3134 


8631 


A 


3394 


2 


357 




3135 


8632 


A 


3395 


1 

* 


1765 


msatwdavnaaplsgskemslee"" 

pkkmtredwrkkkeleeqrklgn 

apaevdeegkdinphipqyissvpw 

yidpskrptlkhqrpqpeicqkqfsss 

gewykrgvkensiitkyrkgacen 

cgamthkkkdcferprrvgakftg 

tniapdehvqpqlmfdydgkrdrw 

ngynpeehmkiveeyakvdlakrt 

lkaqklqeelasgklveqanspkh 

qwgeeepnsqtekdhnsedededk 

yaddidmpgqnfdskrritvrnlri 

rediakylrnldpnsayydpktra 

mrenpyanagknpdevsyagdnf 

vrytgdtismaqtqlfaweaydkg 

sevhlqadptklellyksfkvkke 

dfkeqqkesilekyggqehldappa 

elllaqtedyveysrhgtvdcgqer 

avacskyeedvkihnhthiwgsyw 

kegrrghakcchsfskysyctgeag 
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SEQID 
NO: of 
nadcchlide 
sequence 


SEQID 

NO:of 

peptide 

SCQBCnCC 


Me 
tbo 
d 


SEQ ID NO: 

inllSSN 

09/77IM60 


Nndcotide 
locatiQDor 
Grstcodon 
Tor peptide 
sequence 


Nodcotide 
location of last 
codoD for last 
amino add of 
peptide 
seqnoce 


Amioo acid seqoeoce ( X«UDkiKnni; *^top 
codoo; ^possiUe nndeotide ddetSoo; V^possible 
nndeotide insertioii) 














KEIVNSEECIINEITGEESVKKPQTL 

MEUIQEKLKJEEKKRRKMKKKKHR 

KSSSDSDDEEKKHEKLKKALNA*E 

A\RLLHVKETVMQl\DERKRPYNSNfY 

♦TSRPMEEEMEAYRMKRQRPDDPM 

ASFLGQ 


3136 


8633 


C 


3396 


106 


426 


MFLKEPVXXXXXXXXXXXXXXXX 

xxxxxxxxxxxxxxxxxxxxxx 
xxxxxxxxxxxxxxxxxxxxxx 
xxxxxxxxxxxxxxxxxxxxxx 

XXXXXXXXXXRLXXXXG* 


3137 


8634 


A 


3397 


25 


435 


TKYWLLLFFLILILPFFFWRRSRSVT 

QAGGQWHDLGSLQPPPPGFKQFSC 

LSLPSSWDYRRAPLHLANFYIFSRD/ 

MDFTMLARLVSNSRSQ/CDPLASAS 

QSAGISGKSQHTRPVLVLLKTYTNS 

H/SF*VKGLGWEFIL 


3138 


8635 


A 


3398 


3 


320 


KTESHSVTQAGAQWQDLSSVQSPP 
PGFKRFSCLSLPSNWDYRRVPLHPA 
NFL*/FLVETGFHHAG*VGLELLTSG 
DPPTLASQNAGITGVSHCARPIVIFL 
YLITSR 


3139 


8636 


B 


3399 


70 


199 


XMQVTGFGRGQNHNVQGSTPTDAS 
PRRRDVCTAQTQDSKLVNS* 


3140 


8637 


A 


3400 


198 


397 


TKNRNTLSRFLLEAPRVFGPPSP/RP 
PKP/ASGP*PPIACPAGTHIPCGPYPC 
CHVGGGWPAQPLAALG 


3141 


8638 


C 


3401 


164 


313 


MTLHFQELKSLKFYLNNXXXXXXX 

XGGRFKGSLGGPKFTRACNVKAFS 
L* 


3142 


8639 


C 


3402 


165 


361 


MVKFCANNQGKTKLIFMFFHKESHl 

UGRPRAQREKKEKEEGNPNECLLD 

VSLRTGFSGHLPGRV* 


3143 


8640 


C 


3403 


146 


389 


MTPISLKGRCRQLGDGKRCSLEDLA 
LIEGCPHAGRPPPRKSTLEPAFGSPR 
CQDPVSAMCMTRSPPANLDSAERQ 
APGLGR* 


3144 


8641 


C 


3404 


157 


404 


^4LSLTSSPLNQKGVVSFVHIAILKY 
QGCKPHFIKKLSRXXXXXXXXXXX 
XXKXXXXXXXXXXXXXXXXXXXP 
PAPSFLWGEG* 


3145 


8642 


C 


3405 


73 


252 


MHTPLLAWPGMAWCYRQPLSTPRL 

njfn^RKMintTFAYnu.YurrYF 

AVFHRRKWP* 


3146 


8643 


A 


3406 


2 


617 


lYIFLKALNFCREWPISPPPKVRVLF 

KDSQVTSFPVPAL*KGGQGLGYKT 

APYKEKTNSLQARVNLGPSRGPLK 

RPPSSSSSPNPNALLFIQTRVKLVNG 

KRPEATCLGRKASYSVRFSAAWDPN 

PAGCAQPPTVSPPDTTKQVSRTKAR 

N*TKNRNTLSRFPS*KLPRVSGPTQV 

rlNrl'KrKbKuU I^Kl rr rrVPLKjNFV 

LN 


3147 


8644 


C 


3407 


129 


281 


MSSHARVNLGPSKDPLKRPPXXXX 
XTQRQLFKTFINRCLQFVDFFEKIKL 


3148 


8645 


A 


3408 


1 


303 


QAGVHWRNLGNSLQPPPPPTLRRFS 
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wo 01/79449 PCTAJS01/086S6 



SEQID 
NChof 

seqDcncc 


SEQID 
NO: Of 

scqncDcc 


Me 
tbo 

A 

M 


SEQID NO: 

ialiSSN 
09/770 


Nucleotide 
location of 

UI9C miiuD 

Tor peptide 
sequence 


Nucleotide 
location oflast 
cooon lor ibsi 
amino add of 
peptide 
sequence 


Amino add seqocme ( X=Unkttown; *^top 
codoo; /=possible nucleotide deietion; V=pas5ible 
nncwodac insenioni 














CLSLPSSWDYRHPPSHPANFFFFFLL 
LVEARFHHVGQGGLELLTSSDPSTS 
ALQIAGITGVSHRAEPAPFFK*CFG 


3149 


8646 


A 


3409 


3 


1039 


QQPFVNPALPPGYSYTGLPYYTGMP 

SAFQYGPTMFVPPASAK*HGVNLST 

FrPPFQQ\PVGYGQHGYSTGYDDLT 

QGTAAGDYSKGGYAGSSQGUCQV 

CRFWGLGKGVSVSSSTTGLPDMTG 

SVYNKTQTFDKQGFHAGTPPPFSLP 

SVLGSTGPLASGAGPWLCTPnPTH 

LASPPAAPLTAAAPPPSAGCTEAVLG 

SAQPAQLPAAQVSSLQTCLRQLSIL 

GQLNPGERGGAGAKAYPGQERTTR 

ARIWEPKCPFSKNSPTCVSHALCGE 

SASPDWATVCNWMYVFVNVIEVW 

GGVGGWRQMLARSAPPHSKPPSPN 

CSKISTPNPHLPFRSFLHSLATAQWA 

H 


3150 


8647 


A 


3410 


2 


344 


LRQSVSLLPRTQAGVQWPhlLGSLQ 

PPPPRFQRFSCLSLLSSWDYRHAPPC 

PTKF\VFLVET\GFrMLARLVSIS*PH 

DLPALASQS/AGITGVSHCAQHGVS 

Y1RCFRELA\SYSIL*SLQVWPHV*SL 

AYSIL 


3151 


8648 


A 


3411 


52 


174 




3152 


8649 


A 


3412 


2 


692 


RPP/QADPPRCWPR/PLGLGGCVPW 

GAGRLRRGHGPEPDSPFRRSPPRGP 

ASPQR*PPRPDPWPPRQASPRCRPT 

D*SRTPAGR'i"l DPQEEAVGGQGPSR 

GG*APSNSSEPPLYGSGPLDSAFSLG 

TAFRKTLRIDLTQSQRPPHRSLSLYS 

GKGLAPGELADALNFLIYPTFDFGL 

HCTIGDVATGPWRCNQIKRRKHCQ 

LGKSKLIYFFFPFPPTPSPAKNFFSRY 

RHHS 


3153 


8650 


A 


3413 


3 


367 


MLNYPLDFHPSFFVGFFFFEMESRS\ 

VARLEVPVGVISSHCH\LCLPGS\SDS 

PASASQVAGTnGVCH*AQLIFVFLV 

ETGFHHFDQDGLDLLTS*SVHLCPS 

KCWDYVIHPPQPPKVLGLQA 


3154. 


8651 


A 


3414 


1 


595 


MGIHHVGQASLELLTSGDLPASASQ 

GRGVRLYYINEGRSSQSASVTALFLS 

SLPTVTSAMAGTRPPSARSHQTLQA 

CRAQKTKTRMSSI^GTGAKHQASSP 

GKAPLSTPSPYFWKPSLQTSPCSGSR 

SLWASLPSPLAALFLCFWQDAT*RS 

STTRSSLPSWPSRSTRALRLSTS*PE 

CAPSA*ASSKAGERSTGDRL 


3155 


8652 


A 


3415 


259 


941 


PVSWSLNSCRFFFFF*DQSLPSW/Q 

AGSGQ*RNLDSL\QPLASRFK*FSSS 

RLL\SSW\DYRflMATMARLIFlFLVE 

MGFXTMLARLVLNFLTSSDPPTSAFP 

KWLGLQGVKPNTRAVGFN**LGYY 

SnLYHSNSPGTDLVFILFIYLFTYLFL 

RQEQNSAAQARVQ*WHNLGSLQSP 

PPGV\H*FLCLSLPSSWDYRCAPPHQ 

ANFFIFSRDGVSPCWPGWS»TPDLR 


3156 8653 


A 


3416 1 


165 


289 


ISGLSGLYHIDRLLIVCNCKQKPTYS 
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PCT/US01/086S6 



rSEQiD iSEQlO 
NO: or NO: of 
pnclco-tide Ipcptide 
scqDCDce Iscqococc 



3157 



86S4 



Me ^£Q ID NO: 
tbo io USSN 
d 109/770460 



Nucleotide 
locfltioo of 
fintcodoo 
for pqiddc 
(seqaciice 



A 3417 



Nudeotidc 
locatioo or last 
codonrorlast 
amino add or 
peptide 
scqocDCC 



796 



3158 



8655 



3159 



8656 



3160 



8657 



3161 



8658 



3162 



8659 



3163 



8660 



3164 



8661 



3165 



8662 



A 3418 



B 3419 



34 



A 3420 



A 3421 



A 3422 



31 



603 



375 



361 



417 



756 



A 3423 



69 



A 3424 



8 



A 3425 



123 



258 



292 



357 



Amino add sequence ( X^nknown; *<=Stop 
codoo; /"^possible nndcotidc ddetion; V^posslbSe 
DDdeotide Insertion) 



♦NPGLSW*TDFKCLI 



PGPRAPPIRCSPLRSAPRRPST*SAA 

AWPASAAAGFCPCFYSAPSPSTSSR 

WPAAAGCSLATTAKTSSRWEMLP 

RRAAAAGSYEGRAVRAA^MEYAW 

GRAAA/DHALSVASSILVILFHPLLL 

RPLCWTPECLSS*EVIGGLLALAAV 

FQIISLGNLPREVHPDLHPSCQAPLS 

LTSITGAYGFGVGQPRIILTRLCLLL 

LAASPTTEDGPSGAMPSPGTSTHLP 

NLGMKCGRKSLPAEMGLPEGRKLF 

LPGGLWNPIFWPVFHHY 



GFFFFKIVLIQDLFPSTPLPSSVHSGD 

YGDSGQDPSGTRNTFRRFCSPSFPPS 

CQLPRPEAHTHANTRNPPPSPHLLSF 

PHQSSEP*EGVKSLFEEA*KWGEMA 

ITP*PTPLWR*LWRTPNSFPLSGQPF 

STPVRPSVPSPIQPKTKHVQQHPPPAS 

T*KTGSVPTSLTPSTGVLGEWPPEDP 

AKGLMPEGKEEQKAFGP 



MLLGRLTSQLLRAVPWASLPRKGA 

QLELEEMLVPRKMSVSPLESWLTA 

RCFLPRLDTGTAGTVAPPQSYQCPP 

SQIGEGAEQGDEGVADAPQIQCKN 

VLKIRRRKMNHHKYRKL* 



YSTSPAGQVGRLSPSQGGPAGAGG 

DAG/TPGRCPSAPWRAGSRPAASCP 

DWIPG/PAGHVAPPQSYQCPPSQIGE 

GPGGTPETQADQVRERPEAHLAEG 

GAKGSPRRAGRPPRSTCGANESG 



RITAATGGKGGARLICPAGR/CLGV 

CQPSGASFSPAFSQMPSSPCSAPSPI 

WLGGHW*DCGGAT/CPCGPGIQSG 

QEAAGREP/GSPGG*RTSSWGPASPP 

APAGPPCEGERPPYLGRPAMCCKG 

ARRPGCPALQRRAKAGGR 



GRRALRQAGPGSSREGPGARQRDS 
RGGEPGEGAGLPVLGPPGASERDTA 
RVGGLGASGRELCWKQSPPCGLGW 
RREKGSEGRGGTRRPSPGPPATTEG 
AAA*PE/PGTCVPAPLGP\GPPPTDH 
APGAPDFPAVEGRSLGRRPPALAQS 
/P/GSAGQPGLRSPFTAH/QPAGPGRR 
GLSPSQGGPAGAGGDAGPQEDVRQ 
PPGELGSRPARFLPQTGLPGPAGTC 
GLHRNPTQCPPSPDRGKGPKQGG 



PRTNRCATNHTPANFV*FFVETGFLH 

VAQAGLELLGSSSSPALAPKQLVTG 
ASHHTRPQ*hnFLQ 



QSFLFLKTRYLLRHP\GWNTVAQ*Q 

LTVVTSRLN*SFHLSLPSS\WAIAVR 

MPPCPANFLFF/TRDRVSLC*PRLVS 

NTWVQMILLPQPPEMLGLQA 

WGKRTOQGGRNPWGPPLPGGK/PP 

KKGFLGPFPTGRFQGSSPGL*KGPFL 

KGGP/QF*KPKPGSQNRVFKPPKIWE 
TPLGN 
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PCT/US01/086S6 



SEQID 
NO: of 
oodeo-tide 
sequence 


SEQID 
NO: Of 
peptide 
sequence 


Me 
tfao 
d 


SEQ ID NO: 

inUSSN 

09/770460 


Nodcotidc 
locatioD of 
first eodoD 
for peptide 
scqoence 


Nucleotide 
locatioD of last 
codoD for last 
amino add of 
peptide 
scqnence 


Amino add scqoence ( X^Unkoown; *=^tpp 
codon; /=possible oudcotidc ddction; V==possible 
nndeotidc insertion) 


3166 


8663 


A 


3426 


2 


311 


FHSCYPGWSAMVRSQLTATSASQF 

K*FSCLS/LPSSWDYKCAPPHPANFL 

FLVEMRFHHVLVRLVLNS*TQVIHL 

PRPPKVLGITGVRLGAQPCTFFFFYC 

SSV 


3167 


8664 


A 


3427 

• 


7 


534 


TSDnVKALKLQQEVPKAKSHLVQN 

YRFFFFFFLRWSLAPVAQTGVQWH 

DLSSLQPPPPGFKRFFCLSLPSSWDY 

RCPPPRPANR»FLVETGFHHVDQAG 

LKHLTSDDPPASASPSAGITGVHPRP 

GQENQDLPGLCVDQLYTENSRFFSK 

NYYQTPNFTSRKRDLKISVFFFPA 


3168 


8665 


A 


3428 


368 


688 


LTVEFLNLLNILSLVCFIHQTN*nCY 
FNT/SSSHQNAYI*EPHVPS*GQRGK 
ASRQRG*TPPRSGTAASWPRVEK*R 
EARPQNPAQQTTYVRESPTDASPSS 
PKMAA 


3169 


8666 


A 


3429 


1 


90 


FFFVLSHQRNLCLRRYSRDMAAIIK 

SKFFLXWPGRVAYAYNPSTLGGRGG 

QIT*AQEFKCS*AAIIKSKFFL 


3170 


8667 


A 


3430 


259 


331 


RNE*LLTRFSPLSLSH*VLGVSMF 


3171 

• 


8668 


A 


3431 


1 


639 . 


LGKFHTFQMSPGGGVGLLSL*SYRN 

SCLAG/GGCDHMSVHVCIRARGVK 

VRSKNSNHPTETRKWLGGMRLSLT 

RESSISDSMWLARKQTLHTPVMMQ 

TPHLTPn»EEPQRI\RPE\DTFMSV/Y 

YPMQTEHHQTPLDYNRRGTSLLED 

DEEPIVEDVMMSSEG\RIEDLNEGM 

DFDTMDIDLPPSKNR\RERTE\LKAD 

FFDP\ASIMDESVLG\VSMF 


3172 


8669 


A 


3432 

* 


1 


354 


LETSPLMFTMLDRDMSG/TMGFNEF 
KELWAVLNGWRQHLSSFDTDRSGT 
VDPQELQKALTTMGFRLSPQAVNSI 
AKRYSTNGKll'FDDYIACCVKLRAL 
TDSFRRRDTAQQ\FIQCVMSV 


3173 


8670 


A 


3433 


1 


788 


MAYPGHPGAGGGYYPGGPSWKEE 

NLIRQNDVYVFPVSQYGGAPGGPA 

FPGQTQESLXYGYFAAVAGQDGQID 

ADELQRCLTQSGVIAG\GYKPFNL\ET 

CRLMVSML\DRDMSGTMGFSIEF\K 

ELLGLLLEWAGR\QHFISF\STDREW 

EQ*DPQELPEGP*QTMGF*V*VPPGC 

♦ISFAKRYSTVNGKUl FDDYIACCVQ 

-PGVKIDSFSKTGILAQQGCLLNFPI 

WIDFHFNCVHGVFKSLGSCMNVIN 

DSNWSSPLLVLFAFG 


3174 


8671 


A 


3434 


6222 


7046 


RTVTTFLSKDSHG VYCAQGGKIPDH 

QNPQCNRKQHPVSTILMLDKASFC 

QLRKRKHNLSVNCINRNPFMSLKN 

TSWHSSLSVTQRHQQQSKLHFQGSI 

LLH*PSQNIiySNI*KCINYC*HCSSV 

LLSYLFIETESYSVAQAGVQWHDLG 

LLQLLPLRFKQFSCFSLPSSWDYRS 

APSCPANFCILVEMGFCHVGQAGL 

KLLASSDPPAIASQSAGITGVSHYT 

QPCSPFLKSTGLFSCKVLSNPYHKG 

RIYLGRMCFLNSTWHLVKSTLFCPL 

n 
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PCTAJS01/086S6 



SEQID 
NO: of 
nodco-tide 
scqaence 


SEQlD 
NO: Of 
peptide 

SCODCBCe 

• 


Me 
tbo 
d 


SEQ ID NO: 

joUSSN 

09/r7CKl60 


NDclcotide 
locatkwof 
first codoo 
for peptide 
scqoeBce 


Nucleotide 
location of last 
codon for last 
amino add of 
peptide 
seqneoce 


Amino add sequence ( X^Uoknown; *=StDp 
codoa; A=pos9Mc nodeotide ddetioo; V=possible 
nodcotide insertioo) 


3175 


8672 


A 


3435 


3 


287 


SRSVAQAGVRWRDLSSLQPPPPRFK 

QFSCLNFPSSWDYRCAPPRPANF\*I 

LAEMRFRHVGQVGLELLTSGDPPA 

SASQSAGITDTSHCAWPFTF 


3176 


8673 


C 


3436 


88 


303 


MTFLESSAVPPHWTGQDGRVCWTG 
WIPQCQAGSAPEVLECLSTQQVKSL 
QTLGGAAVSHKTNICLPFTKLW* 


3177 


8674 


C 


3437 


354 


416 


MKESPGGELPQTGKKPVFLF* 


3178 


8675 


A 


3438 


274 


460 


TLKNLRSAASLTLGNPASPAHSSILS 
CPMRGHCRTL*KCHDWSFRAKMPS 
PFPQVGIYPPPN 


3179 


8676 


A 


3439 


480 


613 


LSFRAKMPSPFPQVGIYPPPN*GPIC 
LLCFSFLCECVFYRNHLD 


3180 


8677 


A 


3440 


1 


864 


YPTTPYQHHPISSPPPIPTHNHHQKP 

PTPSHRPQPTpRYTYHHNHTALTPI 

APTRQSNPPHNTHHHTPSm>RTNSS 

PPH\HHTLPQRIPPYPPGT*HTPQAHS 

HPAG*RASSQPRRAPSPASRPSPTDP 

ALRANPLSRSYGSGLPTFPYLHCSN 

MPKACSPWRPAADMCTARVPRFRPF 

KPDFQGPARAHRTPPETRRFPRHGPI 

SRGEPI\PGQPCPSQRKENSTPEFPPA 

SSGIGRVTDTGRLAAAPSPPLRIRGS 

EPDSPFESAEGHRRPSPRPFRTALAQ 

SLRNE 


3181 


8678 


A 


3441 


23 


266 


EMESHSV-RRLECSGAISAHCTLRLP 
GSSDSPASAS*EAGITGMCTT/ARLIF 
GFHHVGQAGLKLL/NIVILLPRPPKV 
LGLQA 


3182 


8679 


A 


3442 


840 


887 




3183 


8680 


A 


3443 


127 


593 


DKATKLTKFRSYAAVILKIHFVLTW 

VILFRRKIIRDETLKLLDLISLSVGKG 

QCYRVVFFWFFFFFFEN4KSHSV\TR 

LECSGAISAHCNLCLPGSSDSPASAS 

LVAGVTGM*HHTQPIFVFLVATGFH 

HVGQGWSRTPDIRVIRPPWPPKVLG 

LQA 


3184 

■ 


8681 


A 


'XAAA 
■J III 


2 

• 


514 


FFFFFLRQSL/DSVAHTGGQ/WGGS/ 

LQPPPPRFEGFLGLKLLGS*HYK/PP 

RMANFIFSRDGVFAMLARLVLNSS 

ASSDLPGLASHSAGITGWSHHARPI 

FSYKEHQSY\GLRACPAPV*PHLSYL 

QPQPQYFQIRSHTEAPGST/WNFGE 

DTIQPSTFSFYLT»K1IPILYRVKK 


318S 


8682 


A 


3445 


2 


147 


FFFCRD/RSLTMLPRLVLYSWAQVIL 
PSWPPKMLG*QAQATVPSPPKSIN 


3186 


8683 


A 


3446 


2 


328 


nXYRGAKIRITSDSSSETMQAREE* 

SEIF*VLK/ESSSPH*PKILYSGKLSFK 

SKGEIK/YF*GKQN/LKEFVSSRPVL 

QGMLKWLQREGKLYRSETQTYKK 

KEKASEKE 




OOOH 


A 

A 


J447 


I 


357 


GDRVLLCCPG*SADHSSLQS*PSGL 

KRYFCLGLLSNWKHRCMPPCPANF 

FNFYFCRDK/SLPMLPRLVSNSW\AQ 

GIFLSQPPVSVGDYRCGAYHALTLH 

YGRMGVFAMLAQAGPQTPGL 


3188 


8685 


A 


3448 


2 


84 


GLTLLPRLVSNSWPQEILLPW/PPKV 
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PCTAJS01/086S6 



SEQID 
NO: of 

sequence 


SEQIO 
NO: of 

sequence 


Me 
tbo 

A 
u 


S£Q ID NO: 
inUSSN 


Nndcotide 
locatiooof 

fintt mmIah 
■■•9t cuuuu 

for peptide 
scqncDCC 


Nucleotide 
location of last 
cooon lor nst 
amino add of 
peptide 
sequence 


Amino acid sequence ( XBUnkoown; *<^top 
codon; /^possible oodeotide delctioo; V^possiMc 
nncleotioc insertion) 














IJCL*AQAGLKLLASGNPPALAPKVL 
KL 


3189 


8686 


A 


3449 


1 


439 




3190 


8687 


A 


3450 


1 


552 


GNEFSILKSPGSVVFRNGNWPIPGER 

IPDVAALSMGFSVKEDLSWPGL\AV 

GNLFHRPRGYPSWVMWKGSGTKL 

ALTPQAVVISYP\LENRVYMVGKAN 

SVFVEDLSVTLRQLRNRLFQENSVLS 

SLPLNSLSRNNEVDLLFLSELQVLH 

DISSLLSRHKHLAKDHSPDLYSLEL 

AGLDEIGKRY 


3191 


8688 


A 


3451 


3 


1111 


ILKSP\GSWFRNG\NWPIPRE\RDPP 

DVAA\LSHGLPL*KKDLSWPGLAVG 

NLFHRPRATVVNfVT^VNGVNKLDLP 

P\GSGIS\YPLENAVPFSLDSVANS\IH 

SLFySEETa>VVLQLAPSEERVYMAaC 

GRANSVFEDLSVVTLRHSRNRLVFK 

KTLFLSFTPPQIU^RIWEVDLLFLS 

ELQWLHDISSLPSRPKHLNARDHSPD 

LYFTGSWAGLVDEIGVKALLGEDSEQ 

FRDASKILVD\ALQKFADDHVPVFM 

VGNPWELVHCPSHLNTSPPLGKTR 

DLPLRPKQAQEPQQVPYNLAWKYN 

FEYSVVVFNMA^WIM1\ALALA\VIIT 

SYNIWNMDP\GYDSUYRMTNQKISE 

WIECYLWPRIRKRGFGNWLFC 


3192 


8689 


A 


3452 


3 


371 


MLPLARCSSSCLAPLSTYQTQVKTQ 

VHTETCI*MFIAALFIIVRR*KQPKCP 

SENKyWNKIWHIHTMK*YSATKKN 

KVLTYATI*MNTENMLSQRSY*QKT 

T*YLFLLNfYMiaQNREMYRYKVD 


3193 


8690 


A 


3453 


2 


318 


ETESRSVAQAGVQ*RNLSSLQ/PLPP 

GFK*FFSLSLRSSWDYRCMHDA*L1 

FLFLVETGFCHASQAGLELLTSSDPP 

ASASQSAKTTSMSHHALPLFSNKVT 

FWDSW 


3194 


8691 


A 


3454 


33 


504 


GLHNFLTYKATIISAVWYAVRVEN 

RSTEQNRVQK*TYMYVVKDAR*VN 

GNRILF*YC/WNN*IITWRKMNLNL 

DLTLHRKVYLKWVIDLNVKAKTVS 

PLGQNITESLHNFGVGKYFLDT*SI/ 

MPHKFFFNKLDnRIKIFCS*KDAINK 

MKKWPGWAH 


3195 


8692 


A 


3455 


16 


1011 


WPVRAQAGQRPVLHTQVASLFAGV 

PCVLSHPKKGLLVPPFPPSKKGHLG 

KPHCPLPSAGRGAAGLGPLAQQPVS 

PAPASPMAPCKPKGLPPLPMGVEPE 

ILATMPVLTSHPP/SPEPMQSGNMPP 

S/PPSLCAFVPRWSHPPVPGWARWS 

CP/ALPAAPPSL»HWTRMQPPFCVPL 

RVPWVPSSGARGMKESGLDGQGFL 

GPTPSASPWGPWFDIRLPGCKQGIL 

AFKVTGPPTGFPDFEGKRFKKENKP 

PG*LESKAPDTVK*NPPSTNPPPAPA 

FLTWDCGAYRGPAGFLLVCXJPSLLS 

LOJCNIDDTLKCVERFEKLTASKQP 

KATWLARRS 


3196 


8693 


A 


3456 


1 


348 


PQQLRCFSFWRKDTKVDWLLLNRG 
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PCTAJS01/086S6 



SEQID 
NO: of 

scqncDce 


SEQID 
NO: of 
peptide 
sequence 


Me 
tfao 
d 


SEQID NO: 

ioUSSN 

09/770^60 


Nucleotide 
locatloD of 
first codon 
fbr peptide 
scqnence 


Nucleotide 
location of last 
codoD for last 
amino acid of 
peptide 
seqoeoce 


Amino add sequence ( XBUnknown; *=^top 
codon; ^^possible nndcotidc ddetioo; V^Msable 
Dudcotide insertion) 


• 












ARWLEKKTRLHRGPWARPRLMRA 

QREEALRREGGNPPPRGPGGEEAPL 

LRSSSGRPAR/HQT^QKSGASPSDPR 

SASR*ALRREGGNPPPRGPGGEEAP 

LLRSSSGRPARLRPiSRSPERHPPTLA 

PPPARPSCPALPRLSMSAG 


3197 


8694 


A 


3457 


2 


247 


PGCnLAHCNLCLSGSSDSPASAS*V 
TGNNRHAQPCPGLPRTGFCHVG/R 
MNMLVFNSLTSSDPLEVST*GPQPP 
KVLGLQA 


3198 


8695 


A 


3458 


1 


515 


GLGSLGPPAAVPTCPPRSPPP/GSPE 

GALQCGTLPAGTATPDGHVGWAVP 

FPPTVAPTRRSPRSPPQSC*WGLQH 

QLCPGSMEEMHTPHGLALPGASHIV 

PPrLCAPGGSEGARGI*PPA*AGYAL 

SLPTQFQTLILHPSCCRPGVP/PINLA 

AQLPPQVPHAPHAWQLPSAPK 


3199 


8696 


A 


3459 


2 


223 


lyispkalkfcrevgpicpppkvkgsf 
pkipr*qifpfprc*ktgkgqgikrpp 

irgkvlrckpglnlgpprvl' 


3200 


8697 


A 


3460 


2362 


2696 




3201 


8698 


A 


3461 


1586 


2325 


SPQRSGAARARPAPHRALLGRVPA 

RDAGSGRRTRSSRTRCGGCARRWS 

SISRRRRSSETSAGSWRRLSKPSGPG 

RWRHCARNTGRRCRPWWQISWP 

RPSSRP/WLAALEAELKDSGEKPGK 

GASRPEDLQLIGRLQTRLKEREDIIK 

QLTKKKVEDVPSRWSVPNLASYA 

KNFLSGDLSSRINAPPITTSPSLDPSP 

SCGRTYKPNQSTDAKTATRTPDGET 

AQAKEVQQKQGSPHQEWFTKYFSF 


3202 


8699 


A 


3462 


125 


489 


YYLFFFFFFFLRQSLTLVAQAGGQW 
RNLSSLQPLPPGFKRFPCLSLLSSWD 
YKCPPP/RPG*FFVFLVETGFHHVAQ 
AGLELLTLGDPPTSISQSAGITGVSH 
QARPD*ETLEFQGDRVNLEE 


3203 


8700 


A 


3463 


1503 


1511 


LFPVPFACPSLNCPSPPPIGVHLPIG*! 
QRLETPP*EEGRWIPRRTCGPARPGP 
PPGAPSVTLPPRTYHFGHPAKGIHFR 
KP/RHPG*CWILTLD\CVHU!*KIND 
FIDTNFAMKSGYPNRIVRISFCLIHT 


3204 


8701 


A 


3464 


54 


593 


RTALPAQHVASTWPGRPSRLLLRG 

GPGAPRSMQTGDSVGRGASKEPNn 

PHSGLPKHPLARSPPQRPSHRAMGQ 

GSPMPAGPT*TCAQALPPPSQDGLD 

LGNRAGWGCSPECLSKAPGGEGPA 

QAHPGPNPHTYRKPQWCWKLSPGH 

ALAPSPPRREVALLNLYSFIVPRDSP 

RPCIISL 


3205 


8702 


A 


3465 


2 


324 


FFFFFLKWSLA/SFAQAGVQWCDLG 

SLQALPPGFTPFSCLSLLSSWDYRRP 

PPH1JWNFFVFLVDMGF\TVLARMV 

SIS*PHDPPALASQSAGITGVSHACP 

AYNVFKDDG 


3206 


8703 


A 


3466 


142 


413 


AQEFKTSLGNMAKPCLYKKYKKM 

SWDYRRPSPRPANFSOFLVETGFCH 

VAPAGLELLGSSNSPT»ASQSAGITG 
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PCTAJS01/086S6 



|S£QU> 
NO: of 
loudeo-tide 
IsequcDCC 


SEQID 
NO: of 
peptide 
scqnencc 


'Mc 
tbo 
d 


TSEQIDNOT 
inUSSN 
09/77IU60 


INadcotide 
llocstion of 
Ifirst codon 
Ifor peptide 
IscqueDce 


Notleotide 
location of last 
codon for last 
amino add of 
peptide 
sequence 


Amino add scqaence ( X=UdIuiowo; *^op 
codoo; /=possihle nodeolide ddetioo; \ppQsable 
nndeotidc insertion) 














VSHHTRFQIFLLPLSN 


3207 


8704 


A 


3467 


241 


523 


NISGSFCMPILTAPLFTVAKRWKQY 
VPISG*MINKMWYIHTVEYYSASKR 
iaR*/PCAATWMNLEDMMLSEVSQS 
LEDKYSMLPFM*SIYVKYLEQSNA 


3208 


8705 


A 


3468 


137 


382 


NSAVHQKFISIPNTSLPHSLAJLKPQI 

NSLEEET*PFWCKKSSPVPKMRGER 

NDDNFHKX^LlSrsnrNVDKPQGLRSP 
KWFCWG 


3209 


8706 


A 


3469 


2 


363 


FFFDTESYSVAQAGVQWHDLCSLQ 

PPPAGFKQFFCLSLPSSQDYRHALP 

WLANR*FLVETGFHHVGQAGLKLL 

TSSDLPASGSQSAGITGMSQRTLQQ 

LSLKriELRNFRCVPYClINA 


32)0 


8707 


A 


3470 


135 


466 


GIDTILTLNQN*SLKTRQ*FrLIIF/IFF " 

FFLRWSL/DSVAQAGVQWRDLGSL 

QAPPRGFTPFSCLSLPSSWDYRRPLP 

RPANFFYF**RRGFTMLARMVSIS*P 
RDLPAEFL 


32)1 


8708 


B 


3471 


27 


21189 


MKVSAARLAVILIATALCAPASASP 

YSSDTTPCCFAYIARPLPRAHIKEYF 

YTSGKCSNPAWFVTRKNRQVCAN 

PEKKWVREYINSLEMSMICSGHHV 

YPNLPTDSFPGLDQFRGNYLHSRDY 

KNPEAFKGKRVLVIGLGNSGSDIAV 

ELSRLATQVHDVKVLGNKPKVIIST 

RSASWVMSRVWDDGYPWDN4MYV 

TRFASFLRNVLPSFISDWLYVQKMN 

TWFKHENYGLMPLNGSLRKEPVFN 

DELPSRILCGTLSIKPSVKEFTETSAV 

FEDGTMFEAIDSVIFATGYDYSYPFL 

DETIMKSRNNEVTLFKGIFPPLMEK 

PTLAVIGLVQSLGAAIPTADLQAW 

WAAKVFANSCIXPTTNEMMDDTD 

EKMGKKLKCPYQFRLMGPGKWDG 

ARNAILTQWNRTVKPTRTRWSEV 

QRPHPFYM.LKMLSFPLLLLAVTLT 
FY* 


3212 


8709 


A 


3472 


9 


339 


ITLSLLSFFNLRPSFALLAQAGVHW 

RDLDSLQPPPLRFK*FSYLKSP\RSW 

DYGHAPPRPANSVLLVETGSLHVSQ 

GGLILPTSGDPPASASQSAGITGVTN 

CARPPSLFS 


32)3 


8710 


A 


3473 


1 


50 




32)4 


8711 


A 


3474 


1 


1256 


MAAAAAQGGGGGEPRRTEGVGPG 

VPGEVEMVKGQPFDVGPRYTQLQY 

IGEGAYGMVSSAYDHVRKTRVAIK 

KISPFEHQTYCQRTLRENQILLRFRH 

ENVIGIRDALRASTLEAMRDVYWQ 

DLMETDLCKLREKPSKLSNDHILLT 

FLLPDSLAGPSSY1H\SAN\VLHLRS* 

SPPTWLIQHHLADLKVCGFG\LAGIC 

RSWRHDHTGFLTE\YVATRWYRAP 

EIMLNSKGYTKSIDIWSVG\CILG\E 

MLSTRAIFT\GKHYLDQLNHILGILG\ 

SPSQEDLNCllNMKARNYLQSLPSK 

TKVAWAKLFPKSDFKAL\DLLDRM 

UTFNPNKRITVEEALAHPVYLEQYY 
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PCTAJS01/086S6 



SEQID 
NO: of 
nudco-tidc 
scqnence 


SEQID 
NO: of 
DCDtide 
seqacott 


Me 

tbo 
d 


SEQID NO: 

InUSSN 

09/770.160 


Noclcotidc 
locatioD of 

imt CQfniii 

for peptide 
seqneacc 


NDclcotidc 
locatioo of Cast 
coaoii MOT last 
amino acid of 
peptide 
scqocDcc 


Amioo acid sequence ( X'=UDhnown; *^top 
codoo; A=possible aadeotide ddetioD; \ppossible 
nDCKOude insertioa} 














DPTDEPVGEGSPSPFGMELVDDLPKE 

RLKELIF\QETVARFQPGSAGRPPSPR 

QTSLHPGGWTCPPARPLSRRDC 


3215 


8712 


A 


3475 


877 


1463 


LPFTAWP*E/QLQQAVHAGLPQQAK 

ILFDGGSEIGKILPAFQSGNLSCQLH 

♦♦IGQRAGRGGLRIGRQGGFSFHQ* 

DGQQLIALH/QFGPERVAASGPRWF 

APAGENPV*WWFRNRQNPLIALRSL 

PAFQSGNLSCQLH* *IGQRAGRGGL 

RIGRQGGFSFHQ*DGQQHALHRLA 

LRELQQAVHAGLPQQAKILFDGGSE 

IGKIPV*GLLRWPPLPRDVQWDSAP 

LLRARWGL*GER*PREVPAALQGE* 

PQALLPGGGEPGWQPAEPHPAGGV 

HRAGPPGGGCWARAGGHQQKHLL 

RPAAGVPPDRGCLLQLGQIPH^AGE 

QVQAGPGTGQPAGEQAQRGLSGNA 

GPHQVPAEGDTGHLCGD 


3216 


8713 


A 


3476 


29 


1076 


EQRDPQDIFSQRKSSAFPPSPEEBILS 

GGKSLSLQLHTPSPG/QQGETPRGG 

QQSQH/PCQGPGGGVPRYACAGGV 

PVTERGAQGWVHPALRRARYPDA 

GVQSHMKPAGDWGPGSNKPAGTD 

ADAVSGRR*LPKTLPSLGLGKKSPP 

GVPGHPEYPE/HGGSEALLHEFLLPP 

VSRLLXHGPLYPQMSNGTLHHYFVP 

DGDYEENDDPEKCQL/PLQGE*PQA 

LLPGGGEPGWKPAEPHPAGGSSPC 

WAARWEDAGRVLGGHQQKHLLRP 

RRGRELWQVPAAGVPPDRGCLLQL 

GQIPH*AGEQVQAGPGTGQPAGEQ 

AQRGLSGNAGPHQGPAEGDTGHLC 
GAQGLIRAAGPHH 


3217 


8714 


A 


3477 


3 


591 


ERNYLFFLRWSLTLSSRLRGQWRN 

LG*\MQPPPP\GFKA\FSCLSLPSSWD 

YRRMPPCPANFCILVEIGFHCLAKL 

VLNSRPHDPPTSASQSAGITGVSHR 

AQT^KGIHLNELCTALAKEGRAWS 1 

GR*RAGAATPAP/PAPFTL*PGCIPES 

WPSPMPPPHLPLTALCKATHAG1K 

HPHLTKTVSSCGAVLQPTPQRKD 


3218 


8715 


A 


3478 


1 


235 


RDHPGQH/GETPSLRKffilLAGHGVR 
HL*SQLLGRLRQENCLNSGGRGCSE 
PRSCHPTLAWAIEQGSVSRKEGHFP 
RLA 


3219 


8716 


A 


3479 


2 


928 


RPPRPGTERALPSRLRSRPRVRTETP 

SPSSSGPPPSRSNTGMAPLRR*RV*R 

GTVPRSG*KGR*PCSRRRRSVPSGR 

TPALRGTRAPSDQGKGKARPPEP\P 

APSRPCPGSRFCRASRSRTSPRPFTP 

ARESGNPGRSP\DGGEKAAAQGS*K 

ESAACSNRAWS*WAA\SPPWITVTR 

QKRRGTLDQPPNQEDKPGARTLKS 

EPGKQAKVPERGQEPVKQADFVRS 

KSFLITPVKPAVDRKQGAKLNFKEG 

LQRGISLSHQNLAAQSALMMEKEL 

HQLKRASYASTDQPSWMELARKKS 

QAWSDMPQDK | 
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PCTAJSOl/08656 



SEQID 
NO: of 
DDclco-tide 
sequence 


S£Q1D 
NO: or 
peptide 
scqncoce 


Me 
Ifao 
d 


SEQID NO: 

inlJSSN 

09/770,1^ 

• 


Modcotide 
location of 
flrstcodoD 
for peptide 
sequence 


Nodcotide 
locatiooofUst 
codon for last 
amioo add of 
peptide 
sequeace 


Amino add sequence ( X^Unkoown; *=^top 
codon; /=possible nucleotide ddetioo; ^=possible 
nadcotide inscrfioD) 


3220 


8717 


A 


3480 


1 


435 


EKINKIRWLPQQNAAHFLLGTNDK 

AIKLWKISERDKKAEGYNLKDEDG 

RLRDPFRTTALRVPILKPMDLMVEA 

SPRREFANAHTYHINSISVNSDHEm 

>mn)IKPANMEELTEVITAAEFHPH 

QCNVFVYSSSKGTIRLCDMR 


3221 


8718 


A 


3481 


204 


397 


VPILKPMGSYG*EASPR\RIFANAHT 

YHI\NSI\SVNSDH\ETYLSADDLRINL 

WHLEITDRSFNIV 


3222 


8719 


A 


3482 


1 


1462 


PLRSWLPRLPDSQADnSTVEFNYSG 

DLLAT/GDKGGRWIFQREQEVLAQ 

PRRPALP*SVSSFLSTSCREVWQGCE 

FSLPFRERIK/GRPHSRGEYNVYS/TA 

FQSHGTGGFDYLKSLEIEEKINKIRW 

LPQQNAAHFLLS'mDKTIKLWKISE 

RDKRAEGYNLKDEDGRLRDPFRIT 

ALRVPILKPMDLMVEASPRRDFANA 

HTYHINSISVNSDH\ETYLSAR*PGGI 

NLW\HLGNHR*EAFNIVDI\KPANME 

ELTEV1TAABFHPHQCNV\F\VYSSS 

KGTIRLCDMR\SSALCDRHS^FFE 

EPEDP1C/SSRSFFS\EUSSISVDVKF\SH 

SGVRYM\MTRGLPVRWKVWGPSTW 

EEAGPVGGPTRVHEYL\RTKL\CSL\ 

YENDCIFVDKF\ECCWNG\SDSAIMT 

GSYNNFFRMFDRDTRRDVTLNEASR 

ESSKPRASLKPRKVCTGGKRRKDEI 

SVDSLDFNMCKILHTAWHPVGQCYL 

PWLATNXNLYIFQDKIN 


3223 


8720 


A 


3483 


603 


659 


MCGFFFVFFFWRRSUDSVTQAGVQ 

WRDLGSLQPLPPGFKRFSCLSLPSS 

WDYRRPPPCLANFLFLVEMGF/TTV 

LARLVSNS*PRDLPTSASPSAGITGV 

S*HASSRL 


3224 


8721 


A 


3484 


84 


202 




3225 


8722 


A 


3485 


3 


577 


ILGFPFFVRWGSHTVAQAGVQWCD 

HGSLQPRSPGVK*SSHLSLLGSWNH 

RHATTTPG^FCFFSRIRSHCVAQAGL 

*LLTSNHPPALAS(ynVGrrGVSHWT 

WPmXiFSVLTATNKMJCFFHYAISK 

CLVRAKLSSRLLKIEERNKALSAPV 

VSVSIFDRVLRLLGYSASDWQPEFV 

ETAVSNFVIYGIFRGQ 


3226 


8723 


A 


3486 


3 


248 


SLYIEIPGG ALPEGSKDSFAVT .1 .EFA 
EEQLRADHVFICFHKN\FSFLGFEIV 
RPGHPLVPKRPDACFMAYTFERESS 

GEEEE 


3227 


8724 


C 


3487 


185 


340 


MDNFCSSLCDFCHQNKNLRLVXXX 

XXXGGRFKGPLEGPKFTRACNELV 

FSL* 


3228 


8725 


A 


3488 


1 


546 


NDRLN*TRELTSHERRRFPRPSSRLT 

DAQ\RINWRQVLSAGS\LYAEIPGRR 

AAEGGARNSFAVLLEFAEGXQLRAD 

HVLMCFHKNREGQKPPLLVRTFSFFG 

LEDFEDRGNPLVPKETPDACFHGLT 

TFEREVSSGVEEEEVGARLRGLGQFP 

RPGAHPLVKPGWGKEPVDSPHLAL 

GLSPML 
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SEQID 
NO: of 
mideo-tide 
sequence 


SEQIO 
NChof 
peptide 
scqnencc 


Me 
tbo 
d 


SEQIDNO: 

inUSSN 

09/770,160 


Nucleotide 
locatioD of 
first codoo 
for peptide 
sequence 


Nucleotide 
location of last 
codoo for last 
amino add of 
peptide 
sequence 


Amino add sequence ( X=Un known; *=Stop 
codon; /^possible nodeotide ddctloo; V=possible 
nodeotide insertion) 


3229 


8726 


A 


3489 


1 


526 


FFFLERDPCSVTQAGMQWHDLGSL 

QPPPPGFKWFSCLSFPSSWDYRCPPP 

HPANFCIFSRD/MGFTILARLVSNS*P 

HDPPTSASQSAG1TGVSHSAWPVC/ 

LFEIEFHSVVAQAGVQWRDLGSLQP 

LPPEFK*FSCLSLPSSRDHRHLPSLPA 

KFH1FSRDRVSPCWPGWS*TPDLR 


3230 


8727 


A 


3490 


276 


735 


FFFFFFLRQSFSLVSQAGVQWHNLG 

SLQPPPPGFRQFSCLSLPSSWDYRHP 

PPCPANFCIFNRELIIVYLIKTGF/IHV 

GQAGLELLTSGDPPALASQSAGIPG 

MSHCAQSTH*FLLAQQLFCSIYPSFH 

AQGVIPRIVTHKRETGSQTLYSIV 


323] 


8728 


A 


3491 


2 


344 


FIFIF/NFLRWSL/DSVAQAGAQWRD 

LGSLQGPPPGFTPVSCLSLPSSWDY 

RCLPPRPANFFXAFLVETGFTVLARM 

VSIS*PRDPPASAYQSAGITGVTTAP 

GLLF*INICLAAFYFV 


3232 


8729 


A 


3492 

4 


109 


559 


QFLHRLVHDSGEVWMKLVE**NTL 

LAKMVSISWPRDLPASASQSAGITG 

L1GALVLSVGIYAEVER/HEI*NP*KC 

LPGSSHHPHPPGRRHVHGLLHWCA 

GVPP^QPGKH 


3233 


8730 


A 


3493 


1 


593 


ETESRSIVQAGVQGRELGSLQTLPP 

GFTPFSCPSL\SWDYRHPPQHSANFL 

AFLVETGF\TVLAR1VSIS*PHDPPAS 

ASQSAGITGVSHHARPQTGRFLLFL 

FFFFETESCSVTQIGVCSGHDLGSL\ 

QLRPPGITPFSCLSLPSSWDYRRPRL 

RPANFFFFVFFSRDGVSLC*PGWSRS 

PDLVICPPRPPKVLGLQA 


3234 


8731 


A 


3494 


3 


484 

• 


RFFFFFLRRSFT/SVAQAGV*WHDL 

GSLQPPPPWFR*YLCLGPLNSWDYR 

RGPPRLVNLCIF/M*R*SFTVLARLV 

SNSWPQ/CDLPP/SASQGAGNTGVS 

HCARPDEIFYYQC*Y*ETEMVRRST 

TQDRAGSTTYLKLLGQLRPEREIVN 

LALGALVYRNITFN 


3235 


8732 


A 


3495 


104 


288 


GEVICGRRRSEVSRCNLVDLEPKGP 

WGHWQGG*GDRRAGGTP*GE/GHL 

RKKAl*GLQVQPGRPR'reGPLGA/PG 

KGDP*TPTEGPRGDARNCDACPRPR 

ARPVLVW 


3236 


8733 


A 


3496 


3 


641 


RPPFFFFFFFFFFFFRRSL/NSVTQAR 

LQWHYNLGSLQAPPPGFTLFSCLSLP 

SSWDHRRPP/RMPG*LFFAFLVETGF 

QRVSQGWVSIS*PQ/CDPPASGLSKC 

WGLQGVSHLRPSHLSFLAFSFFSFET 

GSNFSVAQAGLQWAVNHSSLQAPSP 

GFTPFSCHSLPSSWDCRHPPPRPANF 

/CCIFSRDGVSPC*SGWSRSPVLVIRP 

PRPPTVLGSQG 


3237 


8734 


A 


3497 


1 


296 


VSRRFKQS1PP*AS*GWDHRCVPP\S 
LAMFFFLLEMGVFPMLPRLVLNSWA 
QVILPSQPSQSAVITGMSHCACLYW 
LLKTKQKJKQTGMSKVIKLFPL 


3238 


8735 


A 


3498 


1 


347 


KKTGRRKRNMIDYEKKKNKEQEER 
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PCT/US01/086S6 



SEQID 
NO: Of 
nodco-tidc 


SEQID 
NO: of 
peptide 

* 


Mc 
tho 
d 


SEQ ID NO: 
09/770460 


Nucleotide 
location of 
first codoD 
for DCDtidc 
scqoence 


Nncleotide 
locatioo of last 
codon for last 
fliniiio And of 

peptide 
sequence 


Amino add sequence ( X^Unknown; *^top 
codoo; A^Mssible nucleotide deletion; V=possib}e 
nndeotide insertion) 














RKKRKKRKSSSSSSSPEEKKEEKKXK 

KREEEEENRKKEEEEE*DK/KEEED 

RRKHESRRRLRAVGDEVINKVCQE 

LKRTDPVGRDYRPLDPSS 


3239 


8736 


A 


3499 


2 


286 


PQPCSLAPNPPRMPPGSF/TPCPSPPR 
SNITL*KQRPPSPPPSPEPPR\AQQRV 
AQNLTSPRPAAAKPPGWLSTNLSK 
ALPETPTVAQSPVLFTHF 


3240 

■ 


8737 


A 


3500 


3 


954 


RPRAGAAGGGGGGSRPSGAHPSRS 

AC/GCPAGTRPGRAPPAASARPSRS 

KRGGEERVLEKEEEEDDR*R*R*RR 

SMCQRRSEVAPSSDRPGRCPAPPSL 

TASGDLRVPRRGSRSGPP\GTAPGPG 

♦RAGASPGQRHPPGCSPWQP*TRKG 

EQVFFSFPASVATGPDSPSPVPLPPG 

KPALPGADGTPFGCPPGRKEKPf DP 

RSSWNVMGFRSNILLEA*FPEQATA 

FPRAGN*WQIFAAHAAHRCASPACP 

S\PRASPENLRAPHQGASARPL*GM 

MDPDGFL/ALSAQPHPCPKPIPAPISP 

KIPQSPGSWTGDTLSPH 


3241 


8738 


C 


3501 


68 


199 


MPIIPALWEAQAGGLLRPGVCDQPG 
QYSKTSSLINKLKNPPSL* 


3242 


8739 


A 


3502 


11 


520 


IRVDDFVAAHSRCCVAFPSSFTPRSR 

RRPKRRRRRRENDPAASSLPPAHLP 

CSVSQSAAGARLVLRPRACGAQAQ 

RP*LASGLRTSALRRRGHPRAELRS 

GPQRRQASE/PSPRGVAGARWWRR 

EDG/RPSKRSRMAQREAQQRTSPQR 

GNGRPKTSEKCPPEEKAVCRTPG 


3243 


8740 

• 


A 


3504 

- 


78 


595 


NQNRLKEAGWRLKLADETSSSSHQ 

QVCGTHHVSAKCYS\GSPYS*KHPD 

SPSPATSRKQNLSTQSCISPMWPCSQ 

RSICQFGHGGTESGQGBLLGLLRKAI 

GSPGKRSAPVQPNWEGGNG*EAAW 

ASSSSPSCKVTAPLAPSELFPSKFLL 

RNKKAQRKISHLLEVTVGHLLC 


3244 


8741 


A 


3505 


2 


267 


ADLSAEAL*TRREWDDIFKVLKTSS/ 
LGQPKILYPSKLSLINEASSSSSSSSS 
SS/REFITRLVL*EMLKGIUIMEAQG 
QYLPS*KHTKV 


3245 


8742 


A 


3506 


1 


323 


IAGEVNTPRSVTDRSS*QAIQEGIVQ 

LNSAIH/QTGCTNINRILPLTTAEYTF 

FSHLYRTFT/KIAHILGHMTHLNKG 

KRIEIIQSMLSDHNGIQPEISNRKIAG 

KSPNT 


3246 


8743 

• 


A 


3507 


3 


814 


SSGLAGTPPFPSEGAVCRSQPG*GSG 

\SPPLPVGPACWYLPCGP*DQRCPPG 

SLGPSAEPGS*NLSCPGRPMCSPAGT 

SCPAPV/PDSVTPVLRARGTACLPSP 

TFPAWSVPRFQPGAAPSSADLVHFH 

AASGPSASLSSSLSTKAPSLPLGACL 

PAGGVT*LFGPPSG/RLWRPP*GLTG 

GGLVWAAGVHWACLWPGQASGG 

SIRHVCVAVGVQGAPAQKEGGAGL 

GKGLGSFACGRPHLPPAYFACGRPH 

LPPAYFVLDLPFAKVLRNINI 
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PCTAJS01/086S6 



S£Q1D 
NO:o/ 

DDClCO-CnK 

scqnoicc 


S£Q ID 
NO: of 

pCptKIC 

scqncocc 


Me 
tfao 
a 


SEQIDNO: 
inUSSH 

USr/ / /U|10w 


Nodcotidc 
locatioo of 
iim cooon 
for peptide 
seqncDCc 


Nucleotide 
iocatioo of last 
codon for last 
amiDoacidof 
peptide 
scqoeoce 


Amino add scqueoee ( X=Unki}owD; *=Stop 
codoo; M'possiUc onclcoddc ddettoo; \=possible 
nodcotidc InscrtioD) 


3247 


8744 


C 


3508 


112 


252 


MFRSMYKXXXXXXXXXXXXXXX 

XXXXLGMSXXXXXXXXXXXXXLG 

F* 


3248 


8745 


A 


3509 


448 


715 


hFIISUaiEFFFFElESCSSVTQTllVQ 
WFDLGSNLQPPPPGFKQFSCLSLSIS 
WHYTHVPPHLANYRIFSRDGV*PC 
WPGWSQTHDLE 


3249 


8746 


A 


3510 


55 


295 


SQYAYTKEMESIVNNLPKKKTPGL 
HSFTGEFYQTFKNEMILA1L*FLPEI* 
SRG/IYPSSSSSSSLS*LPKLDKDIIRK 
EN 


3250 


8747 


A 


3511 


2 


853 


DLMCKKMKHLWLFLLLVAAPRCV 

LSQLSSSSSSSSSSSSSSSSSSSSSSSS 

DSVRHNSYYWGWVRQPSGKELEW 

IGSLYFTGTTHYSPSLKSRVTISADT 

SENQFSLTLTSVTAADTAVYYCARP 

RNIVGSSSSSSSSSSSSSSSPSTKGPS 

GFPLAPSSKSTSGGTAALGCLVKDY 

FPEPVTVXSWNSGALTSGVHTFPAA^ 

LQSSGLYSLSSVGTVP\SSSFGHPRT 

YI\CNGKSQSPATrKVDKGELSPK\S\ 

CDKNSTHAPPGPQHLETPWGGPVS 

LFFFPPKT 


3251 


8748 


A 


3512 


3 


2310 
• 


QLLTMDWTWNILFLVAAATGAHSQ 

VQLVQSGAEVKKPGASVKVSCKAS 

GYlFrNNGLAAWRQAPGQGLEWM 

GWTIASNGKTNYAQKFQGRVTMTT 

DTSTNTAYMELRSLRSDDTAVYYC 

AREKDNYATGAWFAYWGQGTLVT 

VSSGES*AWYPGIQICSMLEL*ISAF 

WGRPGLTLAGGREGAKVTQVAPA 

RCTPNAHEPRHWTLHGPSRIDKNR 

GASAPWAQLCPTPRSHGTTSLAAST 

KGPSVFPLAPCSRSTSESTAALGCLV 

KDYFPEPVTVSWNSGALTSGVHTFP 

AVLQSSGLYSLSSWTVPSSSLGTK 

TYTChr\a3HKPSNTKVDKR/VW*EA 

STGREGVCWKPGSALLPGRTPAVQ 

PQPRAARHAPSVSSPGGL*PPHSCSG 

RGSSGFFHQAPGRHRLDAPTPGPAH 

KGAGAGLRPAKSHIREDPAPDLSPP 

QRPNSPLPQLGHLLSSQIPVTPNLLS 

AEPKSCDKTHTCPPCPGKPAQASPS 

SSRRDRCPRVAaQGQAPAGC*HVH 

LHLFLXAPELLGGPSVFLFPPKPKDT 

LMISRTPEVTCVWDVSHEDPEVKF 

NAVYVDGVEVHNAKTKPREEQYNS 

TYRWSVLTVLHQDWLNGKEYKC 

KVSNKALPAPIEKTISKAKGGTRGV 

RGPHGQRPARPTLCPESDRCTNLCP 

YR\QPREPQVYTLPPSQEEMTXNQV 

SLTCLVKGFYPSDIAVEWESNGQPE 

NNYKTTPPVLDSDGSFFLYSRLTVD 

KSRWQEGNVFSCSVMHEALHNHY 
TQKSLSLSLGK 


3252 


8749 


A 


3513 


1 

— 


1677 


AEVQLVESGGGLVQPGGSLRLSCA 
ASGFSFSKAYMNWVRQAPGKGLE 
WVGRIKTKKDAGTTDYAAPVKGRF 
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wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: of 
ondeo-lide 
sequence 



3253 



3254 



S£QU> 
NO. of 
pepfiife 
seqncnee 



8750 



8751 



Me 
tfao 
d 



S£Q ID NO: 

inUSSN 

09/770460 



3514 



3515 



Nncleotide 
locatioD or 
first eodoo 
tor peptide 
sequence 



Nodeotide 
loeationoflast 
codoD for last 
omino add of 
peptide 
scqoence 



164 



712 



Amino add sequence ( X'^Unknowo; *=Stop 
eodon; ^=pos$ibIe nodcotide ddetion; \=possiblc 
nodcotide insertioo) 



TISRDNSKNTLYLQLNSLRAEDTAV 
YYCAKDEFSSTRKNFLTGQSKTFAA 
YYGMDVWGQGTLVTVSSASTKGPS 
VFPLAPSSKSTSGGTAALGCLVKDY 
FPEPVTVSWNSGALTSGVHTFPAVL 
QYSGLYSLSSWTVPSSSLGTQXTYT 
amiHKPSNTKVDKTVELKTPLGD 
TTHTCPPCPTP*LVLGGPSVFLFPPKP 
KDTLMISRTPRNVTCVVVDVDPRKT 
PEGQVPTWYVMXjLXEVHKCQDKSR 
GKEQYNSY\YRVV\SVLTVV\HQDW 
\LNGK\EYK\CRVSHKSPPQAPffiETH 
LPKPKGSPQNPQVYTLPPSRDELTK 
N\QVSLTCLVKGFYP\SD1AVELESN\ 
GQPGNNFKXTTPPVLDSDGSFFLYSK 
LTVD\KSRWQQG\NVF\SCSVMHE\A 
LHNPYTQKSLSLSPGKMIPTADKPP 
LPGSLAGRTKDAWHGTPVYILPRAP 
KHGNKAPTPWPWAKKKKKKKKKK 
KGGRSRVSLEGPKLTRTQLS 



TRVNENQIESKAAYALFyKRQDVA 
RRLLSPAGS/SGAPASPACSSPPSSEF 
MDVN 



EILUHLKRFSYTKFSREKLDTLVEFP 

IRSGARERMAGGRQGKEGVYQY*P 

SPHPQNDLDFSEFVIQPQNESNPELY 

KYDLIAVSNHYGGMRDGHCMCQA 

VGGACPGGSGQGGDQDLPSE*LGM 

♦ASGEGSSWGRK*TRSEIWTLSEEA 

RKGRRG*LSFPFR\TTFACNKDSGQ 

WHYFDDNSVSPVNENQIESKAAYV 

LFYQRQDVARRLLSPAGSSGAPASP 

ACSSPPSSEFMDVN 



3255 



8752 



3516 



3090 



IPLLQLLLRRLWRRHGRWTEDREPQ 

HEELPGLDSQWRQIENGESGRERPL 

RAGESWFLVEKHWYKQWEAYVQG 

GDQDSSTFPGCINNATLFQDEINWR 

LKEGLVEGEDYVLLPARAWHYLVS 

WYGLEHGQPPIERKVIELPNIQKVE 

VYPVELLLVRHNDLGKSHTVQFSH 

TDSIGLVLRTARERFLVEPQEDTRL 

WAKNSEGSLDRLYDTHITVLDAAL 

ETGQLIIMETRKKDGTWPSAQLHV 

MNNNMSEEDEDFKGQPGICXjLTNL 

GNTCFMNSALQCLSNVPQLTEYFL 

NNCYLEEU4FRNPLGMKGEIAEAY 

ADLVKQAWSGHHRSIVPHVFKNKV 

GHFASQFLGYQQHDSQELLSFLLDG 

LHEDLNRVKKKEYVELCDAAGRPD 

QEVAQEAWQNHKRRNDSVIVDTFH 

GLFKSTLVCPDCGNVSVTFDPFCYL 

SVPLPISHKRVLEVFFIPMDPRRKPE 

QHRLVVPKKGKJSDLCVALSKHTGI 

SPERMMVADVFSHRFYKLYQLEEP 

LSSILDRDDIFVYEVSGRIEAIEGSRE 

DIVVPVYLRERTPARDYNNSYYGL 

MLFGHPLLVSVPRDRFTWEGLYNV 

LMYRLSRYVTKPNSDDEDDGDEKE 
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wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: of 
nndco-tidc 
sequence 


SEQID 
NO: of 
peptide 
scqonicc 


Me 
tbo 
d 


SEQID NO: 
laUSSN 


Noclcotide 
locatioD of 
first codoo 
for peptide 
sequence 


NQclcoUde 
location of last 
codon for last 
amino add of 
peptide 
sequence 


Amiao add scqumce ( X=Unknown; *=Stop 
codon; /^possible nndcotide ddctioo; V=possibIe 
nndeotide insertion) 








■ 






DDEEDKDDVPGPSTGGSLRDPEPEQ 

AGPSSGVTNRCPFLLDNCLGTSQWP 

PRRRRKQLVQLQVTVNSNGHNRLH 

HSPCTKSNAKPVHCYSTWKP\EMK 

KVRYYDE*EGEGLREGNAFRRGYV* 

RKAPVRLQECIELFTTVEPPPFGGIQ 

EREKPWWCPNSCKQHQLATMOCLND 

LWMXLPEILIIHLKTFFPYTQVLPEKK 

LEHPSWKFPYPGTLDFS*/EFVIQAH 

QNEVEIRELYK\YDLI\AVSVNH\YGG 

MRDGTLTQHLACNKDSGQWHLLLI 

DNSVFPLFN*G1QIRVPRAAYVL\FY 

QRQ/DTLARRLLSPCRAHLAPSVLP 

CLHAPSPQLVSSCDVILRALGPAPE 

KKKKKALSAISLLVSAPLLLFVLGA 

PARHCRLSRGYCSPVPLNRSLPGKN 

RSCLLLAVRAPPCVCPSSSDPPF 


3256 


8753 


A 


3518 


1 


271 


PLPPGFK*FSYLRLPSSWDYRCPPPH 
PTNF\*FLVAMWFCHVGQAGFELLT 
SGDPPTSASQSAGITGVSHRSRPIVD 
FLNYLLRKSYPFT 


3257 


8754 

• 


A 


3519 


3 


633 


FFFI»DRVSLIAQAGVQWRNCGSLQ 

PPPTGFKQFSCLSLWRSWHYRCRH 

HAQLIFVFLVKTGFNTMSVKADLH, 

LTSGDPTASASQSAGMTGVNHQCPA 

SKQF*FHCKSW/CLF*MQSLSFFFLG 

GGQSRSVGQAGVQWHDLDSLQPLS 

PGLKQFSSLSLPSSWDYRGVPLRLA 

NFC1FSRDGVSLCWPGWS*TPDLKA 

NPTRLGLPKGWGL 


3258 


8755 


A 


3520 


2 


430 


CLKNMVGAGEVDEDLEVETKEECE 

KYGKVGKCVIFEIPGAPDDEAVRIF 

LEFERVESArKG*WYS*lLKNKKVEF 

TALIFTSKAYCLIKVKPLSYRIPALF 

CLLFAFQRLLTLNGRYFGGRWVKA 

CFYNLDKFRVLDLAEQV 


3259 


8756 


A 


3521 


3 


1076 


HEERQRQRELERQKEIEEREKXRRK 

DRHEASGFARRPDPDSDEDEDYERX 

ERRKRSMGGAAIAPPTSLVEKDKEL 

PRDFPYEEDSRPRSQSSKXAAIPPPVY 

\EEQDRP\RSFnGP\SNSFLANMGGT 

VAHKIMQKXYGLPGGPRVLGKHEQ 

GLSTALSVEKTVNKRGGKIIVGDATE 

KDASKKSDSNP\LTEnxanrKVVLL 

RNMVGAGEVDED\LEVEI\REECEK\ 

YG\KVGKCVI\FEIPGCPLMMEASTG 

YFLE1*EELNSAIKAWAL\NGRYFW 

CTGW*KAMFLQIWAKFRVLDLARN 

QVWIFKEPRARVISGDPLNELQAVE 

KKEKGPQPPWLFAYPRLLEGLLRY 

MLIDPFFYFWF 


3260 


8757 


A 


3522 


1381 


1787 


LEYVAHPLHQLLILNNFYSVLNEKY 

LVTTFLNMYMTFKCNLLFFLRPSIVD 

SVTQAGVQW/RDLGSLQAL/PLPGF 

APFSCLSLPISLAYSHLPPHLANFLY 

F* *RQGFTVLARM VSIS*PRDPPTSA 

SQSAGITGMSH 


3261 


8758 


A 


3523 


1147 


1553 


. LEYVAHPLHQLLILNNFYSVLNEKY 
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wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: or 
Dodco-tide 
scqncBcc 


SEQID 
NO: of 
peptide 
scqneoce 


Me 
tfao 
d 


SEQID NO: 

inUSSN 

09/77IM60 


Nucleotide 
locatioD of 
first codon 
for peptide 
seqaence 


Nucleotide 
locatioD of last 
codon for last 
amino add of 
peptide 
sequence 


Amino add sequence ( X^nknown; *<=6top 
codon; /=>possible ouclcotide ddetSou; \=possible 
nudcotide insertioo) 














LVFFFLNMYMTFKCNLLFFLRPSUD 

SVTQAGVQW/RDLGSLQAL/PLPGF 

APFSCLSLPISLAYSHLPPHLANFLY 

F**RQGFTVLARMVSIS*PRDPPTSA 

SQSAGITGMSH 


3262 


8759 


A 


3524 


1456 


1862 


LEYVAHPLHQLLILNNFYSVLNEKY 

LVFFFLNMYMTFKCNLLFFLRPSL/D 

SVTQAGVQW/RDLGSLQAUPLPGF 

APFSCLSLPISLAYSHLPPHLANFLY 

F**RQGFTVLARMVSIS*PRDPPTSA 

SQSAGITGMSH 


3263 


8760 


A 


3525 


889 


1295 


LEYVAHPLHQLLILNNFYSVLNEKY 

LVFFFLNMYMTFKCNLLFFLRPSL/D 

SVTQAGVQW/RDLGSLQAL/PLPGF 

APFSCLSLPISLAYSHLPPHLANFLY 

F**RQGFTVLARMVSIS*PRDPPTSA 

SQSAGITGMSH 


3264 


8761 


A 


3526 


743 


1149 


LEYVAHPLHQLLILNNFYSVLNEKY 

LVFFFLNMYMTFKCNLLFFLRPSL/D 

SVTQAGVQW/RDLGSLQAL/PLPGF 

APFSCLSLPISLAYSHLPPHLANFLY 

F**RQGFTVLARMVSIS*PRDPPTSA 

SQSAGITGMSH 


3265 


8762 

■ 


A 


3527 


2583 

• 


3580 


DRVSLLLPRLECNGAILAHCNLCLS 

GSSDSPASASQVTGITGKCHHTQLIF 

VFLVEMGFHHIAQAGLELLTSNDSPT 

LASQSAGITGVNHHAWLFFFCS/RD 

TVSLCYPGWSRVA*SRITATSA\PGL 

K*FACFSLPSSRDYRHVPPHPGNFCI 

FGRDEVSPCWPGWF*TPDLR\YPPA 














SASQSAEIIGVSHHTWPQEVFLFLNL 
FIYLRWSL/DSVAQARVQRRDLGSL 
QAPPPRFKPFSCLSLPSSWDYRRPPP 
HPANFFVFLVETGF\TVLARRVLIS* 


• 










PRDLPASASQSAGITGVSHHTR/LIF/ 

NFFETGTHSVTWAAVQWYTI/GSLQ 

PRTPELK^SSHLILTSNWDYRCTPPC 

PPNLFIYLFIYFHRDEGSLCCPGWS* 

TPELK 


3266 


8763 


A 


3528 


1966 


2372 


LEYVAHPLHQLLILNNFYSVLNEKY 

LVFFFLNMYMTFKCNLLFFLRPSL/D 

SVTQAGVQW/RDLGSLQAL/PLPGF 

APFSCLSLPISLAYSHLPPHLANFLY 

F»»RQGFTVLARMVSIS*PRDPPTSA 

SQSAGITGMSH 


3267 


8764 


A 


3529 


10304 


11097 


FAFSPK*HSCLRCPCI*FSSGLLHEVL 

♦LLPLCWP*THGWDPGSREANKSPK 

LHAIRCVWVLEEENLWLSSNSQSLQ 

TVKN*ESHIN»SCRSNLI/HH*FWNQ 

VK*K*LLNISGNCFFFLRWSL/DSVA 

QAGVYWRDLGSLQPPPPGFKRFSCL 

SLPSSWDYWHLPPCLAKFCIFSRDG/ 

GFTIWARLVLNS*SCDLPASGSQSA 

GITGVSHHTWVLQVTYFLKEMRSCY 

FSQVGWPQTPGLKQCSHLKLLSSW 

DYRHMSPHLAISGS 


3268 


8765 


A 


3530 


87 


411 

1 


ARLVQNTVAQLKEVQYKLFFGFLF 
FEVQSHSVAQAGYSAVIIAHCNLSL 



512 



wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: of 

nuCICIr'PIIC 

sequence 


SEQID 
NO: of 

scqncoce 


Me 
tbo 
u 


SEQID NO: 


Nodcotidc 
location of 
nm cDoon 
for peptide 
sequence 


Nucleotide 
locatioQ of last 
coooD Tor last 
araiooaddof 
peptide 
sequence 


Amino acid seqoencc ( X=tJnknown; ^^Stop 
codoa; /=i)Ossible nodeotide deletion; ^possible 

* — — * - — - _ 

nnclcotide Inscrtioii) 














LGSSDPFFSAS^VAGTTGMCQHAW 
LIFDR*WR*GLAMLPRLEM*1FLISH 
LRLIWSAWS 


3269 


8766 


A 


3531 


31 


403 


niLNGLQIRGSPLFFF/FELESSSVAX 

RLQCSGVISSHCNLRLPGSSNSPASA 

S*IAGrrGAHHhlPG*FF\VFFSRGRFH 

HVGQAGLELLTSSDPPRPSTLPQSG 

WGFTEIHGAIAPQWGQVPFHRS 


3270 


8767 


A 


3532 


7 


1047 




3271 


8768 


A 


3533 


3 


53 




3272 


8769 


A 


3534 


7 


960 




3273 


8770 


A 


3535 


1538 


2287 


WWSSSKLRLIYYYSLFFFFFFFFFFG 

M*SYSVTQARVQWHHLGSLQPLPP 

GFKQFSCLSLPSSWDYRHPPHLANF 

LYF*»RWGFTMLARLISNS*PQ/CDL 

PASASQSAGTTGLSHCAQ/LLFAFLT 

DNSVLIETALT*LQSCAS*KLN*UPL 

ESSDFYTFFFETESHSV/TQAGVQCR 

NLGSLQPPPPRFKQFSCLSLPSSWDY 

KCTLPRPANFCIFTRQGFTMLARIVS 

PGSLGLMISLPRPPKVLGLQV 


3274 


8771 


A 


3536 

• 


3 


263 


LGVGDRVSLCHPVWSASSL*SQTPG 
LK»SSHLSLPSRWDNRHAPPCLA/SL 
KNFCRDRGLTMLPRLVSNSWAQAI 
LPPQLPEVLGLQV 


3275 


8772 


A 


3537 


33 


295 


AGMQWCSLGSLQPPPPVLRRSSHLS 
LPSSWEYSHTONFCIFCRDGFAVLP 
RLLG* SNRP ASSS*NTG1TG VSHRAQ 
PSLFLSYSFFF 


3276 


8773 


A 


3538 


3 


33 




3277 


8774 


A 


3539 


1 


375 




3278 


8775 


A 


3540 


3 


340 


HEVVAA*YY\G*PSIAQEVAGT1AE 
LDVTLQLLEDKFLQNKVFLTGPmS 
LADLVAITELMHPAGAGCHVF*GLP 
TLATWRQLVEASPGEDLFQEVHEVl 

LKATDFPPADHTI 


3279 


8776 


A 


3541 


30 


284 

• 


YSVSTPLRDSPNPNHLSSLGHCPASS 
QTEPQAPQQALGQPATKLLPHPQPP 
/MPQPSSKP*VSATSLCTSPPLPPLCP 
AGGSSGTT 


3280 


8777 


C 


3542 


127 


435 


MAASXNPEVLDITEETLHSRFLEGV 

RNVASVCLQIGYPTXASVPHSIINGY 

KRVLALSVETDYTFPLAEKVKAFLA 

DPSAFVAAAXLGCCHHSCSXCCCSP 

S* 


3281 


8778 


A 


3543 


3 


417 




3282 

* 


8779 


A 


3544 


2 


881 


RGKLCAYGRPPMMRRSIEGN/LENN 

PASEELLPH^\RGHLGFCn\RED\LT 

EIVRDMLLA\NKV\PTAARCWCQLPP 

CEVTVPA\QNTGLG\PEKTSFFPGL* 

VSPTKNLPGGTH»KS*SYVQL\IKTVG 

DKMGSQTKAKAAEKMLKNLPPSPF 

GAGQPKQGWRKNGKHPTNPESA*! 

STRGKLCHSRFVLGGCPANVAKCLS 

CKIGYP\TVASSTPIPI1\NGYKRVPGP 

CLWTPDYiFP\LAEKVKAFL\ADPSC 

LCVLLPPVGVAATTACFALLLQPPA 
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wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: Of 
DDcleo-tide 
sequence 


SEQlD 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SEQ ID NO: 

inUSSN 

09/770,1^ 


Nucleotide 
loeatioDor 
first eodon 
for peptide 
seqacncc 


Nodeotidc 
location of last 
codoo for last 
amino add of 
peptide 
sequence 


Amino add scqoence ( X«Unkoown; *=3Stop 
codon; A=possibie nuclieotide ddetion; \FpossiUe 
nndeotide Inscrtioo) 














KVEAKEESEESDEDMGFGXLFD 


3283 


8780 


A 


3545 


2 


311 


DGVSLLLSPRLQWHNLGLLQPPPP* 
FKGFSCLSLPGSWDYRHV/PPCLAN 
FVFLVETGFRHVGQTGLELLTSGDP 

PASASQRAGITGVSHRTWQKMYFL 
SQKYF 


3284 


8781 


A 


3546 


1 


290 


K1WFFF*DRVLFCCPG»SAVAQ\SW 
LTAALTSWAQGSS*DHRLKP/HMLS 
FFYFCRQGLTMLPKWLNSWAQAI 
LPPQPPM*PGLQACTYAWSLRAL 


3285 


8782 


A 


3547 


229 


486 


IKJKINQAWVCACLSLPSSWDYRHG 
PPHPANFVP/FFLVETGFNTMRARLA 

SNS*PCDPPTSASQSAGITGVSHRAG 
CSEAFRSQV 


3286 


8783 


A 


3548 


2 


431 


ARGSIYQNDTTI\*NMYLDNRASECT 

VRELVKQK/R^MEKPTIIFGDFNNPV 

SLIEGSSK*KISGTMENLKNTANFT* 

LIFnCCSAQQHQNAHSFPV/PHRTT/S 

KIDHFLWCKRGLNKCKMIQnQNW 

CDHTALNKKPMPERSLEK 


3287 


8784 


A 


3549 


2 


194 


VDFFFFFLRWSimSVTQAGVQWRN 

LGSLQALPLGFMPFSCLSLPSSWDY 

RCPPPAHPANFFLHF»*RRGFTVLAR 

MVSIS*SHDPPASDSQSAGITGLSHR 

AR/LKGHYDF*EMACyHLICKRGRQ 

VP*LFFFFFEMEYHSVTQAGVQWR 

NLGSLQALPLGFMPFSCLSLPSSWD 

YRCPPPAHPANFFLHF 


3288 


8785 


A 


3550 


2 

• 


489 


ARGTQALMMMT/GTACHASPH*GG 

RLTS*PGAICFTHGDMAA*WREESC 

LLVT/WDLVMSEGLGMRYAFIGPLE 

TMHLNAEGML\SYCDRYSEGIKHV 

VQTFGPIPEFSRANTAEKVNQDMCM 

KVP**PGSTLAAR\RHW\RDE\CLM\R 

LAQV*RSSSCSPQLNFLC 


3289 


8786 


B 


3551 


13 


441 


MEGVEEKKKEVPAVPETLKKKRRN 
FAELKIKRLRKKFAQKMLRKARRK 
LIYEKAKimiKEYRQMYRTEIRMA 
RMARKAGNFYVPAEPKLAFVIRXR 
GINGVSPKVRKVLQLLRLRQIFNGT 
FVKLNKASINMLRDCRAIYCMG* 


3290 


8787 


A 


3552 


1 


775 

- 


RRVPAWPETLiOaCRRNFAELKIKR 

L\RKKFAQQML\RKAR\RKLrYEKAK 

H\YHKEYRQMYRT*NFEWARMGK 

KK1jWF\YVPAEPQIWRFVIRIRGI\N 

GVSPKGSERFFQLLRLRQI\FNGNLL 

*KLNQGFRFNMAEDF*SPYIAMGGT 

PNLKVSKMN*SYKRGLWAKSNKK 

R\IAL\TDNAL\IARSLGKIRHILAWE 

DUHEIYTV\GKRFK\EANNFLWP\FK 

LSFSTKVEMKKKTTHRVEGGDAGN 
R\EE>QINRLIRRMN 


3291 


8788 


A 


3553 


1 


356 


SHHVQLLFEFFVEMGSPCVSQAVL* 

LLGSSDPPVLASENVGIK/GPPHPA* 

S*F*I1ACVFVYIYFLEMGSCSFAQA 

GVLWYNHSSLQR*TPGL*QISLLSPL 
SSWDYRHVPPCLVIYF 
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wo 01/79449 



PCT/USOl/08656 



S£Q1D 
NO: of 
nnclco-tlde 
sequence 


|S£Qi0 
NO: of 
peptide 
seqtieocc 


Me 
tbo 
d 


S£Q ID NO: 

inUSSN 

09/770*160 


Nodtotide 
location of 
first codon 
Tor peptide 
scqnencc 

• 


Nodeotide 
location of last 
codon for last 
amino acid of 
peptide 
scqoeoce 


Araino acid scqoeoce ( X'^UhIcdowo; *^top 
codoo; A=possibie ondeotide ddetion; V=possibk 
nodeotide insertion) 


3292 


8789 


A 


3554 


3 


352 


HEGFTMLVRLVSNS*HRDPQASASQ 

SAGITGVSHHANP/CFFLTESNWVA 

QAGVQWRVLS*LQPPPA*FKGFSCL 

SILSSLS/WGYRCLPP/HPANKFFF*K 

GFFFWFPSWNAMGKKWFN 


3293 


8790 


C 


3555 


55 


201 


MPKNYPRLWWQHVCNPQPTWEAE 

VGELLEPQEAEVAVSQDHATALQP 

G* 


3294 


8791 


A 


3556 


3 


212 


QEFFFFFFEM*SRCVTVRLEGSGAISA 

HCKLCLPGSCHSPASASQDSIFNTQ 

HLNVGRNSTSKSKPIDYF 


3295 


8792 


A 


3557 


2 


265 


EKESRSVTRLECRGAISAH*NLHLP 
GSSHSPPSASHVAGTTGACTT/AQLI 
FFVFLVETGIHHVGQDGLNHI7NLVI 
RLPQPPKVLGLQA 


3296 


8793 


A 


3558 


354 


675 


HFISYFPDGAELTSSIRVPFFYSNVLF 

FF/CRQESRCHQAGVQWHDLGSLQP 

PPPGFKRFSCLSL*SS*DYRQAPPRP 

ANFCIFNRGPVSPCWPGWSQSPDFV 

LVPNS 


3297 


8794 


A 


3559 


1 


1203 




3298 


8795 


A 


3560 


2 


634 


VNTEKLTAFVNTLNGKNGTGSHLV 

TVPPGPS*ADALISSPILAGESGAML 

GLGASDFEFGVDPSADPELALALRV 

SMEYQRQRQNEEYARRAAAASAAE 

AGIATTGTEGERDSDDALLKMTIVSQ 

QEVFGRTVGLPDLXSSMHEEEQIAYA 

MQMSLQG\AEFGQAESADIDASSA 

MDTS\*PAKEEDDYDVMQDPEFLQS 

VLENLPGVDPNNEAl 


3299 


8796 


A 


3561 


506 


930 


IRTTQIGLCLSQVYFIVFDLHAQYEU 

KATMTTPTLSKnSIRPRRFIFPVnL 

LNMFAFSSPMVPVSLSQRIGTI*FLF 

RFFNT*IFSDGLTNRLTCSRFANCKV 

NPVIGSISKYVLCSSSFGFNPSIGSET 

SGLAYRK 


3300 


8797 


A 


3563 


3 


271 


FFLET*SCSVG\RLECSGVILAHCKL 
RFPGSSDSPASASGWGTTGAHHHT 
RLFCIFSRDGFHHVGQDGLDLL/NL 
VmPPWPPKVLRLQA 


3301 


8798 


A 


3564 


1 


218 


ETGSPSVT\RLECSSIQ\SAHCNLDLP 

GSSDPPVS\APQVAGTTGTCHNTQLI 

FVFFVaiGFCHLSQAVLQLLG*'niH 

PLWPPKVLGL*AQVILLSQTPQVAG 

TTGTCHNTQLIFVFFVEMGFCHLSQ 

AVLQLLG 


3302 


8799 


A 


3565 


1 


294 


ASTFFFFFGDRVSLFLPRLEYNGAIS 
AHRNLC/LPGFSSDSPAS\AS*VAQD 
YRHAPPHLANFVFLVETGFLHVGQ 
AGLKLPELSVIHPPWPPKVLGLQA 


3303 


8800 


A 


3566 


3 


292 


FFETKFSSVTQAGVQAVHNLGSLQPP 
PPAFKRFSCLSLPSSWDYRHLPPRPA 
NF\*FLVEMGFHHVDHADLELPTSS 
DPPTLASQSAGIIGVSHRARP 


3304 


8801 


A 


3567 


3 


389 




3305 


8802 


A 


3568 


1 


672 


• 


3306 


8803 


A 


3569 


1 


2018 


MSDNGVRTGAPSTDQRTGMSVRAE 



515 



wo 01/79449 PCT/US01/086S6 



SEQID 
NO: of 
noclco-tide 
sequence 


SEQID 
NO: of 

sequence 


Me 
ttio 
d 


SEQID NO: 
0977704^ 


Nadcotide 
location of 
first codon 
for peptide 
sequence 


Nodeotidc 
location.ofUst 
codon for last 
amino add of 
peptide 
sequence 


Amino add scqocncc ( X^'UdIuiowd; *^top 
codoo; A-pQSsible nndeotide ddctioD; V=possiblc 
nndeotide insertion) 














WRRGEFLVTGRRPLVGGGAGEEGE 

LGGDARSSRDPELQSYAAFVAWT 

RIWLPAPRCPALGGLASGPGKAEQF 

SRSLYLPDHLGEGNGGLLGKSLEPY 

RSACMSAAGLKITGSKETKRRLLLI 

SIDWSRDLMNLCIYFRVYCQEKQEE 

RRELPRirrGPPPEAAWAFEWLKTS 

TLTGLHPQLPLSLPQPECALPYLVR 

AFSRGDYMGRIQEVGWVTAGLVIW 

AGTCYYIYKFTKGRAQSVRTLARN 

GSTVKMETVVGVQSQTLAINEAEIK 

TKPQVEIGAETGARSGPRAEVETKA 

TAIAIHRANSQAKAMVGAEPETQSE 

SKWAGTLVMTEAVTLTEVKAKAR 

EVAMKEAVTQTDAEAGKIVKKEAV 

TQTKAKAWALVAKTEAKREAMTQ 

TKAETHILAEKJETEINRVMVTQSET 

LAVPREVAKMGATNKTGrVDETKT 

RALEETVSVAKTQSEARPGATVDA 

RGNPNGMSREVAGVDMKSCAQSQ 

AVTKJQGDDMPGTGVEDMGNCKT 

MSRAESGADTRASAQPQIFAKTQTE 

AIPGAKIDAGGNTNAMCKVGAGAD 

VRACIQPQTVAKKQAEVTSGARVD 

GRGNTNYISKAITGADMRAAAQPQ 

AVASTHAEAMSDAKVKNRGNPNA 

MTKAGAKANLRANSQVEALPDAR 

DKSRGNPNVMAKVGDGTDMLSCT 

QPQLVASVQADTLSDGKDCVRGNV 

NTMPKEGAGVDMKAQGMAQSQGE 

ALPNTRGKARGKAKAKCKTGPGM 

DMKTCTQPQAGVKTPAEALLDSRV 

DGRGNPNATSKAGTKADQRVCGQP 

LWANPQGEALPGAKNKVKGNPHT 

VLKVGAGEGTTOSAQPEAWSFQG 

EALLGTKNKVKGNPNWLKAEVGE 

GAMGTAQLQIMASSKGEALLDSKN 

KVKGNSNAVSKAGAGTDTTGSVQP 

QrVANSQGEVLPGAKNKIRGNPTrV 

PNSGVGPY 1 IDSARLQAVANSQGE 

VLPGAKNKVKANLNAVSKAEAGM 

GATGSVQPQAVANSHCETLPGAKN 

KVRGNWNAVSKAGAGMDTRGSAQ 

PQAVANSQGEVLPGAKNKVKGNPN 

WSKAGAREDTVGSTQPQVLASSQ 

RETLPGARNKVKGNSNWSKAGAR 

EDTMGSAQPQWANSQRETLPGAR 

NKVKGNSNAISKAEAGAGIMGSVQ 

VQWASFQGEVLPGAKNKVRGNSN 

AVPKAEAGADTVGSAQPQAVANSQ 

SETULGARNKVKGNTIAVPKAGTG 

AGTRHSAQPQIVAGSQGETLPGARD 

KSMSTSEAEATAEDEAYAKPEAEA 

MPTSESEGGSGTQACRKTQPNIHDY 

YWNGIGVEDWIAAERWIKFRFQTM 

DGDWENSVSWADDENEASIGSWSG 

ASDKAGIIRSWAVACDETSVKSWA 

GARAENWGIGTWARAGEQASGGL 
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wo 01/79449 



PCTAJSOl/08656 



SEQID 
NO: of 
ondco-tide 
scqacnce 


SEQID 
NO: or 
peptide 
scqacDcc 


Me 
tbo 
d 


SEQ ID NO: 

inUSSN 

09/770,1^ 


Nucleotide 
location of 
first codoo 
for peptide 
sequence 


Nodeotide 
locatiOD of last 
codon for last 
amino add of 
p^tide 
sequence 


Amino add sequence ( X^Uoknown; *^top 
codon; A^posaUe oodeotide ddction; V==possible 
ondeotlde insertioo) 














WAGGQTSEGTWAGDKASGGAWT 

GAENQASGGSWALAGNQAIGELW 

AAGQASDGSWPGGQASGVSWVGE 

EAIGGSWTGAEKQASEGSWAGAGA 

GNMSSVSYWAGWDQAGGGSWA 

GTSDQSGGGSKPRFEDQASGEGSW 

AGAGGQASGGSMLGPEDQSSGRSW 

ADTADQASGGSRLGHVDQSSGGA 

WAGTLDQSGGGSKPRFENQTTEEG 

SWAGAGGQAGGGSKVGPEDQSSG 

RSWANSGDQISGGFLVGIVDQANG 

GSWTGAGHPASVGPKPIFEDQVSGR 

GSWADAREQVVGDSRLGLRDQSSG 

DSWAGTGDQASGWFCVCPGSQTN 

GGSWGGASGQDVGGSRPGFTNQSS 

AGSWDSPGSQVSGSCWTGAGAVD 

QAGGCSKPGFEDQAIGGGFWPGAG 

DQTGGGSRPGSEDQSSGIGSWGVA 

GGQVLGGARPGPADQSSGGSWAGT 

GNQSSGRSWIGPGDQAVDCSKPEFE 

DQACGGGSWAGAGSQASGESWAG 

SRPGNEAIGGSRMGSEDQATGGSW 

ARSEDQASGRFQVSFEVEANEGFW 

FGPGAEAVIGSWCWTEEKADIVSRP 

DDKDEATTASRSGAGEEAMICSRIE 

AENKAKSRLGAGEEAGVESWTLAR 

NVGEDELSRESSPDIEEISLRSLFWA 

ESENSNTFRSKSGKDASFESGAGDN 

TSIKDKFEAAGGVDIGSWFCAGNEN 

TSEDKSAPKAKAKKSSESRGIYPYM 

VPGAGMGSWDGAMIWSETKFAHQ 

SEASFPVEDESRKQTRTGEKTRPWS 

CRCKHEANMDPRDLEKLICMIEMT 

EDPSVHEIANNALYNSADYSYSHEV 

VRNVGGISVIESLLNNPYPSVRQKA 

LNALNNISVAAENHRKVKTYLNQV 

CEDTVTYPLNSNVQLAGLRLIRHLT 

ITSEYQHMVTNYISEFLRLLTVGSGE 

TKDHVLG*EQRQSQCHD*SRGQGK 

LEGQFPG 


3307 


8804 

• 


A 


3570 


1 


611 

*• 


YAALGADVTRVSLPTPRCPALGAL 

ASGPGESGPTLLQDCGAKCPG/GPQ 

PRGENREKEETTRIGPGVMESKEKR 

AVNSLSMENANQENEEKEQVANK 

GEPLALPLDAGEYCVPRGKS*GGSA 

FRAAHP\EYRWDMMHRPWRTHRPR 

DEEKRIMEKDWGGGETADGKKLE 

GEKPVGVISLRGESGTDPPSPMTHH 

D*VFALLPLNP 


3308 


8805 


A 


3571 


1 


379 


EMESHSVNTRLECS/GTILVHCNLCL" 

LGSSDSPASAFQVAGrrGVHYNA*V 

IFVF\LVETGFCYVGQAGLEFLTSTD 

PPASGFQNCWNYRDEKPHPAETVS 

KrnTKNYICVSTlNYKKKNLGLSNI 

L 


3309 


8806 


A 


3572 


6 


222 


DRVSRSAAQAGV/QWC/NLSSLQPL 
PPRFK*FSCLSLPSTWDYRHTPPRPA 
NFCIFSRDRVSPCWAGWSQSLDLK 
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wo 01/79449 



PCTAJSOl/08656 



SEQID 
NO: Of 
BDdcD-lide 
scqncnce 


SEQID 
NO: of 
peptide 
scqncnce 


Mc 
tbo 
d 


SEQID NO: 


INodcotide 
llocatioD of 
llirst«odoo 
Ifor peptide 
Iscqaeoec 


iNadcotidc 
[location of last 
Icodon for last 
lamiDoaddof 
1 peptide 
|seqnence 


Amino add sequence ( X^Unknown; ^^top 
codon; ^=possible oodeotide ddetioo; V^possibk 
nodcotide insertion) 


3310 


8807 


A 


3573 


] 


445 




3311 


8808 


A 


3574 


1 


3212 


DSINNLQAELNKIFALRKQLEQDVL 

SYQNLRKTLEEQISEIRRREEESFSL 

YSDQTSYLSICLEENNRFQVEHFSQ 

EELKKKVSDUQLVKELYTDNQHL 

KKTIFDLSCMGFQGNGFPDRLASTE 

QTEIMKDLSKGGCKNGYLRHTESKI 

SDCDGAHAPGCLEEGAFINLLAPLF 

NEKATLLLESRPDLLKVVRELLLGQ 

LFLTEQEVSGEHLDGKTEKTPKQKG 

ELVHFVQTNSFSKPHDELKLSCEAQ 

LVKAGEVPKVGLKDASVQTVATEG 

DLLRFKHEATREAWEEKPINTALSA 

EHRPENLHGVPGWQAALLSLPGITN 

REAKKSRLPILIKPSRSLGNMYRLPA 

TQEWTQLQSQILELQGELKEFKTC 

NKQLHQKLILAEAVMEGRPTPDKT 

LLNAQPPVGAAYQDSPGEQKGIKTT 

SSVWRDKEMDSDQQRSYEIDSEICP 

PDDLASLPSCKENPEDVLSPTSVAT 

YLSSKSQPSAKVSVMGTDQSESINT 

SNETEYLKQKIHDLETELEGYQNFIF 

QLQKHSQCSEAirrVLCGTIEGAQDG 

LSKPKNGSDGEEMTFSSLHQVRYV 

KHVKI1XjPIJU>EMIDSRVLENLKQQ 

LEEQEYKLQKEQNLNMQLFSEIHNL 

QNKFRDLSPPRYDSLVQSQARELSL 

QRQQIKDGHGICVISRQHMNTMIKA 

FEELLQASDVDYCVAEGFQEQLNQ 

CAELLEKLEKLFLNGKSVGVEMNT 

QNELMERIEEDNLTYQHLLPESPEPS 

ASHALSDYETSEKSFFSRDQKQDNE 

TEKTSVMVNSFSQDLLMEHIQEIRT 

LRKRLEESIKTNEKLRKQLERQGSE 

FVQGSTSIFASGSELHSSLTSEIHFLR 

KQNQALNAMLIKGSRDKQKENDKL 

RESLSRKTVSLEHLQREYASVKEEN 

ERLQKECSEVKERHNQQLIQEVRCS 

GQELSRVQEELKLRQQLLSQNDKL 

LQSLRVELKAYEKLDEEHRRLREAS 

GEGWKGQDPFRDLHSLLMEIQALR 

LQLERSIETSSTLQSRVLKEQLARGA 

EKAQEGALTLAVQAVSIPEVPLQPD 

KHDGDKYPMESDNSFDLFDSSQAV 

TPKSVSETPPLSGNDTDSLSCDSGSS 

ATSTPCVSRLVTGHHLWASKNGRH 

VLGLIEDYEALLKQISQGQRLLAEM 

DAQTQEAPSSTSQELGVTKGPHPVAP 

LSKFVSSVSTAKLTLNEEAYR/RGLK 

LLWVRVSLPEDGQLPLHCEQIWRNE 

RQRVPKLHKKLFEQEKKFAKTP*RF 

LQLSK\RQEKV1FDQ\LVVTHKILRK 

ARGNLELRPGGAHSRTVCSPSR\PGS 

ALATRKEHRNQQHSAEQASRNSWQ 

GGQRRHRKEPSLWLSKPCPSLRCPF 

SLT^rmvT^^pwKVIIHLICLIPPRQ 


3312 


8809 


A 


3575 


] 


1362 


SGNIKVLERFLYIDTKFSQNRCQKA 
LPMAHSAYQSNLPHNYTMTVHNN 
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wo 01/79449 



PCTAJSOl/08656 



S£QID 
NO: Of 
nodco-tidc 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SEQI0NO: 

jjiUSSN 

09/770»160 


Nucleotide 
location of 
first codoo 
for peptide 
sequence 


Naclcotide 
locatioo oflMst 
codoo for last 
amino add of 
peptide 
seqoeoce 


Amino acid scqncncc ( X-^Unknown; *=Stop 
codoo; /=*possib}e oodeotide dclettoo; V=possible 
nndeotide insertion) 












• 


QLAQALRVYSQHAIGAVLYKYSMQ 

VHEDCYKFWSNGNMQLCEERSLTD 

QHCVHKFHSLPKSGEKPEADRNPPV 

LYHNSRARSTGACNCGRKQAPRDD 

PFDIKAANYDFYQNFWEEKCCGKIG 

S\YSISQYLEPSTPGSWLLA*KWNP/ 

RPAPPDSDADKLKEKEPQTQGESTS 

LSLALSLGQSTOSLGTYPADPQ/DRR 

R*SRSSWSSRSEN/SRRDQTSLIDRH/ 

LTVEYLPGMLHSNCPKGLLPTFSSW 

VFVKLGPG*SYNFHTRFR/NQQGFIP 

GNKLSYALGTLSSRARSWR*RRLR 

HKLLACSK*SYSWKEKCGCNGKRK 

TAR*H\TRAFVGFEYEDSRGRRFMC 

SGALTK**K»WGSGA/1RDSAFKSP*I 

VDMPLYINRHPLKVEGLKTLITLQL 

MRLFVWPDASFAR 


3313 


8810 


A 


3576 


1 


673 


EGGWMEDYDYVHLQGKEEFEMra 

IELLDKGSJTRQGMSQL*LEQLKLFV 

RLEQEVSRPIDHDLAIWTPAQPLAP 

GRSGGVLGPSDRQLLLFYLEQCEAN 

LTTLTNAVDAFFTAVXATNQPPKILV 

GASKWLLNSAHKLVnGDTLSRQA 

K\AADVR\SQVTHYSNLL\CDLL\QGI 

VATnC\AAALQYPIAFPGPKDMV/E 

KRVKELGHSTQ\QFPPRS*GQLGSPP 

EGW 


3314 


8811 


A 


3577 


3 


531 


FFLLQSL/DSAGQARVQWCDLGSLQ 

PLPPRFMRVSCLSLLSSWDYRHLPP 

RLAMIFVFLVEVQGFTVLARLFSNS* 

PQ/CDPPTSASQSAGITGMSHHA\RL 

FLFFETGSGSIAQGGVQ*CNLGSLQP 

LPPRLKPSSHLSLLSS*DYRRVPTCP 

SNFCIFGRDGVSPCCPDWSGTPGLK 


3315 


8812 


A 


3578 


1 


223 


GSGGIHRLPLSSRPEQPIVWLWAPG 

CFSHLSRLQVTVVGEIKQRCRELHH 

SLAQHPRHQAGNHISHPILHLKIL 


3316 


8813 


A 


3579 


3 


341 


FFETESCSVSQAGVQWRDLGSLQA 

LPPGFTPFSCLSLPSSWDYRHLPPHP 

ANF/SVFLVETGFHRVSHDGLDLLT 

RDPPTSASQSAGITGVSHRARPIVAI 

FMFCEYPLFSSHF 


3317 


8814 


C 


3580 


168 


347 


MTYGLLLFLGNNPHLKLYXXXXXX 
XXXXXXXXXXXXXXXXXXXXXX 

xxxxxxxxxsnv* 


3318 


8815 


A 


3581 


852 


1216 


GFLINGNTDFFFFETESRSVAQGGV 

QWRDLGSLQPLPPGFKRFSCLSLPSS 

WDYRHLPQYPS*IFVFLVETGCSSIY 

STIL**RPVHVGQAGLELLTPGDPPAS 

TSQNAGITGLSHRTWSAI 


3319 


8816 


A 


3582 


2 


238 




3320 


8817 


A 


3583 


680 


891 




3321 


8818 


A 


3584 


697 


979 


IFGVSQGYYKILWKMNSLPGVSFES 
KRSF*QK*LQILSS*FAKKIFYWHEN 
NRCKWRPNIPLKCIYSrrSQKLFYPS 
LLFFPLLPTFLGVGGAR 


3322 


8819 


A 


3585 


2 


518 


GRGYQNPGRQCTSDRLSEHVSEGES 
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wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: of 
oaclco-tide 
sequence 


SEQIO 
NO: of 
peptMlc 
sequence 


Mc 

ttN> 

d 


SEQID NO: 
hi ISSN 
09/77(M60 


Nodeotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
locatioo of last 
codon for last 
amino add of 
peptide 
sequence 


Amino add seqoence ( X»Unkoown; *^top 
codon; /^possible nodeotide ddctioa; V»possil>le 
onclcotidc insertion) 














PPDSQEDSFQGRQKSKDKAATPRK 

DGPKRSVLSKSVPGYKPKVIPNAIC 

GICLKGRESNKERKG^IHFIHCSQCE 

NSG\HPSCLDMTNGACFYD*DLTPW 

QCMECKTCHlCG\NPHHEEEMMFa 

DMCDRGYHTTCGGPGSNPTRPLNL 


3323 


8820 


A 


3586 


1 


165 


SLEDRVLLCHPGTAYCSLELLGSISP 
PALTLTSEAS\LPGRDYREIPGSPCQL 
FL 


3324 


8821 


A 


3587 


1 


249 


LVDRVLLCHPGTAAa.QP*TPGINQS 
SCLSLPSS»D\YRYVPPCLVYCFIFLA 
EMGLTVLPRLISNSWPQAILPSQPPK 
VLGLQT 


3325 


8822 


A 


3588 


3 


282 


NSWDYRHPLSCLANFCIFSRDGGFT 
ILTKLVLNS*PRDPAASASQSVGrrG 
VSTHGLASWN\FNKLKNSYTQVD*L 
GSQEWPLKVCLAKPRTAS 


3326 


8823 


A 


3589 


1 


714 




3327 


8824 


A 


3590 


1 


726 


MAEGETESPGPKKCGPYISSVTSQS 

VNLMIRGWLFFIGVFLALVLNLLQI 

QRNVTLFPPDVIASIFSSAWWVPPC 

CGTASAVIGLLYPCIDRHLGEPHKF 

KNREWSSVMRCVAVFVGINHASAK 

VDFDNNIQLSLTLAALSIGLWWTFD 

RSRSGFGLGVGMLF\LATVVTHL»V 

YNGVYQYTSPDFLYV\RSWLP\CIFF 

AGGITMGNIGR\QLAMYECKVIAEK 

I/L1RNEEGKK\YLLYRKAR 


3328 


8825 


A 


3591 


469 


537 


PGLARRAMASGRSHGWP*IPPLRST 

FQGGRTLDAAFTRINCHGKTYLFKG 

SQHWRFEDGVLDPDYPKNISDGFD 

GIPDNVDAGLALPAHIYSGRERVYF 

FKGKQYWEYQFQHQPNLEEREGSS 

LSAVFEHFAMMQRDSWEDIFELLF 

WGKTSAGTRQPQFINLDWHGEPWQ 

ADAAMAGRIYISG 


3329 


8826 


A 


3592 


193 


384 




3330 


8827 


A 


3593 


96 


1635 


ARSPAMAPLRPLLILALLAWVALA 

DQESCKGRCTEGFNVDKKCQRDEL 

CSVYYQSCCTDYTAECKPQVTRGDV 

FTMPEDEYTVYERLGEEKNNATVH 

EQVGGPSLTSDLQAQSKGVNPEQTP 

VLKPEEEAPAPEVGASKPEGIDSRPE 

TLHPG\RPQPPAEEELCSGKPFDAFT 

DLKNGSLFAFRGQYCYELDEKAVR 

PG\YPKLIVRDVWGIEGPI\DAAFT\RI 

NLFRGRPYLFKG*\QYW/RAFEDGV\ 

LGPWIYPRNISWTAFDGHSPGQTW 

D\AALGLPCPLAYSGRERV\YFFQRG 

KQYW/ESYQFPGTSPVQEECEGSSL\ 

SAVF\EHFAMM\QRDSW\EDIF\ELLF 

\WGAERSGWVTR\QPQFHLAGEW\H 

GVPG\QVD\AAMG\GRILHLQGMAT 

RPLLWPKKK\RFRH\RNR\KGYRS\Q 

R\AHSRGR*PETPRRP\SRA\MWLSF 

VLPSEESNLGA\NNY\DDYRMD\WL 

VAXATCEPIQECFFFSFGDKYYRVNL 

RTRRVDTVDPPYP\RSIAQYWLGCP 
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wo 01/79449 



PCTAJSOl/08656 



S£QID 
nu: or 
Dodco-tidc 
scqoeoce 


SEQID 
ni#: 01 
peptide 
sequence 


Me 
too 
d 


SEQID NO: 
ID USSTl 
09/770460 


NDdcotide 
location of 
Orsteodon 
for peptide 
scqocBcc 


Nucleotide 
location of last 
eodon for last 
amino add of 
peptide 
sequence 


Amino add seqacoce ( X'Miaknowo; *«Stop 
eodon; h'possXtikt nudeotide deletion; V=possibIe 
Doclcotide Insertion) 














APGHL 


3331 


8828 


A 


3594 


44 


166 




3332 


8829 


A 


3595 


3 


1173 


SSAPEAAKKFTPCHRCRGLVDKFN 

QGMVDTAKKNFGGGNTAWEEKTL 

SKYESSEIRLLEILEGLCESSDFECNQ 

N4LEAQEEHLEAWWLQLKSEYPDLF 

EWFCVKTLKVCCWPGTVYGPDCLA 

CQGGSQRP\CSGNGHCS\GDGSRQG 

DGSCRCHMGYQGPLOIDCNIDRLL 

QLRSRNETHSACTAVRTGLSDSYPP 

CCLSLGCWRGVGHAWIRGRNTHTQ 

PGYSSRVWIAAFSPACDESCKTCSG 

LTNRDCGECEVGWV\RTRAPCVDV 

EKCAAQIXPFCSAAQFCKNANGSYT 

CE\ECDSSCVGCTGEGPGNCKQCIS 

GYAREHGQ\CADVERVPH*PEKTLC 

EEKTKTCYNTPG\SY\VCVCPDGFEE 

T/RRCLCAAGRRLKPQKGESPTQLP 

LP 


3333 


8830 


C 


3596 


1 


300 


MRSFGQLTLCPRNGTVTGKWRGSH 

WGLLTTLNFGDGPDRNKTRTFQA 

TVLGSQMGLKGGAGSVWLQAAGL 

GLLPASLLWPSLLCHCYVLPPAPGV 

PLV* 


3334 


8831 


A 


3597 


359 


1229 


MPQPPTLGQEMTGPSQPWTGKGGL 

PGP*QLRAKAQEVDSHLGRKKIKQ 

QNRSKSC 


3335 


8832 


A 


3598 


2 


311 


VRWNSAAPLVTSRGAPASARPRGQ 
ALPGGSAPSAPHGQLPGRAQPAPVS 
GPPPTSGLCHFDPAAPWP\PGLGLG 

MLPPHPQDWPAQP*HPPGLGLFFEIF 
SAS 


3336 


8833 


A 


3599 


1 


426 




3337 


8834 


A 


3600 


18 


738 




333S 


8835 


A 


3601 


65 


425 


RLPQPPGAAVGGSTRPCPSWKAVR 
VDLWAPVSQFPFALLGWTGSKLF 
QRELRRFSRKEKGLWLNSHGLFD/R 
GAGKQQWQDS*VTEVLLLLQKTFF 
QAASEEDIFRHLGLEYLPPEQRNA | 


3339 


8836 


A 


3602 


3 


233 


FFFFFKTLQIPLLLSPPPPGPCRVQSL 
LPNPFPEKGANPPFQTDERGQDFRLD 
PPLGSPSPRV*SLNCYVPVPPKEK | 


3340 


8837 


A 


3603 


7 


510 


THAPAPSPRAQAP*PLF1HCP*APRV 
TPPPPQPVKCWPAEVI/SPPPPGPCR 
VQSLIPLTRFPEKGAYLLSRQMKRG 
QDFKAGIQPLGLSLPQPGSTGRGRV 
TAGD 1 


3341 


A A A tf^ 

8838 


C 


3604 


846 


989 


MKSYNGMREMGDQASRRKLIKNW 
TDSKFLDMENGEQKKITPRPGVKI* 


3342 


8839 


A 


3605 


3 


232 


KSLLREGLESAMLVLKSLLPFSYFvH 

SSMSSGNWSALHNHLGPEDTGTAS 

PYNRCS*RGRDHLGKRSSTRGTTLG 
PN 


3343 


8840 


A 


3606 


303 


400 




3344 


8841 


A 


3607 


3 


404 


LRQRLTVTQAGVQ»HRLSSLQPLPP 
RLKRFSCLSLPSSWDYRRVPPHMA 
NFLY/FLVETGFHHVGQAGLKLUSS | 
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SEQID 
NO: of 

fiiif Ik> tidg 

scqoeoce 


SEQ ID 
NO: of 

sequence 


Me 
tbo 


SEQ ID NO: 

inUSSN 
00/770 lAl 


Nucleotide 
locatioD of 

OlSl cuuuu 

for peptide 
sequence 


NodeotKle 
location of last 
codOtt for last 
amino acid of 
peptide 
sequence 


Amino add seqococe ( X^Uoknomi; *^^tDp 
codon; A=possible nucleotide deletion; V^possble 
nudeotioe inseroon) 














DLPALASQSAGTTGMRHRAQPKSF 
QIJEQKWKTEPHKUryWTLNKRM 
YKLKTYHIPYYF 


3345 


8842 


A 


3608 


2838 


3122 


FFFFFFETKSCSVANRLECSGTISAHC 
NLHLPGSSDSPASAS*AAGrroACH 
HTRLVFLYF**RRGFHHVSQAGLEL 
LTV*VIHPPQPPKVLGLQA 


3346 


8843 


A 


3609 


1 


325 


RL1TFFETVSHSVTVRLECT*AILAHC 

NLCFPRSSNSLASASQVAEITGACY 

YTQLIFVFSVETGFHHVGQAGLELL 

TV* VIHPPPPPKVLGLQVSATVPGLU 
GTFSL 


3347 


8844 


A 


3610 


3 


398 


GSLQPPPPRLK*FSCLSIPSSWDYKR 

LPPCPAhlFCIFVTELGFHQVGQAGLE 

LLTSGDPPASTSQTVGITGISHHAWP 

PEILSKGTMGKQMVNMLLLASSCR 

EMGHSAPAHLGQCLPMILPKDLAVI 

IINPV 


3348 


8845 


A 


3611 


3 

* 


311 


AQTGMQWVDLCSVKPPPPRFERFSC 

LSLLSC^DYKRTPTCPANFC/DFWE 

TEFHHVGQAGLELLTSSDLPASASE 

NPQITGMNYCIWPEWYYYIHSLTNT 

IIK 


3349 


8846 


A 


3612 


310 


415 


SQYFGTLRRVDHLRSGVRDQPGQL 
GKTPS*PQV1HPPQCPKVLGLQYYH 
FLFFLRRSI7DSVAQAGVQWRDLGS 
LQRPPPGFTPFSCLSLPSSWDYRRPP 
PRLANFFVFSVETGFVTVSARMVSIS 
♦PRDPPASASQSAGDTGVSQAPV 


3350 


8847 


A 


3613 


1 


114 


ARAEMLIVQYILPRLTHGAIFTILFIF 
SLLT*VMLLSS 


3351 


8848 


A 


3614 


335 


477 


TPASLK1PVE**NTLLAKMVSIS*PR~ 
DLPASASQSAGITGVSHRARC 


3352 


8849 


A 


3615 


135 


804 


GIDnLTLNQN*SLKTRQ*FTLIIF/IFF 

FFLRWSLALSPRPDCGLQWRDLGSL 

QAPLPGFTPFSCLSLPSSWDYRCPPP 

RPANFFCNFFFSRDGGFTVLARMVS 

IS*PQ/CDPPTLASQRAG\ITGLSHCT 

RLFFF*WMESPSVTQAGIQWHDLGS 

LQPMPPQFR*FSWLSLPSSQDYRCM 

PPCQANF\C1FSRDEVSPC*PGWSGS 

PDLVIHLPWPPKVLGLHA 


3353 


8850 


A 


3616 


3 


285 


HE1IVLRVRVSPCCPGWSA\TVD*SW 
FIAASYS*\VKRLSCLSLLRIWGCRQ 
VPPWLSFKLFWRQGLAVLPKLVSN 
SWPKMTLLPQPLRLLGLQE 


3354 


8851 


A 


3617 


3 


575 


PSLRHASHEAGWQCPHLGQPLPG Y 

TIELRTELPQ^GDGYGRPGVSAASQR 

R/GLAGQCVEGRDWVEGKAG*CSG 

GHGGEGKGPLD*GALLPGPQNRS\S 

GAGDPC*AVESVGCQ*PGECHFQR 

DPPGSGAAPGAPPPAVP*LHRQPDA 

AAGGTAGPSLPHLPPPLPGLRVERS 

KPGGAAEEQGHPHLEHGPGD 


3355 


8852 


A 


3618 


3 

. _ 


379 


FFETESCSFTQAGVQWHDLGTL*SP 
PPGFK*FSLSLLSSWDYRRPPPRTA/ 

NYIYT/FLVETGFPYVGQAGQKLLT 
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S£QU> 
NO: of 
BDclco-tide 
scqnencc 


SEQID 
NO: or 
peptide 
seqDCDce 


Me 
tbo 
d 


SEQ ID NO: 

ioUSSN 

09/770»160 


Nodeotidc 
locatioD of 
first codoo 
for peptide 
scqneocc 


Nodcotide 
locatkmof last 
codon for last 
amino add of 
peptide 
sequence 


Amino add sequence ( X^akoown; *=^top 
codoo; /=possible nocleotide ddetion; V=possible 
oDdeotide Insertioo) 














SCNLPALVSQSARTTGVSHCAQLCN 
nXTVKHFKPLTLRLEARTPQSFLL 


3356 


8853 


A 


3622 


1 


214 


ETESRSV/SQAGVQWRDLGSL*PPPP 

PGFQRFSCLSLPSSWDYRRAPPLPH 

NFXCIFSRDGVSPCWPGWSQIS 


3357 


8854 


A 


3623 


2 


309 


WCVFFETCTHSAAQAGVQWCNLSS 
LQPPPPGVKQFSCLSLPSSWDYRCA 
SPCLASFCIFSRA»GFTMLTCLELLT 

SGNPPTSASQSAGIQGWSHHTWPSI 
F 


3358 


SB55 


A 


3624 


1 


294 


FFFFFFLRQGLTLSARLECSGMISAH 
CSLDLPG\SGDPPTSAS*VAGTTGTC 
HHAWLIFLFLVETGFHHVAQAGTLS 
KHRNHIQPVEQVRATCSKDGQ 


3359 


8856 


A 


3625 


23 


282 


ASTGKPLSPQVQSES/CLALQLP*RS 
WN*TRVMSTTPWPNFFGIFVEMGF 
RHIGQAGLELLTSSNPPILASQSAGI 

TGLSHRVQPTSS 


3360 


8857 


A 


3626 


37 


289 


QWHDLGSLQPLPPGFVRRLSCLSLTS 
SWDCR/QPALRPANFFCIFK*RWGF 
TVLAQDGLDLLTSSDLPASAS*SAGI 
TGVSHRAWA 


3361 


8858 


A 


3627 


70 


362 


KLHFKAIEGISSLGEQMKPSMWML 
LCPQIKIKLTLPIQIKQAKTCRQIPKV 
QGSQ*KNVGPSSFPVPW/EHGSGMI 
EAPWALNPYLGLGPVQILETQK 


3362 


8859 


A 


3628 


60 


303 


KLKNHHHHHQQQQQKQQQQQKK 
QMDPRVSFSFFKKKKSSTPKPSQ*FP 
♦SSRNS/HPR*ISESDTLRPTEAIPIGL 
KMKLPL 


3363 


8860 


C 


3629 


193 


285 


MLLVSYPRNSNRCQIQYHEAFCPIIF 
LRVL* 


3364 


8861 


A 


3630 


159 


483 


DPTSFGHGYLVFPTPCFKGFYFF*DR 
VSFCCSGML/IGSLQAQPSGFKPKPS 
SHLRLLSSEDCRHTPPRLANLFFYFF 
L*RWDLTMLPRLVSNS*AQVILPSW 

PPIMLG 


3365 


8862 


A 


363] 


6 


244 


DRYLLVTQAGVQWHDLGSLKPPPP 
GFK*VSCLSLPSSWNYRRLPPRP\AN 
F\*FLVETGFLHVCQAGLKLPTSGDP 
PASA 


3366 


8863 


A 


3632 


2 


262 


NDLGSLK\PPPPGFK*VSCLSLP/RVS 
WNYRRLPPRPSLEFVFLVETGFLXHV 
CQAGLKLPTSGDPPPSASQSTWMTG 
VNHRARPQIGF 


3367 


8864 


A 


3633 


1 


1149 




3368 


8865 


A 


3634 


280 


602 


TDFFFFFFLRWSFTLVAQAGV*LHD 

PE*LQPPPPGFKRFSCLSLPSSWDYR 

HPPPWPANF\*FLVETGFHHVGQAG 

LELLTSGDPPASASQSVGITGVSHR 

ARPELNF 


3369 


8866 


A 


3635 


3 


679 


SLHQSGRSNPTCCFPSSKGTGTNGH 

PTPSQPSPPGTRDGPLFPFPHSASTPP 

PTGASQPLTGTRGPPSPVEPVSHAC 

ASL*FSEGLRSEHPAVACGKTLQSP 

TGSKPEACSGEQGNCVLAEIWLGT 

QDPSAH*GGAGARGGGALWVTEG 
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PCTAJS01/086S6 



SEQID 
NO: of 

Sequence 


SEQW 
NO: or 
pcpirac 
sequence 


Me 

tho 

ft 
□ 


SEQW NO: 
hiUSSN 


Ntsclcotide 
locatioD of 
first codon 
for peptide 
sequence 


Nndeotidc 
locatioo of last 
codoo for last 
aoiinoacidof 
peptide 
scqocnee 


Amino add seqacnce ( X=ifnkoown; *^=>Stop 
codon; A=possible nucleotide deletion; V=possible 
nncieotiae insertion) 














VKGPGPVSGQCRKSQPHACGEIPCR 
APPTMGTSGPLXGLPKLCPHFHCSRG 
ASPAPSNSPFCFWSPTSGGPNPFPC 


3370 


8867 


A 


3636 


1 


334 


EMESRSVAQAGVQWHDLGSLQPLP 

PGFKRFSCLSLPSSWDYMRA/P/PRP 

G*FFVFLVEMGFHLVGQAGLKLLTS 

/S/DLPTSASQSAGITGMSHRTRPNSL 

LVIQSGRFNTKITR 


3371 


8868 


A 


3637 


2 


309 


FFFFE'rRSRFVAQAGV*WHAYGSPQ 

PRPPGPKPSSQLSLPS*DYRHTLLCL 

ANF\DFLVETGFYHVAQTGLELLSV 

RDPPALASQSAGIAGVSHRARPGCl 

F 


3372 


8869 


A 


3640 


19 


458 


KHLFYSSNLYFRSTFRHTRRRSPCEP 

SLALR/WCVLEPGSSRV**RLHPNTV 

GFQDASAKPRERTTSFHAFAFNF*K 

QYIFQC*LPPLTWLE1FSPFSRETKST 

KRCRLQDPGPSHFWRWLCGLLWG 

QDRAPSWAPLQMQLCHCLYL 


3373 


8870 


A 


3641 


1 


322 

■ 


FLRRSLALVTQARVQWHDPGSLQP 

SPSGFKRFSCLSPPSTRDYRHPPPRL 

ANFE(VFFLYL**GFATLAWLYLNSH 

UCDPPASASQSARTTGASHHAQPP 

VSFFKTRI 


3374 


8871 


A 


3642 


333 


438 




3375 


8872 


A 


3643 


391 


492 




3376 


8873 


A 


3644 


598 


699 




3377 


8874 


C 


3645 


176 


319 


MCSAQPAFSVDIIKSRHLGILGFEYK 
PRILCQKHMLRLLHSFQNFQR* 


3378 


8875 


A 


3646 


2 


50 


QLLGTTGMHHYA*LIF 


3379 


8876 


A 


3647 


3147 


3308 


FFKKNLCASAHYY/TWCVPLPFFFF 

LRQGLyNSIGQAGVQWCNHSSLQPC 

PPQDLE 


3380 


8877 


A 


3648 


1554 


3041 


GTRERRAPDPCAGKCRNHVAGGRL 

KLSLHLSLPSSWDHRHAPL/PHD*FF 

KYLRR/RSPCVTQAGLKLLGSSDPPI 

LASQSIGITDMSHCT/WPSSPTPCHF 

LRDSFAPSPRPGMQ*CDHSSL»PQTL 

GLKQFSHQPPFYFFVQMGVFAMLPK 

LVLNSWPQ/DNPSALAPQSAGIVGM 

SCCAQPPCFNINSHS*IQE 


3381 


8878 


A 


3649 


280 


444 




3382 


8879 


C 


3650 


135 


377 


MAGSWGAGQVQWLMSVIPILWEA ' 
KMGGSLEPRSLRPAWVTQGDPVSN 
RLFHSSASVLWLQATLGTIPKSLEYI 
TLAFRAK* 


3383 


8880 


A 


3651 


1791 


6596 


CPKDTQELBFQKNNFSIRRFTQHLAD 

FLKEFCLTFKKKGRSQLL*FCCFVYI 

IF*KKFVCFCSLLHWCVPLPFFFFLR 

Q/RSHSIGQAGVQWCNHSSLQPCPP 

RLK\HPCTSASQVAGTTGMHHYA*L 

lF*IFETGSPCVTQAGLKyPPGLK*SS 

HLGLPEYWDYRHEPLHLPSSPTPCH 

FLRDSFAPSPRPGMQ*CDHSSL*PQT 

LGLKQFSHQPPFYFFVQMGSCYVA 

QAGLK/PPGLKQSFCLGPPKCWDCG 

HELLCPASMF*YQHPHMYTLKTTV 
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PCTAJSOl/08656 



SEQID 
NO: of 
DDdco-lide 
scqneocc 


S£Q1J> 
NO: of 
pq>tidc 
scqncocc 


Me 
tbo 
d 


S£Q ID NO: 

loUSSN 

05/770,160 


Nucleotide 
locatbo of 
lintcodoQ 
forpqpUde 
scqncoce 


Nucleotide 
locatiOD ofUst 
codoD for test 
amino add of 
peptide 
sequence 


Amino add scqoence ( X=UnkiMiiirD; *=^top 
codoo; ^=possible nocleotide ddclion; V=posable 
nodcotide loscrtioD) 














TFSTQNYIRYSLNCRKIKTIPKSDCR 
VDFFLQNT 


33S4 


8881 


A 


3652 


3 


332 


ETESHSVAQDGVQWRHLSSLQPPLL 
GFK*FSCLSLPSSWDYSCPSPT/P*U 
CFFFFFLIEPGFHHFGLAGLELQTSG 
DLPASAFQDAGITGMSH\*TRPRT J S 
LDHTPFT 


3385 


8882 


A 


3653 


3 


272 


FETESHS/VSPRLECSGVIFAHCSFCL 
PGSSDSPASAS*VSGMIGTRNHAQLI 
FVFLVEVRFHHVGQAGLELLA\*VI 
HPPQPPKVLGLHV 


3386 


8883 


A 


3654 


1 


272 


ETGSRSITVRLECSGAITAHCSLDLPG 
RSNPPTSAS*/RIAGASGECRHTQL/I* 
KFIFFVNTGCRYWQAGLKLLASGA 
KQSSCLGLSKCWD 


3387 


8884 


A 


3655 


249 


906 


RIHFPRVSGPSQSNPKFAVASRGFFS 

LSLSSAQPDPLPPPLGEALALSLHPV 

PRRSTETVAGDSSELQLGLRSPQQP 

LAGLAFLARLFLLFPPP*RCKSKPN* 

NDRRRSSVDSQIHLVGRESAHPLAG 

LRVCVSLPLLARCFGQVLQGVPGL 

WIPSPGGS/AGVSGRRREERHMGW 

VMRVRVEARVSS*ESKI/SRALR*ST 

HLGLPKCWDYRREPPCPAH 


3388 


8885 


A 


3656 


1 


514 


FFFFSRSL/NSVIQAGAQWRDLGSLQ 

P/LLPPGLKQFSCLSLLSSWDYRCPP 

PRLANFYIF/M*RRGFnLARLVLNS* 

TQ/CDPPTSASQSAGITGVSHPTQ/LL 

FSF/CLKESGSSLMVSATLRFHK*RH 

SGPSRAALSSSP*LEPRKLKFGTASL 

QNKWAMQQTRQHWAQRGSKPM 


3389 


8886 


A 


3657 


2 


307 


ffffffetesysvtqagvqwhdlgl 
lqplppglkqfsslslpe*l;dvtgsp 
ppcpvnfctfgkglgftmvgqags 
gtsdlkvicppglpkvlgrrgceprr 

L 


3390 


8887 


A 


3658 


79 


91 

* 


NTFW*RRGFTVLARMVLIS*PHDLM 

tc/pasasqsarttgmshcarlvlyf 

srdgvslcwpgwsqtadlr»stcl 

glpkcwdyryeppcpaslhhfliya 

TSIIKYL 


3391 


8888 


A 


3659 


162 


493 


dgssppvaqagvqwrdlgslxqapp 

pgftpfsclsls\rswdyrrppprpa 

nf/scifivetgfhrvsqdgldllts* 

s/vpasasqsagitgvshrarprscis 

fdstvtlaq 


3392 


8889 


A 


3660 


3 


251 


ggalrlhqvppalplrgavsgaaa 
vqgmsdctpccevhllqd*vpage 
arvqwhdlgslqpppprfkrfscli 
lpsswdyrh 


3393 


8890 


A 


3661 


3 


251 


ggalrlhqvppalplrgavsgaaa 
vqgmsdctpccevhllqd*vpage 
arvqwhdlgslqpppprfkrfscli 
lpsswdyrh 


3394 


8891 


A 


3662 


17 


287 


KYHRIQCPNSGXCEAVYSSVSGLKA 
HLGSCTLGNFVAGKYKCLLCQKEF 
VSESGVKYHINSVHAEVRLL*SCGP 
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PCTAJSOl/08656 



SEQID 
NO: of 
nodCQ-tide 
scqncDCc 


S£Q ID 
NO: of 
peptide 
scqocDce 


Me 
tbo 
d 


SEQIONO: 
09/770,160 


Nndtotide 
location of 
first codon 
for peptide 
sequence 


Nodcotide 
tocatioo of tast 
codoo for last 
amiooaddof 
peptide 
seQDCiice 


Amino add seqacocc ( X^Uokoown; *^top 
codon; A^possible nodeotide ddetion; V=possibIe 
nudeotidc InscrtioD) 














DM*ATREVDFVPIVMD 


3395 


8892 


A 


3663 


3 


567 


DRKLKYTRPGLPTFSQEVLHKWKT 

DIKKYHRIQCPNQGCEAVYSSVSGL 

KAHLGSCTLGNFVAGKYKCLLCQK 

EFVSESGVKYHINSVHAEDWFWN 

FlTlJCSFEKLMKnCQPAARRRKAEA 

AAQEQKVSKKGGSSLGIELPETEPS 

LRVGKDQRRNNE\DW*CQPPCKEP/ 

GAGASASTVPESKAPKD 


3396 


8893 


A 


3664 


1 


184 


SSRDILLCTDIASRGLDSTGVELWN 
YDFPPTLQDXELAARRRRSLPGLASS 
VKEPLPQAT 


3397 


8894 


A 


3665 


2 


1748 


HEARTKGNMALSAARLRLLFPFW 

SVCFLAP\RRGL\TVRSPDE\PLP\VVR 

IPVASTSGKLEQRQXSRRRNLPEGRC 

LVRPGPLLVSARRPELN\RPARLTLG 

RWERAPLASQGWKSRRARRDHFSM 

ERAQQEAPAVRKLSSKGSFADLGA 

WKPRVLHALQE\AAPEWQ\FnVQ 

SSTIPSLLRGRHWCAAETGSGKTLS 

YLLPLLQRLLGQPSLDSLPBPAPRGL 

VLVPSRELAQQVRAVAQPLGRSLG 

LLVRDLEGGHGMRRIRLQLSRQPSA 

DVLVATPGALWKALKSRLISLEQLS 

FLVLDEADTLLDESFLELVDYII .EK 

KDLAVFLYHLRLEAEVEWEMLGP 

HGQPCPQHNSDISAYTYERTLMME 

QRSQMLRQMRLIKTEREREAQLVK 

DRHSALRLESLYSDEEDESAVGAD 

KIQMTWTRDKYM IKl WDPSHAPD 

NFRELVHIKPDQSNVRRMHTAVKL 

NEVIVTRSHDARLVLLNMPGPPRNS 

WCi'lSSRTEKRQWNCPAVRTEKNA 

QTRQTIIAETKTQKKDTEPRIPEADL 

AVQYDNHYTNTKYCLCQMLREQL 

ESPQGRLLHAAQSSREIW 


3398 


8895 


A 


3666 


1 


1704 


MALTRPVRLFSLVTRLLLAPRRGLT 

VRSPDEPLPVVRIPVALQRQLEQRQ 

SRRRNLPRPVLVRPGPLLVSARRPE 

LNQPARLTLGRWERAPLASQGWKS 

RRARRDHFSIERAQQEAPAVRKLSS 

KGSFADLGLEPRVLHALQEAAPEV 

VQPTTVQSSTIPSLLRGRHWCAAE 

TGSGKTLSYLLPLLQRLLGVHPSLDS 

LPIPAPRGLVLVPSREFF\QHLRAVA 

QPLGRSLGLLVRDLVEGGHGMRRIR 

LQLSRQPSADVLV\ATPG\ALW\KAL 

KSRLISL\EELSF\LVLDEG\DTLLG*K 

ASWELV\DYIL\EKSHI\AEGPADLED 

PFNPKAQLVLVGATFPEVGVGQLLN 

KVASPDAVTTITSSKLHCIMPHVKQ 

TFLRLKGADKVAEL\VHIL\KHR\SR 

AEKGLGPSGTGFWFCNSSSTVNWL 

GYILDDHKIQHLRLQGQMPALMRV 

GIF\QSFQKSSRDILL\CTD1AS\RGL\D 

STGV\ELVVNY\DFPPTLARLTFHRA 

GESGPVWGAEGPG\TVI\SFVTHPW 

DVNPWFKKD*SLAARPKEEVLPGL 
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PCT/CSOl/08656 



S£Q1D 
NO: of 
nndco-fidc 
seqoence 


SEQID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQID NO: 

inUSSN 

O9/77O»160 


Nadcotide 
location o ' 
first codoo 
for peptide 
scqoeoce 


Nadcotide 
location of last 
codoD for last 
amino add of 
peptide 
sequence 


Amioo add sequence ( X^^'Unknown; *^top 
codon; ^=possit>le nndeotidc ddction; Nppossible 
nndcotide Insertion) 














AIPR^KKPFAPQSNPDFEQNLIKM 


3399 • 


8896 

* 


A 


3667 


2 


222 


RWSLTLFQAGMQWVPNLSSLQPPPP 
RFKQF*CLSLPSSWDYWYTPPRLAN 
FCIFSRDGVSPCWSGWSRTPDLR 


3400 


8897 


A 


3668 


I 


29 




3401 


8898 


A 


3669 


2 


206 


VTQAGVQWLALSSLQPLPPG/LK*F 
YCLSLPSSWEYRHTPPHPTKFCIFFL 
VEGVSPYWPGWSQTPGLR 


3402 


8899 


A 


3670 


3 


139 


TSHMWWCRHWSATREAEVGEPL 
EPRQSRLQ*AMTAP\CTPAWATK 


3403 


8900 


A 


3671 


86 


384 




3404 


8901 


A 


3672 


3 


746 


RQEEGLPPVVDAIDDASVEEDLAVA 

VAGGRLEEVSFLQPYPARRRRALLR 

ASGVRRIDREEKRELQALRQSREDC 

GCHCDRICDPETCSCSLAGIKCQMD 

HTAFPCGCCREGCENPMGRVE\FNQ 

ARVQTHFIHTLTRLQLEQEAESF/QG 

AGGPCPGQPTQPW*GGPGPYFPTGQ 

APHEQ*AGRQQLQQRHD\YSSTASS 

SASGTSEAPDCPTHPGLPGPGFQPG 

VDDDSLARILSFSDSDFGGEEEED 


3405 


8902 


A 


3673 


72 


332 


LPALETPRAQSKCSPPQPSWVSRDY 
RCVPTHALANF*IFGEMGS/LLCCPR 
LISNSVWPQGILPPPPPKVLGLQGSYS 
AKITTGFFLK 


3406 


8903 


A 


3674 


33 


396 


RVWYLHRVTGRPASCLREVGPGDS 

LETASLREIWRSRRCRAT/ECSQQRL 

NHRLARQREHEARLRQQREQNSRY 

FTDV*HL\RSKQAEWSSKTYYQRSM 

HAYHREKMKEEKRRSLWARLEKL 
M 


3407 


8904 


A 


3675 


217 


935 


QRQREKEDQIRQQWEQNSRYFRMS 

DICSSKQAEWSSKTSYQRSMHAYQ 

REKMKEEKRRSLEARREKLRQLMQ 

EEQDLLARELEELR/REHELAGKKN 

PGAAREAE1SQRRAEETDC*TTFVR 

TLEKEQPETSRDGAGPSPEACRKLL 

GNAEyMKKKKQQEASAEQGNKRYE 

NEYERARREALERMKAKRFRRQLE 

DKLQAEALLQQMEELKLKEVEVGT 

SPSQP*PPPQLLVSMRWALERLP 


3408 


8905 


A 


3676 


1 


382 


EMEPCFVS*TGV*WHDLSSLQPPLP 

KFKRFSCLKIPE\SWDYRRTP/PMPAr 

LTGFHHVDQAGFELLTSSDPPTSAS 

QSVGITGMGDHTWPTLHTLTKPCE 

VDENAVMRELKLTGQGPLRKWQF 

EHLNPA 


3409 


8906 


A 


3677 


1 


2456 


MPTYPKLEKTDQSTSYTKFNDLSPD 

SSRERYTSLEIKSVCYTALPEQGQK 

QLQLWYNCVKTQCKTTQECSLKWI 

FTMNETSDREDGLPKGHHVTDSEN 

DEPLNLNASDSESEELHRQKDSDSE 

SEERAEPPASDSENEDVNQHGSDSE 

SEETRKLPGSDSENEELLNGHASDS 

ENEDVGKHPASDSEIEELQKSPASD 

SETEDALKPQISDSESEEPPRHQASD 

SENEEPPKPRMSDSESEELPKPQVSD 
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SEQID 
NO: of 
DodciMidc 
sequence 


S£QIO 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SEQ ID NO: 

inUSSN 

09/770460 


Nucleotide 
locatioo of 
first codoo 
for peptide 

ffCqilftlCt 


Nodcotidc 
locatioD of last 
codon for last 
amfao add of 
peptide 
sequence 


Amino acid sequence ( X^UdIcdowd; *=^top 
codoo; /=possIblc nucleotide ddetion; V=possabIe 
nodeotide insertion) 














SESEEPPRHQASDSENEELPKPRJSD 

SESEDPPRHQASDSENEELPKPRISD 

SESEDPPRNQASDSENEELPKPRVS 

DSESEGPQKGPASDSETEDASRHKQ 

KPESDDDSDRENKGEDTEMQNDSF 

HSDSHMDRKKFHSSDSEEEEHKKQ 

KMDSDEDEKEGEEEKVAKRKAAV 

LSDSEDEEKASAKKSRWSDADDS 

DSDAVSDKSGK\KRRTIASDSEEEA 

GKELSDKKNEEKDLFGSDSESGNEE 

ENLIAD\NLENLVMKRK*NLQVLTK 

KIWEEEKGETQVKEAEDSDSDDNIK 

RGKHMDFI^DFEMMLQRKKSMSG 

KRRRNRDGGTFISDADDWSAMIV 

KMNEAAEDLKETFIDSGVMSAIKE 

WLSPLPDRSLPALKIREGWLKILQE 

LPSVSQETLKHSGIGR\AVMYLYKH 

PKESRSNKDMAGKLINEWSRPIFGL 

TSNYKGMTREEREQRDLEQMPQRR 

RMNS/DLWRHPERDLEKVLTGEEK 

ALRPGDPGRVPRARVPMPSNKDYV 

VRPKWNVEMESSRPGILKKGLSRLE 

KHKRRFAEQKRLSKVHRAVKFSIEG 

NRMPL 


3410 


8907 

■ 


A 


3678 


1 


564 

• 


TLKQVGLTEHVMYLYNDPKESRSN 

KDMAGKLINEWSRPIFGLTSNYKG 

MTREEREQRDLEQMPQRRRNVDST 

GGQTPRRDLEKVLTGKEKALRPGD 

SLNLV/PRARVPMPSNKDYGVRPK 

MKCGNGVIQVSGDPPQKGIQSDWl 

NQMRKFHRY*GKKADLAHAVENP 

AIEGNKMPIGDPCPGMCPPILLL 


3411 


8908 


A 


3679 


63 


361 




3412 


8909 


A 


3680 


151 


384 




3413 


8910 


B 


3681 


385 

v' 


479 


MAGAFRRRFASEVRAQGLESLLEH 

GLRCAGSLRGGQSLPTTMWSPVKV 
GFE* 


3414 

■ 


8911 


A 


3682 


3 


698 


VFFFFFSGCTRGPLFESDFHRAPHRC 

GQGLAAP*AAGAPQPRAPGETRGPE 

PAPHWRSASGDKPPGQAAVPPALVP 

GEGPSWDSDPRGHRCSQATLPRVL 

AGPLQP*LS*LSL*DPPELRSL*PPL* 

IJR1X**SLEPP*PPUJDSNRFPP*PRSP 

PPLENPRPRPRPPRKKPRPPAEPPRY 

PT1BSVSDDLPAWSTRISVHLQTSHS 

WPSWAS1j\SSMFFKVTKPNSRELW 

SS 


3415 


8912 


A 


3683 


138 


550 


fcx:cftssehsllaygscsprrtevl 

caqqnpsetqaaplas\ymwk*pc 

nsrlkgpgpglgegwpes\rmtsgv 

tvpggtspgtraggs\pcpgglspea 

lrq*gagsgprvspga/pgcgapaa 

ygaaspcpqrcgal 


3416 


8913 


A 


3684 


2 


555 


fffffflgahvalysnptftglhivv 

gkdwppp*aagapqprapgetrgpe 

paphwrsasgdkppgasgclqllf 

qgevppgds*pqrsslalrppfprvl 

gpgpfqp\akakqrysqrppqgsql 



528 



wo 01/79449 



PCTAJS0iy086S6 



SEQID 
NO: Of 
oodco-tide 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQID NO: 

inUSSN 

09/770,160 


Nocltotide 
locadooof 
first codoQ 
for peptide 
sequence 


Nndeotidc 
locitioD of last 
codoo for last 
amino add of 
peptide 
scqocnce . 


Amino add scqoeacc ( X^UnknowD; *=^top 
codon; /=po8Sible nucleotide ddetion; \Fpossibie 
oodeotide Insertion) 














APP/GPPRKQPQPLRKVSG*SGGCDL 

RLRHRPACPGRVCTLAQLEPATRM 

GWSYVGQCGL 


3417 


8914 


B 


3685 


95 


371 


MASDEGKLFVGGLSFDTNEQSLEQ 
VFSKYGQISEWWKDRETQRSRGF 
GFVlTENIDDAKDAMMANfNGKSV 
DGRQIRVDQAGKSSDNPIPWX* 


3418 


8915 


A 


3686 


314 

• 


1055 


SKCFHLHQVWKQKGEEYRVTGYG 

GWSWISKTHVYRFVPKLHGNTNVN 

YRKSLEGTKNNMDENMDESDKRK 

CSRSPKKIKIEPDSEKDEVKGSDAA 

KGAXXJNEMDISKITEKKDQDVKEL 

LDSDSDKPCKERTNGSRR*HENRVT 

CKLSGEFSSRCGQC**GFSSKD*LQK 

ENKIIQTRWTS*KEN*TVYTGRKTA 

TRICNQVGGWN*GYRKD\STNSSKN 

LSESPVTTKAKEGCQSDSDETRTEPK 

CK 


3419 


8916 


A 


3687 


11 


345 


DSLTVAQSGVQWHNUSLQPLPPGV 
K*LFCLSLPSS*DYRRAPPHPANFS\F 
LVEMGFYHVGQAGLELUSSDLTSL 
ASQSAGITSVSHWAWPENVYLNLQ 

QTEKSLMVSG 


3420 


8917 


A 


3688 


1 


521 


NPTKSCMLEG*NPHVHCK\REGAQA 

ITGMPPKATKYLKYFLLQKLCVPF 

QS/YESGVGRCTQDRHWGWTHHQ 

WPRKGTEICLQVQSYAELKGIDVDS 

LVIEHIQ/V/NKAPIMYHLTYRTHGQ 

MNP/YHKLPCHIQMMLSEKKHLVP 

KAEKEDARKKKIPQKKHKLKRQTN 

SAKRKCK 


3421 


8918 


A 


3689 


1 


281 


ETGSHSDAQAGVQWHDLGPMQPLP 
PGFKRFSHLSLLSSWDYRHAP/PRPG 
LFL*RWGFHQVGQVDLELLNSSDPP 
ASTSQSAGITSASHRAWPN 


3422 


8919 


A 


3690 


3 


314 


HAEHEITELTATFTKFDRDGNRILDE 

KEQEKMRQDLEEERVLTRRVLQLET 

VLERWAQIDALSSKLEMLEKKGV 

SLSLFTSFNIRAFKSLFSHYSSVTPIN 

YL 


3423 


8920 


A 


3691 


61 


400 


LVTGIWSATCLWVLLLLLFEKGCPS 
VQPRLQCSVNVITACCSLNLVRGSND 
PPTSASRVPGDHRCCHYTWANFLIF 
LWEMRSHCVGFRLGLGTPVLKLQT 
ILQPQPPKVLGLQA 


3424 


8921 


A 


3692 


33 


436 


REQEL/CKGKQKDGTSFGEYGGWY 
KACKVDSPTVrriLKNLGALYRRQ 
GKFEAAETLEEAAMRSRKQGLDNV 
HKQRVAJBVLNDPENMEKRRSRESL 
NVDVVKYESGPDGGEEGVSGRASF 
CGKRQQQQWPGRRHR 


3425 


8922 


A 


3693 


37 


355 


NSEYGGWYKACKVDSPTVTTTLXK 

NLGALYRRQGKFEAAETLEEAAMR 

SRKQGLDNVHKQRVAEVLNDPEN 

MEKRRSRESLNVDWKYESGPDGG 

EEDGTGSLKRS 


3426 


8923 


A 


3694 


229 


2000 


QRERARPSGARRMYDTMSTMVYIK 
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wo 01/79449 



PCTAJS01/086S6 



SEQIO 
NO: of 
nodeo-tide 
sequence 


SCQIO 
NO: of 
peptide 
scqaeocc 


Mc 
tho 
d 


SCQIDNO: 
09/770,160 


Nucleotide 
location of 
fintcodoo 
for peptide 
sequence 


Nucleotide 
locatioii of last 
codoo for last 
anuito add of 
peptide 
seqaencc 


Amino add scqoeoce ( X=UQknowii; *«5top 
codoo; A=possibIe nodeotide ddetioo; N»passibie 
nndeottde Insertioo) 






« 

• 








EDKLEKLTQDEIISKTKQVIQGLEAL 

KNEHNSILQSLLETLKCLKKDDESN 

LVEEKSNMIRKSLEMLELGLSEAQV 

MMALSNHLNAVESEKQKLRAQVR 

RLCQENQWLRDELAl^my^KLQKSE 

QSVAQLEEEKKHLEFMNQLKKYDD 

DISPSEDIOXroSTKEPLDDLFPNDED 

DPGQGIQQQHSSAAAAAQQGGYEI 

PARLRTLHNLVIQYASQGRYEVAVP 

LCKQALEDLEKTSGHDHPDVATML 

NILAL\miDQNKYKDAANLLNDAL 

AIREKTLGKDHPAVAATLNNLAVL 

YGKRGKYKEAEPLCKRALEIREKV 

LGKDHPDVAKQLNNLALLCQNQG 

KYEEVEYYYQ\RFLEIFQTKLGPDDP 

NVGKTKNNLASCYLKQGKFKQAET 

LYKEILTRAHEREFGSVDDEVNKPA 

WMHAEEREECKGQQKDGTSF\GEY 

GG\WYK\ACTVDSPTVri"l'LINLGAL 

YRRQGKFEAAETLEEAAMRSRKQG 

LDNVHKQ\RVAEVLN*PLRTLEKPQ 

EPVESLVNV\DVVKYESGPDG\GEEV 

SMSVEWNGGVSGRASFCGKRQQQ 

QWPGRRHR 


3427 


8924 


A 


3695 


1 


314 


KVDSPTVTTTLKNLGALYRRQQKF 

EAAETLEVEAAMRSRKQGLDNFnCQ 

RLPEVLNDP\ENMEKRRSR£SL\NVD 

VV\KYESGPDGGEEVSMSVKWNGM 

RKMKLGAG 


3428 


8925 


A 


3696 


2 


450 


VNKAGGHYQLDSYAP/RAEAEKTF 

SYPLDLLLKLHDERVLVAFGQRDGI 

RVGHAVLAINGMDVNGRYTADGK 

EVLEYLGNPANYPVSIRFGRPRLTS 

NEKLMIJVSMFHSUKFVVLADP\RQ 

AGIDSLLRKIYEIYSDFALKNPFYSL 

EMP 


3429 

- 


8926 


A 


3697 


2 


823 


FGTRGKAAMAIFSVYVVNKAGGLI 

YQLDSYAPRAEAEKTFSYPLDLLLK 

LHDERVLVAFGQRDGIRVGHAVLA 

INGMDVNGRYTADGKEVLEYLGNP 

ANYPVSIRFGRPRL\TShnBKLMLAS 

MFHSLFAIG\SQLSPEVQGSSG\IGCLE 

TDPFQFH\CSRTLTGIKF\VVLADPR\ 

QAGIDSLLRKDFMEEJLQTLPLKNPI 

PIPLEMF\IRCEPL*PQNPEA»SLEVA\ 

EKAGXTFGPRVHRLhIPVMGPPQNPE 

SSLQQEYCLLTLPVEIPAALVSAP 


3430 


8927 


A 


3698 


165 


354 


ENFGGKITNFAKLFGYILPYSHYFW 
CLEKNRNR/SLTLLPRLVSNSWAQA 
FLLLWPPKVLRLQA 


3431 


8928 


A 


3699 


3 


166 


SETGFCHVAQAGLELLVSRSPPASV 
SQS\TGISHQARPSISYFYDHSAPITH 
TDH 


3432 


8929 


A 


3700 


1 


421 


ETKSHSVTKTEVEWRDPSSLQPLSP 

GFKQFSCRSLPN\SWDYR/PSPANFV 

FLVETGFYLVGQAGLELLTSNDPPA 

SASQSAGITGVSHCAQPRITNSLTTA 

SnQPRKHSEFPVMTCPPSSNATESK 
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PCTAIS01/086S6 



SEQIO 
NO: of 
ondco-lide 
scqnence 


SEQID 
NO: of 
pqrtidc 


Me 
tfao 
d 


SEQID NO: 

inUSSN 

09/770,160 


Nodcotide 
location of 
first codOD 

for CMitide 
scqucocc 


Nucleotide 
locatioD of last 
codoD for last 

sminA ftrlcl aT 
aiuiifv vuu wt 

peptide 
sequence 


Amino add scqaeoce ( X=UoIuiowd; *^top 
codon; ^=possibie Dodcotide deletion; V^possible 
nvdcottde InscrtioD) 














VGGRGPHGAIARLM 


3433 


8930 


A 


3701 


2 


205 


APVTSW/IQPKVGSCPFSESTKTISLY 
ISSEQQFHLPRPSESDDFIEDTADMLN 
VSFSGYSSAPKNQEQ 


3434 


8931 


A 


3702 


2 


205 


APVTSW/IQPKVGSCPFSESTKTISLY 
ISSEQQFHLPRPSESDDFIEDTADMLX 
VSFSGYSSAPKNQEQ 


3435 


8932 


C 


3703 


282 


445 


MISAHCNLLPPEAGELLEPGGRRFS 

EPLHSSLMTEQDSVSKINKNNKTSIS 

NPE* 


3436 


8933 


A 


3704 


170 


607 


WPSG*FQR*SMRLLKYKIHLNVSRR 

PQLAPGKELYFSF*LLFYFYFYFIimi 

FEMESHSVT\RLECSGTISAHCNLHL 

PGSSDSP\ASASPVAGTLIDACHHTW 

\LIFYNF*VEMGFHHVGQAGLKLLTV 

♦VTHPPRPSKVLGLQA 


3437 


8934 


A 


3705 


3 


231 


FETESLFPRLECSGTISAHCNLRLSG 
SSNFWLIFCI\LVEMGFHHVGQTSLE 

LLTSSHPPTSAFQSARITGVSHRTW 


3438 


8935 


A 


3706 


4 


144 




3439 


8936 


A 


3707 


333 


416 


FTGLPCLFSPQNNVSLLQSCIDVLFK 
NN 


3440 


8937 

• 


A 

• 


3708 


1 


1219 


MAAVPELLQQQEEDRSKLRSVSVD 

LNVDPSLQIDIPDALSERDKVKFTV 

HTKTTLPTFQSPEFSVTRQHEDFVW 

LHDTLIKriDYAGLnPPAPTKPDFD 

GPREKMQKLGEGEGSMTKEEFAK 

MKQELEAEYLAVFKKTVSSHEVFL 

QRLSSHPVLSKDRNFHVFLEYDQDL 

SVRRKNTKEMFGGFFKSWKSADE 

VLFTGVKEVDDFFEQEKNFLINYYN 

RIKDSCVKADKMTRSHKNVADDYl 

HTAACLHSLALEEPTVIIKYLLKVA 

ELFEKLRKVEGRVSSDEDLKLTELL 

RYY\MLN\IEAAKDLLYRRTQS/ALI 

DYENSNKALDKARLKSKDVKLAEA 

H\QQECaQKFEQLS\ESAKEELINFK 

\RKRVA\AFRKNLIEMSELErKHARN 

NVSLLQSCIDLFEE 


3441 


8938 


A 


3709 


527 


724 


TMKIGLGFSLVSINIFSFPVELINFKR 
KRVAAFRKNVLIEMSELEIKHAVRNN 
VSLLQSCIDLVKNN 


3442 


8939 


A 


3710 


1 


1220 


QEGGSAGSAGSGADGTGLRQSLAG 

HVGRPGRGQWGQRGSGDLPGHRPP 

PARSEHRCVAEG/NLSLYVFGGYNP 

DYDESGGPDNEDYPLFRELWVRYHF 

ATGVW\HQMGTDGVYMPR\ELASMS 

LVLHGNNLLVFGDTGIPFGESNGND 

VHVCNVKYKRWALLSCRGKKPSRI 

YGQAMAIINGSLYVFGGTTGYIYST 

DLHKLDLNTREWTQLKPNNLSCDL 

PEERYRHEIAHDGQRIYILGDGTSW 

TAYSLNKIHAYNLETVNAWEEIATK 

PHEKIGFPAARRCHSCVQIKNDVFIC 

GGYNGEVDLGDIWKLNLQTFQWVK 

LPATMPEPVYFHCAAVTTA\GCMYI 

HG\GVVNIH\ENKRTG\SLFKJW\LVV 
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PCrAJSOl/08656 



SEQIO 
NO: of 
Dodeo-dile 
scqocDcc 


SEQID 
NO: of 
pqrtidc 
scqotocc 


Mc 
tbo 
d 


SEQIDNO: 

inUSSN 

09/770,160 


Nndcotide 
location of 
first codon 
for peptide 
scqacnce 


INodeotidc 

ilocatioDoflast 

icodoD for bst 

laminoacidof 

Ipcptidc 

Iscqococe 


AmiDo add scqococc ( X«Uol(m>frD; *^top 
codon; A=possiblc nucleotide deletion; V^possible 
ondcotide Insertion) 














PSLLElJ\W\EJaLGAFP\NLANL\SRT 
QLLHXLGFTQGLIERLK 


3443 


8940 


A 


3711 


2 


266 


FLMESRSVTRLECSSTITAHCNLCLP 
VSSDSAVSASQVAGTTGMRHHAQL 
IFVFLVETGFHHVGQIXjlJlLL/NrVI 
HLPRPPKVLGLQA 


1AAA 
1 If 


8941 


A 


3712 


1 


453 


FKRAMDLVQEEFLQRLDFSQHSWL 

PARALVEEALAQRFQVDPSGEIVEL 

AKGACPWKEHLYHLESGLSPPVAIF 

FVIYTDQ/RWTVANIAGCPLPEPWR 

GLRDEALDQVSGIPGCIFVHASGFIG 

GHRTREGALSMARATLAQRSFLPQI 

S 


3445 


8942 


A 


3713 


20 


891 


RWNSRYDHHQRSFTETMSSLSPGK 

PWQTTKLSSAGLIYLHFGAQWLAQL 

LGTSEEDSMVGTLYDKMYENFVEE 

VDAWDNGISQWAEGEPRYALTm, 

SARVARLNPTW\NHPDQDTEAGFK 

RAMDLVQKEVSCRD*IFYQHSWLP 

ARGLGGKSHLPQRIPRWNPSGKMVE 

LAKRCHVPWKEHLLPPGNLGLSPS 

KWPIFFVIYTD/SRL/EQWRIQCVAQ/ 

VSPraSQSRAA\LPEPWRGLRGTRP 

WT*FSG1PGCIFVHASGFI/SAVNATR 

EGALSMARATLAQRLIPPTNLLV 


3446 


8943 


A 


3714 


176 


450 




3447 


8944 


A 


3715 


1 


472 




3448 


8945 


A 


3716 


418 


1354 


AAARRATCLGCRSCSGATARRASS 

WRTAPRVHSVAWKLXDGRRLASGS 

FDKTASRLLAWRRTRFGQKKTIIGG 

HGG*CArrSFCWHPSNPEPICYGV/Y 

GDKTIRIWECEDYKNALPLVNMKGE 

NINICWSPDWQTIAVGNKDDVVTFl 

♦CQDTPFQSRRAVQVPRSTKSPWNH 

DHNMFLLTVNGNGCINILSYPELKAX 

VQSINAHP\ShaCICNQV*PHGESTLP 

QASCKMLLVSLWDVG*VSVCFGAF 

SRLDWAC*EPFSFSHDGKMLASASE 

DHFIDIAEVETGDKLW\EVQCESPTV 

SQVAWAPQKASAGHLPR 


3449 


8946 


A 


3717 


1 


296 


LWDV/EELVCVGAFRLDWP/VRTSV 
SAHDOKMLASASEDHFIDIAEVKTG 
DKLWEVQCESPrFlVAWHPKRPLL 

AFACDDQKTANMTSSREAGTVKPV 
GAS 


3450 


8947 


A 


3718 


2 


276 


RSTFALVAPAGVQWHDNRSLQPLL " 
PRFKQLSCLSLLSSWDYRCPPPSPA 
NF/SLFLVETGFRHAGQAGLQLLTS 
GDLPTSASKSAGITGMGLQ 


3451 


8948 


A 


3719 


3 


613 


GLRALRRGQGLPGL*CCSRPQPSPR 

AQGHPSMGGPMQRVTPPRGMASV 

GPQSYGGGMRPPPNSLAGPGLPAM 

NMGPGVRGPWASPSGNSIPYSSSSP 

GSYTGPPGGGGPPGTPIMPSPGDST 

NSSENMYTIMNPIGQGAGRANFPLG 

PGPEGPMAAMSAMEPHHVNGSLGS 

GDMDGLPKSSPGAVAGLSNAPGTP 



532 
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PCTAJSOl/08656 



SEQID 
NO: of 
oodcfMide 


SEQlD 
NO: of 
peptide 
scqaencc 


Me 
tbo 
d 


SEQ ID NO: 
09/770»]60 


Nodeotide 
locatioo of 
first codoo 
for peptide 
sequence 


Nodeodde 
locatioo of last 
codoo for last 
amino add (tf 
peptide 
scqneoce 


Amino add sequence ( X=UnluM»vo; *«^top 
codoo; ^=possible nodeotide ddetion; >FpQssiblc 
nodeotide insertion) 














RDDGEMAA 


3452 


8949 


B 


3720 


134 


471 


MYAKGGKGSAVPSDSQAREKLALY 

VYEYLLfflGAQKSAQTFLSEIRWEK 

NIMPSPGDSTNSSENMYTIMNPIGQ 

GAGRANFPLGPGPEGPMAAMSAME 

PHHVNGSLGSGDMDG* 


3453 


8950 


B 


3721 


223 


692 


MEPSPRAQGHPSMGGXMQRVTPPR 

GMASVGPQSYGGGMRPPPNSLAGP 

GLPAMNMGPGVRGPWASPSGNSIP 

YSSSSPGSYTGPPGGGGPPGTPIMPS 

PGDSTNSSENMYTIMNPIGQGAGRA 

NFPLGPGPEGPMAAMSAMEPHHVN 

GSLGSGDMDG* 


3454 


8951 


B 


3722 


228 


292 


XLARDDHERVMGRQPRASLRA* 


3455 


8952 


A 


3723 


1 


1753 


MYAKGGKGSAVPSDSQARENLSAF 

QAATELTSLDRLALYVYEYLLHIGA 

QKSAQTFLSEIRWEKNITLGEPPGFL 

HSWWWYGLGCCGVFWDLYCAAP 

DRREACEHSGEAKAFQDYETPERP 

AHRHGNAGRAGSSSGMIDVGGSSD 

PQILRPTTPVCSLTNASSLSHGAGHL 

QRGGGTPQSAAAAPSPVMGSKfAPG 

DTMAAGSMAAGFFQGPPGSQPSPH 

NPNAPMMGPHGQPFMSPRFPGGPR 

PTLRD\GSQPPAGPPWVPSPSSPG\A 

MEPSPRAQGHPEHGRPNARGVTPP 

RG/MGPAWGPRAYGGGMRPPPNSL 

TRPRAGLPMNMGPRKFVGPWAQPP 

VEYSIP\YSSSSPGSYTG\PPGGGGPP 

GTP\IMPSPGDS\TNSSENMYT1MNPI 

GQGADRANFP\LGPGPEGPMAAY\G 

\GMEPHHVNGSLGSGDMDG\LPREF 

PQAPVAGLSNAPG\TPRDDGEMAA 

AGTFHAPSSQSEVNYSP\GMTMSRV 

NWAAAPGALCGPRLLPRRPCLRAK 

GLKVTPSGTLDSLANQGLPMLGGP 

TRKTLTILIJKTQGPRETFFSVWTLPA 

ICILVPERKALWGGPSSPGRQGGGA 

H 


3456 


8953 


A 


3725 


65 


210 


ATRAGLIFDDSFEHDVWQDASSFRL 

IFIVDGWHPELTPQQRRSVLPAI 


3457 


8954 


A 


3726 


2548 


3800 


NSULLFFFFFRQRSLTLECSGVISAH 

HNLHLPSSSNS/P/ASAS*VAGITGM 

HRHAWiPICBFLVETGFRHVGQAGLE 

LLTSGDPPAPTSQSM*ATrSGLILLL 

SKILFPFHSTKVFK*SCPS*KILKEEN 

CSVINEWFNSESSYTSKEKNNLVPN 

AC*EI\TM*VATNCDFT/SLL*RSENY 

PKLFHNNETTSQKIHLKIKISRPATS 

GQW\ILFSLVWWRARKG*GILMIHN 

GILY*TIC*IiCLHRLP*GMDYPNQPD/ 

MKSGWDKRMSHTL*F*GKEIVFDF 

QNQQNKLSTLYLSVQE**HEEFFFR 

DLKYNKPGSTIKSLVSF/HSLTLFFFF 

FFEARSHSASQAGVQWGNIGSLQPA 

PPGLKRSSYLSLLSSWDYRRVPPHP 

ANFCIFCR/GWGFGVSPCCPGSSGTP 

VLKWRAHLSLPNC 
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PCTAJS01/086S6 



S£QiD 
NO: of 

aaCICiMlllc 

sequence 


S£QID 
NO: of 
pcpnoe 
sequence 


Me 
tho 
a 


SEQIDNO: 
inUSSN 


Nockotkle 
locatioD of 
iim cooon 
for peptide 
sequence 


Nodcotide 
locatioD of last 
codoo for last 
amino add of 
peptide 
sequence 


Ammo add scqocnce ( X'=UnkBOWD; **>Stop 
codon; ^^xisslUe nndcotide ddetion; V==possil>le 
nodcotide Insertion) 


3458 


8955 


A 


3727 


2 


217 


SSPSPPHPPASPPSSPSPVPASPPPPSLP 

LPSPDFPPLSPCSSLSPFSSFSPPPSPP 

SPPFSRGPSPSDNFH 


3459 


8956 


A 


3728 


25 


396 


ISGRSTFSLFSRQGLSALSPRLE\CSV 

AISAHCNLRLPGSSN\GTTGA*HH1TI 

LILYF/LAEMGFHHVGQAGFEVLTS 

SNPPASASTSARITGMSNR'I\GHLFN 

FHP*MCYKYRCGSLAGRGGSRW 


3460 


8957 


A 


3729 


80 


460 


YISLNVTTHLIFFFFFLRQGLXCSVTQ 

AGWQWCNLGSLQPLPPRFKVNWDY 

RCVTPHLANFVFLVEMGF/LPASAS 

QSAGITGVSHCTQLGVFICICYGSSH 

GVRQSWHQFCSSKLLVKSGRVGVG 

LLG 


3461 


8958 


A 


3730 


1 


316 


FFFFFETESHSIVQAGVQWRDLSSL 

QPPPPRFKRFSSLSLPSSWDYRHVPP 

RPAVNFAFLVEMGFHHVGQAGLELL 

TPGDPPSSASQSAGMTGVTHCAWP 

RCLMF 


3462 


8959 


A 


3731 


3 


1717 


RPQTLKGHQEKIRQRQSILPPPQGPA 

PIP\SSTAAGIPRRPRIAWARR/WPLS 

EPGFRRRESQEEPRAVLAQKIEKET 

QILNCALDDIEWFVARLQKAAEAF 

KQLNQRKKGKKKGKKAPAEGVLT 

U^RPPVPEGEFIVDCFQKIKLAINLL 

AKLQKHIQNPQRRNDWHFLFGPLD 

LIVNTCSGPDIARSVSCPLFSRDAVD 

FLRGHLVPKEMSLWESLGESWMRP 

RSEWPREPQVPLYVPKFHSGWEPPV 

DVLQEAPWEVEGLASAPIEEVSPVS 

RQSIRNSQKH/RPHFRAHPPGGCPY 

HQSAPHILTRGYQPTPAMAKYVKIL 

YDFTARNANELSVLKDEVLEVLED 

GRQWWKLRSRSGQAGYVPVGNILG 

EARPEDAGAPFEQAGQKYLGTPQP 

DPQATPKLPGGT/IDELMQHMDEVK 

DELIRKATTSRAQPQRHFRVERSQP 

VSQPLTYESG\PDEVRA\FLEAKAFS 

PRIVENLGILTGPQLFSLNKEELKKV 

CGEEGFRVYSQLTMQKNAFLEKQQS 

GSELEELMNKFHSMNQRRGEDQLG 

PAALGWGLRRGSPPTMHGVLFLYV 

YVFCIK 


3463 


8960 


A 


3732 


1 


324 




3464 


8961 


A 


3733 


1 


581 


MDKLLETYSLQRLSQEEIESLNRTl 

MSFKTKSVINTIPTXKSPGPDRLTAN 

FYQMCKEELADIUGHLCIRHEMTPV 

NPGVGQCCTSSYANRRPCFSSLWD 

ETYVPPAFSDDKFIFHKDLCQAQGV 

ALQTMKQEFLINLVKQKPQITEEQL 

EAVIADFSGLLEKCCQGQVNQEVCF 

AEEGQKLISKTRAALGV 


3465 


8962 


A 


3734 


39 


1935 


LATMKWVESIFLlFLLNFiESRTLHR 

NEYGIASILDSYQCTAEISLADLATIF 

FAQFVQEATYKEVSKMVKDALTAl 

EKPTGDEQSSGCLENQLPAFLEELC 

HEKEILEKYGHSDCCSQSEEGRHNC 

FL/VHKKPTPASIPLFQVPEPVTSCEA 



534 



wo 01779449 



PCTAJSOl/08656 



SEQID 
NO: of 
DDdco-tide 
sequence 


SEQID 
NO: of 
peptide 
scqncncc 


Me 
tbo 
d 


SEQID NO: 
09/770,lti0 


Nndcotide 
location of 
first codoD 
for peptide 
scqoence 


Nucleotide 
locatioooflast 
codon for last 
amino add of 
peptide 
sequence 


Ajsido add seqaence ( X'^Unlcaorvo; *=^top 
codoo; A^possiUc nucleotide deletion; V=p05sible 
nndcotide insertioa) 














YEEDRETFMNKFIYEIARRHPFLYA 

PHLLWAARYDKIIPSCCKAENAVE 

CFQTIOW^TVTKELRESSLLNQHAC 

AVMKNFGTRTFQAnvnCLSQKFTK 

VNFTEIQKLVLDVAHVHEHCCRGD 

VLDCLQDGEIOMSYICSQQDTLSNK 

ITECCKLTrLERGQCIIHAENDEKPE 

GLSPNLNRFLGDRDFNQFSSGEKNI 

FLASFVHEYSRRHPQLAVSVILRVA 

KGYQELLEKCFQTENPLECQDKGE 

EELQKYIRBGQPWAKGSSGFSKK* 

GEYYLQTGSSLSLQQ*RPPQLTSSEL 

MAITRKMAATAATCCQLSEDKLLA\ 

CGEGAADIir\GHLCIRHEMTPGKPL 

VFGQVPAPPSICPNRRPHASSTWW 

DGNIWSPPCISLMTKFHFSP*RDPGG 

PSLQGW*ALAKPMKAKRFPSLTLV 

KAKGPQIPGGNNSEAVIARFPQAWL 

EK\CCQ/GPQEQEVCFAQEGTK\LISK 

TRAALGV 


3466 


8963 


A 


3735 


95 


272 


RALQPDTTWE*GSQRRPWLPQVTN 
KPVL*SKTSKS 


3467 


8964 


B 


3736 


344 


1420 


MLLKTVLLLGHVAQVLMLDNGLL 

QTPPMGWLAWERFRCNINCDEDPK 

NCISEQLFMEMADRMAQDGWRDM 

GYTYLNIDDCWIGGRDASGRLMPD 

PKRFPHGIPFLADYVHSLGLKLGIY 

ADMGNFTCMGYPGTTLDKWQDA 

QTFAEWKVDMLKLDGCFSTPEEAA 

QGYPKMAAGLNATGRPIAFSCSWP 

AYEGGLPPRVNYSLQADICNLWRN 

YDDIQDSAVRSVLSILNWFVEHQDIL 

QPVAGPGHWNDPDMLLIGNFGLSL 

EQSRAQMALWTVLAAPLLMSTDLR 

TISAQNMDILQNPLMIKINQDPLGIQ 

GRRIHKGSWMPKGSCVPGCLRDPG 

TQDSQGKISHRSVHAASVQQG* 


3468 


8965 


B 


3737 


49 


2119 


MALWTVLAAPLLMSTDLRTISAQN 

MDILQNPLMDONQDPLGIQGRRIHK 

EKSLIEVYMRPLSNKASALVFFSCR 

TELCLIATTSCLGQLNFTGSVIYEAQ 

DVLLS* 


3469 


8966 


A 


3738 


139 


536 


QSLGFIPPFRKRQRISISYTFYFETGS 

YSVAQAGVQWHNLGSLQPRPPGFK 

QSSCLSPPGSWDHWRAPPHQANVFA 

LLVETGSPHAAQASLKLLSSSDPSA 

LASQSTGITGVSHHGQPYISHn .TTTH 

GKFY 


3470 


8967 


A 


3739 


1 


213 


QFSCLSLPSSRDYRHEQP/PLIFVFLV 
ETGFYHVGQAGLELLTSGDPPALAS 
QSAEITGVSPRTRPNNLKS 


3471 


8968 


B 


3740 


75 


729 


MEGTAGGERPSWNGDSGKSGGVG 

DPREPLSCLQEGSGCHPTTESFEKSV 

REDASPLPHVCCCKQDALILQRGLH 

HEDGSQHIGLLHPGDRGPDHEYLLV 

EEAERAMSEREARPNEESVQRNRLI 

CRTNPYRJFEYLPLSLEEAFFLVYAL 

GCLSIYYEKEPLTIVKLWKAFTWQ 
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wo 01/79449 



PCTAJSOl/08656 



SEQID 
NO: of 
nodco-Cide 
scqoaicc 


SEQlD 
NO: of 
peptide 
scqncoee 


Mc 
tbo 
d 


S£Q10N0: 

idUSSN 

09/770,160 


Nucleotide 
locatioo of 
fint codon 
for peptide 
sequence 


NDcJcotide 
location of last 
codon for last 
amiiioMfdof 
peptide 
scqnence 


Amino acid sequence ( X=UDkiiowD; *=^top 
codon; /^possible nucleotide deletion; \=possiUe 
ODcleottde insertion) 














PTTOTTYMAYHYFRSKGWVPKVGL 

KYGTDLLLYRKGPPFYHAX* 


3472 


8969 


A 


3741 


1 


2649 




3473 


8970 


A 


3742 


41 


656 


PVPRPCCGLRARSWPSSPRAARAAL 

PHGESALSRLLRALLAARASLDLCL 

FAFSSPQLGRAVQLLHQRGVRVRV 

VTDCDYMALNGSQIGLLRKAGIQV 

RHDQDPGYMHHKFAIVVDRRVLITG 

SLNWTTQAIQNNRENVLriEDDEYV 

RLFLEEFERIWEQFNPTKYTFFPPKK 

SHGSCAPPVSRAGGRLLSWHRTCG 

TSSESQT 


3474 


8971 


A 


3743 


3 


267 


FNMESQSLASLKCSGAVSAHCNLCF 
LGSSNSPASASRVSGITGVLYHTWLI 
FVFLVQTGFHHVGQAGLELL/NLVI 
HPPRPPKVLGLQA 


3475 


8972 


A 


3744 


2 


430 


FFFETGGAFVTQAGVQWPNLSSLQP 

SPPGFKPSSHLSLPSTWDYRYTPPCP 

ASFCIFXTDTGFCHVDQAGLELLASC 

NLPASASRSAGITGVSHHACPFLLFS 

FFKSGITSPNYPISHHEUESNVAPVF 

LFEDSTAIYVYYF 


3476 


8973 


A 


3745 


2 


316 


EFLFFETEFCSVTVRLECSGAISAHCK 

LCLLGSRHSPASASRVARTTOTRHH 

AQRIF\VFSVETGFHRVS\RDGLDLL/ 

NLVIHPPQPPKVLGIRGREPPCPACF 

FAF 


3477 


8974 


A 


3746 


1 


1053 




3478 


8975 


A 


3747 


1 


3011 


SLQRLPGLMHNLQTFLLDGNFLQSL 

PAELENMKQLSYLGLSFNEFTDIPE 

VLEKLTAVDKLCMSGNCVETLRLQ 

ALRKMPHIKHVDLRLNVIRKLIADE 

VDFLQHVTQLDLRDNKLGDLDAMI 

FNNIEVLHCERNQLVTLDICGYFLK 

ALYASSNELVQLDVYPVPNYLSYM 

DVSRNRLVENVPEWVVCESRKLGSF 

GILGHN\QIC\ELPARLFCN\SSLRKLL 

GQGHNXQLARLPERLERTSVEVLDV 

QHNQLLELPPNLLMKADSLRFLNAS 

ANKLESLPPATLSEETNSILQELYLT 

NNSLTDKCVPLLTGHPHLKBLHMA 

YNRLQSFPASKMAKLEELEEIDLSG 

NiaKAlKll'IKmCRRMHTVIAHSNC 

HRGPFPEV1^QLP\EIKCVD\LSCNE\ 

LSEVTLPVENLPSPNCRSLDLTGNPR 

PCPLITKPLELLNNIRCFKID\QPSTG 

DG\SGAPAVW\SHG\YTEA\SGVKNK 

LCVWALSVNNFCDNREALYGVFD 

GDRNVEVPYLLQCTMSDILAEELQ 

KKTKNEEEYMVNTFIVMQRKLGTA 

GQKLGGAAVLCHIKHDPVDPGGSF 

TLTSANVGKCQTVLCRNGKPLPLSR 

SYIMSCEEELKRIKQHKAIITEDGKV 

NGVTESTRILGYTFLHPSWPRPHV 

QSVLLTPQDEFHLGSKGLWDSLSV 

EEAVEA\TIKVTDALAAAKXLCTLA 

QSYGCHDSISAWVQLSVTEDSFCC 

CELSAGGAVPPPSPGIFPPSVNN4V1K 
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wo 01/79449 



PCTAJS0iy08656 



SEQID 
NO: of 
Rndco-tidc 
scqncncc 


SEQID 
NO: of 
peptide 
scqncoce 


Me 
tfao 
d 


SEQIPNO: 

inUSSN 

09/77IM60 


Nodcotide 
locatioD of 
GrstcodOD 
for peptide 
scqncocc 


Nucleotide 
location of last 
codon for last 
amino add of 
peptide 
sequence 


Amioo add seqncDce ( X^Hnkoomi; *=aStop 
codoo; A^posslbic oncleotide ddetion; \Fpassible 
oodtotlde insertion) 














drpsdglgvpssssgmas\eisselst 

semssevgstasdepppg\alsensp\ 

aypseqrcmlhpiwlsnsfqrqlss 

atfssafsdngldsddeepiegvftn 

grrvevevdihcsratekekqqhl 

lqvpseasdegivisanedepglprk 

adfsavghgrrrangsvapqersh 

nvievatdaplrkpggyfaapaqpd 

PDDQniPPELEEEVKEIMKHHQEQQ 
QQQQPPPPPQLQPQLPRHYQLDQLP 
DYYDTPL 


3479 


8976 


A 


3748 


1 


246 


LPTLECSGMISAHCNLRLPGSSDSP\ 
ASASQVAGITSAHHYAWLVFVFSV 
EMGFHHVGQGWSRSLDLVIRPPQPP 
KMLGLQA 


34S0 


8977 


A 


3749 


153 


527 


LLVFYLPTPSLKGGLRQLDMSLLCQ 

LYSLYESIQEYKGACQAASSPNWTY 

ALENGFFDEEEEYFPEQNSLHDRRD 

RGPPRDLSLPVAPPSPAATGFWSPSR 

GSWEGCDCWEALPTGHAVnCCFS 


3481 


8978 


A 


3750 


2 


377 


IPAASTFFCFLRQSLTLWPHAGVQW 

CGLSSLHPPPPGFMLFSCLSLPSSWD 

YRRPPPRPAKFSVFLVETGFHRVSQ 

DGLDLMTSVDPPALASQSAGITGVS 

HCTRPKEAYFYFLALDPRCKDGVR 


3482 


8979 


A 


3751 


2 


294 


LFLHADRLEYSGMTISHLQPQTPGA 
QGDPLTSSLPREVGLQ/CVCHHTQL 
FFF/CIFVETESHHLA\RAGLKLLGSS 
DPTASPSQSDGITGMSHHSCPSTF 


3483 


8980 


A 


3752 


80 


267 


RQGLTILPRLVLNSC/RLKLSSHLSLP 

KYWDYRQEPPCLAISIIFFKKSLIYY 

LNLAILYFKCK 


3484 


8981 


A 


3753 


1 


972 




3485 


8982 


A 


3754 


1 


283 


PKPQEIELPEAKNR\PWIFNKILGTTV 
KLMELKPNTCYCLSVRAANTAGVG 
KWCKPYKVSPGKRGALGVERSPKP 
REPGLWRLGTPLCPHDSSG 


3486 


8983 


B 


3755 


346 


472 


XRNMNILQYCPSSDMWTLFETCDV 
HIRKQQMVSVEETIYIVGG* 


3487 


8984 


A 


3756 


1 


1346 


MSAEEMVQIRLEDRCYPVSKRKLIE 

QSDYFRALYRSGMREALSQEAGGP 

EVQQLRGLSAPGLRLVLDFINAQGA 

REGWLLGPRGEKGGGVDEDEEMD 

EVSLLSELVEAASFLQVTSLLQLLLS 

QVRLNNCLEMYRLAQVYGLPDLQE 

ACLRFMWHFHEVLCKPQFHLLGS 

PPQAPGDVSLKQRLREARMTGTPV 

LVALGDFLGGPLAPHPYQGEPPSML 

RYEEMTERWFPLANNLPPDLVNVR 

GYGSAILDNYLFIVGGYRITSQEISA 

AHFLQGP/RTNEWLQVASMNQKRS 

NFKLVAVNSKLYAIGGQAVSNVEC 

YNPEQDAWNRVAPLPNPLAEFSAC 

ECKGKIYVIGGYSTRDRNMNILQYC 

PSSDMWTLFETCDVHIRKQQMVSV 

EETIYIVGGCLHEVRGPNRRSSQSED 

MLTVQSYhrrVTRQWLYLKENTSKS 
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wo 01/79449 



PCTAJS01/086S6 



S£QID 
NO: of 
nndco-tide 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SEQID NO: 

idUSSN 

09/7704^ 


Nticleotide 
locatioD of 
first codOQ 
for peptide 
seqncBce 


Nodeolide 
location of last 
codOtt for last 
amino add of 
peptide 
seqacDcc 


Amino add sequence ( X^nknown; *^op 
codon; /=possible nndeobde ddetion; \F=pos$ible 
nadeotide insertion) 














GLNFDLCAP 


3488 


8985 


A 


3757 


3 


358 


TKSMPPMMSMSYRICAMLKGE/DV 

QALRRAHQRNVKHMRQLLMDRGL 

POIPLPPANINPIRVR/DPHPCPIALS 

HPIYSWSLTIJPNKPTSVAVFNYLLS 

CLTIPFIASFVSLFEKLSAILD 


3489 


8986 


A 


3758 


1 


164 


GSTTTAMEFASLFKKILLIDCRD/RG 

LALLPRLVLSSWPQVIFLPWPPKFL 

GLRT 


3490 


8987 


A 


3759 


3 


280 


FFFETESHSVAXRLEYRGTELAHCILC 
RQGSSNSPASDPQVAGTTGTOHRA 
QLTFVVFLVQMGFHHFGQAGLELPN 
LGIHPTSASPKCWDLPA 


3491 


8988 


A 


3760 


3 


516 


AQHQPMNIFPYPVGVHAPLMNIQR 

NPFNIHPQLPLHLHTGVPLMQVATP 

TSVSQGLPPPPPPPPPSQQVNYIASQ 

PRWKRNCTKLQ\IQEKAAQEVK\LAI 

KPFYQNKDUKEEYKEIVRKAVDKV 

CHSKSGEVNSTKVGNLWKAYVDQ 

YEYSRKGSQRKLWEGPVSTGKN 


3492 


8989 


A 


3761 


173 


411 




3493 


8990 


A 


3762 


438 


789 


LTWSTPVLPAPTAAP\GKYGNGFQG 

PSSGNTSSSSHSQRnLJ^IAAVKLAES 

KVSVAVEASADSSKTDKKLQIQEK 

AAQEVKLAIKPFYQNKDITKEEYKE 

IVRKAVDKCVLLECSIQKM 


3494 


8991 


A 


3763 


1097 


4669 


nXGTSCKGYALAHTQEGEEKKQTS 

GTSKmGSRRKPAMTTFTRRSTRNT 

RAETASQSQRSPISDNSGCDAPGNS 

NPSLSVPSSAESEKQTRQAPKRXSV 

RRGRKPPLLKKKLRSSVAAPEKSSS 

NDSVDEETAESDTSPVLEKEHQPDV 

DSSNICTVQTHVENQSANCLKSCNE 

QIEESEKHTANYDTEERVGSSSSESC 

AQDLPVLVGEEGEVKKLENTGIEA 

NVLCLESEISENILEKGGDPLEKQDQ 

ISGLSQSEVKTDVCTVHLPNDFPTC 

LTSESKVYQPVSCPLSDLSENVESV 

VbnEEKITESSLVEITEHKDFllJCTEE 

LIESPiCLESSEGEnQTVDRQSVKSPE 

VQLLGHVETEDVEnATODTFGNED 

FNraQDSEhMLliCNNIXmKLEKSL 

EEKNESL7EHPRSTELPKTHIEQIQK 

HFSEDNNEMIPhiECDSFCSDQNESE 

VEPSVNADLKQMNENSVTHCSENN 

MPSSDLADEKVETVSQPSESPKDTI 

DKTKKPRTRRSRFHSPSTTWSPNKD 

TPQEKKRPQSPSPRRETGKESRKSQ 

SPSPKNESARGRKKSRSQSPKKDIA 

RERRQSQSRSPKRDTTOESRRSESLS 

PRRETSRENKRSQPRVKDSSPGEKS 

RSQSRERESDRDGQRRERERRTOK 

WSRSRSHSRSPSRCRTKSKSSSFGRI 

DRDSYSPRWKGRWANDGWRCPRG 

NDRYRKNDPEKQNENTRKEKNDIH 

LDADDPNSADKHRNDCPhfWITEKI 

NSGPDPRTONPEKLKESHWEENRN 

ENSGNSWNKNFGSGWVSNRGRGR 
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wo 01779449 



PCTAJS01/086S6 



SEQID 
NO: of 
nndco-tide 
sequence 


SEQID 
NO. of 
peptide 
sequence' 


Me 
tbo 
d 


SEQ ID NO: 

ioUSSN 

09/770,160 


Nucleotide 
location of 
first codoo 
Tor peptide 
seqnence 


Nucleotide 
location of last 
codon for last 
amino add of 
peptide 
sequence 


Amino add sequence ( X=UDknown; *^top 
codon; ^=posdblc nadeotidc deletion; >r=pos5ible 
nodeotide insertion) 








• 






CjNRGRGTYRSSFAYKDQNENRWQ 

NRKPLSGNSNSSGSESFKFVEQQSY 

KRKSEQEFSFDTPADRSGWTSASSW 

AVRKTLPADVQNYYSRRGRNSSGP 

QSGWMKQEEETSGQDSSLKDQTNQ 

QVDGSQLPINMMQPQMNVMQQQM 

NAQHQPMNIFPYPVGVHAPLMNIQ 

RNPFNIHPQLPLHLHTGVPLMQVAT 

PTSVSQGLPPPPPPPPPSQQVNYIAS 

QPDGKQLQGIPSSSHVSNNMSTPVL 

PAPTAAPGNTGMVQGPSSGNTSSSS 

HSKASNAACKNWQKGKVSVAVEA 

SAWSSKTDKKFAKFQEKAAQWKI 

WAI\KPFYQNKDITKEEYKEIVRKA 

VDKVCHSKSGEVNSTKA\ANLVKA 

YVDKYKYSRKGSLKKTLEBPRVTE 

KDLG 


3495 


8992 


A 


3764 


108 


253 




3496 


8993 


A 


3765 


2 


283 


RRLFFFFETESRSV\SRLECSG\ISAHC 
NLH/LPGSSNSPGSASRVAGITGACH 
HAQLIFWFLVETGFHHVGQAGLEL 
L/NLMICPPQPPKVLGLQA 


3497 


8994 


A 


3766 


1 


290 


RSTFFFFFLERVYCSVTNRLECSGTVIS 
AHCmRLPGSSGSHASVSQVAGITG 
AHHHTQPIFVFLVETGFHHIGQAGL 
ELL/NLMIHPPRPPKVLGLQV 


3498 


8995 


A 


3767 


234 


1449 


EPGTHDPHLFLQGLLFWQAGGGEG 

GDGTGPAGGRQICVPPAALAHVRV 

PGEFLAQVAAAA*AIHDEQRPGKLH 

HPPG/ELMQRGVASESYMIVAPPMP 

SSWSSSGTNGPPSPTNLT*PIVHFIFS 

APTP/TKK'il'iOTAMKTATHIPDVQ 

SAFCSPHSGTQRGDGLGKRKRGRG 

RTWERRRRVSIETSTCFRPGCERLG 

AAAGANLSQLASSQRPLRERWVLY 

niMAAAGAPDGMEEPGMDTEAET 

VATEAPARPVNCLEAEAAAGAAAE 

DSGAARGSLQPAPAQPPGDPAAQA 

SVSNGEDAGGGAGRELVDLKIIWN 

KTKHDVKFPLDSTGSELKQKIHSIT 

GIPPDESPRRGGPAGPYQQSQRLEL 

YAQATEALLKTGAAYPCFCSPQRLE 

LLKKEALRNHQTPR 


3499 


8996 


A 


3768 


1 


8157 




3500 


8997 


A 


3769 


1126 


1355 




3501 


8998 


A 


3770 


I 


1611 


MGSRCLNPPPPAHSDTTGKDSFGNI 

RGAETGQGASACSVTSARVTCGAG 

SEPHSHRNPGISAQVGLAPSYGAAR 

GRRRPLALQQSPQERRHVGWNSTR 

GLLPASLPGTASSQSASATASAALP 

LKVTGPLARNPTPPWTAAAALATR 

GQRPEKGLFPGPAPFSLGKRKRGRG 

RTWERRRRVSIETSTCFRPGCERLG 

AAAGANLSQLASSQRPLRERWVLY 

TIIMAAAGAPDGMEEPGMDTEAET 

VATEAPARPVNCLEAEAAAGAAAE 

DSGAARGSLQPAPAQPPGDPAAQA 

SVSNGEDAGGGAGRELVDLKIIWN 
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wo 01/79449 



PCT/USOl/08656 



SEQID 
NO: of 
nndco-tidc 
scqaencc 


SEQID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 

inliSSN 

09/770,160 


Nadcotidc 
location of 
first codoD 
for peptide 
sequence 


Nucleotide 
location of last 
codoo for last 
amino add of 
peptide 
scqoence 


Amino add seqoencc ( XBUaknown; *>^top 
codon; ^^Mssibie nudeotide deletion; V=possible 
nnclcirtSde insertion) 








■ 






KTKHDVKFPLDSTGSELKQKIHSIT 

GLPPAMQKVMYKGLVPEDKTLRm 

KVTSGAKIMWGSTINDVLAVNTP 

KDAAQQDAKAEENKKEPLCRQKQ 

HRKVLDKGKPEDVMPSVKGAQERL 

PTVPLSGMYNKSGGKVRLTFKLEQ 

IX5LWIGTKNGTEKLPMGSIK\NVV\S 

DP1\EGHEDYHNDGRFQLAPTEA\SY 

YWVYWVPTQYVDAnODTVLGKW 
QYF 


3502 


8999 


A 


3771 


482 


631 


AGGWGPQAPDTPWVGPAGQAGRL 
HPLRSTKRS/MSWATRTTVPLTVM 
Q*RRVCRWCWGPLGHWEAHGFLV 
SGDVNHFGGPAALLL 


3503 


9000 


A 


3772 


1 


1579 




3504 


9001 


A 


3T73 


3 


486 


DRYMLTRDYLTVKVWDLNMEARP 

lETYQVHDYLRSKLCSLYENDCIFD 

KFECAWNGSDSVIMTGAYNNFFRM 

FDRNTKRDVTL\EASRESSKPRAYL 

KXPRRVCVGGVKRRRDDISVGQLGTF 

TKKIL\HTAW\HPAEVNIHLPFAATNN 

LLHLSRGKVNSDMH 


3505 


9002 


A 


3774 


72 


1317 


KLLPAPRQPPRPTNGSPRDPTPAQV* 

VEAPAGSSQ*TAP/ARRPLRAARTLP 

AAEAAGLTLRGCFHGDRGRACAAL 

RRWPWRQLRGWGFEVPAPPLLRTP 

AELVG/RSPEPRCPGKVSMAEFL'reF 

LEIPPFNKQYTESQLRAGAGYILEDF 

NEAQVDVLESQFSQLLHQINSTRDF 

ESIRLAHDHFLSNLLAQSFILLKPSP 

VEEKSEPQDFQEADSWGDTKRTPG 

VGKEDAAEETVKPGPEEGTLEKEE 

KVPPPRSPQAQEAPVNIDEGLTGCTI 

QLLPAQDKAIVFEIMEAGEPTGPILG 

AEALPGGLRTLPQEPGKPQKDEVLR 

YPDRSLSPEDAESLSVLSVPSPDTAN- 

QEPTPKSPCGLTEQYLHKDRWPEVS 

PEDTQSLSLSEESPSKETSLDVSSKQ 

LSPKALAPFQLGN 


3506 


9003 


A 


3775 


1 


350 


FGTRKPGAVGAGEFVSPCESGDNT 
GEPSALEEQRGPLPLNKTLFLGYAF 
LLTMATTSDKLASRSKLPDGPTGSS 
EEEEEFLEIVPPFNKQYQESQLRAGA 

GYELKEFKEAQVRSFFV 


3507 


9004 


A 


3776 


3 


318 


RRGLTl^RLEYSGflKTHWNLHLL 

GSSNPPTSASQVAGTTOTCHHAQLN 

FF/CLTFLVATRSHDIAQAGLELLDS 

SHPPASASHSAGTTGVNHHAWPAV 

ALLWIN 


3508 


9005 


A 


3777 


4 


378 


ARNHHDLCFKKAILFFEMESCSVSQ 
AGVQWRVFGSLQAPPPGFLPFS/CY 
RCQPPSPANFFLYFLVETGFLF* *RQ 
GFTVLDRMVSIS*PRDPPALASQSA 
GITGVSPRTRQEGHS*R*EENGIG 


3509 


9006 


A 


3778 


19 


418 


VEMGFCQADQAGLELLTSGDPPAS 
VSQSTGITVLSLSFFFEIESRSVAQA 
GVQWRDLGSLQRPPPGFTTFSCLSL 
PSSWDYRRPPPRLANFFVFSVETGF | 
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wo 01/79449 



PCTAIS01/086S6 



SEQID 
NO: of 
oodco-lidc 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SEQID NO: 


Nodeotide 
tocatioD of 
first codoo 
Tor peptide 
sequence 


Nucleotide 
locatioD of last 
codoo for last 
amino add of 
peptide 
scqncnce 


Amino add scqoeoce ( X=UDknoWD; *^tDp 
codon; /^possible nodeotide ddction; >Fpossible 
nucleotide insertion) 














HRVSQDGLDLLT/S/GDPPASASQSA 
GDTGVSQAPV 


3510 


9007 


A 


3779 


3 


331 


CnFYFILFYFETESRSVAQAGVQWR 
HLDSLQAPPPGFTPFSCLSLPSSWDY 
RRP/PPRPANFFVLLVQTGFHRVSQD 
GLDLLT/S/GDPLASASQSAGITGLSH 
RARPAQVS 


3511 


9008 


A 


3780 


659 


1092 


AYNIFQFANRTNTGENLPKTLVIKYI 

SS I'FRSFFFFFFFLRQSRSVAQAGVQ 

WRNLGSLQPPPPGFTPFS(XSLPSSW 

DYGRPPPRPANF/SVFLVETGFHRVS 

QDGLDLLT/S/GDPPTSASQSAGITG 

VSHCARPHSVLIKEITQT 


3512 


9009 


A 


3781 


8 


295 


GRVSLRHQAGVQWRSLGSLQAPPP 
RFTPFSCLSLLRSWDHRRPPPRPANL 
LYFLVETGFHRVRQDGLDLLT/S/GD 
PPALASQSAGITGVSHRAHPTY 


3513 


9010 


A 


3782 


1474 


1870 


SARGITGVSHCTRPFSFFFFFFFFETE 
SHSIAQAGVQWRYLGSLQPLPPGFK 
QFACLSLSSSWDCRHAPPRPANFLNF 
LVEMGFHHL*LELLISSDPPASAFKS 
ARITGVSHRAWPIRFFLLKNIFKFLN 
FC 


3514 


9011 


A 


3783 


60 


560 


SDNYEKSHNIQEMTGLQSTLLVNN 

RVQLNFKWELNFFLSFLKQSSTLVA 

QAGVQWHDLGSLQPPPPGVKRFSC 

LSLPSSWDYRHVPPCLANFVFLFFL 

VETGFLHVGQAGPELLTSGGPPASA 

SQSAGITSVTH\RPLPEDSAFYQCRL 

NLWQRSPLECRCSLVLKT 


3515 


9012 


A 


3784 


3 


230 


FFFKTESRSVTRLECSGAVLAHCNL 
QLPGSSNSPASASRVAGITRHVPPH\ 
RLIFVFLVETGFHHVGQDGLDLLTL 


3516 


9013 


A 


3785 


3 


4117 




3517 


9014 


A 


3786 


1 


457 


FPVRNLDLSTYCIGQKEEQLPSYEL 

YADINHYGGMIGGHYTACAPLPND 

RSSQRNDVGWRLFDDSTLTTRDQS 

QAVTRYAYVLFYRRRNSPVERPVPK 

AGHSEHHPDLGPAAEAAASQ/ATRP 

WPGPRGG/APRGQPLNASPPLWIGQ 

TPPLKQT 


3518 


9015 


A 


3787 


1 


298 


NNQESCSVTEAGVQWHDLGSLQPP 
PSGFKQFS/CAQLLSSQDHRHMPPCP 
ANFYVFLLIAEMGFYHVSQAGLELL 
TSSDLPALASQSAGIIGVSHRAWAK 


3519 


9016 


A 


3788 


3 


286 


FFFFLFETQSmSHIRLECSGWSDYC 
NLCLPSSSDSLVLASGWAGTMGVR 
HNARLIFVFLVKMRFHHVGPRLGP 
QIPWTGIWBPSHFGPPQSA 


3520 


9017 


A 


3789 


1 


1422 




3521 


9018 


A 


3790 


353 


470 


IPGVSLYSLFSLLVQNIPQSTEILKKL 
MTTNEIQSNIYT 


3522 


9019 

* 


A 

• 


3791 


1328 


1615 


VSLFHAGVQWCDLSSLQPPPPGFKR 
FS/RLNLLSSWDYRRPLPHPSTFCKF\ 
VEMGFHHIGQAGLKLLTSGDPPASA 
SQSARITGVSHRARNCFYVT 


3523 


9020 


A 


3792 


2 


114 


CQPGFVMKGPP\HRVQCQALNKWE 
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SEQID 
NO: of 
DocSco-tidc 
seqntntc 


S£Q ID 
NO: of 
peptide 

SCl)1ICDCC 


Me 
tfao 
d 


SEQID NO: 

ioUSSN 

09/770»I60 


Nucleotide 
locatioa of 
first codon 

■ur licpuuc 

sequence 


Nndeotide 
location of last 
codon for last 
amiDo actfl oi 
peptide 
sequence 


Amino acid sequence ( Xe^inknown; *=Stop 
codon; A=possiblc nndeotide ddctioo; V=possible 
nucleotide insertion) 














TELPSCSRWCLPEA 


3524 


9021 


A 


3794 


1940 


2062 




3525 


9022 


A 


3795 


785 


892 




3526 


9023 


A 


3796 


1 


2745 




3527 


9024 


A 


3797 




3297 




3528 


9025 


A 


3798 




2202 




3529 


9026 


A 


3799 




2868 




3530 


9027 


A 


3800 




3237 




3531 


9028 


A 


3801 




2001 




3532 


9029 


A 


3802 




2982 




3533 


9030 


A 


3803 


1169 


3269 


VHCRFWILALCQMSRLQKSPLLFNI 

VLEVLAKAKQEKEIKGIQLGKEEV 

KI^IJ^ADDMIVYLENPTVSAQNLLK 

LMSNFSKVSGYKINVQKSQAFLYT 

NNRQTESQIMSGLPFTITSKRITYLGI 

QLTRDVKDLFKENYKPLLKEIKEDT 

NKWKNIPCSWVGGRINLVKMAILP 

KVIYRFNAIPIKLPMTFFTELEKTTL 

KFIWNQKRALIAKSSLSQKNKTGGI 

TLPDITa.YYKATVTKTSWYWYQN 

RDIDQWNRTEPSEIMPHIYNYLIFDK 

PDKNKQWGKDSLFNKWCWENWL 

AICRKLKLDPFLTPYTKINSRWIKDL 

HVRPKTIKTLEENLGNTIQDIGMGK 

DFMSKTPKAMATKAKIDKWDLIKL 

KSFCTAKETTIRVNRQPTEWEKIFA 

TYSSDKGLISRIYNELKQIYKKKTN 

NPIKKWAKDMNRHFSEEDIYAAKK 

HMKKCSSSLAIREMQIKTTMRYHLT 

PVRMVIIKKSG>JNRCWRGCGEIGTL 

LHCWWDCKLVQPLWKSVWQFLRD 

LELEIPFDPAIPLLGIYPEDYKPCCYK 

DTCTRMFIAALFTIAKTWNQPKCPT 

MIIXjIKKMWHIYTMEYYAAIKKDE 

FMSFXAGTWMKLETULRKLSQGQK 

TKHRMYSLIGGNLTMRTFGHSAGS 

HHTPGPIMRCGAGGGIALGEBPNVN 

DELMGTANQHGTCIPMQQNCTLCT 

CTLKLKV 


3534 


9031 


A 


3804 


2S21 


5793 




3535 


9032 


A 


3805 


2 


256 


KRSLSLPSRLECSGVBLAHCKLRLLG 
SRHSPPSDSGAAGTAGARHHARLFF 
LYFLVFHRVCLDGLDLL/NLVIHLPR 
SPKVWGLQA 


3536 


9033 


A 


3806 


1 


2406 




3537 


9034 


A 


3807 


139 


6503 




3538 


9035 


A 


3808 


1 


3204 




3539 


9036 


A 


3809 


77 


277 


PHFrPCSCPFPWSASSPLT*TH\QALT 
EEDEW*QAKNSGQAAQGQTPALPL 

GNLGQVTAPLCPRHC 


3540 


9037 


B 


3810 


21 


219 


MMPRSSRTKSCRSSCVAWSSCMKE 
NKELRAEAERLGHELQQAGLKTKE 
AEQTCRHLTAQVRSLGGTX* 


3541 


9038 


A 


3811 


1 


6359 


MTLHATRGAALLSWVNSLHVADP 
VEAVLQLQDCSflFIKIlDRIHGTEEGQ 
QILKQPVSERLDFVCSFLQKNRKHP 
SSPECLVSAQKVLEGSELELAKMT 
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PCTAJS01/086S6 



SEQID 
NO: Of 
nndeo-fidc 
seqooiee 


SEQIO 
NO: or 
peptide 
sequeBcc 


Mc 
tbo 
d 


SEQ ID NO: 

inUSSN 

09/770460 


Nucleotide 
location of 
lirslcodoD 
for peptide 
scqococc 


Nodeotide 
locatiooof last 
codoo for last 
amino add or 
peptide 
sequence 


Amino add scqacncc ( X^n known; *^top 
codon; /^possible oodcotide ddetioo; \F=pQssjMc 
nucleotide ioscrtioo) 














MLLLYHSTMSSKSPRDWEQFEYKI 

QAELAVILKFVLDHEDGLNLNEDLE 

NFLQKAPVPSTCSSTFPRKl -SPPSHQ 

AKREIRFLELQKVASSSSGNNFLSGS 

PASPMGDILQTPQFQMRRLKKQLA 

DERSNRDELELELAENRKLLTEKDA 

QIAl^(y}RIDRIALLNEKQAASPL 

EPKELEELRDKNESLTMRLHETLKQ 

CQDLKTEKSQMDRKINQLSEENGD 

LSFKLREFASHLQQLQDALNELTEE 

HSKATQEWLEKQAQLEKELSAALQ 

DKKCLEEKNEILQGKLSQLEEHLSQ 

LQDNPPQEKGEVLGDVLQLETLKQ 

EAATLAANNTQLQARVEMLETERG 

QQEAKLLAERGHFEEEKQQLSSLIT 

DLQSSISNLSQAKEELEQASQAHGA 

RLTAQVASLTSELTTLNATIQQQDQ 

ELAGLKQQAKEKQAQLAQTLQQQE 

QASQGLRHQVEQLSSSLKQKEQQL 

KEVAEKQEATRQDHAQQLATAAEE 

REASLRERDAALKQLEALEKEKAA 

KLEILQQQLQVANEARDSAQTSVT 

QAQREKAELSRKVEELQACVETAR 

QEQHEAQAQVAELELQLRSEQQKA 

TEKERVAQEKDQLQEQLQALKESL 

KVTKGSLEEEKRRAADALEEQQRCI 

SELKAETRSLVEQHKRERKELEEER 

AGRKGLEARLQQLGEAHQAETEVL 

RRELAEAMAAQHTAESECEQLVKE 

VAAWRERYEDSQQEEAQYGAMFQ 

EQLMTLKEECEKARQELQEAKEKV 

AGIESHSELQISRQQNELAELHANL 

ARALQQVQEKEVRAQKLADDLSTL 

QEKMAATSKEVARLETLVRKAGEQ 

QETASRELVKEPARAGDRQPEWLE 

EQQGRQFCSTQAALQAMEREAEQ 

MGNELERLRAALMESQGQQQEERG 

QQEREVARLTQERGRAQADLALEK 

AARAELEMRLQNALNEQRVEFATL 

QEALAHALTEKEGKDQELAKLRGL 

EAAQIKELEELRQTVKQLKEQLAK 

KEKEHASGSGAQSEAAGRTEPTGP 

KLEALRAEVSKLEQQCQKQQEQAD 

SLERSLEAERASRAERDSALETLQG 

QLEEKAQELGHSQSALASAQRELA 

AFRTKVQDHSKAEDEWKAQVARG 

RQEAERKNSLISSLEEEVSILNRQVL 

EKEGESKELKRLVMAESEKSQKLEE 

RLRLL\QAETASNSARAAERSSALR 

EEVQSLREEAEKQRVASENLRQELT 

SQAERAEELGQELKAWQEKFFQKE 

QALSTLQLEHTSTQALVSELLSANKH 

LCQQLQAEQAAAEKRHREELEHSK 

QAAGGLRAELLRAQRELGELIPLRQ 

KVAEQERTAQQLRAEKASYAEQLS 

MLKKAHGLLAEENRWLGERANLG 

RQFLEVELDQAREKYVQELAAVRA 

DADTRLAEVQREAQSTARELEVMT 
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wo 01/79449 PCT/USOl/08656 



SEQID 
NO: or 
nndco-tidc 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


S£QIDNO: 
inVSSN 


Nucleotide 
locafion of 
first codon 
for peptide 
sequence 


Nucleotide 
locaiioa of last 
codon fisr last 
amino add of 
peptide 
sequence 


|AmiD0 add sequence ( X*=linluiown; *=Stop 
Icodoo; /^possible oodcotide ddctloo; V=possibie 
nndeotide insertion) 














AKYEG AKVK VT .F.RRQRFQEERQKL 

TAQVEQLEVFQREQTKQVEELSKK 

LADSDQASKVQQQKLKAVQAQGG 

ESQQEAQRLQAQLNELQAQLSQKE 

QAAEHYKLQMEKAKTHYDAKKQQ 

NQELQEQLRSLEQLQKENKELRAE 

AERLGHELQQAGLKTKE\AEQ\TCR 

HLYLPRLRSLEW^QWAHARPSSFRD 

LGKFQVATVDALKSREPQAKPQLDL 

SIDSLDLSCEEGTPLSITSKLPRTQPD 

GTSVPGEPASPISQRLPPKVESLESL 

YFTPBPARSQAPLESSLDSLGDVFQD 

SGRKTRSARRRTTQII>nTMTTCKLD 

VEEPDSANSSFYSTRSAPASQASLR 

ATSSTQSLARLGSPDYGNSALLSLP 

GYRPll RSS ARRSQAG VSSGAPPGR 

NSFYMGTCQDEPEQLDDWNRIAEL 

QQRKRVCPPHLKTCYPLBSRPSLSL 

GTTTDEEMKTGDPQETLRRASMQPI 

QIAEGTGITTRQQRKRVSLEPHQGP 

GTPESKKATSCFPRPMTPRDRHEGR 

KQSTTEAQKKAAPASIXQADRRQS 

MAFSIL>m»KKU}NSLIJ«GASKKA 

LSKASPNTRSGTRRSPRIAriTASAA 

TAAAIGATPRAKGKAKH 


3542 


9039 


A 


3812 


241 


6884 


LSGITKNTIXHATRGAALLSWVNSL 

HVADPVEAVLQLQDCSIFIKHDRIH 

GTEEGQQILKQPVSERLDFVCSFLQ 

KNRKHPSSPECLVSAQKVLEGSELE 

LAKMTMLLLYHSTMSSKSPRDWEQ 

FEYKIQAELAVILKFVLDHEDGLNL 

NEDLENFLQKAPVPSTCSSTFPEELS 

PPSHQAKREIRFLELQKVASSSSGN 

NFLSGSPASPMGDILQTPQFQMRRL 

KKQLADERSNRDELELELAENRKL 

LTEKBAQIAMMQQRIDRLALLNEK 

QAASPLEPKELEELRDKNESLTMRL 

HETLKQCQDLKTEKSQMDRKINQL 

SEENGDLSFKLREFASHLQQLQDAL 

NELTEEHSKATQEWLEKQAQLEKE 

LSAALQDKKCLEEKNEBLQGKLSQL 

EEHLSQLQDNPPQEKGEA^GDVLQ 

LETLKQEAATLAANNTQLQARVEM 

LETERGQQEAKLLAERGHFEEEKQ 

QLSSLITDLQSSISNLSQAKEELEQA 

SQAHGARLTAQVASLTSELTTLNAT 

IQQQDQELAGLKQQAKEKQAQLAQ 

TLQQQEQASQGLRHQVEQLSSSLK 

QKEQQLKEVAEKQEATRQDHAQQ 

LATAAEEREASLRERDAALKQLEA 

LEKEKAAKLEILQQQLQVANEARD 

SAQTSVTQAQREKAELSRKVEELQ 

ACVETARQEQHEAQAQVAELELQL 

RSEQQKAT1SKERVAQEKDQLQEQL 

QALKESLKVTKGSLEEEKRRAADA 

LEEQQRCISELKAETRSLVEQHKRE 

RKELEEERAGRKGLEARLLQLGEA 

HQAEIEVUUIELAEAMAAQHTAES 
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PCTAJSOl/08656 



SEQID 
NO: of 
nodco-tide 
scqncDCc 


SEQID 
NO: of 
peptide 
scqnence 


Me 
Iho 
d 


SCQID NO: 
in USSN 
09y7704«0 


Nodcodde 
location of 
first codoo 
for peptide 
scqaence 


Nodcotide 
location of last 
codoD for last 
amino add of 
peptide 
scqoencc 


Amino add sequence ( X^nknown; *^top 
codoo; ^possible nodeotide ddction; V=possiblc 
nucleotide insertion) 














ECEQLVKEVAAWRDGYEDSQQEE 

AQYGAMFQEQLMTLKEECEKARQ 

ELQEAKEKVAGIESHSELQISRQQN 

KLAELHANLARALQQVQEKEVRAQ 

KLADDLSTLQEKMAATSKEVARLE 

TLVRKAGEQQETASRELVKEPARA 

GDRQPEWLEEQQGRQFCSTQAALQ 

AMEREAEQMGNELERLRAALMES 

QGQQQEERGQQEREVARLTQERGR 

AQADLALEKAARAELEMRLQNAL 

>JEQRVEFATLQEALAHALTEKEGK 

DQELAKLRGLEAAQIKELEELRQTV 

KQLKEQLAKKEKEHASGSGAQSEA 

AGRTEPTGPKLEALRAEVSKLEQQC 

QKQQEQADSLERSLEAERASRAER 

DSALETLQGQLEEKAQELGHSQSAL 

ASAQRELAAFRTKVQDHSKAEDEW 

KAQVARGRQEAERKNSLISSLEEEV 

SILNRQVLEKEGESKELKRLVMAES 

EKSQKLEE/RLRLLQAETASNSARA 

AERSSALREEVQSLRE^EAEKQRVA 

SENLRQELTSQAERAEELGQELKA 

WQEKFFQKEQALSTLQLEHTSTQA 

LVSELLPAKHLCQQLQAEQAAAEK 

RHREELEQSKQAAGGLRAELLRAQ 

RELGELIPLRQKVAEQERTAQQLRA 

EKASYAEQLSMLKKAHGLLAEENR 

GLGERANLGRQFLEVELDQAREKY 

VQELAAVRADAETRLAEVQREAQS 

TARELEVMTAKYEGAKVKVLEERQ 

RFQEERQKLTAQVEELSKKLADSD 

QASKVQQQKLKAVQAQGGESQQE 

AQRFQAQLNELQAQLSQKEQAAEH 

YKLQMEKAKTHYDAKKQQNQELQ 

EQLRSLEQLQKENKELRAEAERLG 

HELQQAGLKTKEAEQTCRHLTAQV 

RSLEAQVAHADQQLRDLGKFQVAT 

DALKSREPQAKXPQLDLSIDSLDLSC 

EEG\TPL\SITSKLPRTQPDGTSVPGE 

PASPISQRLPPKVESLESLYFTPIPAR 

SQAP\LESSLDSLGDVFL\DSGRKTR 

SARRRTTQIINI\TMTKK\LDV\EEPD/ 

SAPNLSFYSXTRSAPASQASLRATSS 

TQSLARLGSPDYGNSALLSLPGYRP 

TTRSSARRSQAGVSSGAPPGRNSFY 

MGTCQDEPEQLDDWNRIAELQQRN 

RVCPPHLKTCYPLESRPSLSLGTITD 

EEMKTGDPQETLRRAVSMQPIQIAE 

GT\GITTRQQRKRVSLEPHQGPG1TE 

SKKATS\CFPRPMTPRDRHEGRKQ\S 

TTEAQK\KAAPASTKQAVDRRQSM\ 

AFSI\LNTPKKLGNS\LLRTG*PQRKA 

LSK\ASP>ITRSG\TRRSPR\IA1"J"JASA 

ATAVAAIGCHPSRPRGKGKALKGPV 

PVSGPHLCSPMVAVTWSSAYCPSQ 

CLLSAPRPTVAKPLETVMPARTLA 

WSLVLHWRLLGAGPGGLEHGQCG 

RSPYLASFFLKAKSLLHHNQI 
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S£QU> 
NO: of 
Dodco-lidc 
seqacBCc 


SEQID 
NO: of 
peptide 
seqotDce 


Me 
tbo 
d 


SEQIDNO: 

idUSSN 

09/770460 


Nucleotide 
locatioo of 
first codon 
for peptide 
sequence 


Nucleotide 
locatioo of last 
codoo for last 
amino add of 
peptide 
sequence 


Amino add seqacoec ( X»Unhnown; *=Stop 
codoo; A=posable oDcleotide ddetion; \=possible 
nodeotidc inseiHoo) 


3543 


9040 


A 


3813 


1 


3466 


EKEKAAKLEILQQQLQVANEARDS 

AQTSVTQAQREKAELSRK VF.F.T ,QA 

CVETARQEQHEAQAQVAELELQLR 

SEQQKATEKERVAQEKDQLQEQLQ 

ALKESLKVTKGSLEEEKRRAADAL 

EEQQRCISELKAETRSLVEQHKRER 

KELEEERAGRKGLEARLQQLGEAH 

QAETEVLRRELAEAMAAQHTAESE 

CEQLVKEVAAWRERYEDSQQEEAQ 

YGAMFQEQLMTLKEECEKARQELQ 

EAKEKVAGIESHSELQISRQQNELA 

ELHANLARALQQVQEKEVRAQKLA 

DDLSTLQEKMAATSKEVARLETLV 

RKAGEQQETASRELVKEPARAGDR 

QPEWLEEQQGRQFCSTQAALQAME 

REAEQMGNELERLRAALMESQGQQ 

QEERGQQEREVARLTQERGRAQAD 

LALEKAARAELEMRLQNALNEQRV 

EFATLQEALAHALTEKEGKDQELA 

KLRGLEAAQIKELEELRQTVKQLKE 

QLAKKEKEHASGSGAQSEAAGRTE 

PTGPKLEALRAEVSKLEQQCQKQQ 

EQADSLERSLEAERASRAERDSALE 

TLQGQLEEKAQELGHSQSALASAQ 

RELAAFRTKVQDHSTAEDEWKAQV 

ARRRQEAERKNSLmLEEEVSILNR 

QVLEKEGESKELKRLVMAESEKSQ 

KLEERLRLLQAETASNSARAAERSS 

ALREEVQSLREEAEKQRVASENLR 

QELTSQAERAEELGQELKAWQEKF 

FQKEQALSTLQLEHTSTQALVSELL 

PAKHLCQQLQAEQAAAEKRHREEL 

EQSKQAAGGLRAELLRAQRELGELI 

PLRQKVAVEQERTAQQLRAEKASYA 

EQLSMLKKAHGLLAEENRGLGERA 

NLGRQFLEVELDQAREKYVQELAA 

VRADAETRLAEVQREAQSTARELE 

VMTAKYEGAKVKVLEERQRFQEER 

QKLTAQVEQLEVFQREQTKQVEEL 

SKKLADSDQASKVQQQKLKAVQA 

QGGESQQEAQRLQAQLNELQAQLS 

QKEQAAEHYKLQiVIEKAKTHYDAK 

KQQNQELQEQLRTLEQLQKENKEL 

RAEAERLGHELQQAGLKTKEAEQT 

CRHLTAQVRTLEAQVAHADQQLRD 

LGKFQVATDALKSREPQAKPQLDL 

SlDSLDLSCEEGtPLSITRSGGSLPPY 

VCLWSACCLSGCTLVR 


3544 


9041 


A 


3814 


35 


266 




3545 


9042 


C 


3815 


383 


628 


MDPSAGVnVTCLASLFSGRLVRFR 
CSHDWRNYTERVLLFQWVELKTKC 
WRHTEAGLKPSHYFLEKMKKTLRE 
SQATYDRI^ 


3546 


9043 


A 


3816 


2 


513 


DIYGGDYERFGLQGSAVASSFGNM 

MSKEKRDSISKEDLARATLVTITNNI 

GSTAXWLCALNENIDRWFVGNFLR 

INMVSMKLLAYAMDFWSKGQLKA 

LFFA^QGY\LGAVGALLGTVQND 
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PCTAJSOl/08656 



SEQW 
NO: of 
DQCIco-tidc 
scqocnce 


SEQID 
NO: of 
peptide 
scqoencc 


Me 
fho 
d 


SEQIDNO: 

inliSSN 

09/770460 


Nodeodde 
location of 
first codoD 
for peptide 
sequence 


Nodeotidc 
location of last 
codon for last 
amino acid of 
Dcstide 
sequence 


Amioo add scqocnce ( X^Hinkoomi; *=StDp 
codoo; /^possible nucleotide ddetioD; >F:possible 
nnclcotide insertion) 














LMTSRRRGSGRETASQKGQRTKKL 
LLEKVKVALGRKPSHLWQMNLLGF 

C 


3547 


9044 


A 


3817 


29 


175 


KSRPGTVAHACNPSTLGSRGGRnPA 
QEnCTSLGNTVSE\PCLYLRKNN 


3548 


9045 


A 


3818 


171 


419 


KFFPFQSLWWERRAFPLKGEDMAA 
LLCQDEKKDQVERSSTAFHGEIFGT 
SVPENGXHHPKKQSDGMEEYKTFGL 
GLTNVKKNR 


3549 


9046 


A 


3819 


2 


1209 


WPSKETAFLNTTQMPCLQSASTWS 

SYEHNSESYLLREHVSELDSSFHSV 

LSLPSDVPLHFHFETLLKKTEIKGNL 

AENKFVDEYIISPSPVHSTLNQWRN 

GYSPICKPQIRSESSAQLLQGRKKRH 

LSETALGERTKLVKEFDFHHTESGSH 

SNFTAVSNVNVLSRIQNSSRNTARR 

R\LRSESSYDADNIV\IPMSL\VAPAK 

LEKLQYKEILTPSWRMWLQPLDE 

YNLGKEEIEDLSDEVFSLRHKKYEE 

REQARWSLWEQSKWHRRNSRAYS 

KNVEGQDLLLKEYPNNFSSSQQCA 

AASPPGLPSENQDLCAYGLPSLNQS 

QETKSLWWERRAFPLKGEDMAALL 

CQDEKKDQVERSSTAFHGEIFGTSV 

PENGHHPKKQSDGMEEYKTFGLGL 

TNVKKNR 


3550 


9047 


A 


3820 


7 


447 




3551 


9048 


A 


3821 


1 


373 


EQQVLRSTCLGVGAKV/iyVEGMVL 
QYSTQKGILT/ENHIQEINAQ/TTGLR 
/KTMLLLDILPSRGPKAFDT/FLDSLQ 
EFPWVREKLKKAREEAMTDLPAGL 
EEKGRTGRRMGWGAGEEKGQKCQ 
TVGMRT 


3552 

• 


9049 


A 


3822 

■ 


1 


708 


TPVWWNSLWGRFPNSQDSGCSFSP 

PPQRYWADGEMEARDKQVLRSLR 

LELGAEVLVEGLVLQYLYQEGILTE 

NHIQEINAQTTGLRKTMLLLDILPSR 

GPKAFDTFLDSLQEFPWVREKLKK 

AREEAMTRPCLAVDRLTGIPVSHILN 

SSPSDRQINQLAQRLGPEWEPMVLS 

LGLSQTDIYRCKANHPHNVQSQW 

EAFIRWRQRFGKQATF\RTLDNGL\R 

AVEVDPSLLLHMLE 


3553 


9050 


A 


3823 


791 


1090 


HFLHGPLAQEDKSERERWQNHLADX 
LADFALAVMKDTLTNINNQSFNNFM , 
LRIGEHTPAGLPRSRLPSHAGAWPP 
TRRDMRLRTTEAIRVGRFraSQGKE 
T 


3554 


9051 


C 


3824 


172 


243 


MRPSHGPSEQLCSTLSPPIKPRPT* 


3555 


9052 


A 


3825 


1 


615 




3556 


9053 


A 


3826 


1 


596 


PGWEKRMSRSSWNTQEALPTAAIP 
RDAKGRVYYFNHITNASQWERPSGV 
NS\SSGGKNGQGEPAVV\RaSHLLV 
KHSQSR\RPSSW\RQ\EKrrRTKGGGP 

gslinglmpedsssgeedfveslasqf 
sdck/ssakargvdlgafqqkvrlq 

k:pflktprfal\rtggdergpcftd\ 
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wo 01/79449 



PCTAJSOl/08656 



SEQIO 
NO: of 
nndco-tidc 
scqnentc 


SEQID 
NO: of 
peptide 
scqnencc 


Me 
tbo 
d 


SEQIDNO: 

idUSSN 

09m0,160 


Nodcotide 
locfltiooor 
first codoD 
for peptide 
sequence 


Nodcotide 
locitionof last 
codoo for last 
amino add of 
pentide 
seqoence 


Araioo add sequence ( X=UD|[Domi; *^top 
codoo; A=po$sible nucleotide deletion; V=pos$ible 
nodcotide iosertkm) 














SGIHIILPHLSEGGEPRPGLGAGQGG 


3557 


9054 


A 


3827 


I 


295 


ETVFHSVTQSGMQWHNLASLQRLP 
LRLKQTSHLSLLSSWDCRHMPPNL 
A/NF/CVLRRDKISPFCPGWASNPPG 
LKQCIGBLKYPQALTPYELINIWEGI 


3558 


9055 


A 


3828 


131 


771 


MGVILEPSGTTVPLVSSV*LLVWDH 

GPTRIVGLIERLGPRATLVSSSSKSG 

RTMPNILDDIIASAVENKIPPSKTSKI 

NVKPELKEEPEESnSAVDENNKLYS 

DIPHSWICDALQKAFTDKEELLKQQ 

ASNLHEQKKAGVIFEAEEVITLLTS 

VLKTSSASRTSLSSRHQFAPGATVL 

YKGDKMVLNLDRSRVPTECIEKIEA 

ILKELEKPAP 


3559 


9056 


A 


3829 


1 


655 


MPVNAGGKVQESQKPPTLIPEPKDS 

QANFKSSSEQSLTEMWRPNNNLSK 

EKTEWHVEKSSGKLQAAMASVIVR 

PSSSTKTDSMPAMQLASKDRVSERS 

SAGAHKTDCLKLAEAGETGRIILPN 

VNSDSVHTKSEKNFQAVSQGSVPSS 

VMSAVNTMCNTKTDVITSAADrrS 

VSSWGGSEVISS/CIKYHFGLYIIRM 

CEFKKCQSASGSKTRMQCYLE 


3560 

• 


9057 


A 


3830 


1 


515 


LTLENQIKEEREQDNSESPNGRTSPL 

VSQNNEQGSTLRDLLTTTAGKLRV 

GSTDAGIAFAPVYAMGAPSSKSGRT 

MPNILDDIIASWENKIPPSKTSKIhTV 

KPELKEEPEESIISAA^ENNKLYSDIP 

HSWICEKHILWL\RnilAVIGSFSKNV 

GNKDSLQWFLVCIRK 


3561 


9058 


A 


3831 


6 


226 


RKGGFFVDLFVRWSNQVAVNMYK 
QLGYSVYRTVIEYYSASNGEPDEDA 
YGKLPSMAVSPRSRNSYILSTDCSI 


3562 


9059 


A 


3832 


37 


611 


SGGGAMTTLRAFTCDDLFRV/FNNI 

NLDPLJKi YGIPFYLQYLAHWPEYF 

IVAEAPGGELMGYIMGKAEGSVAR 

EEWHGHVTVALSVAPEFVRRLGLAA 

KLMELLEEISERKGGIFLVDLF^VRV 

SNQVA\VNMYK\QLGYSVYR\TVI\E 

YYFGPATGEP**GTLIDMRESTFPRD 

TGERNPnF\LPHPGGGLEDH 


3563 


9060 


A 


3833 


1 


191 


MQK*ITAWAPAPMKIKI1ASPERKYS 

VWIGGSIWPQLST/FQQMWISKQEY 

DESGPSIVHRKCF 


3564 


9061 


A 


3834 


2 


1203 


LSRRCQLSHSVLPPLRRRVSLPVAM 

EEEIAALVIDNGSGMCKAGFAGDD 

APRAVFPSIVGRPRHQGVMVGMGQ 

KDSYVGDEAQSKRGILTLKYPIEHG 

IVTNWDDNfEKIWHHTFYNELRVAP 

EEHPVLLTEAPLNPKANREKMTQIM 

FKIFNTPAMYVAIQAVLSLYASGRT 

TGIVMDSGDGVTHTVPIYEGYALPH 

AILRLDLAGRDLTDYLMKILTERGY 

SFTTTAEREIVRDIKEKLCYVALDFE 

QEMATAASSSSLEKSYELPDGQVm 

GNERFRCPEALFQPSFLGMESCGIH 

ETTFNSIMKCDVDIRKDLYANTVLS 

GGTTMYPGIADRMQKEITALAPST 
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wo 01/79449 PCTAJS01/086S6 



SEQID 
NO: of 
Dodco-tide 
sequence 


ISEQID 
INOiof 
Ipeptiite 
IseqBcncc 


Mc 
the 
d 


1 ISEQID NO: 
» ioUSSN 
09/770»160 


Nnelcotide 
locatioD of 
fintcodSoo 
for peptide 
sequence 


Nndcotide 
location of last 
codoa for last 
amino add of 
peptide 
seqnence 


Amino add sequence ( XMinknown; *^top I 
codon; A'possfble nodeotide ddetion; \Fpassible 
nodeotidc insertion) 














MKIKIIAPPERKYSVWIGGSILASLST 

FQQMWISKQEYDESGPSJWHRKCF 


3565 


9062 


A 


3835 


3 


412 


SRFPEGLFQPFFPGXMKSCGIHETTF 

HSH/nKFDVAIR\KDLYANTLLPGGN 

HQVSGALLTGMQKEIHAPAAQATL 

RFKIIAPPGSASTRWA^GSVGSILASL 

STFQ\QMWUSKQE\YDESGPLHSSTA 

KCFLNGLSQIA | 


3566 


9063 


A 


3837 


3 


480 


SHITVLTLNVNGLNAPVKRHRLAN 

WnCSQDPPVCFIQETHLTCRDTHRL 

KKGWRKIYQANGK/QKKAGVAIL 

VSDKTDFKPTKI/KRQGHYIMVKGS 

MQQEEQVLRDPQRDLDSHTMIMGD 

FNTLLSILDRSTRQKVNKDIQELKSA 

LHQADLIDIYRTLH | 


3567 


9064 


A 


3838 


1 


834 


MGDFNTPLSTLDRSTRQKVNKDIQE 

LNSALYQVDLIDIYRTLHPKSTEYTF 

FSAPHHTYSKTOHIVGSKALLSKCK 

RTEIITNCLSDHSAIKLELTIKKLTQN 

RSTTVKLNNLLLNDYWKYKQPSEN 

KHLYANKLENLEEMDKFLDTYTLP 

RLNQEEVESLNRPITRSEIEAITNSLP 

T/KKSPGPDGFTAEFYQ\MLEVLAR 

AIRQEKEIKGIQLVKEEVKLSLFADD 

MIWIJENPIVSAQNLLKLIGNFSKVS 

GYKI/NVQKSQAFLYTNNRQTESQI 

M 


3568 


9065 


B 


3839 


1 


543 


MGDFNTPLSTLDRSTRQKVNKDIQE 

LNSALYQVDLIDIYRTLHPKSTEYTF 

FSAPHHTYSKIDHJVGSKALLSKCK 

RTEIITNCLSDHSAIKLELTIKKLTQN 

RSTTWKLNNLLLNDYWKYKQPSEN 

KHLYANKLENLEEMDKFLDTYTLP 

RLNQEEVESLNRPITRSEIEAITNSLP 
TKK* \ 


3569 


9066 


A 


3840 


1 


1470 


MEQSWVENDFDELREEGFRRSNFS 

EVKEESRTQPKEAKNLARRDTHRL 

KIKGWRKIYEENGKQKKAGVPILVS 

DKTDFKPTKIKRDKEGHYTMVKGSI 

QQEELTILNIYAPNTGAPRFDCQVLR 

DLQRDLDSH rilMEDFNTPLSTLDRS 

TRQKVNKDIQELNSALQQVDLIDIC 

RMLHPKSTEYTFFSAPHHTYSKIDH 

RVGSKALLSKCKRTEIITNCLSDHSA 

IKLELRKKLTENRSTAYNLNNLLL 

NDYGVHNEMKSEIKMFFETNENKD 

TTYQNLWDnrFKAVEIQTTIREYYKH 

LYRNKLENLEEMDKFLDTYTLPRV 

NQEEVESLNRPITGSEBBAIINSLPTK 

KSPGPDGFTAEFYQRYKEELVPFLL 

KLFQSIEKEGILPNSFYDASHLIPKPG 

KDTTKKENFRPISLMNIDAKIMNKIL 

ANQIQQHKKLIHHDQVGFIPGMQV 

WFNIGKSINVIQHINRTKDQKXNHRn 

SIDAEKAF 


3570 


9067 


A 


3841 


2807 


4148 




3571 


9068 


A 


3842 


2 


1516 


WRKJYQANGK/QKKAGVAILVSDK 
TDFKPIKIKRDKEGHYIMVKGSIQQ | 
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wo 01/79449 



PCT/US01/086S6 



SEQID 
NO: of 
oodeo-tidc 



S£Qn> 
NO: of 
pq>tide 
scqvcncc 



Me 
tbo 
d 



SEQID NO: 

inUSSN 

09/770»160 



Nucleotide 
locatioa or 
first codoo 
for peptide 



Nucleotide 
locatioo of last 
codoo for last 
amino add of 
peptide 
seqncocc 



Amino add sequence ( X^Uoknowo; ^^top 
codoo; A=possiblc oudcotide ddetion; V=possible 
ODdeotide insertkm) 



EELTILNIHAPNTEAPRFIKQVLSDL 
QRDLDSHTIIMGDFNTPLSTLDRSTR 
RKVNKDTQELNSALHQVDLIDIYRT 
LHPKSTEYTFLSAPHHTYSKTDHIV 
GSKALLSKCKRSDIITNCLSDHSAIR 
LELRIKKLTQNRSTTWKLNNLLLND 
YWVHNEMKAEIKNfFFQTNENKDT 
TYQNLWDTFKAEEVKSLNRPITGSE 
IVAIINSLPTKRSPGPDGFTVEFYQR 
CRKAFDKIQRPFnJCTL>naj\IDGM 
YLKIIRAIYDKPTANVILNGQKLEVF 
PLKTGTRQGCPLSPLLFNIVLEVLAR 
AIRQEKEIKGIQLRKEKVKLSLFVD 
DMIVCLENPnSVQKLLKLISNFSKV 
SGYKINVQKSQAFLYINNRQTESQI 
MSELPFTIASKRIKYLGIQLTRDVKG 
LFKEWKPLL>«aKEGTNKWKNVP 
CSWIGKINIMKMAILPKETPSHMQR 
HT 



3572 



9069 



3843 



]20 



FIIDKXQKQLKSPSIDEWIK\KMWYI 
HKIEYHSAIKGIKF 



3573 



9070 



3844 



244 



SRLSFPSSWDYICAPPHLANFCIFLV 
EVRSVAMLPRLVSSSWAQADLPPWP 

PKAQGFTGMGHHAQSAAGLYIFSG 
LGSNAI 



3574 



9071 



3845 



2616 



3575 



9072 



3846 



773 



QTSPMIPSIWHCVNEIEQRGLTETG 
LYRISGCDRTVKELKEKFLRVKTVP 
LLSKVDDIHAICSLLKDFLRNLKEPL 
LTFRLNRAFMEAAEITDEDNSIAAM 
YQAVGELPQANRDTLAFLMIHLQR 
VAQSPHTKMDVANL\AKVFGPTIVA 
HAVPNPDPVTMLQGHQGVQPKW 
E\RLLFLGLWEYWEFSFMDGWEQG 
GTFDPLHVIENSNAFSTPQTPDIKAV 
PGGGLCVHFTAGEAEIQKGPPSCGQ 
NKSTAAFNY 



3576 



9073 



3847 



422 



CGRVJFtACGRVREPSSQIHHNMANL 
FIRKMVNPLLYLSRHTVKPRALSTF 
LFG\SIR\SAAPRGCGNPGAAVR\SLL 
SPGLPAyHHLPACGWGFKKQDCPLR 
KRCKDCY\LVK\RRGRWYVYCKT\H 
PRHKQKTRCRTLFPPESRT 



3577 



9074 



3848 



1959 



4060 



3578 



9075 



3579 



9076 



RFFSFFFFFETESHSVAQAGVQWCN 

LGSLQAPPPG\SRHSPASASRVAGTr 

GAHHHARLIFWFLVETGFHRISQDG 

LDLLTS*SARLGIPKCWDYRCEPPH 

LASI 



3849 



3850 



1320 



1239 



1733 



ALFFSFFFFFFETESRSVAQAGVQW 

RDLGSLQAPPVPGSRRSPASASRVAG 

TTGARHRIFFVFLVEMGFHRDLDFP 

TS*SA\QGLQA*ATAPGPFLFFFFFFF 

LRRSLTLLPRLECNGAILARCNLYL 

LGSSNSPASASRVAGIAGMHHHAR 

LIFCILVEMGFHHL 



3580 



9077 



3851 



131 



436 



VTHLHQKJCGSVFFFFFFFETESCPV 
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wo 01/79449 PCTAJS01/086S6 



SEQID 
NO: Of 
Dodeo-tidc 


SEQID 
NO: of 
peptide 


Me 

tbo 
d 


SEQ ID NO: 

ioUSSN 

09/770460 


Nucleotide 
location of 
first Godoo 

fftr nMfeiifl^ 

sequence 


Naclcotide 
locatioo of last 
eodon for last 

aiulOO BCHI VM 

peptide 
sequence 


Amino add sequence ( X^Unknown; *=Stop 
codoo; ^iiossiblc nucleotide ddetioo; \=possible 
nodeotlde InscrtioD) 














AQAGVQWRDLRSLQAPPPGXSRHSP 
ASASRVARTTGAHHYTRLIFWCLV 
ETGFHHVSQDGLDLQDQFPWSLFLF 
CPP 


3581 


9078 


A 


3852 


56 


192 


KFLFSPKALNSVRKFFQYFPPPKKR/ 
CPSQNSQVG/CLKSPP*GEKF 


3582 


9079 


A 


3853 


1 


230 


FQLHQH\LLNPKHDYRGWAKWNR 
NSLYEKMKEGERRKXRRSAEPYLQG 
QRLDNWAKKSVPQFFPLRVRDPG 
VKSSC 


3583 


9080 


A 


3854 


3 


126 


SCCGVGNQFKGPGGGGCyRGGG/RR 
NVSGGGAGGRGWKNERKER 


3584 


9081 


A 


3855 


1 


1021 


MPRLEAFVNNQTCPKKECGAASEG 

DTIGKQSELSFGKAKMARETHWPK 

KVGKLRSTWKQLPKTFQAISSTET 

KDQGPIVPAPVKGEGPIVPAPVKDE 

GPMVSAPIKDQDPMVPEHPKDESA 

MATAPIKNQGSMVSEPVKNQGLSGX 

PGPVKDQDVWPEH\*KGHDSA\LV 

APW*RIKGP\VVPRSPVKNQDP1LPV 

LVKDQGPTVLQPPKNQGRWPEPLK 

NQVPIVPVPLKDQDPLVPVPAKDQE 

P/TLPG/PLGSETAAPVPAHSHSPPPA 

GSSPAPPRAPGSGLRLPCSLAPRDLG 

TRDRAGTVSGALRTMRHPTGGLCQ 

KGPCWVPPPPLLQIQHFGPP 


3585 


9082 


A 


3856 


1 


448 


SSRKDQGLWSGPVKDQDVWPEH 

QRSRFSCQWAPVKNQGPWPESV 

KNQDPILPVLVKDQGPTVLQPPKNQ 

GRIVPEPLKNQVPIVPVPLKDQDPL 

VPVPAKDQGPAVPEPVLKTQGP/KGT 

LSLPTVSPLPRVMIPTAPHTEYIESSP 


3586 


9083 


A 


3857 


1 


573 


DPQFISGSPESPIRLWCVGLGNTKVT 

FTNPKNPVRAWIHPRHYTFASGSP 

DNIKQWKFPDGSFIQNLSGHNAUNT 

LAVNFDGGLVFGAANGPMHLWDW 

ETWAPIFKRVHA\AVQPG\SLDSESG 

IFACAFDQ\SESRLL\TAEADKP\IKV 

YREDDTATEETHPVSWKPEIIKRKR 

FLMNVEFFLSLFFSF 


3587 


9084 


A 


3858 


I 


589 


EDLRKCTFIFIIGGPGSGKGTQCEKL 

VEKYGFTHLSTGELLREELASESER 

SKLIRDIMERGDLVPSGIVLELLKEA 

MVASLGDTRGFLIDGYPREVVKQGE 

EFGRRIGDP\QLVIGKE\CSPDT\MTN 

RLVLQRSRSSLPVDDTTKXTMAKRLE 

AYYRXASIPVIAYYETKTQLHKINAE 

GTPEDVFLQLCTAIDSIIF 


3588 


9085 


A 


3859 


1 


557 


KLLSPKQPLLRAQLKTLVRLLCFSH 

AFVGLSKJTTWYQYGFVQTQGPKA 

NILVSGNEIRQFARFMTEKLNVSHT 

GVPLGEEYILVFSRTQNRLILNEAEL 

LljajVHEFQMKTVTVVPWRriPLTD 

WRLVSNASMLVSMHGAQLVTTLF 

LPRGATWELFPYAVNPDHYTPYK 

TLAMLPGHGTSSM 


3589 


9086 


A 


3860 


323 


656 


NEELMPKGRLYPPLANIQEVSINIAI 
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wo 01/79449 



PCTAJS01/086S6 



SEQIO 
NO: of 
nadco-tidc 
scQDcnce 


S£QID 
NO: of 
peptide 
scqocBcc 


Me 
tbo 
d 


SEQIDNO: 

iousav 

09/77MM 


Nucleotide 
locatioaof 
first codoD 
for nratidc 
seqncoce 


Nucleotide 
locatioo of last 
codOD for last 

fitninn urifl nf 

peptide 
scqoeoce 


Amino add seqame ( X=UnknowD; *«Stop 
codoo; ^posssMe notleotide deletioo; V=possit>le 
DDcleotide insertion) 














KVTEYLYANKMGFPDTQEPESDKA 
KYVK/EKGTWAEWNMDSLLPDV\Y 
EWPEICNQAPPVNTEIEALPLINTFV 
CSRGTPFFQTRKR 


3590 


9087 


A 


3861 


1411 


1799 


GYLQFSFSFFLFFFFFFFFLRWSLTLS 

PRLECSSVISTHCNLRLPGSSDSRAS 

ASQVAGTTGAHHHARLIVCVXLVER 

VFHHVGQAGLEVLTSGGPPTSASQS 

ARITGMSHHTRPVICSFQFSDLPHEY 

F 


3591 


9088 


A 


3862 


1 


1007 


MDGGHLFSNLTGKEEVIHKGAKLH 

PNGYRMAQGSETLVARGGPCRSVE 

PSAASPQELRGWWEAQALKRWGL 

MGGVWVMEVDPSWLGAJSAIVSSS 

ASRLLKSVWHIPCPHFLLLRPQLKE 

AQRRKKQLEERCRVEESIGNAVLT 

WNNEILPNWETMWCSRKVRDLWW 

QGIPPSVRGKVWSLAIGNELNITHEL 

FDICLARAKERWRSLSTGGSEVENE 

GLCVAVCAQQGHVGVMGFGSDEP 

SAVSPCEKGKSLAAWVLIFVDFRVG 

LQKSFQKRKERESTKLQQLWSWCL 

MLTYFAAFBVFFEENLPKLFAHFKK 

NNLTPDIYLIDAV*FRLLVGC 


3592 


9089 


A 


3863 


1 


1857 




3593 


9090 


A 


3864 


1 


840 


GIPAADRXEASLEUKLDISRTFPNLCI 

FQQGGPYHDMLHSILGAYTCYRPD 

VGYVQGMSFIAAVLBLNLDTADAFr 

AFSNLLNKPCQMAFFRVDHGLMLT 

YFAAFEVFFEENLPKLFAHFKKNNL 

TPDIYUDWIFTLYSKSLPLDLACRI 

WDVFCRDGEEFLFRTALGILKLFED 

ILTKMDFIHMAQFLT\RLPEDLPAEE 

LFGPSIATIQMQSRNKKWAQVLTAL 

QKDSREMREGKSVPPTLRLQREFAL 

GTNQSPMPRPLCCFRLTPGQPRRTD 

AL 


3594 


9091 


A 


3865 


3 


288 


FFFEMESLYVmLNCSGTITlSA^C 
NLCFPGSSDSPASASQIAGITGTRHH 
AQLILVFLVEMGFC/fflSTKQMEVIH 
PPWPPKVLGLQWTHDVL 


3595 


9092 


A 


3866 


285 


489 




3596 


9093 


A 


3867 


3 


425 


GSSDPPASAFQVAGSISVCHHTQLIF 

VFLVEVEFHHVSQASLQL/RDLSLPS 

SWDYRRPPPRPANFFVFLVEMGFH 

HLNKAnKSFACNEIQPLSAVSVARA 

GWGVFEYVSVYFLCSNSDYFSSNPS 

lANWMREWPLRLSLF 


3597 


9094 


A 


3868 


1 


156 


APPHPAN\FAFLVEMEFHDVGQGDL 

QLLASSDLPASASQSAGITGVSHCN 
Wl 


3598 


9095 


A 


3869 


1 


526 


LAESGEGLVLSGGSLRLPVCIASRFIF 

SSYYMSGVRQAPGKGLEWVSFIRXA 

TSVRGRFTMSRDESKNITYLQMKSL 

RRGMFRGDLGXDWPGGDGHWGAL 

RIWEPLWBFRCLWKMGLRLGASDG 

VTEPGGLGSHIWTRCLNKPGVLVM 
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wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: of 

DuCIClMllW 


SEQ ID 
NO: of 
pcpmic 


Mc 
tho 

u 


SEQ ID NO: 
inUSSN 


Nodcotidc 
locatiooof 
um couoij 
for peptide 
scqacocc 


Nucleotide 
locatioQof iast 
coQon lor iast 
amino add of 
peptide 
seqaence 


Amino add seqaence ( X^UoknowD; *^top 
codoo; ^=possiblc aodcotidc ddctioo; \Fpossiblc 
nndcotide inscrtioo) 














AEECVSGAVSVGLQDRCTAANRAl 
FSLEL 


3599 


9096 


A 


3870 


2 


353 




3600 


9097 


A 


3871 


136 


315 


FKYVLSFLFLASGDGESLDEDSEFTL 

ARDFEIGHFFVRERJVPRAVLYFTGE 

AIEDDDNV 


3601 


9098 


A 


3872 


132 


1552 


gdkniqmadhsfsdgvpsdsveaa 

knasntekltdqvmqnprvlaalq 

erldnvphtpssyietlpkavkrrin 

alkqlqvrcahieakfyeevhdle 

rkyaalyqplfdkrrefitgdvept 

daesewhseneeeeklagdmkskv 

wtekaaataeepdpkgipefwftif 

rnvdmlselvqeydepilkhlqdik 

vkfsdpgqpmsfvlefhfepndyft 

nsvltktykmksepdkadpfsfegp 

eivix:dgctidwkxgknvtvktik 

kkqkhkgrgtvrtitkqvpnesffn 

ffnplkgksvasgdgesldedseft 

lasdfeighffrerivpravlyftge 

aiedddnfeegeegeeeelegdeeg 

ededdaevfnpkvlifvlliihtfsrr 

dpsqpaeckqqyeaeagawqtgcr 

dsrpvggasvlaaaqsrgqsllhl 

trfqyhdfhfhfsffuilinlysgn 


3602 


9099 


A 


3873 


171 


324 




3603 


9100 


A 


3874 


3 


383 




3604 


9101 


A 


3875 


2 


314 


FFFFISALKALFAFLQILLFQVNVLRI 

TAHTVISFINLLSVTPSKAFLLLAFIF 

CREDYSFTAYATISYLKIGPKANLL 

IWVEAYVITVMQVTKSTQNSFRVNG 

Y 


3605 


9102 


A 


3876 


3 


319 


TESRSVPQLGVQWRDLGSLQPPPPG 

FTRFSCLSLPSSWDYRHTPPRPANFL 

\FFLVETGFRHVGQTGLELLTSGDPP 

ASASQSAGILCVLCIVILGNHREHI 

YRMV 


3606 


9103 


A 


3877 


118 


1341 




3607 


9104 


A 


3878 


1 


214 


GFTSSLACMQMGEMFMGFTCQ'nH 

LLALGCALFTAYLGVGMANFMAE 

GTCERRIVGKKKASITKDHQQRRI 


3608 


9105 


A 


3879 


1 


176 


MRIFALLTANfLLLVA/HAQAEPLQ 

ARADEAAAQEQPGADDQEMAHAF 

TWHESAALPLSA 


3609 


9106 


A 


3880 


3 


125 


AASTFLFPNLKNSLRG\SLRTFSSVT 
NVRKTALTWLNSQDl 


3610 


9107 


A 


3881 


1169 


1512 


YTQKNWHLFCFIFLRWSFVLVAQP 

GVQWCNLSSLQPLPPRFR*FSCLSLL 

SSWDYRCAPPRPANF/SVFLVETGF 

HHVGQADLELLTSGDLPTSASQSAG 

ITGVSHCTWPDILYEI 


3611 


9108 


A 


3882 


43 


347 


AGVQ*CDLG»LQLLPLGFK*FSCLSL 
PSSWDYRRLPPRPANF\*FL\^GFH 
HVGQADLELLTSGDSPASASQSAGI 

TGMSHRAGPI*KSFLKYSTNKLRTr 


3612 


9109 


A 


3883 




11295 


KPWVNETGKLFQDSYSISSHIHLSGF 
SFPSFFSETESCSVTQAGVQWHDLS 
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wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: of 
nndeo-tidc 
seqDCnce 


SEQlD 
NO: of 
peptide 
scqQcoce 


Me 
tbo 
d 


SEQID NO: 

ioUSSN 

09/770,160 


Nadcotidc 
locatioaof 
first codon 
for peptide 
scqncocc 


I^udeotide 
localioD of last 
codon for last 
amioo aad off 
peptide 
scqocDce 


Amino acid scqocnce ( X^Unknowo; *«Stop 
codon; f=^possMt oodeotide deletion; V^possiblc 
nodcotide insertion) 














SLKPLPPGFKQFSCLSLPSSWDYRR 
VPTRPANF/SVFLLETEFHRVSQDGL 
DRLT/S/GDPPSSASQSAGITGVSHRA 
RPHSPHF 


3613 


9110 


A 


3884 


3 


227 


RFSCLSLSSSWDYRAPVPPRLANFCI 

LVETGFHHAGQTGLELLTSGDPPAS 

ASEIAGITGMSHHTQPGQLLWECC 


3614 


9111 


A 


3885 


2 


296 


KWSSALVAYAGVTWHHLGSLRSPP 
PGFKRFCCLSLPSSWDYRHAPPPPA/ 
NFP/FLVKTGFLHVGQAGLELPISG 
DPPALAPKQSAWIRGVSHRAQPQN 


3615 


9112 


A 


3886 


1 

r 


162 


LGGLVFPSEWCK/RKLDGMQLIKV 

HLDKAQQNNVENKAETFSGVCKK 

HRDLMA 


3616 


9113 


A 


3887 


2 


474 




3617 


9114 


A 


3888 


2 


592 


STGKFSQEKAMFSSSAKIVKPNGEK 

PDEFESGISQALLELEMNSDLKAQL 

RELNTTAAKEffiVGGGRKAinFVPVP 

QLKSFQKIQVRLVRELEKKFQWES 

MSVFIAQ\RRILP\KPTRKSRTKNKQ 

KRPRSRTLTAVHDAO-EDLVFPSEIV 

GKRIRVKLDGSRLIKVHLDKAQQN 

NVEHKVETFSGVYKKHRDLMA 


3618 


9115 


A 


3889 


1 


93 


GFTMLP/RLVLNSWVQMICLPWPPK 
MLSLQA 


3619 


9116 


A 


3890 


1 


252 


PTLEQYAMRAFADALEVIPMALSE 
NSGMNPIQTMTEVRAR/QDMKQQH 
VIETLIGKKQQISLATQMVRMILKID 
DIRKPGESEE 


3620 


9117 


B 


3891 


18 

■ 


1121 


MASMGTLAFDEYGRPFLIIKDQDRK 

SRLMGLEALKSHIMAAKAVANTMR 

TSLGPNGU)KMMVDKDGDVTVTN 

DGATILSMMDVDHQIAKLMVELSK 

SQDDEIGDGTTGVWLAGALLEEA 

EQLLDRGIHPIRIADGYEQAARVAIE 

HLDKISDSVLVDIKDTEPLIQTAKTT 

LGSKWNSCHRQMAEIAVNAVLTV 

ADMERRDVDFELIKVEGKVGGRLE 

DTKLIKGVIVDKDFSHPQMPKKVED 

AKIAILTCPFEPPKPKTKHKLDVTSV 

EDYKALQKYEKEKFEEMIQQIKETG 

ANLAICQWGFDDEANHLLLQNNLP 

AVRWVGGPEIELIAIATGGRIVPRFS 

ELTAEKLGFAGLDKRISFGDT* 


3621 


9118 


A 


3892 


1 


282 


LPSSTHTIPGYPVNPLHPRPFPSSRLPP 
GIIGGEYDQRPTLPYVGDPISSLIPGP 
GETPSQFPPLRPRFDPV/GPNDRFPF 
RPSRGRFTDGRLSFM 


3622 


9119 


A 


3893 


3 


166 


PRPFPKSRLPPGIIGGEYDXQRPNPILP 

\GRGGPNDRFPF\RPSRGRPTDGRLS 

FM 


3623 


9120 


A 


3894 


101 


1926 . 


SPVRGRRRLGRELLGPAAVPVAAS 

GSRPLGPPAAVMRLRVRLLKRTWP 

LEVPETEPTLGHLRSHLRQSLLCTW 

GYSSNTRFTITLNYKDPLTGDEETL 

ASYGIVSGDUCLILQDDIPAPNIPSS 

TDSEHSSLQNNEQPSLATSSNQTSM 
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SEQID 
NO: of 


SEQlD 
NO: of 
peptide 
sequence 


Me 
tho 
d 


S£Q ID NO: 

ioUSSN 

09/770,160 


Nucleotide 
locatiooof 
first codon 
for peptide 
scqacncc 


Nndcotide 
locatioD of last 
codoD for last 
amino add of 
peptide 
sequence 


Amioo add sequeocc ( X=UokDowD; *^=Stop 
codon; ^possible oodcotide ddelion; \ppossible 
nodeotide insertion) 

« 














QDEQPSDSFQGQAAQSGVWNDDS 

MLGPSQNFEAESIQDNAHAIAEGTG 

FYPSEPMLCSESVEGQVPHSLETLY 

QSADCSDANDAUVLIHLLMLESGY 

IPQGTEAKALSMPEKWKLSGVYKL 

QYMHPLCEGSSATLTCVPLGNLIVV 

NATUCINNEIRSVKRLQLLPESFICK 

EKLGENVANIYKDLQKLSRLFKDQ 

LVYPLLAFTRQALNLPDVFGLWLP 

LELKLRIFRLLDVRSVLSLSAVCRDL 

FTASNDPLLWRFLYLRDFRDNTVR 

GVQDTDWKELYRKRHTQRKESPKGR 

\FVMLLPSSTHTIPFYPNPLHPR\PFP\ 

SSRL\PPGI\IGGEYDPKTNTFPMLGD 

PISSLIPWVLGETPQPSFPFrKlHALN 

PSWPPISRDPNPQSCPGAEGGPPN/R 

TRFPPLRPQPGGRANLMAGLVISCG 

LDLLinSWSLPFVFCFLNYRCQRPW 

GADLRVLFS 


3624 


9121 


A 


3895 


2 


442 


LSQLCGDPQRFDDFLRAYVEKYKF 

TSWAQDLLDSFLSFFPELKEQSVD 

CRAGPPLAEPDLSQGSSLTRPVEAL 

FQLAVTA£PL£>QAAASASAIDISKW 

RTFQTALFLDRLLDGSPLPQEWMS 

LSKCYSSLLDSMNAEIRIRWLQIV 


3625 


9122 


A 


3896 


1 


1035 


GEFLVIDVIHEVAHSWFGNAVTNAT 

WEEMWLSEGLATYAQRRITTETYG 

AAFTCLETAFRLDALHRQMKLLGE 

DSPVSKLQVKLEPGVNPSHLRNLFT 

YEKGYCFVYYLSQLCGDPQRFDDF 

LRAYVGE\YKFTSWAQDLLDSFLS 

ITPELKEQSVDCRAGLEFERWLNAT 

GPPLAEPDLSQGSSLTRPVEALFQL 

WTAEPLDQAAASASAIDISKWRTFQ 

TALFLVDRLLDGSPLPQEWMSLSK 

CYSSLLDSMNAEIRIRWLQIWRND 

YYSLT/FHRVRRFPGRARCHACYTIP 

LYEDLCTGALKSFALEA^QTQGRL 

HPNLRRAIQQELSQGLGFQHRARP 


3626 


9123 


A 


3897 


2 


912 


CSRSSRTGGWWPAPCSAASRRPTPG 

PAAAAAATTDATVTAGCGFGKDFR 

KGLLKKGACYGDDACFVARHRSA 

DVLGVADGVGGWRDYGVDPSQFS 

GTLMRTCERLVKEGRFVPSNPIGILT 

TSYCELLQNKVPLLGSSTACIWLD 

RTSHRLHTANLGDSGFLWRGGEV 

VHRSDEQQHYFNTPFQLSIAPPEAE 

GWLSDSPDAADSTSFDVQLGDULT 

ATDGLFDNMPDYMILQELKKLKNS 

NYESIQQTARSIAEQAHELAYDPNY 

MSPFAQFACDNGLNVRGGKPDDIT 

NO^LSrVAEYTD 


3627 


9124 


A 


3898 


2 


220 


YMSKKFSALLQSQERNCLinNWCSS 

LCLRVRLYLRQVTVIPRICKVSD\SP 

CAPEADAMFAFNADGVGDAKG 


3628 


9125 


A 


3899 


1 


346 


SANATTKTSETNHTSRPRLKNVDRS 
TAQQLAVTVGNVTVUTDFKXEKTRS 
SSVTSSSTVTS\SAGS\EQQN\QSSSGV 
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wo 01/79449 
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SEQID 
NO: of 

sequence 


SEQID 

NO: or 

— j- 
pcpooc 

sequence 


Me 
tfoo 
a 


SEQ ID NO: 
ioUSSN 


Nadcotide 
locatkmof 
first codon 
for peptide 
sequence 


Nucleotide 
locatioo of last 
codon for last 
amino add of 
peptide 
seqnence 


Amino add scqoeoce ( XHUnlcnown; *"6top 
codoo; /^possible oodeotide ddetion; Vpossible 
oadeotide inscrtioD) 














QRAPDKGLPPRSLPTPKGDMSVAVN 
DEIFPEIATWNCEKL 


3629 


9126 


A 


3900 


76 


368 




3630 


9127 


A 


3901 


1 


1182 


MFAKGRGSAVPSDGQAWEKLASY 

VYEYLLHVRVQKSAETFLSEIRWEK 

NITLGEPPGFLHSWWCVFGDLYCA 

APQRRDTCEHSSEAKAFHDYSAAA 

APSPVLGNIPPNDGMPGGPIPPGFFQ 

GPPGSQPSPHAQPPPHNPSSMMGPH 

SQPFMSPRYAGGPRPPURMGNQPPG 

GVPG\TQPLLP\NSMDPTRQQGHP\N 

MGGSMQRMNPSPRPLGPMGPRPHR 

ITGSGMRPPPNSLGPA\MP\GINMGP 

GAGRPWPNPNSANSIPYSSSSPGTY 

VGPPGGGGPPGTPIMPSPADSTNSS 

DNI\YTMI\NPV\PPGGSRSNFQMGPG 

STGPMDSMGGMEPHHMIG\SLGSG 

DIDGLPKIFPNNISGISNPPGTPRDDG 

ELGGNFLHSFQNDNYSPSMTMSV 


3631 


9128 


A 


3902 


2 


470 


IPTFGLPGSIQSDNGP\SFISQITQQVS 

QSLGIQWRLHIPCWPQTSGKVERAN 

GILKAQLTKLtLEVQKPWDLVLLPH 

RHWESIRRP/GPKGTLLSFSSIWSLIY 

GTPFPLTVNRPPSNSQLGGIPSQQSSL 

MEVIFLWPTRPTRAFPKPHGGGLPIP 

K 


3632 


9129 

« 


A 


3903 


69 


523 


PLGCASSQSISASRNTLCTTASSCCP 

QVLAHS\KAAEYMTRWKVQQMPH 

SQDRALQSVFCAPFHS**LVALPTG 

HR*MTPAQFSECFQATSGGSD*DPF 

LAPSFLWPGLPVAPGLLLPLGPVHS 

RATMEEGQATHEELTVFIGLRPGVR 

GS 


3633 


9130 


A 


3904 


101 


1469 


RTHFTFPHPGTGPTSAPPSGALEGTA 

GTITSNEWSSPTSPEGSTASGGSQAL 

DKPIDNDGEGVWSPDIEQSFQEALA 

lYPPCGRRKIILSDEGKMYGRNELIA 

RYIKLRTGKTRTRKQVSSfflQVLAR 

RKAREIQAKLKDQAAKDKALQSM 

AAMSSAQDSATAFHSSMRLARGPG 

RPAVSGFWQGALPGQAETSHDVKP 

FSQQTYAVQPPLPLPGFESPAGPAPS 

PSAPPAPPWQGRXSVASSKLWMLEF 

SAFLEQQQDPDTYNKHLFVHIGQSS 

PSYLRPYLEAVDIRQIYDKFPEKKG 

GLKDLFERGPSNAFFLVKFWADLN 

TNIEDEGSSFYGVSSQYESPENMnr 

CSTKVCSFGKQWEKVETEYARYE 

NGHYSYRIHRSPLCEYMINFIHKLK 

HLPEKYMNfNSVLENFinXJVVTNR 

DTQETLLCIAYVFEVSASEHGAQHH 

lYRLVKE 


3634 


9131 


A 


3905 


1 


1290 




3635 


9132 

* 


A 


3906 


2 


270 


ISLADLKEGPHTHLKPPDYSVAVQR 
SKMMHNSLSRLPPASLSSNLVACVP 
SKIVTQPQRHNLQPFHPKLGDVTDA 
DSEEDNENEQVSAV 


3636 


9133 


A 


3907 


2 


288 1 


RWGLALSLR/AGAQWFHHGSLQPQ 
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SEQID 
NO: of 
Dodco-tide 
scqncncc 


SEQID 
NO: of 
peptide 
seqncoee 


Me 
tho 
d 


S£Q ID NO: 

inUSSN 

09/770,160 


NBclcotide 
location of 
first codon 
for peptide 
sequence 


NDcleotfde 
locatioo of last 
eodoD for last 
amlDOocidof 
peptide 
seqaencc 


Amino add sequence ( X-=UDknown; *^top 
codon; ^^Missbie nocJeotidc deletioD; V=possible 
nodcotide insertion) 














PPMLKSSSRLSLPSSRNHRHTQPCPA 
NFFIFVEMGFHHVAQAGLELLSSVLT 

VWASQSAGITGVSHRTHPLLS 


3637 


9134 


A 


3908 


3 


222 


FFFETESRSVARLECSGTISAHCKLH 
LPGSCHSPASASRVAG1TGAHCHTQ 
RIFWEMGFHRVSQDGLDLKNL 


3638 


9135 


A 


3909 


3 


175 


GTSPKDCEVRDFCPSEGLYST*WGG 
SIUPSLDT/FKKMWVSKKKYEEDGA 
RSIHRKTF 


3639 


9136 


A 


3910 


2 


533 


RAAEFFFETFNVPALFISMRAVLSLY 

ATGRTTGWLDSEDGVTHAVPIYE 

GFAMPHSIMCIDIADRDVSRF\LR\L 

yLRK\EGYDFHSS\SEFEIVKAlKERA 

CYLSINP\QKDETLETEKAQYYLPD 

GSTIEISAPQERLYSTWIGGSILASLD 

TFKKMWVSKKEYEEDGARSIHRKT 

F 


3640 


9137 


A 


3911 


1 


1213 

• 


EFGALRRTRLGSSFPRRRDSSAMES 

YDVIANQPWIDNGSGVIKAGFAGD 

QIPKYCFPNYVGRPKHVRVMAGAL 

EGDinCPKAEEHRGLLSIRYPMEHG 

rVKDWNDMERIWQYVYSKDXQLQT 

FNSEEHPVLLTEAPLNPRKNRERAAE 

VFFETFNVPALFISMQAVLSLYATG 

R\TTGVV\LDSGDGVTHAVPIYEGFA 

MPHSIMRIDIAGRDVSRFLRLYLRK 

EGYDFHSSSEXFEIVKAIKERACYLF 

HKTPKJlDVETLii 1 EKASVTTWLDGS 

TIEIGPFR\FRAP\ELLFGPRI*LEKESE 

GIXHEVPGVRPFRKSDMGPAGARLF 

SNIVL/SQGGSTPVQKFSSLPISGFGD 

RLLa*VKKL\APKDVKIRISAPQERH 

VYPRGLGGSILASLDTVFKKMWVLQ 

KGDMR*DGSTIEIGPFRIPGPLSCSSG 

PEFDWKRKVKASHEVPGVRPFRKS 

DMGPAGARLFSNIVLFREALPLFKS 

SPLCPFQVLVTGSFVrVKKLSSKRCE 

DQDICTSGETCISTWIGGLHPCLPGH 

HLRRCGCSKKEI 


3641 


9138 


A 


3912 


2 


262 


LEKRSHSVTVKLGYSGVIIAHCSLNF 

LSSSQPPTSASQTAGTTGICHSTQUF 

KIFLVEMG/LHYVAQAGLDLLGSSN 

VEPPKVLLGL 


3642 


9139 


A 


3913 


1379 


2175 


TTAGIQMPIKAPGVLPQTPASGGST 

AT*KNAQEQKRVL*HL/QPVVLLPD 

VETPSEEDCMFGNGKGYRGKRATT 

VTGTPCQDWAAQEPHRHSIFTPETN 

PRAGLEKNYCRNPDGDVGGPWCY 

TTNPRKLYDYCDVPQCAAPSFDCG 

KPQVEPKKCPGRWGGCVAHPHSW 

PWQVSLRTRSPRPSSYKVILGAHQE 

VNLEPHVQEIEVSRLFLEPTRKDIAL 

LKLSSPAVITDKVIPACLPSPNYWA 

DRTECFITGWGETQEHFYFN 


3643 


9140 


A 


3914 


.1 


387 


TPEKEPPLWHAEFTKEELVQKLSST 
TKSAIXJLNG\LIJU;rHATAHAVLME 
QIKLLKSEIRRLEKNQEESAANVEH 
LKNVLLQFIFLKPGSERESLLPVINT 
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PCT/US01/086S6 



SCQID 
NO: of 
Dodco-tide 
scqocDce 


SEQID 
NO- of 
peptide 
seqacDce 


iMc 

Itfafl 
d 


SEQID NO: 
) in USSN 

09/770460 


Nndeotide 

Grst codoD 
for peptide 
sequence 


NoetoDtidc 
locadon of bn 
cotfoo for last 
amino add of 
peptide 
sei|ticocc 


Amino add seqoeoee ( X=UDboovni; *^=Stop 
codon; A^^possiblc nodeotide deletion; V=po8sible 
Dudcotidc Insertion) 














MLQLSPEEKGKLAAVAQGLQETSIP 
KKK 


3644 


9141 


A 


3915 


360 


885 


NVFVLLEANQRTSTVTLATVSASGQ 

MPSTEFGGLDSSIQKLIAIAHFILNH 

RELGFLEKASSKSTLGFSPASDETFG 

PVSDHOWGWQTSWDYFVSDDGRT 

A*L*QG>nFSCGLQEQPRHFYFLNM 

RF/DDSLLGVHPG»PCRMKALGTSP 

SSGQQSTPTLGISRCLHRSAFQTLF 


3645 


9142 


A 


3916 


1669 


4914 




3646 


9143 


A 


3917 


1379 


2175 


TTAGIQMPIKAPGVLPQTPASGGST 

AT*KNAQEQKRVL*HL/QPVVLLPD 

VETPSEEDCMFGNGKGYRGKRATT 

VTGTPCQDWAAQEPHRHSIFrPETO 

PRAGLEIQfyCRNPDGDVGGPWCY 

TTNPRKLYDYCDVPQCAAPSFDCG 

KPQVEPKKCPGRWGGCVAHPHSW 

PWQVSLRTRSPRPSSYKVILGAHQE 

VNLEPHVQEIEVSRLFLEPTRKDIAL 

LKLSSPAVITDKVIPACLPSPNYWA 

DRTECFITGWGETQEHFYFN 


3647 


9144 


A 


3918 


1 


387 


TPEKEPPLWHAEFTKRF.1 ,VQKLSST 
TKSADQLNGVLLRETEATVHAVLME 
QIKLLKSEIRRLERNQEESAANVEH 
UCNVLLQFIFLKPGSERESLLPVINT 

MLQLSPEEKGKLAAVAQGLQETSIP 
KKK 


"3648 1 


9145 

• 

• 


A 


3919 


360 


885 


NVFVLLEANQRTSTVTLATVSASGQ 

MPSTEFGGLDSSIQKLLMAHFILNH 

RELGFLEKASSKSTLGFSPASDETFG 

PVSDHIIWGWQTSWDYFVSDDGRT 

A*L*QGNIFSCGLQEQPRHFYFLNM 

RF/DDSLLGVHPG*PCRMKALGTSP 

SSGQQSTPTLGISRCLHRSAFQTLF 


"3649 


9146 


A 


3920 


1669 


4914 




3650 


9147 


A 


3921 


1 


246 


FLETEFHSVAQAGVQWCHLGSLQP 
PPPGFKQLSXCLSLPSSWDYRGTPPY 
LANFCIFSREKjVSLCWPGWSQTPDL 
KQSSGNL 


3651 


9148 


A 


3922 


10 


476 


DRVLLSVAQAGLQWRDLGSLQPPP 

P/GFKRFSCLSLPNSWDYRCVPPCLA 

NFFVFLVETGFHHVGQAGLELLTSG 

DPPLPQPPKVLGAGITGMSHHTWLI 

SLIFYQTKWRQTALISVGIPGSPLCH 

PLPLIRKGVAGKAVLCPRKDGHTH 
KTQLRP 


"3652 I 


9149 


A 


3923 


2 


465 


ARARADSARAARAEFEDIMKRNRA 

ISSSPISKAVSGASAGDYSDADBTLLT 

AL\VIKQSRVAK\DERCRVL1SSLKD 

CLHGVIEGQVPTVWGAQLGALSRKR 

HPFPGERSP\SRSRETSRRHRDLLHN 

DRHH 


3653 


9150 


A 


3924 


3 


218 


LPPPLSNIHSTLSTPFLPPPAPiySP/YP 

SRASPPSTYSPLPTPPPLPTSQPSTPT 

LPLPTPPCSTPSGQALFF 


"3654 T 


9151 i 


A 


3925 


1379 


2175 


TTAGIQMPIKAPGVLPQTPASGGST " 
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SEQID 
NO: of 
nndcQ-tidc 
sequence 


SEQID 
NO: of 
peptide 
scqncDce 


Me 
tho 
d 


SfX} ID NO: 

ioUSSN 

09/770,160 


Nndcotide 
location of 
lintcodon 
for peptide 
sequence 


Nndcotide 
location of last 
codon for last 
amino add of 
peptide 
sequence 


Amino add sequence ( X^Unknown; *=Stop 
codon; /=possibIe nndcotide ddetion; \Fpossible 
nndcotide Insertioo) 














AT*KNAQEQKRVL*HL/QPVVLLPD 

VETPSEEDCMFGNGKGYRGKRATr 

VTGTPCQDWAAQEPHRHSIFTPETN 

PRAGLEKNYCRNPDGDVGGPWCY 

TTNPRKLYDYCDVPQCAAPSFDCG 

KPQVEPKKCPGRWGGCVAHPHSW 

PWQVSLRTRSPRPSSYKVILGAHQE 

VNLEPHVQEIEVSRLFLEFTRKDIAL 

IJKI^PAVrroKVIPACLPSPNYVVA 

DRTECFITGWGETQEHFYFN 


3655 


9152 


A 


3926 


1 


387 


TPEKEPPLWHAEFTKEELVQKLSST 

TKSADQLNG\LLRETEATVHAVLME 

QIKLLKSEIRRLERNQEESAANVEH 

LKNVLLQnFLKPGSERESLLPVINT 

MLQLSPEEKGKLAAVAQGLQETSIP 

KKK 


3656 


9153 


A 


3927 


360 


885 


NVFVLLEANQRTSTVTLATVSASGQ 

MPSTEFGGLDSSIQKLIAIAHFILNH 

RELGFLEKASSKSTLGFSPASDETFG 

PVSDHIIWGWQTSWDYFVSDDGRT 

A*L*QGNIFSCGLQEQPRHFYFLNM 

RF/DDSLLGVHPG*PCRMKALGTSP 

SSGQQSTPILGISRCLHRSAFQTLF 


3657 


9154 


A 


3928 


1669 


4914 




3658 


9155 


A 


3929 


1 


1542 




3659 


9156 


A 


3930 


3 


1771 




3660 


9157 


A 


3931 


2 


1869 


RLVVVEAKMAAQAAAAAQAAAA 

QAAQAEAADSWYLALLGFAEHFRT 

SSPPKIRLCVHCLQAVFPFKPPQRIE 

ARTHLQLGSVLYHHTKNSEQARSH 

LEKAWLISQQIPQFEDVKFEAASLLS 

ELYCQENSVDAAKPLLRKAIQISQQ 

TPYWHCRLLFQLAQLHTLEKDLVS 

ACDLLGVGAEYARVVGSEYTRALF 

LLSKGMLLLMERKLQEVHPLLTLC 

GQIVENWQGNPIQKESLRVFFLVLQ 

VTHYLDAGQVKSVKPCLKQLQQCI 

QTISTLHDDEILPSNPADLFHWLPKE 

HMCVLVYLVTVMHSMQAGYLEKA 

QKYTDKALMQLEKLKMLDCSPILS 

SFQVILLEHIIMCRLVTGHKATALQE 

ISQVC5QLCQQSPRLFSNHAAQLHTL 

LGLYCVSVNCMDNAEAQFTTALRL 

TNHQELWAFTVTNLASVYIREGNRH 

QEVWLYSLLERINPDHSFPVSSHCL 

RAAAFYVRGLFSFFQGRYNEAKRF 

LRETLKMSNAEDLNRLTACSLVLL 

GHIFYVLGNHRESNNMGG\PAMQL 

ASKIPDMSVQLWSSALLRDLNKAC 

GNAMDAHEAAQMHQNFSQQLLQD 

HIEACSLPEHNLITWTDGPPPVQFQ 

AQNGPNTSLASLL 


3661 


9158 


A 


3932 


2 


614 




3662 


9159 


A 


3933 


1 


4992 


VSSNNVLLNSQADDRWINKPESAG 

FRDVGSEEIQDAENSAKTLKEIRTLL 

MEAENMALKRCNFPAPLARFRDIS 

DISFIQSKKWCFKEPSSTGVSNGDL 

LHRQPFTEESPSSRCIQBCDIGTQTNL 
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PCTAJS01/086S6 



SEQIO 
NO: of 
nodciMlde 
sequence 


S£QU) 
NO: of 
peptide 
sequence 


Mc 
Cbo 
d 


S£QlDNO: 

inUSSN 

09/770,160 


NDcJcotide 
locatioo of 
first codoo 
for peptide 
scqaencc 


Noclcotidc 
locatioD of last 
eodon for last 
amino add of 
peptide 
sequence 


Arnioo add scqoeoce ( X^UdIujowd; *^top 
eodon; /^^possible nncteotidc ddefioo; V^^xMsible 
nndeotide insertion) 




\ 

1 










KCRRGIENWEFISSTTVRSPLQEAES 

KVSMALEETLRQYQAAKSVMRSEP 

EGCSGTIGNKIIIPMMTVIKSDSSSD 

ASDGNGSCSWDSNLPESLESVSDVL 

LNFFPYVSPKTSITOSREEEGVSESE 

DGGGSSVDSLAAHVKNLLQCESSL 

NHAKEILRNAEEEESRVRAHAWNM 

KFNLAHDCGYSISELNEDDRRKVEE 

KAELFGHGRTTDLSKGLQSPRGMG 

CKPEAVCSHHIESHEKGCFRTLTSE 

HPQLDRHPCAFRSAGPSEMTRGRQ 

NPSSCRAKHVNLSASLDQNNSHFK 

VAVNSLQLKSHSPFQNFIPDEFKJSKG 

LRMPFDEKMDPWLSELVEPAFVPP 

KEVDFHSSSQMPSPEPMKKFTTSITF 

SSHRHSKCISNSSWKVGVTEGSQC 

TGASVGVFNSHFTEEQNPPRDLKQK 

TSSPSSFKMHSNSQDKEVTELAEGR 

RQSQKLPVDFERSFQEEKPLERSDF 

TGSHSEPSTRANCSNFKEIQISDNHT 

LISMGRPSSTLGVNRSSSRLGVKEK 

NVTITPDLPSCIFLEQRELFEQSKAP 

RADDHVRKHHSPSPQHQDYVAPDL 

PSCIFLEQRELFEQCKAPYVDHQMR 

ENHSPLPQGQDSIASDLPSPISLEQC 

QSKAPGVDDQMNKHHFPLPQGQD 

CVVEIOWQHKPKSmSNIhArEAKFN 

TWSQSAPNHCTLAASASTPPSNRK 

ALSCVHITLCPKTSSKLDSGTLDERF 

HSLDAASKARMNSEFNFDLHTVSS 

RSLEPTSIOLLTSKPVAQDQESLGFL 

GPKSSLDFQWQPSLPDSNTITQDL 

KTIPSQNSQIVTSRQIQVNISDFEGHS 

NPEGTPVFADRLPEKMKTPLSAFSE 

KLSSDAVTQITTESPEKTLFSSEIFIN 

AEDRGHEIIEPGNQKLRKAPVKFAS 

SSSVQQVTFSRGTDGQPLLLPYKPS 

GSTKMYYVPQLRQIPPSPDSKSDTT 

VESSHSGSNDAIAPDFPAQVLGTRD 

DDLSATVNIKHKEGIYSKRVVTKAS 

LPVGEKPLQNENADASVQVLITGDE 

NLSDKKQQEfflSTRAVTEAAQAKE 

KESLQKDTADSSAAAAAEHSAQVG 

DPEMKha.PDTKAITQKEEIHRKKTV 

PEEAWPNNKESLQINIEESECHSEFE 

NTTRSVFRSAKFYIHHPVHLPSDQDI 

CHESLGKSVFMRHSWKDFFQHHPD 

KHREHMCLPLPYQNMDKTKTDYT 

RIKSLSINV^a.G^KEVMDTTKSQVR 

DYPKHNGQISDPQRDQKVTPEQTT 

QHTVSLNELWNKYRERQRQQRQPE 

LGDRKELSLVDRLDRLAKILQNPIT 

HSLQVSESTHDDSRGERSVKEWSG 

RQQQRNKLQKKKRFKSLEKSHKNT 

GELKKSKVLSHHRAGRSNQDOEQI 

KFDKYILSKQPGFNYISNTSSDCRPS 

EESELLTDTTTNILSGTTSTVESDILT 

QTDREVALHERSSSVSTIDTARLIQA 
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PCTAJSOl/08656 



SEQI0 
NO: of 
nndco-tide 

SttJBCDCC 


SEQIO 
NO: of 
peptide 


Me 
tho 
d 


SEQU>NO: 

inUSSN 

09/770,160 


Nndeotide 
locatioDor 
first codoo 
for neotide 
seqacnce 


Nndeotide 
location of last 
codon for last 

fininn And nf 

peptide 
scqoenee 


Amino add seqacnce ( X^Unkoown; *=Stop 
codon; /^possible nucleotide ddetion; V=possible 
nodcotide inscrtioB) 








• 






FGHERVCLSPRRIKLY^ITNQQRXR 

YLEKRSKH^KESAGLTGHPLVTSE 

HTRRRHIQPPTSATACRQPLMTFCF 

YGFAYSGPFI 


3663 


9160 


A 


3938 


2 


354 


NRILVITSKAGEVIKHGDLRCVRDE 

GMPIYKAPLEKGILnQFLVIFPEKPL 

ALSGKSFLQLEALLPPVRQKVRTTDD 

MDQVELKEFCPNEQNWRQHREAY 

EEDEDGPQAGVQFQTA 


3664 


9161 


A 


3939 


204 


374 


DHGFLIPLTQGDQKGPPRVHPL*AC 
YHWNQREKVISSaGCICMSQIKDP 
LVKKKKK 


3665 


9162 


A 


3940 


39 


385 


AGVQWRDLSSPQPPPPGFKRVSCLS 

LPSSWDYRPQPRLANFC/DFLVEMG 

FCHVDQ\AGLELLTSGD?PASASQS 

AGITGVSHRTQPCLLFLKTKTWGK 

WEKDGMFWEMNGAQDQQE 


3666 


9163 


A 


3941 


1 


200 


FETGSYSVTJILVFSVQISAHCNLCL 
PGPSDPPTSASEWGTSVCHRVTQLI 
VIYPLQLPKLFRLQV 


3667 


9164 , 


A 


3942 


2 


458 


LFYGVYFLFPLNSCILFVSFTVNHLQ 

IFFFGGGMKSWSVRRLECSGVILAH 

CNLRLPGSSDSPASASRVAGTTGTC 

HR\ARLIFVFLVEMG\FHHVG/RRDG 

LGSPDLVIHPPR\TPKGVGGLQGVSH 

CGPGPSPQGFYLKIKELGSSQGGEQ 

FP 


3668 


9165 


A 


3943 


1 


2499 




3669 


9166 


A 


3944 


855 


2479 


PGGSGPGFPTLEGSSKAGRELGIGY 

EPGSSGVGAPLTPHKKMKKRKELN 

ALIGLAGDSRRKJCPKKGPSSHRLLR 

TEPPDSDSESSSEEEEEFGWGNRSR 

FAKGDYLRCCKICYPLCGFVILAAC 

WACVGLVWMQVALKEDLDALKE 

KFRTMESNQKSSFQEIPKLNEELLSK 

QKQLEKIESGEMGLNKVWINITEM 

NKQISLLTSAVNHLKANVKSAADLI 

SLPIJ A^GLQKSVASIGNTLNSVHL 

AVEALQKTVDEHKKTMELLQSDM 

NQHFLKETPGSNQnPSPSATSELDN 

KTHSENLKQDILYLHNSLEEVNSAL 

VGYQRQNDLKLEGMNETVSNLTQR 

VNLIESDWAMSKVEKKANLSFSM 

MGDRSATLKRQSUXJVTNRTDTVK 

IQSIQKEDSSNSQVSKLRE*LQLISAL 

TNKNPESNRPPETADEEQVESCTSKP 

SALPKFSQFLGDPVEKGCPKLRTYS 

P*QGVSKH*KIFQDLFR\KTGQDV\D 

GKLTYQEIWTSLGSAMPEP^SLRAF 

DXSDGDGRYSFLELRVALGI 


3670 


9167 


A 


3945 


336 


519 


AALPCEPAFSPLQEVQRGLQDRGQ 
NQTQRPFFL\NWQA\VSQEG\ACV\ 
YAVSELRJCEWGRPQ 


3671 


9168 


A 


3946 


252 


2104 


LCASSCPFICPPIRPSVCPPAAPLLLG 
CRAMARGYGATVSLVLLGLGLALA 
VIVLAWLSRHQAPCGPQAFAHAA 

VAADSKVCSDIGRAILQQQGSPVDA 
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SEQID 
NO: of 
oucico-tiflc 
sequence 


SEQlD 
NO: of 
peptide 
seqococe 


Me 
tho 
d 


SEQ ID NO: 

inUSSN 

09/770,160 


Nucleotide 
locatioo of 
first codoo 
for peptide 
seqDence 


Nucleotide 
locatioo of last 
codoo for last 
amino add of 
peptide 
sequence 


Amino acid seqocncc ( X^Unkoown; *^top 
codon; A=possible nucleotide deletion; V=possibie 
nndcotide InsertioD) 














TLAALVCTSWNPQSMGLGGGVIFT 

lYNVTTGKVEVINARETVPASHAPS 

LLDQCAQALPLGTGAQWIGVPGEL 

RGYAEAHRRHGRLPWAQLFQPTIA 

LLRGGHWAPVLSRFLHNSBLRPSL 

QASTLRQLFFNGTEPLRPQDPLPWP 

ALATTLETVATEGVEVFYTGRLGQ 

MLVEDIAKEGSQLTLQDLAKFQPEV 

VDALEVPLGDYTLYSPPPPAGGAIL 

SFILNVLRGFNFSTESMARPEGRVN 

VYHHLVETLKFARGQRWRLGDPRS 

HPKLQNASRDLLGETLAQLIRQQID 

GRGDHQLSHYSLAEAWGHGTGTSH 

VSVLGEDGSAVAATSTINTPFGAMV 

YSPRTGULNNELLDLCERCPWGSGT 

TPSPVSGDRVGGAPGRCWPPVPGE 

RSPSSMVPSILTNKAQGSKLVIGGAG 

GELIISAVAQAIMSKLWLGFDLRAA 

lAAPILHVNSKGCVEYEPNFSQEVQ 

RGLQDRGQNQTQRPFFLNWQUVS 

QEG\ACVYA\VSDL\RKSGE/VARS 


3672 


9169 


A 


3947 


2 


97 


GLGRWLT/PVIPTLWEAKKGRSPEV 

RSSRPVKS 


3673 


9170 


A 


3948 


3 


308 


PEDSDEKSLSSSVWHVRRPSRRVP 
RMPRGSRSRTSRMAPPASRAPQMR 
AAPRPAPVAQPPVQPCLYEIKQFLEC 
AQNQGDIKLCEGFNEVLKQCRLAN 
GLA 


3674 


9171 


C 


3949 


38 


154 


MXSNSFWSVPRTRVTSSSMIVSMR 
CCYDFILCELIRJKS* 


3675 


9172 


A 


3950 


1 


192 


GSNAEP/ARPDLTY/QEP/QGTQPAQ 
QQQPCLYEIKQFLECAQNQGDIKLC 
VGFNEVLKQCRLANGLA 


3676 


9173 


A 


3951 


1 


254 


LMARMQTLKLAVLWASAIGHTWV 
HAFTGAFSGGSNAEPARP/DITYRSL 
YEIKQFLECAQNQGDIKLCEGFNEV 
LKQCRLANGLA 


3677 


9174 


A 


3952 


1 


142 




3678 


9175 


A 


3953 


1 


325 


FFFEMESCSVAHAGVRWA/DLSSLQ 

SPFPGFKRFSCLGLLSSWDYRRLPP 

HPANFXYFLVDTGFHHVGQAGLELL 

T/S/GDPPASASQSAGITGTSHRARPT 

VNTFNRPPAS 


3679 


9176 


A 


3954 


3 


304 


HEGREKRRVLGAEAGGGRSCEIGV 
PLEWWRPLMRVRVRMCOLMLML 

RWGASFAWYCCFLSFCNWL\SSEDT 
TGLMITFMLRISALLMRSLQNPE/^ 
TLPW 


3680 


9177 


A 


3955 


3 


961 


LLLLNSRPRRRDRLVTLESWANDPD 

YLKRQVGFCAQWSLDNLFLKEGRQ 

LTYEKVNLSSIRAMLNSNDVSEYLK 

ISPHGLEARCDASSFESVCCVSFCVD 

AGVWDYEVTVVTSGVMQIGWATR 

DSTFLNHEGYGIGDDEYSCAYDGC 

RQLIWYNARSKPHIHPCWKEGDTV 

GFLLDLNEKQMIFFLNG/TPA/RPPEE 

QVFSSTVSGFFAAASFMSYQQCEFN 
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PCTAJSOl/08656 



SEQID 
NO: of 
nodeo-tidc 
sequence 


SEQlD 
NO: of 
peptide 
scqoeiice 


Mc 

tbo 
d 


ISEQIONO: 

ioUSSN 

09/n04ti0 


Nucleotide 
location of 
first codon 
Jbr neotidc 
sequence 


Nocleotide 
location of last 
codon for last 

antitio stfM nf 

peptide 

sequence 


Amino acid sequence ( X^^Unknown; *=^Stop 
codon; /=possil»le nucleotide deletion; ^^possiUc 
nacleotidc Insertion) 














FGA\SPFKYPPSMKFSTFNDYAFLTA 
EEKflLVPRHRRLALLKQVSIRETAGS 
LCCDEVADTQLKPCGHSDLCMDCA 
LQLETCPLCRKEIVSRIRQISHIS 


368] 


9178 


A 


3956 


4 


101 


RQSLAMLSRLAULNSWPQVILLPWP 
PKVLGLQA 


3682 


9179 


A 


3957 


21 


338 


HPVLAITLSIFIFVAFAYAEEELDEIQ 

P/CIMMKTLNKLGIEGMCLNSnCAIY 

/DKSNANFILNKEKLKAFFLRSGTRQ 

IRPNFQ/PLLFNIVLEVLAKEIRQEEEI 
KV 


3683 


9180 


A 


3958 


90 


360 


ALICLVDIESGENSTTRPRFASHDQV 
CIALLRTA\GILCLETFIDSPSHGSRH 
FLF\n.SSPPLTLFPLLHIYLLAVVVPI 
VSPLLSLSDPP 


3684 


918] 


A 


3959 


1 


424 


CGRRFSTRSDLTKHRRTDTGXEKPNX 

RCELCGKRFTCVSNLNVHRRNHAG 

HKPHKCPECSKAFSVASKLALHRKT 

HLGERPAECARVGQVLQPQPAPLS 

QHQRGPHAPPAPLPPLPSSPAVGHC 

PQSFEGGRLEQEKAKGSL 


3685 


9182 


A 


3960 


153 


328 


SIASYFTLVCHLLRKCHPRLGTVAH 

TYNPSTLGGRGRWIMR\QEFETSLT\ 

NMVKPCRY 


3686 


9183 


A 


1 3961 


1 


936 




3687 


9184 


A 


3962 


I 


1023 




3688 


9185 


A 


3963 


15 


337 


RINNnSWLIYVCKFCLSSFSIYLIIIIII 

IIFFETESHSVAQAGVQWRNLGSLQ 

PPPPRFFCRFSCLSFPSSWDYRCPPPR 

PANFCIF\SRDGVSPCWPGWFRTPDL 
R 


3689 


9186 

> 


A 


3964 


3 


1105 


HASALTPVVCMLSAIAFSNVFEHYL 

GDDMKRENPPVEDSSDEDDKRNQG 

NLYDKAGKVRKHATEQEKTEEGLG 

PNIKSlXHTvILMUVlUJSdMFAVHCTW 

VTSNAYSSPSVVLASYNHDGTRNIL 

DDFREAYFWLRQh/TDEHARVMSW 

WDYGYHIAGMANRTTLVDNNTW\ 

NNSHIALVGKAMSSNETAAYKIMR 

TLDWYVLVIFGGVIGYSGDDINKF 

LWMVRIAEGEHPKDIRESDYFTPQG 

EFRVDKAGFPTLLNCLMYKMSYYR 

FGEMQLDFRTPPGFDRTRNAEIGNK 

DIKFKHLEEAFTSEHWLVRIYKVKA 

PDNRETLDHKPRVTNIFPKQKYLSK 

KTTKRKRGYIKNKLVFKKGKKISK 
KTV 


3690 


9187 


A 


3965 


1 


181 


ANWFTQLLIWYGVDVRSRDARGL " 

TALAYARRAGSQECADILIQHGVCS 

AEGCGLSSTCY 


3691 


9188 


A 


3966 


640 


961 


DGVSASCCPGLGVQWVRFLGSUQP 

SASWGFKQFSCLSLPSSWDYRRALP 

PPRPANF/SVFLVKMGFLHVG\QAG 

LELLTSGHPAASASQSAGITGVSHR 

TRPAASILl 


3692 


9189 


A 


3967 


2 


334 


VGLYGRIEASSPMGEGNRW*SGTPA 
NQG*QEQGIARPKPRGEPGLRNEGG 
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PCT/USOl/08656 



SEQID 
NO: of 

nnrfm fiili' 

scqneocc 


SEQID 
NO: of 

sequence 


Me 
tbo 

H 
U 


SEQID NO: 
inUSSN 


Nucleotide 
locatloii of 
ufai conoo 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino add of 
peptide 
scqneocc 


lAmino acid scqnence < X=4Jnknown; *^top 
Icodon; /=^>Qssib)e nucleotide deletion; V=705siblc 
nndcotide insertioo) 














PGAILPGRWAGV*GPTGQEGR*RGS 
QESCPCPAQSSCSHRVAGLDVGGSH 
GHSAAFPATP 


3693 


9190 


A 


3968 


1 


361 


ARARLRHLRDLRAPAGPVGGLCAA 

GTACGWPGPGPLLGERVRAFLRR* 

RAQHLLHHHRVRAPLPGWREAAG 

GAPPFLGTYGPESQVRLRDAWPEA 

GGQDSGSSGSASLRPRSSFSCSCS 


3694 


9191 


C 


3969 


151 


373 


MPTAVXXXXXXXXXXXXXXXXX 
XXXXXXXXXXXXXXXXXVLPFLV 
LEVMQCLCPVLLLYYDPNSKTRYV 
FFKTR* 


3695 


9192 


A 

- 


3970 


50 


441 

• 


IPSPPDGFFSNLGTRKPFFPCNFSCQ 

NILLLTRKILLKSFLYPFFFLRWSLA 

LPPAVLSAHCNLCPPGSSDSLASAS* 

VAGITGVHHQAWPVLPFLVLEVMQ 

CLCPVLLLYYDPNSTTRYVFFKTRT 

FIA 


3696 


9193 


A 


3971 


3 


224 


FLRWSLALPPA VLSAHCNLCPPGSS 

DSLASAS*VAGITGVHHQAWPVLPF 

LVLEVMQCLCPVLLLYYDPNSFV 


3697 


9194 


A 


3972 


1 


214 


PIQFKQRLPFGFLFVFVF*EGVLLCH 
PGWTAVTEDRSWLTATSTSWAQVI 

LQSSCLSLPGS*DYRQCLPGV 


3698 


9195 


A 


3973 


154 


341 


KNFFRGQFWFVA*AGVQWGHFRSL 

QPQPSGVKQFFPLGLPKPLDCRCES 

HRVPFLFLGLETL 


3699 


9196 


A 


3974 


3 


379 


FALVAQAGVQWCSFDSLQPPPPGF 

K*FSCLSLPSSWNYRHLPPRLANFV 

FLVEMGFHYVGQASLELLTSGDPPA 

SASQSAGIRGLSHCTWPHVSGFIMQ 

YEYTLCFMVFIMSFWRNCRKVAKY 

LK 


3700 


9197 


A 


3975 


2 


35 


LKQAPCLCLPSS^DYRHLPPCLSNF* 

NFL*R*GLSLLPRLVSNS*PQAICPRR 

PPKVLRL*AQTSPLPLPTK 


3701 


9198 


A 


3976 


1958 


2316 


IHSSPTKATFFLRQSLALSPRLEYSG 

AISAHCNLCFPGSSDSRALAS*AAG 

TTGACHHIRLIFFLFFVFLVETGFHH 

VGQAGLELLVSSDLPILVSLSARITG 

VSHHAQPPPKLLNALL 


3702 


9199 


A 


3977 


2 


80 


SLC1CMCVCACIRTHA*MYVCVCV 
HTHACMNATSPSWVF 


3703 


9200 


A 


3978 


123 


452 


KTGSNFAPQLEAQGGNLG*LNPWP 
PG*KQFSGLTLLITWINGAPPPPRAN 
FGIFNKKGVTPCGQGGPKTRDLGIG 
PSKPPKGLEFRAQPPEPALMGKFYP 
MVNLSNVPPF 


3704 


9201 


A 


3979 


3 


250 


AIAAH*NjLHLLGSSNSSASVSRVAGI 
TGARHHTQLIFVFLVETGFHHVCQA 
GIEFLTSGDTSTSASQSARITGMSHH 
TWPKQ 


3705 


9202 


A 


3980 


2 


257 


PRSSPTCPACLCVQVNPPAQDPEDP 

APQLSPQPQDPAKPPPQPYNPYKPY 

PNLGCGL*PQNYCIIVCMVSIVYYH 
MGIIETVKSQ 


3706 


9203 


A 


3981 


2 


147 


LVEMGFHHVSQAGLKLLDSGNLSA 
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SEQID 
NO: of 
nDcico4idc 
scqocnce 


SEQlD 
NO: of 
pqidde 
sequence 


Me 
tbo 
d 


SEQID NO: 

ioUSSN 

09/770460 


Nodcotide 
locatioD of 
first codon 
for peptide 
sequence 


NDclcotide 
location of last 
codon for last 
amino add of 
peptide 
sequence 


Amino add sequence ( X^nknown; *=Stop 
codon; /^possible ondeotide ddetion; V=possib]e i 
nudeotide insertion) 














S*RSAGITGISHRAHPPNSTNIYA | 


3707 


9204 


A 


3982 


3 


446 


QVVRGFGRVSKQMGIPTANFPEQV 

VDNLPADISTGIYYGGASVGSGDVH 

KMWSPWWYYKNTKKSMETHIM 

HTFKEDFYGEILNVAIGD^LRPDKN 

FDCLESLISPVQGDTD*AKIRLELPE 

HLRI*EDTTFQVSLNRTMIVTDDK | 


3708 


9205 


A 


3983 


1 


162 


FFFRVKASICCPGWSTVAQ**LTAA 
SDSWAQKSSCFSLWSSWDNRRGLP 
HLANK 1 


3709 


9206 


C 


3984 


131 


442 


MNIPLSMSLWSNSMQDWWXXXX 
XXXXXXXXXXXXXXXXXXXXXX 

xxxxxxxxxxxxxxxxxxxxxx 

XXXXXXXXXXXXXXXXXXXXXX 

xxxxxxxxxxxxxx* 


3710 


9207 


A 


3985 


141 


429 


TGSHFVAQAGMQWCNLWSMQLLP 
AGLR*FPYLSLPSSWDYRHAPPCST 
HFLYFFVEMGFCHVAQVGLELLAS 
SDVPTYASQSAGITGVSNHPRPF 


3711 


9208 


A 


3986 


1577 


1879 




3712 


9209 


A 


3987 


1 


219 


EM»SCRVTQAGVQWCNLSSLQLPS 
PGFKQFSCLSVPSGWGYRCMPPHP 
ANFCIFSRDRASPRWPGWSQTPDLR 


3713 


9210 


A 


3988 


1 


414 


FF*TGSCFVSQAGTQQQDHSSLQP* 

TPGUCPSSHLCLLSSWDNRHLIFKFF 

VEMGSRHVAQAGLQLLGSNNPFTL 

AS*SARIISWSHRAQPTCTLCSWLC 

DSGAGTAESFLWQPALSRVANRGC 

CRRPGKLKEKQGT 


3714 


9211 


A 


3989 


3 


666 


FFVETGFCHVGQAGLELLGSGNLPA 
AASQSAGITGMSHRVRQHS*YETHR 
KVFYS 1 


3715 


9212 


A 


3990 


1 


436 


FFFFFLRQNLTLSPRL*CSGT1LAHC 

NLQHPGSSDSPASASQVAGITGVRH 

HIWLIFVFLVEMRFHHVGQASLELL 

NSGYLPTSASQSAEITGVSHCAQLQ 

PGILMHGLRRLTOLDDNVHHPRSRL 

KVTSSSAHPGAASSSFLHL | 


3716 


9213 


A 


3991 


167 


563 


SESASEFSIFYLFIimimiETRSCSVA 

QTGVQWCDHGLLQPRPPWFRPSCH 

LSLLSSRDYR^APPHPANTFNFFLLE 

IGSHYVAWGSLELLGSSDPPASASQ 

SVEnGVSHRGPDSQKSFIHLSPRFP 


3717 


9214 


A 


3992 


3 


456 




3718 


9215 


A 


3993 


78 


129 




3719 


9216 


A 


3994 


96 


251 


MDQYSRNSPLEVNGQQLLGWYQH 
ALRCKWNF*APLCYCSHTVFNSQPT 
HTEE 1 


3720 


9217 


C 


3995 


94 


351 


MKRISTTQYYHCQDYDLRHSKHMF 
CLVSTAFQKVKPLYKYLEILQENLD 
PQGKDSRWFSVISSPRSQNVKVWR 
HLQSCLTSHCKH* 


3721 


9218 


B 


3996 


1 


431 

.-. 


MAVASTKSRWETGEVQAQSAAKT 
LSCKDIVAGDMSNKSFWEQKGGSK 
TSSTITAQIAFLQGERKGQENLKKD 
LVRMIRMLEYALKQKRAKYHKLK 
YGTELNQGAMKPPSYDSDEAQQQA | 
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PCT/USOl/08656 



S£Q1D 
NO: of 
Dudco-tide 
sequence 


SEQm 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQIDNO: 

inliSSN 

09/nO,I60 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Noclcotide 
locatiooof last 
codon for last 
amino acid of 
Dcotidc 
seqaenee 


Amino add sequence ( X^Unluiown; *3^top 
codon; A=possil>Ie nndeotide deletion; \ppossible 
oodcotide Insertion) 














MRSVHGPLHILSAPPASQQKRPTER 
* 


3722 


9219 


A 


3997 


772 


1391 


lANNKDALRKTWNPKFTLRSHFDGI 
RALAFHPIEPVLITASEDHTLKMWN 
LQKTAPAKK*EYSTLTLFEYFK*HA 


3723 


9220 


A 


3998 


3215 


3491 


SAKVLRPTFFFFFFFFFFFAIESHCVT 
QAGVQWCNLASLQPSPTEFK*FSCL 
GLPSSWDYRCVPPHPANFYIFSRDR 
VSPCWPGWSKTPDLK 


3724 


9221 


A 


3999 


1 


779 


MNNGRNYRCQNLVDKGVGENRGP 

ADNRMLVAHQCSREEKLKEPDEQV 

TPAVCQQDSLAMERLGRSPTAEEK 

VPETTTRFWAPGVEAPGDDAERRR 

REASGPATRHSPLPTAGITAPKAGS 

AKVQLSILKPSKLDKCSHKTSHTKS 

SYHYFLHYPVSSTVQPVAAAATPSY 

ALIGSSLWPVNERGRQEESRTCIIDQ 

SAWHVGRAEIRKLLPYCSTQGGLK 

YSDVTSGMVKDPPDVL/DRQKCLD 

ALAALRHAKWSSEIRF 


3725 


9222 


A 


4000 


1 


1286 


MEMRRYEEDMYWRRMEEEQHHW 

DDRRRMPDGGYPHGPPGPLGLLGV 

RPGMPPQPQGPAPLRRPDSSDDRYV 

MTKHATIYFreEELQAVQKIVSITER 

ALKLVSDSLSEHEKNKNKEGDDKK 

EGGKDRALKGVLRVGVFAKGLLLR 

GDRNVNLVLLCSEKPSKTIXSRIAE 

NLPKQLAFISPEKYDKCAVSEAAII 

LNSCVEPKMQVTITLTSPIIREENMR 

EGDVTSGMVKDPPDVLDRQKCLDA 

LAALRHAKWFQARANGLQSCVIIIR 

ILRDLCQRVP\TWS\DFPSWAMELLV 

EKAISSAS\SPQSPGDAL\RRVRECIS 

SGVILK\GSPG\LLDPCEKDPFDTLG 

QQ*PI>PASRED/LSTSQCHSLPLETS 

LAFPPRYHKV\LGMDPITRK*AQRF 

NI\HN>IRKRRRD\SDGVDGFEAEGK 

KDKKDYDNF 


3726 


9223 


A 


4001 


2 


379 


DLPASATQNAGITGVSHHIWPRllFL 

LW*KrFriLTFLSVQYSSSNYIHPVC 

NRALELFKSYKTETKLNFPSPPPPIP 

VNLHCIFFF*GLTFLLGFFSLPKYRG 

FTOFVSPCTVAMLTRGGGGGEF 


ym 


9224 


A 


4002 


229 


445 


RPGPNFGLLETLTWGLKGTLWLNP 
PKNWELGAHPPTPGNFWIF*KGGF 

WNVSQGGSKTRGLRELPPFSWKKG 


3728 


9225 


A 


4003 


192 


529 


HEVLNFLTSCVLTTLVFLIADUWLS 

CRTRSLPFVATTLEVLPLSUGLCHH 

TlLVFISNAFn*KAYFVTSSFIMFP»S 

FFLFNISVLSYMYLTFSHLTSFVIAY 

FSYSHI 


3729 


9226 


A 


4004 


330 


754 


SDLSQKESSSSLSKFLVTEKNSSLGS 

GGCDMANKENELACAGHLPEKLH 

HDSRTYLVNSSDSGSSQTESPSSKYS 

GFFSGGFUa)HKl"M\AQVLFSRDMR 

LNVALTFWRKRSISELVAYLLRIED 

LGVWDCLPVLTNCLQE 
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SEQID 
NChof 
noclco-tide 
scqacocc 


SCQID 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SEQlDNCh 

ioVSSN 

09/770,160 


Nneleotide 
location of 
first codoD 
for peptide 
scqocBcc 


Nocleotidc 
location of last 
codoD for last 
amino arid of 
peptide 
seqaence 


Amino acid sequence ( X^Dknown; *<=^top 
codoo; A=possiMe nucleotide deletion; \Fpos5able 
nucleotide insertion) 


3730 


9227 


A 


4005 


296 


861 


VSQDHETMAQVLFSRNMRLNVALT 

FWRKRSISELVAYLLRIEDLGVWD 

CLPVLTNCLQEEKQYISLGCCVDLL 

PLVKSLLKSKFEE*CY*WVLTGLQA 

VnCRWWSELSSKTEIINDGNIQILKQ 

QLSGLWEQENHLTLVPGYTGNIAK 

DVDAYLFPVTIEGFHLLKSIWFFKTS 

LELYNLQKKKVSV 


3731 


9228 


A 


4006 


2 


265 


NNFFSFSETESHSVTQAEAQWYDNS 
SLQP*ILGLKQSFCLSLPSNWDHRC 
APPHPQFSFLIPGLYVSQFILGNKPSS 
LPCQMFKSAV 


3732 


9229 


A 


4007 


3 


295 


HFNLSHRSAQAKGNRYKEAEALTN 
AAVHVDDMPNALNALIDLRAHNLG 
QDPVNFKRLSHCLLVTLAAHLLAEL 
TPAVHA*LDKFLASVSTVLTSKYT 


3733 


9230 


A 


4008 


1 


1077 




3734 


9231 


A 


4009 


3 


285 


ETESRLATQAGVQCCDLGSLQPLSP 
GFK*FSCFSLPSSWDYRYPPSCQAN 
FCILVEMGFHHVGQASLELLTSGDP 
PASASQSARITGVSHRAQ 


3735 


9232 

♦ 


A 


4010 


1 


338 


VIATVHGGLCTQKSQPPPPQALWSA 

STSTTNLMVSTEPLALTETHICKLPK 

D*GTCRDFILPWDYDSNTKSCARF 

WYGRCSANENDFGSQSECEKVCAP 

VLCKPGVISEMAT 


3736 


9233 


C 


4011 


269 


526 


MLARLVSNSLPQVIHHTQPRVGSPT 
RIPTLSLMLPLPLALTSLRWDRHQLR 
GQGHWGAQELRAITGFKDHQVWQ 
TLNCSLCVPKP* 


3737 


9234 


A 


4012 


2 


51 




3738 


9235 


A 


4013 


83 


5229 




3739 


9236 


A 


4014 


3 


45 


EWHALRCRWWSWGLKLDLLTPEP 

EPICGPALLSRSSLRGSHPTAFLLPP 

QVSQ*RGELGPSTFRAFRAEFPTSRG 

SKDNKEKNQQEQDMAKPATGTGQ 

G*GADGGAGA 


3740 


9237 


A 


4015 


3 


323 


LLWKVESSWRDQKDIMSWEWDKR 

RRRHHLTDRSQLCSKVKFQVDCDLl 

EWGTWIINLKQYNAYHCEGECHNP 

VG*KFHQSNHAY1QVGCQVLGGEE 

AVIWHWGTGL 


3741 


9238 


A 


4016 


2 


279 


FFFFEAKSHSVTRMLECNGAISAPC 
NLHLPGSSDSPASASQWGITGVYH 
HTQLIFIFSVETGFCHVGQDGLNLPD 
LMIHPPWPPKVLG*QA 


3742 


9239 


A 


4017 


166 


939 




3743 


9240 


A 


4018 


2 


225 

• 


KELTGRRCAEPPHPRPSPQLLTEEPF 

TKGRFSGEWRGRNAASMKTGPFAE 

HSNQLWNISAVPSWSKVNQGLIRM 

YKAEP*EGADRKALCRASPPPPIPPV 

TDRGAIYKRPILWGVERQERSVYED 

WPICRALQPAVEHQRRPFLVQSEPG 

SHPHV 


3744 


9241 


A 


4019 


142 


1336 


KARGDCKHPGRCWPEQMAEGERQ 
PPPDSSEEAPPATQNFUPKKEIHTVP 
DMGKWKRSQAYADYIGFILTLNEG 
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SEQID 
NO: of 
nndeo-tide 
sequence 


SEQlD 
NChof 
peptide 
seqociicc 


Me 
tbo 
d 


SEQ ID NO: 
ioUSSN 


Nucleotide 
locatkmof 
first codoD 
for peptide 
scqoence 


Nodeottde 
locatioa ofUst 
codoD for last 
amino add of 
peptide 
scqncBce 


AmiDO add scqneocc ( X^dIcdowb; *=Stop 
codon; A=possiblc Dndeotide deletxoo; V=possitric 
Dudeotide insertion) 














VKGKKLTFEYRVSEAIEKLLALLNT 

LDRWTOETPPVDQPSRFGNKAYRT 

WYAKIJDEEAEW-VATVVPTHLAA 

AVPEVAVYLKESVGNSTRIDYGTG 

HEAAFAAFLCCLCKIGVLRVDDQIA 

IVFKVFNRYLEVMRKLQKTYRMEP 

AGSQGVWGLDDFQFLPFIWGSSQLI 

DHPYLEPRHFVDEKAVNENHKDY 

MFLECILFITEMKTGPFAEHSNQLW 

NISAVPVSWXSKVNQGLIRMYKAECL 

XEKFPVIQH/FSKFGSLLPIHPVHVGL 

GGAKPKEPPRGTVSCCLPFFTPAVA 

PPPSPPSVSSRLMRGCLLGLGGEMG 

LRGLRA 


3745 


9242 


A 


4020 


80 


283 




3746 


9243 


A 


4021 


61 


626 


DLICVIGVPEEEKETGAKNIFKEIMG 

ENSPHLVKDVrVHIEEIHSOIDEN*** 

Q*KSYK**QKGIIIKLRVDLLETMEA 

KCSRTPSLKCLGKESFGESWESRILH 

PAEISHRNECHMKIILDFKSEKGPDA 

VAHTCNPSILGGHTAGGSLEARSFE 

TNLPETLSLLKKLNLKEKEFVASYP 

PLVEMLK 


3747 


9244 


A 


4022 


18 


161 


TSFKNPPPPPPGGLKKIPSPPPPKKK 
ICFKDVS*PTYYFLYLNASSVT 


3748 


9245 


A 


4023 


30 


262 


NRRQAGPFPAKLGRPSPKGGFPNFF 
KSSSSKSSF*KNPKGQGWGFPPLIPG 
FQGPQVGGSLGAPGLKPPWGTPQN 
PF 


3749 


9246 


C 


4024 


193 


366 


MYNYRSIPKNKYTYTYTKSYPNKIF 
SRLILYIPLGTVSQISTLNCVPRFVLL 
TWKAL* 


3750 


9247 


A 


4025 


3 


258 


TIDSLLKGLPCKQNEPWHTIQCGYL 
GNSSKWNI*YQSGKDFIRIAFCVCIC 
yCYF*E*IYSCT*IPVRNTLNELNPLA 
KCPCPFH 


3751 


9248 


C 


4026 


164 


313 


MEGTRIFGKWVKLIQSIPNKNSCTTI 
DUl-KIhaHIHTQKAILMKSFPD* 


3752 


9249 


A 


4027 


9 


373 


DRVSLCRPTLEYQWRDLGSLQPPSP 
QVQSNSPALSLPSSWDYRRVPPCPS 
♦FFVFLSRRWRFHRVGQTALFLIKM 
MGKKBLKKSNYTLGLYVGPSYSER 
MKPQEFESSLGQHOCTPSQK 


3753 


9250 


A 


4028 


I 


336 


DRILLHRPCWSTLARS*LTIPSNHLG 

SVFPPSALLES*DCRHTPTTPD*FLKI 

FL*RRGLTVFPRLVLNAWTQAnQPL 

PLKALGLQDTFFKNINCDRLKVSEY 

YSDTEIEI 


3754 


9251 


A 


4029 


514 


742 


LPKC*DHRHEPPHQAKFFNFFVEMG 
SCHVPQSGLQLLGSSDLPASAFYSA 
GIAGMSHHTWPPYLFKSRHKSRFCP 
S 


3755 


9252 


A 


4030 


1 


264 


QAQGKHPGSFGPPFAGLKGFPGLGF 
PRTGNSGGFPQGGKYKGFLIKNGVP 
PSFQGGF*IPGPGSHQRLGFRG»VGR 
AL*TPGFRATLF 


3756 


9253 


A 


4031 


7 


417 


RQDLALSPRLECSDTllAHCSIKLLG 
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[SIQID 

NO: of 

andeo-lidc 

scqoeocc 
• 


SEQ ID 

NO: of 
peptide 
scqncnce 


Me 
tbo 
d 


SEQ ID NO: 

i'dUSSN 

09/770460 


Nucleotide 
locattOD of 
first codon 
for peptide 
scqncnce 


Nodcotide 
location of last 
codon for last 
amino add of 

sequence 


Amino add sequence ( X=Unknown; *«^top 
codon; ^=pQssib!e nitdeotide ddetion; V^possiblc 
nndeotide ioscrtioD) 














SNGAPSAAS*VAGTTGTRHHAQLIF 

LKIFVETRSLYVAQASCVFPASSNPP 

TSASQSTGITGMSCCARPTSYVPGS 

DLSVLCILTHLILKIPLYRRYYYFVS 

LTYSKAEVQ 


3757 


9254 


A 


4032 


123 


376 


KTGSNFVPQAEAQGGNSG*LNPLPP 
G*KQFSGLTLLITWINRAPPPPRANF 
GIFKKKGVSPCC*GGLKTPNSGFSPF 
KPPKGLE 


3758 


9255 


A 


4033 


3 


292 


QWHKHGLLQPQPPGLK*SSHLSLPR 
SWDHRHVSPCLTNFF*FSVSMGSCY 
VAQAGLKHLASSDPPASASVGTIG 
MSTPSKTTLYTEKLANllLTK 


3759 


9256 


A 


4034 


1 


230 


FFF*TDSCSVAQAGLQWRDYRPEPP 
CPANFmKQVQNKSVTFPARNLNK 
MRGASIMLYPIGLSLNDLMQLLSEG 
F 


3760 


9257 


A 


4035 


3 


189 


SWDYRRLPflARLIFVFLVGTGFHHV 
VQAGLELLTS*FTRLGLPRCWDYRR 
EHIAPGHIWTY 


3761 


9258 


A 


4036 


2 


148 


PGSSNPPrSASQLAGTAGTHHHA*Ll 
FVCLVETGFCHVA*AGV*VKFF 


3762 


9259 


A 


4037 


348 


696 


AEEQDKKGRQ^ERGKEWERETETK 

lYSRIKGNREGQAKKKWGHGELIH 
KTKDEKRKKSEEDKKLRWRKR*TN 
SQKD*1RKRLHKETANSER*EEKHK 
ERKQWRRGPKARRAISRG 


3763 


9260 


A 


4038 


1 


295 


QNQFFIFIYFKTESGSVTRLEYSGVIS 
AHCNLCHPGSSQSPASAS*AAGTTG 
AHHHIQLLFVFLVETGFHHVGQAG 
LELLTSSDLPASASQSAWGLQV 


3764 


9261 


A 


4039 


6 


151 


SQGLALLPRLISNPWVQAILLPWPP 
KVLGL»AEIAQNKMQK 


3765 


9262 


A 


4040 


101 


318 


SNHTLGTS*HFFFETVSCC1MLHRVE 
CSGAVIAHCNLELLGSSDSPASTS*V 
AGTTAVYHHTGLSWLLNHLH 


3766 


9263 


A 


4041 


210 


306 


SWPGTVAHICNPSALGGQGGWIA* 
GQAFRQA 


3767 


9264 


A 


4042 


2 


147 


DFSVKT^*ARREWRDIFTVMKEKNF 
YPRKWAUOPFKNEAETKKVEV 


3768 


9265 


A 


4043 


160 


525 


NTQTRSFGNRLMAPAQSSHKALTK 

KVMTNCPSETVHDSQECFFVLFFE'r 

VLVCLPGWSAVMLVRCSLCLLSSW 

DYRRVPPHLG*FLYF**R*CLTMLA 

RMVSNS*PQVIHLPRPPKLLGLQA 


3769 


9266 


A 


4044 , 


3 


72 


KTQVHFQGWQHSVHIITHPCWEKL 
ALSITPLR*DNRKLQAWNSPRLGPT 
CLFPRLALMCVLML**NIHEYNSFQ 
RVLWVLLVNC»ISKVGSTLaSSHIP 
AGRS 


3770 


9267 


A 


4045 


313 


358 




3771 


9268 


A 


4046 


7 


308 


AGGRRARAPHLGGRGAARGRL*RV 

RGHRERGLRAAPVPRPQPQLRRGA 

AAGAVQPGQGVGRAGPPEGSEGSV 

AGVGLDLDSSCYHHSSDFYICHPMP 

ISS 


3772 


9269 


A 


4047 


92 


390 


ETGSHSVNLAGLQWCDHNSLQP*T 
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SEQID 
NO: of 

sequence 


SEQID 
NO: of 

sec|oeitce 


Me 
tfao 

A 
u 


SEQID NO: 
inUSSN 


Nndeotidc 
locatioo of 
iiFn coooo 
for peptide 
scqococc 


Nodeotide 
location of last 
codon for last 
amino add of 
peptide 
scqoencc 


Amino add scqneoce ( X^Unknown; *=Stop 
codon; /^^possiUe nadeotide ddetioo; \Fpa5sible 
oodeotide lasertton) 














PGLKQSSYLSLLSS*DYRWVPPCPA 
NF*IFFVEIRSCHISQAGLDLPRPSDP 
PVWGSQSAGTIGMSHHAQPREIC 


3773 


9270 


A 


4048 


65 


375 


SQLTATSTSRVQ*HDLSSPQPPPPGF 

KRFSCLSLPSGCDYRHPPPHLANFL 

YFLVETGFCHVGQAGLELLTSSDLP 

ALASQSAGITGVRYCAWPTOLIMKT 

CIPSFPLPSTSPIPLP 


3774 


9271 


A 


4049 


12 


292 


DIVSPVA*TRMQWHNLGSLQPPPPR 
FKQSLCFSLPSSWDYRCVPPCPAIFF 
VFLAEMGFCHIGQAGLELLASSNPT 
TLASQSAEPPHLAATDF 


3775 


9272 


A 


4050 


40 


343 


SSSSLILSSSVIYLLLNLSIDFLVLLLY 
FLVFRFSVCSFCFQFFVKNFNLIFYF 
FKHIKNICFKVCV*RLGFLDPLCAYF 
GCLLFL*VFSHVLSLHIPDDL 


3776 


9273 


A 


4051 


97 


282 




3777 


9274 


A 


4052 


3 


336 


FFETGSRFVTHAGVKWHNHDSLHP 

QPPRLK*FSYFSLLLSSWDHRHVPP 

RPANLVYLL*RGGPPSMLPRASLEF 

PGLQVNSSLPSALPKVLGrrG*GHRP 

RPKVTFHQRG 


3778 


9275 


A 


4053 


3 


294 


CCFGDGVSLCRPGWSIECSGNHSSL 
QAVEPPRLR*SSRLSLLGSWDPSHV 
PLHLANF*TFCTHGVLAMLPLAGLK 
TPWAQTIPPHLSLPKVLGLQG 


3779 


9276 


A 


4054 


16 


308 


MPQPN*SNPPVNCRQLPRGPPSQVP 
PRIHLSPKYSPSPEASAPDLQKKGNL 
QAPRRPGEVLETPRKPESSCMKPFP* 
REDCPLPPPRLTPSVHSMVL 


3780 


9277 


A 


4055 


445 


448 


IS*HCDASASIFRKKQRKQINKHPTL 

ASRVLGLAMEMQDETWCSGQSET 

VN*SQTAQNHPQPGS*PAGVCLWV 

ASSQHFTPQPLKKKPNPDSAKLNSA 

SDSLTEVILCKIFSAWQTOK 


3781 


9278 


A 


4056 


3 


284 


CLSLLSSWDYKCLPPRLGYFLYF** 
RRGFTVLARMVSISRMVSISRMVSIS 
*RRDPPASASQNAGITGVSHCARPK 
EQKLFYPEVSCLYLGLY 


3782 


9279 


A 


4057 


428 


636 


DYHIVSLLHLF*FLETGSHSVTQAGI 
QWCDHSSL*PRTPGLKQSSCLSLPE* 
LGLQE*VTVPGSYSLFF 


3783 


9280 


A 


4058 


2 


113 


FFGRDGVSLCCPDWS*TPGLKGSSC 
LGLPKCWDYRRE 


3784 


9281 


A 


4060 


36 


359 


RSGVQNGFHQAEVLSVRLCFSTEAL 

GQNPMPFPAPPGATSSPGPRPSCHL 

HSQKL/rLLHAQTLVTPLPL*GLGLS 

AWRTIAGGAPGLHPFTTHALSTPET 
IPGAYRRT 


3785 


.9282 


A 


4061 


17 


168 


APGMVSGVLSACWNGWSPGAPPA 

SVLQA/PQT*PF*SRPHVTSQPLLKA 
PH 


3786 


9283 


A 


4062 


2 


375 


FFFFl-liNHTNLLSYSSRGSGVQNGF" 

HQPEVLSVRLCFSTEALGQNPMPFP 

APPGATSSPGPRPSCHLHSQKLPLLH 

AQTLVTPLPL*WPPWITQGPPQPST 

GHLFriEILKLKHRRRVPFCHAR 
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SEQlD 
NO: of 
nodeo-tide 
scqDcnce 



SEQID 
NO: of 



sequence 



Me 
tfao 



SEQiDNO: 

inUSSN 

09/770460 



iNndcotide 
llocatioo of 
lint codoD 
for peptide 
Isequence 



Nttdeotide 
locatioii of last 
codon for last 
amino acid of 
peptide 
scqoence 



Amino add seqoence ( X=Unknown; *==Stop 
codon; A=possUde nudeotide ddetioa,* V=pos5ibJe 
pndcotide iosertioo) 



3787 



9284 



4063 



309 



620 



3788 



9285 



4064 



218 



LRQSYSVTQAGVQWRNLGSLQPLP 

PGFKRFSCLSLRKS*DYRRPRLPNFC 

ILVKTGVHPCWSGWSQTLDLR 



3789 



9286 



3790 



9287 



4065 



170 



NPKATPPQIVNGDQYCGDYELFVE 

AVEQNTLQEFLKLA*VKPVQSSPAG 

LHHHTPL 



4066 



29 



483 



RRLPAVQLPLTAALCPPARLSTPSM 

SGPARSTARRATGFREDCVPSKSEVT 

RIL\EGKRIQYQLVDISQDNALRDEM 

RALAEQPQGHFIPDLSTGDQYCGD 

Y/DASFVEAVEQNTVAG\FPGSLGL 

KFKPCSRVSPCWDSHHQHSPPAFQP 

GQ 



3791 



9288 



4067 



33 



236 



MRHHAWLIFVLLVETGFHHVGQAG 
LEHLISGGPFTSASQSAGITGVSHHA 
WPrVXFILLSGPSRLCF* 



3792 



9289 



3793 



9290 



4068 



205 



AIGTDKGTRWPSEDDPGNLPEIFLH 
LGPTADYV^RERQRSBELESFYRRV 

WGSPGGEGTGDLDEFDF 



4070 



44 



LSSWDYRHVPPRLANFCIFSRDGGF 
TMLARLVLNS*PQVIHPPQPP*VL*L 
QACATTPG 



3794 



9291 



4071 



173 



369 



CSTL1*IRKVWLGAVAHAYNPNTLR 
GRGGRIA*GQVFKTSLGNNVKTCLF 
LPSPHNQQSLSGFLL 



3795 



9292 



4072 



336 



3796 



9293 



3797 



9294 



3798 
3799 



9295 



4073 



200 



4074 



11 



392 



4075 



191 



9296 



4076 



84 



264 



3800 



9297 



4077 



446 



DSARNSRVDGCE/IDRQKGTNDSLM 

MLMRELEDRFASEASGYQDNIARL 

EEEIRHLKDEMARHLREYQDLLNV 

KMALDVEIATYRKLLEGEESRINLPl 

QTYSALNFVRETSPEQRGSEVHTKK 

TVMIKTBETRDGEWSEATQQQHEV 
L 



3801 



9298 



3802 



9299 



4080 



196 



SRAKGPKNYNFGQGPPTKVKGPLA 

SPFFPLLPPFPRPPWFPFPPF*NPIFPW 

W*KGPKKPFLLN 



4081 



187 



SIRLFFFCFFF*AETGFRHIGQAGFGL 
LTSSVPPALASQSAGHGVSHRARPC 
SSLIVLHL 



3803 



9300 



4082 



156 



326 



KLEICRRARVSLKIGFIRPGTVAHAY 

NPSTLEGRGRQIT*DQEFETSLANM 

VKPCLY 



3804 
3805 



9301 



4083 



448 



9302 



4084 



4249 



AAATIRYLKTTMAWKTLPIYLLLLL 

SVFVIQQVSSQDLSSCAGRCGEGYS 

RDATCNCDYNCQHYMECCTDFKR 

VCTAELSCKGRCFESFERGRECDCD 

AQCKKYDKCCPDYESFCAEVHNFT 

SPPSSKKAPPPSGASQTDCSTTKRSP 

KPPNKKKTKKVIESEEITEEHSVSEN 

QESSSSSSSSSSSSnWKIKSSKNSAA 

NRELQKiCLKVKDNKKNRTKKKPTP 
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SEQ ID 
NO: of 
Dodco-tidc 
scqacncc 


S£QU> 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SCQ ID NO: 
ioUSSN 


Nodcotidc 
locatioo of 
first codoa 
for peptide 
sequence 


Nodcotidc 
location of last 
codon for last 
amino add of 
peptide 
sequence 


Amioo add sequence ( X^^Unknowo; *»Stop 
eodoo; A^ossiMc nodcotidc ddctioo; \=>possible 
Dodeotide Insertion) 










• 


• 


KPPWDEAGSGLDNGDFKVTIPDT 

STTQHNKVSTSPKITTAKPINPRPSL 

PraSDTSian^LTVNIOii'rVETKET 

iUi ^«CQ^^STDGKEKTTSAKETQSIE 

KTSAKD1J\PTSKV1AKPTPKAETTT 

KGPALTTPKEPTPTIPKEPASTrPKE 

PTPrnKSAPTIPKEPAPrnXSAPTT 

PKEPAPTTTKEPAPTITKEPAPTTTK 

EPAPTTTKSAPTrPKEPAPTTPKKPA 

PTTPKEPAPTrPKEPTPTTPKEPAPT 

TKEPAPTTPKEPAPTAPKKPAPTTPK 

EPAPTTPKEPAPniKEPSPTTPKEP 

APTTTKSAPTTTKEPAFnTKSAPTT 

PKEPSPnTKEPAPTTPKEPAPTTPK 

KPAPTTPKEPAP J ■ J PKEPAFriTKKP 

APTAPKEPAPnPKETAPTTPKKLTP 

TTPEKIAPTTPEKPAPTTPEELAPTT 

PEEPTPTTPEEPAPTIPKAAAPNTPK 

EPAPTTPKEPAPTTPKEPAPTIPKET 

APTTPKGTAPTTLKEPAPTTPKKPAP 

KE1j\PTTTKEPTSTTSDKPAPTTPKG 

TAPTTPKEPAF J '1 PKEPAPTTPKGTA 

PTTLKJEPAFITPKKPAPKELAPTTIX 

GPTSTreDKPAPTTPKETAPTTPKEP 

AFl"i'PKKPAPTTPETPPPTrSEVSTPT 

TTKEPTTIHKSPDESTPELSAEPTPK 

ALENSPKEPGVKITKTPAATKPEMT 

TTAKDKTrERDLRTTPETTTAAPKM 

TKETATTTEKTTESKITATTTQVTST 

TTQDTTPFKITTLKl i'ilAPKV J-JIK 

KTlTTrEIMNKPEETAKPKDRATNS 

KATTPKIHJKPTKAPKKFrSTKKPKT 

MPRVWO^KTTPTPRKMTSTMPELNP 

TSRIAEAMLQTTTRPNQTPNSKLVE 

VNPKSEDAGGAEGETPHMLUIPHV 

FMPEVTPDMDYLPRVPNQGHINPM 

LSDETNICNGKPVDGLTTLRNGTLV 

AFRGHYFWMLSPFSPPSPARRITEV 

WGIPSPIDTVFIRCNCEGKTFFFXDS 

QYWRFTNDIKDAGYPKPIFKGFGGL 

TGQIVAALSTAKYKNWPESVYFFK 

RGGSIQQYIYKQEPVQKCPGRRPAL 

NYPVYGEMTQVRRRRFERAIGPSQT 

HTIRIQYSPARLAYQDKGVLHNEVK 

VSILWK\GLPNV\VTSAISLPNIRKPD 

GYDYYAFS\KDQYYNIDVPSRTARA 

ITTRSGQTLSKVWYNCP 


3806 


9303 


C 


4085 


258 


362 


MFYRNLMKVRAELNCSAIILIEIKA 
KVLTLFHSN* 


3807 


9304 


A 


4086 


2 


236 


QSYNSDSLFFLRRSFALVTQAGVQ 
WRDLGSLQLPSPGFK*FSCLSLPSS 
WVYRCPPPDPANFLVLVETGFHHV 
GQGWS 


3808 


9305 


A 


4087 


224 


464 


KIFLFFFFFKKRQGLTLSCRLDCSVQ 
♦HNHYPLQSRTPELKQSSCLSHPKY 
WD*RHEPLCLAPKKEDTLQEQLEIR 
LLIY 


3809 


9306 


A 


4088 


129 


315 


ILKILW1FRIFLLS1KCFF*TNMHVCV 
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wo 01/79449 



PCTAJS0iy086S6 



ISEQID 
iim* oi 
loodeo-tide 
IscqacDce 


ISEQID 
tnxii Oi 

Iscqtieiicc 


Mc 

CDl 

d 


SEQIDNO: 
ID ucBin 
09/77D460 


iNoclcotidc 

1 > A.9 ^ 

Ifirstcodoii 
Ifor peptide 
IsequeBCC 


Nucleotide 
locatioD of last 
codoDlbr tost 
amino add of 
peptide 
segnence 


Ainino add sequence ( X*=4inknowii; *^top 1 
codoa; A=possible nucleotide ddetioo; V=possibIe 
aodcolide iosertioo) 

1 


1 












SCLFIFLTVSFIEQTF*1SFFYASWIML 
LMSFFF 1 


1 JolU 


1 yJU/ 


A 

A 


4089 


1 1 


190 


hhF'iUPHSVAQAGVRWCDLGSCSL 
NLPGSSDPPASASQVAGTTGVHYYT 

QLIFKFFIEMRAP 


1 1 

1 JOlJ 




A 

A 


4U1/U 


1 J 


5229 




3812 


9309 


A 


4091 


1 


7044 




3813 


9310 


A 


4092 


170 


422 




3814 


9311 


A 


4093 


1 


3230 




3815 


9312 


A 


4094 


3 


151 


DTATCCAKWNTEDKVSHVSTGGG 
AS^ELLEGKALPGVDATSTIYYFPAF | 


3816 


9313 


A 


4095 


2 


1446 


SLRSARRQSAPSLTESPTSLPSCISKI 

MSLSNKLTLDKLDVKGKRWMRV 

DFi^MKNNQITNNQRIKAAVPSIK 

FCLDNGAKSWLMSHLGRPDGVPM 

PDKYSLEPVAVELKSLLGKDVLFLK 

DCVGPEVEKACANPAAGSVBLLENL 

RFHVEEEGKGKDASGNKVKAEPAK 

lEAFRASLSKLGDVYVNDAFGTAHR 

AHSSMVGVNLPQKAGGFLMKKEL 

NYFAKALESPERPFLAILGGAKVAD 

KIQLINNMLDKVNEMIIGGGMAFTF 

LKVLNNMEIGTSLFDEEGAKIVKDL 

MSKAEKNGVKITLPVDFVTADKFD 

ENAKTGQSTWA\SGITPG\WMGLDC 

CPESS\RKYAE\AVTRAKQMVWNGP 

VXGYFEXWEAFAVRGHCALMDEVWK 

A\TSRGLPSPS*GGWRPLPTCCAQM 

ETREDKSQPM*ATGGWCPVWQLLE 

G*SPFLGVDALSQYLGTFPALLSPC 

AQPPKVNLGIFLHLPLGH | 


3817 


9314 

■ 


A 


4096 


1 


747 


MDSSRARQQLRRRFLLLPDAEAQL 

DREGDAGPETSTAVEKKEKPLPRLN 

raSGFWILASrVVTYYVDFFKTLKEN 

FHTSRSPESPAPRRGGVRASVPQKL 

AEMLSSQYGLIVFVAGLLLLLAWA 

VHAAGVSKSDLLCFLTALMLLQL/P 

VDAWRGPQLRAPPPLPPQGHARG 

CRLAARQRPPTVSTGRGEHVDSPPP 

AQRRSYLPLRLRGAEFASEPPSAPA 

HR\ATPPPVEVi'PrEAGRRFRQAKG 

ALS 1 


3818 


9315 


A 


4097 


1103 


1295 


EQEGTGLERRRGSPMSKDWPPPHL 

TPPQGPCGIPVHSLSPPSFSNPGPRNS 
K^ARRSTAPVDCK | 


3819 


9316 


A 


4098 


1 


1302 


mvagsdnyhevslhdgvigargcp j 

ppspsar:garsprppggcarqptea 

grdaeqpvwadrvrggaaaaagl 

grarrglaesdllcfltalmllqm 

lwyvgrssahrrlfrlkdthagag 

wlhrllwippafgcrpeydngleei 

vfgfepwiivvnlamafsifyamha 

aaslfevysgisetsvlgdwskpstf 

dskasglrhlktskgksslvnasip 

tppspfrpsqpsepasqpakpakpak 

pvsqpsqpsqtvpgkpakpakppkpa 

kppasqasqasqpgmpakpakpas 



573 



wo 01/79449 



PCTAJSOl/08656 



SEQID 
NO: of 
nnclco-tidc 
scqocncc 


SEQID 
NO: of 
peptide 
seqneDCC 


Me 
ibo 
d 


SEQID NO: 
inVSSN 


Nodcotide 
locatioo of 
first codoD 
for peptide 
seqneoce 


Nndeotide 
locatioo of last 
codonlbrlast 
amino Mid of 
peptide 
sequence 


AjniQo add sequence ( X^Un known; *=Stop 
eodon; A^Missibie oudeotide ddetion; \Fpos5ible 
Dndeotide insertion) 




• 










K/PKPGMPAKPARQPSQPAKTAKPA 

NQPSQSASQASQPASQPSRPACQPT 

KSARQPRQPSLPAAKRANATYQRS 

HSASQDRHASEPTSQPSSQHSAARP 

AATSQPDSRAANQSAVEQARQPSA 

KHSGKQQADSEAAAGS 


3820 


9317 


A 


4099 


684 


902 




3S21 


9318 


A 


4100 


143 


551 


TNEFPFHSRSPPQIQTS*AHFPHLrrD 

PDLLSPLSPSHHRSRPPEPTSPISPQIQ 

TC*AHFPHLITDPDLLSPLSPSHHRS 

RPPEPTFPISSPVISWAPAISFPNCCC 

KQTATDSSGFHFCLIVLIAKSPKRISP 

G 


3S22 


9319 


A 


4101 


14 


209 


ASFKVWL1WE*RPWHGTYPSCKNW 

GKFASGSVnWFKLPSGPLALSGIL 

MRLLLLSLSLHENSVS 


3823 


9320 


A 


4102 


126 


265 




3824 


9321 


A 


4103 


74 


196 


NLGMLAHAYNSRNLGGQVRTn*G 
QIO-Kl'SHENISRPCLV 


3825 


9322 


A 


4104 


1 


217 


NIYMFLICI^LITOFLNELI'PKHIVIF 

ICWIILSLLLLTLH*FWCHKFHVSW 

NlJEFCIFYFGFiaKLDTFT 


3826 


9323 


A 


4105 


3 


268 


DRVLIXXPGWSAVSQS^LTAPQTPG 
FK*SSHLSLPSSWDYRHIPPHLAKK 
QKYFK*RWSLPVLPRLV*NSWAQAI 
FPCQPPKGLGLQA 


3827 


9324 


A 


4106 


3 


263 


DSLALSLRLECSGVISAHCNLCFLGS 
NNSPAAASRVAGTTGACH*DWLIFE 
FLVETGFHHIGQAGLELLTEVICLP 
WPPKVLGLQM 


3828 


9325 


A 


4107 


22 


208 


SFSIQGPLLLKPNS*PGWAHSYNPS 
TSGGQGRCIT»GQEFESSLVHMAKP 
HLYQKIQKICR 


3829 


9326 


A 


4108 


122 


339 


EKGFWFCAQGGKNLPGGNSLEPSA 
SGLKEIFGLNLLNNWE*RGGPKTPG 
NFWIWKKGGV*PLWPGWG*NPGL 


3830 


9327 


A 


4109 


2 


210 


KEK1FPSPGFKHPPPPPF»KTPLKGK 
RIFFSPPRKNWPPQRIFKKAPPSSSSS 

SSSSSSSAQI*SFNSP 


3831 


9328 


A 


4110 


3 


76 


ATS£SLDVMASQKR*SRSGSPMARR 


3832 


9329 


B 


4111 


1 

* 


2142 


MGGAGSPQVILVSHTPQSASAACEE 

lAYQVAGVSGNLAPGNQPEKEGRA 

HQCLECDRAFSSAAVLMHHSKEVH 

GRERfflGCPVCRKAFKRATHLKEH 

MQTHQAGPSLSSQKPRVFKCDTCE 

KAFAKPSQLERHSRIHTGERPFHCT 

LCEKAFNQKSALQVHMKKHTGERP 

YKCAYCVMGFTQKSNMKLHMKRA 

HSYAVAVAMGGTAQCPPGATACL 

GTAICPSGLRAQRPSNLSVPEAAKP 

KSGRNRKIEAPTWALSTSKDPQTEG 

LRNPQTCVQIRSNPFCAFAQGFSLIS 

ELRTLNCFVGLCDSQSGKQQLGFYS 

GQPATEAWQKYSLAVCILRSEQEIS 

ATRUjLKhmmnCLDGGCGAWNF 

LGGMSEHNSPPSGRAILLPWFTEV 

FPGPWTPEQGSHICRM^^LAPTFQAF 
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SEQm 
NO: of 
ODdfo-tide 
sequence 


S£Q]J> 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


S£QU> NO: 

inUSS<4 

09/770,160 


Nodeolidc 
locatioo of 
first codoo 
for peptide 
seqtieoce 


Nodcotide 
location of last 
codoo for last 
uwAno add of 
peptide 
seqncBce 


Amino add seqoeDce ( X^Uokoown; *^top 
codon; A=pQssil)le Doclcotidc deletion; Nppossiblc 
nucleotide insertiofl) 








• 


■ 




LPKTGFPEDPQELLQGPIERTIWPGT 

VYTraSAIVTARAVW\llPRMDRRA 

DLSSATQSASAEKFGGRVSAOHCA 

LPLPARPVTASVYGRLARLRGCLED 

SYPSALSAQVFLDSPAVGCGLETRL 

FIEAALGPPCRATVTSRGHLLDISrr 

KSPGRPCFLSVCLHGSDQQKRKGA 

AATAKRK5KGGGVNVEGRLCTWPP 

EDPPKSWSLAFGPLQEKJ"1ELNLHP 

RCWARCLSHWELPPGPRGRAQAPD 

WTGSKSFREQLUl'Fl'LWGVQEKISK 

HQANQGKEAPAYTGLEDSDPGGLC 

AV* 


3833 


9330 


A 


4112 


1 


551 




3834 


9331 


A 


4113 


3 


288 


CIGLGWAHACGPGTLGGRGGRJT* 
AREFGTSLGNIARSHLYKKRKNSES 
QMSLHLLTLDLTPYISAAFASPVDA 
DTQLSACTFQLKETPMPSF | 


3835 


9332 


A 


4114 


3 


344 


VQYYGPAT»VQDGS*GYRTOMYMI 
NQIIWLQAVLKirrNKTGRALTILTQ 
QETQMRNAIYQNRLALDYLLAAEG 
EVCRKFNLINCCLHIDNQGQVFEDI 
VRDNfTKLAHVPMQV | 


3836 


9333 


A 


4115 


6 


185 


LAGHDRVRL*SQLFRRLRREDCLSS 
GGRGCSEP*SHHHTPVWKTKLGPV 
SKEKKYNQIV 


3837 


9334 


A 


4116 


1 


176 


QSIFQICIFFKFTVYMFKTFLKFQTV 
FLCGRCWFL^KGLIIFFTLYFKTTHH 
IVRGIK 


3838 


9335 


A 


4117 


1 


312 


GGEKNQDFTFKMESPSDSAVVLPST 
PQASCLSLPSN*DYRHPPPCPANFCI 
FSRDWVSTHVGPGWSRTPDPQVIH 
RLGLPKTTRGSEEGIPDEYQLKGTLI 
YKL 1 


3839 


9336 


A 


4118 


1 


112 


GKTFKQKQKQEQKKQK*ELK*KAMi 
GKGPLAAGEIKKS 


3840 


9337 


A 


4119 


3 


355 


SQSTKNLPSLARDMDIQIQEAQRSP 
KRSPPRHIIFELTKVKDKEKNPKVPV 
EKHQVIYKGIFIRITAETSQARKKW 
DDISKFLKEKKKYRSKILCTANQSIR 

N*VEIASHSGSCL^SMILTA*PATVA 
HAYNP 1 


3841 


9338 


B 


4120 


638 


3862 


MKGTCVIAWLFSSLGLWRLAHPEA 

QGTTQCQRTEHPVISYKEIGPWLRE 

FRAKNAADFSQLTFDPGQKELWG 

ARNYLFRLQLEDLSLIQAVEWECDE 

ATKKACYSKGKSKEECQNYIRVLL 

VGGDRLFTCGTNAFTPVCTNRSLSN 

LAEIHDQISGMARCPYSPQHNSTAL 

LTAGGELYAATAMDFPGRDPAIYR 

SLGILPPLRTAQYNSKWLNEPNFVS 

SYDIGNFTYFFFRENAVEHDCGKTV 

FSRAARVCKNDIGGRFLLEDTWTTF 

MKARLNCSRPGEVPFYYNELQSTFF 

LPELDLIYGIFTTNVNSIAASAVCVF 

NLSAIAQAFSGPFKYQENSRSAWLP 

YPNPNPHFQCGTVDQGLYVNLTER [ 
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SEQIO ISEQID 
NO: of NO: of 
nndciMide tpqitidc 
sequence |seqncnce 



Me 

tbo 
d 



3842 



9339 



3843 



9340 



3844 



9341 



SEQIBNO: 

ioUSSN 

09/770,160 



Nacleotide 
locatkm o 
first codon 
rorpeptid 
sequence 



4121 



4122 



4123 



3845 



9342 



3846 



9343 



4124 



4126 



Nucleotide 
iocatioo of last 
codon for last 
amino acid of 
peptide 
seqaeoce 



124 



197 



268 



301 



214 



Amino arid sequence ( X=UoknowD; *^top 
codon; /^possible nucleotide deletioo; V^possible 
nucleotide insertion) 



IMLQDAQKFILVHEWQPVTTVPSFM 
EDNSRFSHVAVDWQGREALVHIIY 
LATDYGTIKKVRVPLNQTSSSCLLE 
EIELFPERRREPIRSLQILHSQSVLFV 
GLREHWKIPLKRCQFYRTRSTCIG 
AQDPYCGWDWMKKCTSLEESLS 
MTQMi^QSISACPTRNLTVDGHFGV 
WSPWTPCTHTDGSAVGSCLCRTRS 
CDSPAPQCGGWQCEGPGMEIANCS 
RNGGWTPWTSWSPCSTTCGJGFQV 
RQRSCSNPTPRHGGRVCVGQNREE 
RYCNEHLLCPPHMFWTGWGPWER 
CTAQCGGGIQARRRICENGPDCAGC 
NVEYQSCNTNPCPELKKTTPWTPW 
TPVNJSDNGDHYEQRFRYTCKARL 
ADPNLLEVGRQRffiMRYCSSDGTSG 
CSTDGLSGDFLRAGRYSAHTVNGA 
WSAWTSWSQCSRDCSRGIRNRKRV 
CNNPEPKYGGMPCLGPSLEYQECN 
TLPCPVDGVWSCWSPWTKCSATCG 
GGHYMRTRSCSNPAPAYGGDICLG 
LHTEEALCNTQPCPESWSEWSDWS 
ECEASGVQVRARQCILLFPMGSQCS 
GNTTESRPCVFDSNFIPEVSVARSSS 
VEEKRCGEFNMFHMIAVGLSSSILG 
CLLTLLVYTYCQRYQQQSHDATVI 
fiPVSPAPLKTSITNHINKLDKYDSVE 
AIKAFNKNNLILEERNKYFNPHLTG 
KTYSNAYFTDLNNYDEY* 



NVNRPVSSNEUailKSLPVKKSP'LN 
GFNAEFTKHVKNL 



GFKQLS*LSLPNSWDHRHTTTTPRE 
MGFHHVGQAGPELPISGDPPAPASQ 
SAGITGVSHRTRPRI 



QLYHLSLQSSRDHRCEPPRPANFLII 
CRDEVYVAQAGLKLPSSSDPPASAS 
KSAGSTGVSHCTQAKFYFF*NLMG 
EMRGKNNKHLTSFK 



TEEIHGVLSWNLVPDNYPPYYHPPP 
PSYIYGAQHLLRLFVKLPEILGKMT 
FSDKNUCAIXKHFDLFLKHLAEYH 
DDFFPE*AYVAACEAHYCTHNPRSI 



FFFFKEMGSHYVA*AAVKWLFTGA 
IITL^SLKLLDSNlNmPALSECKLIlTQ 
EASVLKIKKVEIKKTKNRN 



3847 



9344 



4127 



382 



3848 



9345 



3849 



3850 



9346 



9347 



TMVLSPADKTNVKAA/WGMFLSFP 

TTKTYFPHFDLSHGSAQVKGHGKK 

VADALTNAVAHVDDMPNALSALS 

DLHAHKLRVDPVNFKIXSHCLLVT 

LAAHLPAEFTPAVHASLDKFLASVS 

TVLTSKYR 



4128 



253 



B 



4129 



317 



683 



4130 



82 



AHKLRVDPVNFKLLSHCLLVTLAA 
HLPAEFTPAVHASLDKFLASVMHR 
ADLQIPLSWSLATGCQKLIEVDDER 
KLRTFY* 



VDGWVDGWVDG*MDR*VGRW1D 
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SCQID 
NO: of 
DQclco-tidc 
seqDCDce 


SEQID 
NO: Of 
peptide 
science 


"Mc 
tho 
d 


\ SEQID NO: 
09/n0,160 


Nucleotide 
locatioD of 
first codoD 
Ibr peptide 
seqneacc 


Nodeotide 
location of last 
eodoD for last 
amino add of 
peptide 
sequence 


Amioo acid seqaence ( X^lfokmnra; *=^top 
codon; A>possible oncleotide delctioii; V=possible 
Ottdeotide Insertion) 














GWVDG 


3S51 


9348 


A 


4131 


1 


240 


ASTFFFFSIDRVLLCCPGWTRTPGFI* 
SSCFGLPKCWDYRSEPPCLATFFFIK 
KK YKEEHFILILCQIVNMn .n . YQPT 

Q 


3852 


9349 


A 


4132 


3 


180 


REPPLPAANFVFFVEMRSHHVRQA 

GPEPPSSSDLPASASQSAGITGVHCH 
AWP*YTYL 


3853 


9350 


A 


4133 


2 


238 


SPCAGILEDDRADYQGTRKTSEYSS 

VTP*EACHT*EGPIAnSWP*KVPIQL 

TFNEKNRARGFQVPYGTYDRGLPG 
TH 


3854 


9351 


A 


4134 


7 


259 


IVTAALFTLAPNQK*SKYPSSGKLIN 

KFWYIYKME*TSISNKQVSTTYSMQ 

AWVhrLKSlTLS*RHKGVYII*SHLYD 
ILEKTEL 


3855 


9352 


A 


4135 


141 


309 

1 


AFDEAIAKLYSVNE*SYKGSTVIMQ 

LVRVNLAVSATSTGFIVSFVFTYPnP 
CYLQ 


3856 


9353 


A 


4136 


113 


205 


HNLLMLFDLCLLYWL*LIFLIHELAE 
NLLN 


3857 


9354 


A 


4137 


3 


215 


FETGSCSVTQAGVHWRDHSSLQP*S 

LGFKQPSNLSLPSSWDYRCTPPHLA 

NLCEFCKDRVTSYCPGWHPV 


3858 


9355 


A 


4138 


3 


386 




3859 


9356 


A 


4139 


1 


255 


IRLMKEGRMKGQAFIGLPNEKAAA 
KALKEANGYVLFGKPMWQFARSA 
RPKQDPKEG*RKKRTWLFNKVGK 
WELAPKPMGLDFSL 


3860 


9357 


A 


4140 


78 


153 




3861 


9358 


A 


4141 


1 


293 


LRLPGSSHSPASVS*VAGIAGACHH 
AWPNFCVFSRDQGFTHVGRAGLGA 
PDPLDPALPWPSPKVMGFTRCEAHP 
CPSPRMRFLKYVSVPVSMVGRPE 


3862 


9359 


A 


4142 


3 


48 


PLPRKSVEPGGGTKYKTEQKKRQE 

RRDRGSK*RKQQKAATSEEQQRK* 

AKTQEDGGTKRSPDGEEDPEKKIHR 

NREGTRKKGQDPRNGVNNKJWEK 

EQN*RTHTS*SQKVRRTRRGNEV 


3863 


9360 


A 


4143 


1 


276 


GTRDSV*GGLKLIPIFLMDFWKEPL 
GPALAHELQYPGRD*SSDIWIRTAA 
SLHTLPIVGPHLLGDLASFCTLLTPD 
PCQHVPRSRADTVEMG 


3864 


9361 


A 


4144 


1 


154 


LVWS*EASKIPGGAEAAHPPTTF 


3865 


9362 


A 


4145 


2 


231 


FFFESGSRSVTQAGVQ*HSLGSLQPL 
PPRFK*FSCLSLPSSWDYTHVPTRPA 
NFCIFSGDGVSSCWPGWSRTPNLR 


3866 


9363 


A 


4146 


I 


303 


GTRGSVKEGAKYTSHRDMGLSTFD 

RDADQWKENCANVYG*GCRYNNC 

QAANLNGIYYPGGSYDPRNNSAYE 

TDNGWWVSFTGAHYSLRAARMKI 

RPLVTQ 


3867 


9364 


A 


4147 


3 


372 


HAGLGAHPLHHPVIQQEGFLPAPRG 

FGYRSEVD*IR1PAESTGQNSQCQLR 

K*KDDSYFHCGYFCGCVCTCRGRL 

QSSTSHQCQAAL*LLLPVCL'mLRC 

ISSLIYT*NLKTVHSVRLNFIYN 
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SEQ ID 
NO: of 
nodeiMidc 
sequence 


SEQ ID 
NO: of 
peptide 
scqaeoee 


Me 
tho 
d 


SEQ ID tiOi 
09/770,160 


Nucleotide 
locatioD of 
liratcodoo 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino add sequence ( X=Uoknown; *'^»Stop 
codon; hpossiiAt oodeotide deletion; V=possiblc 
nnclcotidc inscrtioD) 


3868 


9365 


A 


4148 


2 


98 


RRPFFFFFFASCI*NLISPNVQLSNFT 
CILRN 


3869 


9366 


A 


4249 


1 


230 


SGRPFLFFFQGKERVyFlPVWLFYT 
VWQ*LRKNWRWQKTMEPPRSW 
LMQLGHTEEGPGYPLLGETETKLFR 
TA 


3870 


9367 


A 


4150 


1034 


2354 


DRVLAPVAQTGVQWHDLSSLQPPP 

PGFKRFFCLSLPSSWDYRRPP*RPAN 

FC*FLVETGFRHVGQAGLGLLTSGD 

PPASASQSSRITGVSHRARTMGLSR 

ALYRIPALKVWLLINVELKKQMMA 

HVDVTCLINKSPSLTRPMGKRLSAE 

TGKGQKEKQKQTGAGCAVLPSRGF 

PPKAHHGRQPLTLAPSPPPRTFSPSP 

PHTHTHTHTCSPICPRQSRSFQGPR 

MPDPDPGDATCGAGPGGSAPARAA 

GPRSAPRRAKARVQARVQARAQAR 

WVRALTLLAAHPRLQPVPARIARR 

AAQSSSSPPPATPAKSPPPEASGAAA 

PPALGLERFPGASPNHLTRSTCALR 

HVGAGGAALGGPGAPRLPHRLEVG 

REEGRGRRGDGLGHGGCVEPAWEP 

GWRLPSHKLFIKSKVSSEALEMPFL 

CICEHLLSYTYSRKHRNVI 


3871 


9368 


A 


4151 


387 


478 




3872 


9369 


A 


4152 


757 


1477 


HKENRNSLELRQNQSSPIWALPLHG 

L£RKGLGRDHSSPHLPLLPS£RL*K 

ASASQGPEWCCPSPRAAGPESGRCD 

QLWESPMASATWKPYRPQPSRSPQ 

RQRWLPPLVKGKTPPLFKLLQESV 

PGDLLPGELSL*PWEKPI*NNFAFNF 

SQQCKGMFKFPQFRSLARGSNPTSL 

TGVGPLPLPREFPGEEREGAPQIFKQ 

NTANGLGPSA*MRAGTAQGCWES* 

GG>rrAPGPGAVNTAN 


3873 


9370 


A 


4153 


32 


255 


SRRHDSLHRVTFCISDPHYRKWTNP 
DGTTSKIFGFVAKKPASPWENVCHL 
FAKLDPY*PAGAIVTTITNVPTAP 


3874 


9371 


A 


4154 


I 


265 


CDTVLLCHPGWSAVAQSQLTTTSA 
SQIKRFSCLNLPSSQNTRRASPHPAN 
FFYF*»R*GFrMLVRLVSNSCPQVIH 
PPLPPKVLGLQA 


3875 


9372 


A 


4155 


92 


333 


FLSFFFF*MGCHSVTQCGVKWHDLS 
SLQPPHLTFKWFSRLSLLSGWDYRC 
LAQHQASCCIFSRDGISPF*PCWYQT 

PDLR 


3876 


9373 


A 


4156 


16 


181 


ICSLPSTVDVIEFLDYYVKVSLKL*S1 

IKICDSDKHTHIHTYGYVYIFSPPGK 

PV 


3877 


9374 


A 


4157 


1 


355 


TVSLSCSVAQAGVQWHNLGSLQPL 

PPGFK*FSCLSLPSSWDHRCPPPCLA 

NFC1FL*RWGFARFCHVGEAGLELL 

TSSDLHTSDSQSAGDGTSHHAWPH 

LLVLTCVCAHTLFRHFYL 


3878 


9375 


A 


4158 


1 


194 


FFFFFTISYIFIYTLTTCWEFKQLAGN 

I/HL*GTVAFFYLKLLKLQDRLTNSF 

SSATTN\fl-AENS 



578 



wo 01/79449 



PCT/US01/086S6 



SEQID 
NO: of 

DDCICO-OOC 

stqncnce 


$£QU> 
NO: of 

SCqOCDCC 


Me 
tho 
o 


SEQIDNO: 
inUSSN 


Nadcodde 
location of 
first codoQ 
for peptide 
sequence 


Nodcotide 
locatioD of last 
codoo for list 
amino add of 
peptide 
sequence 


Amino add sequence < X^nknowu; *^=5top 
codon; ^=possibie nudcotide ddction; V=possitde 
nndcotidc iasertioD) 


3879 


9376 


A 


4159 


112 


270 


ILGNSLFKNYK*YLSPAAVTHACNP 
NTLGGQGGPVT*AQEFETSLGNIVR 
PCL 


3880 


9377 


A 


4160 


1 


211 


RFSCLSLLSS*DYRRVPPRPAIFVFL 

VETRFHYVGQDGLDFLTSCSARLYL 

PKCRDYRRELLCPAPASLL 


3881 


9378 


A 


4161 


2 


253 


ETDSCSVAQTOVQWYDLGSLQQPP 
PRFKRFSCLSLPNSWDYKCVPPTPI* 
FFLELVEMEFHCAGQADLELLGSGD 
PPASASPK 


3882 


9379 


A 


4162 


198 


276 


KPFMAQCSF*IYEAIFSCTSSEIRY 


3883 


9380 


A 


4163 


3 


193 


HFGRPRRADCLRSSV*DQPGQHGET 

PSTKNTKISQAWWWVPVVPTT*EA 

EAGESLEPGGQRLQ 


3884 


9381 


A 


4164 


2 


515 


DTEKMSPWDMELIPNNAVFPEELG 

TOVPLTDGECKTLIYKPLDGEWGTN 

PRDEECERIVAGINQVMTLDIASTFV 

APVDLQAYPMYCTGVAYPi'DLSSI 

KQRLENRFYRRVSSLMWEVRYIEH 

NTRTFNEP*KPNGRPAKSGTDLLLH 

FIKDQTCYNIIPLYNSMKKKVLS 


3885 


9382 


A 


4165 


3 


418 


HEADKTNWTGKTEVGAHAGEYG 

AQALERMFLSFPTTKTYFPHFDLSH 

GSAQVKGHGKKVADALTNAVTOIK 

EMRNALCTLSDLYAHKLLGDSCTL 

♦LLSHCMLVTLAN*PSSEFn>VAHTL 

VAKILAFVSTELTSKY 


3886 


9383 


A 


4166 


1 


191 


CLETECRYVSQAGMQWHYPG*LQP 

♦PPGYKLSSHLSLPSSWDYRHVPEH 

PTNFVYFFVERKSH 


3887 


9384 


A 


4167 


3160 


3732 




3888 


9385 


A 


4168 


2 


326 


PRSGSESFSCQLSPFFFFFGDRVSLC 
GPG*SAW*LQLM*PGPPKLKQSSC 
LCLPSSWDHRWAAPHLA^FFKPFFl 
ETGSYHLPQLVSNPWAQASLLPWP 
PKVLGLQV 


3889 


9386 


A 


4169 


2 


163 


LIFFVFIVGTGFHHVGQAGLECLTSS 
DPSASASQSAGITGVNHHTRPPSAF 
GC*T*GTGFHHVGQAGLECLTSSDP 
SASASQSAGITGVNHHTRPPSAFGC 


3890 


9387 


A 


4170 


126 


348 


HISIFETGSYSVTQAGAQWLDHGSL 
QP*PPGLK*SSCLSLPSSWDyRHMPP 

CPANFYIFCRDGVSPRCSGCNF 


3891 

* 


9388 


A 


4171 

■ 


1659 


1970 


MLKGGAiORSRRKTGVSHSLHSDL 

NFFFFWDKSIALSHRLEYNGAISAH 

CNLRLLGSSDSPASAS*VARITGMR 

HHTQLILVFFSRNGVLPCWPGWSRT 

PDLR 


3892 


9389 


A 


4172 


153 


278 


MRPDTVAHTCNreTLGGQGGRIT*T 
HEFETSLGDMMKPYLYK 


3893 


9390 


A 


4173 


3 


254 


LQYLVHSSKA WPS*KT .HrX5ET*SA 
GENNNYNnL*LDLFSHREGKWSKI 
PYV*AFFALQNNRKLCQQCIIDLALI 
AVISSQT 


3894 


9391 


A 


4174 


3 


225 


SLTHLTATSILLK*FSCLGLPSSWDH 
RCPPPRIJVNFFAFLVETDFTMLARL 
V*NS»PEVIRSPRPSKVLGLRA 



579 



wo 01/79449 



PCT/USOl/08656 



SEQID 
NO: of 
Qudeo-tidc 
sequence 


SEQW 
NO: of . 
peptide 
scqoence 


Me 
tbo 
d 


SEQ ID NO: 
09/770,160 


Nucleotide 
locatioQ of 
first codoD 
for peptide 
seqoeoce 


Nucleotide 
locatioo of last 
codon for last 
amino add of 
peptide 
sequence 


Amioo add scqueocc ( X^^UdIcdowq; *^top 
codoo; f^possilAt nucleotide ddetioo; \Fp05Sible 
nndcotide insertioD) 


3895 


9392 


A 


4175 


1 


344 


GGALSGGTPGFSPSPPGKTAAPGQS 
GNPPGGF*RVPSPGGSQRGGFPGNT 
PAPGPLPSSSSSSKGGFGDCTPRDKS 
RKGGKPPFS*GGFFPQGSAVPKHLA 
APTNRYTSFHPQK 


3896 


9393 


A 


4176 


2 


201 


QPGQYGKHPVLIKNSKIKPFWGDPP 
VVPNAREG*A*KMVEPGKVRVQSA 
QIKALEFNLGPKKKVPF 


3897 


9394 


A 


4177 


39 


225 


KSIQSYAI*YNVTCGFFKSALNGVG 
SVAFCSHHAEHFLGFVFINHEKSFQ 
FCQMLLLCMTR 


3898 


9395 


A 


4178 


322 


451 


INSTDWAPWLTLVISALWEAEAA/G 
SRGQEIETILANTVKPRLY 


3899 


9396 


A 


4179 


234 


383 




3900 


9397 


A 


4180 


86 


216 


KQTLGQAWWLTPIIPALWEAEVGR 
S*DQEIETILPNTVKPHRY 


3901 


9398 


A 


4181 


1 


4123 


MEEVEEDRFKENLEGALAGQLLGD 

EATQALQVLAVRl .DVWPG ALHPQ 

RLHRLGAALVERQPYREVDHLVLP 

AVDDEHGRRDLGHLLDVREGVEA 

VGLLGVAEGDAHARGERRVQHHR 

GTLVARGQVHGGHRADALPVQDD 

AVRADAVPGGAGAGSAAASNARA 

PFPPAGVPGPSSGCDPPVSPLSQVSA 

HWELCGPHILNASYLPARVRKPFLV 

HWPGQRTLFLPAALAHPLGHEEFR 

QLCPQMSPPNFGLSESPRPVRCQCN 

PGQHRGWWLRRWHPLPPAPSLGSG 

QVLGHLSTTSSHPGAPSPPGHWCAA 

PDPADPAPVTRPPRAQSQARGTHLP 

PCPCRDPn LLPHALGSDPRQTPSC 

KAGAWAGRSPQLPPGCHHSNERDT 

SPVEALGTLWPPPHGSGPRFLQDKG 

AAGQMAEQTELRAGHGRMAKLRS 

HRASWASPPDLDAAASPHLAPSAA 

SADGLPATRAQTPRPPPTPSRQAELP 

PGSPSPGAQGLPGGVDVGIEVPLGR 

PARAGTVAGGWGEDVAVEAGAQ 

ANVEAAHLAQVHGIAVREEDRVPG 

TRHAANIHAGDTVAAGALGGH)LD 

GVQLALA\1^GTLRQGFWWTLR 

GTDVETYPFSAPRAASHGVGRHEEL 

PDFTGPCGGRLLSLTfflGVTIRYHAL 

LWARGPIMSKSQVLGEWEPVQGGK 

SSENDKWTMSDPGAEAPTCSRAAS 

GVDKEQQGRWQGLWNSHIKPLKIR 

MVKQNNIIPGETQILLRFTGWESKV 

NAKKQLPVGKCEPMDQENEQTGG 

HiirDGHRIVSVLlHFPLISILSYATW 

GLSLLECIPGSPVCTLLVRFSNVGTR 

WSLEVRGSPCGFGSNKVCGVMTPEl 

KMVCVCEGKAGKAVGSGGVEGTK 

EVSTGNAEGPVRHEAVDGGVHLAF 

ALLQGLLWSLLLGPPGLAGWGGGE 

LDAVPDSTSSATNVSMWSAGPWS 

SEKAEMNILEINEKLRPQLAENKQQ 

FRNLKERCFLTQLAGFLANRQKKY 

KYEECKDLIKFMLRNERQFKEEKLA 



580 



wo 01/79449 



P€T/US0iy086S6 



SEQID 
NO: or 
nndco-tide 
scqnence 


SEQlD 
NO: of 
peptide 
scqnence 


Me 
tfao 
d 


SEQIDNO: 

loliSSN 

09/770460 


Nodcotidc 
locatiooof 
first codon 
for peptide 
scqnence 


Nndcotidc 
location of last 
codoo for last 
amino add of 
peptide 
sequence 


Amino add sequence ( X'-iinknown; *afitop 
codon; A^possible nodcotidc ddetfon; V=po$siMc 
nndeotide insertion) 














EQLKQAEELRQYKVLVHSQERELT 

QLREKLREGRDASRSLNEHLQALLT 

PDEPDKSQGQDLQEQLAEGVLDWH 

STLSKSSAQKMTiai4RNfKNIFK/C£E 

DEKVLESSAPREVQKAEESKVPEDS 

UEE<:L\rnSNSHGPCDSIQPHKMKIT 

FEEDKVNSSLWDRESSHIXiCQ/EC 

SKHSPSPWPHLFCHKRQHGG/DQPA 

LCPARRQR*TF*KSMRNCA/HQLAE 

KKQQFRSLKEKCFVTQVACFLAKQ 

QNKYKYEECKDLIKSMLRNERQFK 

EEKLAEQLKQAEELRQYKVLVHSQ 

ERELTQLREKLREGRDASRSLNEHL 

QALLTPDEPDKSQGQDLQEQLAEG 

CRLAQHLVQKLSPENDEDEDEDVQ 

VEEDEKVLESSAPREVQKAEESKVP 

EDSLEECAITCSNSHGPCDSIQPHKN 

IKITFEEDKVNSSLWDRESSHDGC 

QDALNILPVPGPTSSATNVSMWSA 

GPLSSEKAEMNILEINEKLCPQLAEK 

KQQFRSLKEKCFVTQVACFLAKQQ 

NKYKYEECKDLIKSMLRNERQFKE 

EKLAEQLKQAEELRQYKVLVHSQE 

RELTQLREKLREGRDASRSLNEHLQ 

ALLTPDEPDKSQGQDLQEQLAEGC 

RLAQHLVQKLSP 


3902 


9399 


B 


4182 


1 


799 


MLQIPKQQQNEKYQVPQFDQSITKN 

lESAKGLDVWDSWPLQNADGTVAE 

YNGYHWFALAGSPKDADDTSIYM 

FYQKVGDNSIDSWKNAGRVFKDSD 

KFDANDPILKDQTQEWSGSATFTSD 

GKIRLFYTDYSGKHYGKQSLTTAQl 

HFPUSILSYATWGLSLLECIPGSPVC 

TLLVRFSNGGPPMDPGSERKGFCRF 

RNHHQTGFSPAGANQRGPLAATLS 

GPGGEGQSAVARLTGEKKNHPGAQ 

YANRLSPRVGRFINAAGTTX* 


3903 


9400 


A 


4183 


260 


387 


REVGRVRWLTPVIPARWEAEVGRS 
♦GQEIKTILANTVKPRLY 


3904 


9401 


A 


4184 


1212 


1442 




3905 


9402 


A 


4185 


3844 


4180 


KYKKCVGCGGRSL*S*LLRRLRQEN 
RLSPGGGDCSEPRSSHCTPAWVIER 
/GDSVSKKKKKNLLTWLVNKLCGP 
CRAWWLTPVIFALWEAEAGRSRGQ 

EIETILANTVKPRLY 


3906 


9403 


A 


4186 


8 


385 




3907 


9404 


A 


4187 


2 


284 




3908 


9405 


A 


4188 


1477 


1697 




3909 


9406 


A 


4189 


17 


385 




3910 


9407 


A 


4190 


1 


837 


GKWLELERFLPQPFTGEIRGMCDF 

MNLSLADCLLVNLAYESSVFCTSIV 

AQDSRGHIYHGRNLDYAFGNVLRK 

LTVDVQFLKNGQIAFTGTTTIGYVG 

LWTGQSPHKFTVSGDERDKGWWW 

ENAIAALFRRHIPVSWLIRA1LSESE 

NFEAAVGKLAKSPLI\ADVNYIAGG 

TCPREGVWTRNRDGPGDIGPLNPL 



581 



wo 01/79449 



PCT/US01/086S6 



SEQID 
NO: of 
nndeo-tide 


SEQID 
NO. of 
peptide 


Me 
tbo 
d 


SEQID NO: 

inUSSN 

09/770,1(0 


Nucleotide 
locatiooof 
first codon 

scqoence 


Nodcotide 
locatiODoflast 
codon for last 
amiiio 000 01 
peptide 
seqocDce 


Amioo add scqoeoce (X^^UoknoYvn; *^=Stop 
codon; /^possible Dodcotide ddctioo; V=possiblc 
nodcotide insertion) 




- 










NGAWLRVETDYYHWKPAPKEDDR 
RTSAUKALNATGQANLKLEALFQIL 
TVVPVYNNLTryTTAMSAGSPYKY 

MTRIRNPS 


3911 


9408 


A 


4191 


653 


727 




3912 


9409 


A 


4192 


26 


161 




3913 


9410 


A 


4193 


3 


186 




3914 


9411 


A 


4194 


28 


186 




3915 


9412 


A 


4195 


356 


428 




3916 


9413 


C 


4196 


35. 


430 

■ 


MKSCRXXXXXXXXXXXXXXXXX 

xxxxxxxxxxxxxxxxxxxxxx 

XXSETNSWEATRKPNFSSNSESAHS 
RSQGHKDAKKEFVPLXXXXXXXX 
XXXXXXXXXXXXXXXXXXXXXX 
XXXXXXXXXLQSHPLVR* 


3917 


9414 


A 


4197 


213 


394 




3918 


9415 


A 


4198 


28 


123 




3919 


9416 


A 


4199 
• 


1578 


1835 


SNKSLPHNCIPPQNWWYSRGNLLQY 
IDYVQLHRNLYAGEIYFHC*RKSAL 
CNSSWREGAVGCLPMDFPRLHLSL 
SPSSLHCRNKP 


3920 


9417 


A 


4200 


213 


305 


• 


3921 


9418 


A 


4201 


1715 


1850 




3922 


9419 


A 


4202 


4016 


4315 




3923 


9420 


A 


4203 


28 


239 




3924 


9421 


A 


4204 


7 


216 




3925 


9422 


A 


4205 


1 


576 




3926 


9423 


A 


4206 


1 


500 




3927 


9424 


A 


4207 




1266 




3928 


9425 


A 


4208 




162 




3929 


9426 


A 


4209 




229 




3930 


9427 


A 


4210 


197 


416 




3931 


9428 


A 


4211 




131 




3932 


9429 


A 


4212 


76 


274 




3933 

• 


9430 

* 


A 


4213 


295 


2530 


RPATMAARPLPVSPARALLLALAG 

ALLAPCEARGVSLWNEGRADEWS 

ASVRSGDLWVKSFDSKNHPEVLN 

IRLQRESKELIINLERNEGLIASSFTE 

THYLQDGTDVSLARNYTVILGHCY 

YHGHVRGYSDSAVSLSTCSGLRGLI 

VFENESYVLEPMKSATNRYKLFPA 

KKLKSVRGSCGSHHNTPNLAAKNV 

FPPPSQTWARRHKRETLKATKYVE 

LVIVADNREFQRQGKDLEKVKQRLI 

EIAlfflVDKFraPLNmiVLVGVEVW 

NDMDKCSVSQDPFTSLHEFLOWRK 

MKLLPRKSHDNAQLVSGVYFQGTT 

IGMAPJA^CnVil^SGGIVMDHSD 

NPLGAAVTLAHELGHNFGMNHDTL 

DRGCSCQMAVEKGGCIMNASTGYP 

FPMVFSSCSRKDLETSLEKGMGVCL 

FNLPEVRESFGGQKCGNRFVEEGEE 

CDCGEPEECMNRCCNATTCTLKPD 

AVCAHGLCCEDCQLKPAGTACRDS 

SNSCDLPEFCTGASPHCPANVYLHD 

GHSCQDVDGYCYNGICQTHEQQCV 

TLWGPGAKPAPGICFERVNSAGDPY 



582 



wo 01/79449 



PCTAJS01/08d56 



S£QU> 
NO: of 
nodco-tide 
scqooict 


SEQID 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SEQID NO: 
09/770460 


Nocleotide 
locatioa of 
first codoo 
for peptide 
seqaence 


Nocleotide 
Iocs tioo of tost 
codoD for last 
amioo add of 
peptide 
seqaence 


Amioo add seqaence ( X^lInknoTm; *=^top 
codoo; A=pcssible oocleolide ddetioo; V^^possible 
nndeotide inscrtioo) 














GNCGKVSKSSFAKCEMRDAKCGKI 

QCQGGASRPVIGTNAVSIETNIPLQQ 

GGRILCRGTHVYLGDDMPDPGLVL 

AGTKCADGKICLNRQCQNISVFGV 

HECAMQCHGRGVCNNRKNCHCEA 

HWAPPFCDKFGFGGSTDSGPIRQAG 

KEARQEAAESNRERGQGQ\EPLGSQ 

EHAS1\ASLTLI 


3934 


9431 


A 


4217 


2 


119 




3935 


9432 


A 


4218 


2 


147 




3936 


9433 


A 


4219 


10 


216 




3937 


9434 


A 


4220 


245 


455 




3938 


9435 

■ 


A 


4221 


1 


2867 


MIFPAESSCALPQEGSAGPGSPGSAP 

PSRKRSWSSEEESNQATGTSRWDG 

VSKKAPRHHLSVPCTRPREARQEAE 

DSTSRLSAESGETDQDAGDVGPDPl 

PDSYYGLLGTLPCQEALSHICSLPSE 

VLRHVFAFLPVEDLYWNLSLVCHL 

WREnSDPLFIPWKKLYHRYLMNEE 

QAVSKVDGILSNCGIEKESDLCVLN 

LIRYTATTKCSPSVDPERVLWSLRD 

HPLLPEAEACVRQHLPDLYAAAGG 

VNIWALVAAWLLSSSVNDIQRLLF 

CLRRPSSTVTMPDVTETLYCIAVLL 

YAMREKGINISNSKKTIQLTHEQQLI 

LNHKMEPLQWKIMAFAGTGKTST 

LVKYAEKWSQSRFLYVTFNKSIAK 

QAERVFPSNVICKTFHSMAYGHIGR 

KYQSKKKLNLFKLTPFMVNSVLAE 

GKGGFIRAKLVCKTLENFFASADEE 

LTIDHVPIWCKNSQGQRVMVEQSE 

KLNGVLEASRLWDNMRKLGECTEE 

AHQMTHDGYLKLWQLSKPSLASFD 

AIFVDEAQDCTPAIMNIVLSQPCGKI 

FVGDPHQQIY'1'FRGAVNALFTVPHT 

HVFYLTQSFRFGVEIAYVGATILDV 

CKRVRKKTLVGGNHQSGIRGDAKG 

QVALLSRTNANVFDEAVRVTEGEF 

PSRIHLIGPEEERRKREYPPGLGALE 

GRTQVTGTRKKQAQSESGTRFPPEK 

GELVLLSSHDEGENLVIKDKFIRRW 

VHKEGFSGFKRYVTAAEDKELEAKI 

AVVEKYNDUPELVQRIEKCHIEDLD 

FAEYILGTVHKAKGLEFDTVHVLD 

DFVKVPCARHNLPQLPHFRVESFSE 

DEWNLLYVAVTOAKKRLIMTKSLE 

NILTLAGEYFLQAELTSNWLKTGV 

VR\CCVG\QCNNA/LSPVDTVLTMK 

KL\PrrY*ATGK\ENKGGYLCHSCAE 

QQHRDPWRFLTASPEQVRAMEPHF 

GGTSYCPRHEALLFLVF 


3939 


9436 


A 


4222 


57 


302 




3940 


9437 


A 


4223 


1 


550 


DAHUGRIESYSCKMAGDDKHMFK 

QFCQEGQPHVLEALSPPQTSGLSPS 

RLSKSQGGEEEGPLSDKCSRKTLFY 

LIATLNESFRPDYDFSTARSHEFSRE 

PSLKLVGLNAVNCSLFSAVREDFKD 

LKPQLWNAVGRGDLPGLKCDIYSVY 



583 



wo 01/79449 PCT/USOl/08656 



ISEQID 

Inndeo-tide 
IsnjiieBtt 


ISEQID 

{peptide 
|seqneBCC 


IMc 
inic 
Id 


ISEQID NO: 

> IID US5n 

mrm^m 


INDcleotide 
iloeation of 
jfirst codoo 
|ror peptide 
Iseqneoce 


Nocleotide 
locatioDoflast 
codoo for last 
> amino add of 
peptide 
seqnence 


tAmino add seqaeoce ( X^Uokoown; *=Stop ' 1 
icodOD; A=posnl>le nucleotide ddetlon; V^posstble 
iDodcotide iasertioo) 














NPDLDSDPSREDGSLWSFNYFFYNK 
RLKRNRLL 


3941 

1 


9438 


A 


4224 

1 • 


11 

1 


511 


GRTRSIAGEETTQRPGPNCGGNCLC 

LHTLAINMRICYSQTTPFHPLRLKG 

QRWPF\FSSLELFPVGJFPRAHLLVQS 

TLPKPRPERAFTAPSLFPVTLGFCLG 

RILCQRLLLCPSCLATALSINGYSRT 

QECQSWKGRDTGLHKGKLLEALG 

GTEGFGDRARAKIEDS 


1 3942 


1 9439 


A 


4225 


1 


279 




1 3943 


9440 


A 


4226 


1011 


1322 




3944 

1 


9441 


A 


4227 


3 


468 


TPLHVYNEVMSVGQKYGIRNAGYY 

ALRSLRIEKFFAFWGQDINNLT\TPL 

ECGRESRVKLEKGMDFIGRDALLQ 

QKQNGVYKRLTMFILDDHDSDLDL 

WPWWGEFIYRNGQYVGKITSVSAY 

SYSLERHVCLGXFVHNFSEDTGEEQ 

WTADFINRG 


3945 


9442 


A 


4228 


1 


1236 




3946 

I t 


9443 ■ 


B 


4229 


1 


1742 


MKRDNSGGCLPAPASAWPARPRQQ 

AEWRALTRGPANHCGIISTLGEPPE 

TPLIGLRTFQCCRLVTDGRVLAGTV 

SSEPTDGFRSPAPGPGRRTSAMVLL 

KLGKTPGEFFPFLGSSSQPPSHELNI 

GKRLDDTKILPGNMKDNFWEMGD 

TGPCGPCSEIHYDRIGGRDAAHLVN 

QDDPNVLEIWNLVFIQYNRFGNCVE 

LQASAAFNWNNQRCKTRNRYICQF 

ADLRRNLNIINDDITGRVHKDRKLL 

TGDSPFAANALGKLAAQEMMAAY 

AVSLPKLTALLRVFSTVVRSIGERFS 

PIRVLRLLRHTTPNYIYQRLIPYVCV 

LFITELSINLNMLTENDIPLFRALFL 

NNrroADARVLLQKRPREGWLTTD 

AFLYWAQQDFSGVKPLVAQHWEW 

MTFSADSVSSVHTLTDDLPLESLAD 

QPGAGNVHLLIPPEGLLYRSLTLPN 

AKYKLTAQTLQWLAEETLPDNTQD 

WHWTWDKQNESVEDCLIPLFGKP 

QGKGCLEKSVWAAGRPFSYAGDK 

NRQLTRYSDTRWHEDSVRNRWFSV 

MVGPSVRVNEWFSAYAMAGMAYS 

RVSTFSGDYLRVTDNKGS* | 


3947 


9444 


A 


4230 


1 


638 1 




|3948 I 


9445 


A 


4231 


1377 


1746 1 




3949 


9446 


B 


4232 


1 


1716 


MSQYYQPQRPPEHIELDSHAKFFPH 

HHLQVADSAAHLAASPLRRTHRAL 

TWAQALPQEEGSGAPSPPGAPSPTP 

KSFGRTMSASAVFILDVKGKMESC 

YWQDVLNSWSPAIPLLQPPKVSDD 

SGGHHIEECQCLPVYSFLYKTIEVGI 

LRILQGAGGGEHPDNFVIVYELLDE 

LMDFASRRPPTARSCRIHHSAEQQA 

GDGQVTGAPTVTNAVSWRSEGIKS 

MQRQRPSERNRRYHQAQVFLSGMP 

ELRLGLNDRVSSSSLAAKGQFKKSQ 

WPTVWRYLCXYPAMRLPQIQDQCG | 
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SEQID 
NChof 
OQde(>-tidc 
seqacocc 


ISEQID 
NChof 
Ipeptiik 
{sequence 


Ml 

tfac 
d 


\ SEQID NO: 
ioUSSN 
09/770,160 


iNoclcotidc 
llocatioB of 
[first codoo 
|ror peptide 
Iscqncncc 


Nadeotide 
locatioD of last 
codoo for last 
amino add of 
peptide 
scqoeoce 


AmiDO add seqDcocc ( X^Unknown; *'=^top 
eodoa; /=^possiMe nndcotide ddethw; \ppo8»bJe 
Dodeotide insertion) 














QRQVCAGRNWIWSIKSFPGGKEYL 

MRAHFGLPRWKRKRWRAGPPSGSS 

LDPLLHRLWDPGPIMKIIEKSGYQA 

LPWVRTSPRVAIPTSYQLEGRRDGG 

LNTGFLTAPDADFRGRAGEEPAGR 

AGVSGWGAGTESSAAGCTAAAPRE 

GCSASARRLLRADSAGLGRAGGFA 

GRQCRHAAGGGCAGDRLSGAAAR 

GDVQECAAFCTGSWCIFTPSTLRQD 

GAAGFIVPPQSPFEGHDVWQHRHR 

PELLKQGASPNVQDTSGTVQSMTQ 

PALDSWTP* 


3950 


9447 


A 


4233 


1 


372 




|395l 


9448 


B 


4234 


48 


1158 


MSASAVFILDVKGKPLISRNYKGDV 

AMSKJEHFMPLLVQREEEGALAPLL 

SHGQVHFLWIKHSNLYLVATTSKN 

ANASLVYSFLYKTIEVFCEYFKELE 

EESIRDNWIVYELLDELMDFGFPQ 

TTDSKILQEYITQQSNKLETGKSRVP 

PTVTNAVSWRSEGIKYKKNEVFIDV 

lESVNLLVNANGSVLLSEIVGnKLK 

VFLSGMPELRLGLNDRVLFELTGRS 

KNKSVELEDVKFHQCVRLSRFDND 

RTlSnPPDGDFELMSYRLSTHVKPLI 

WIESVIEKFSHSRVEIMVKAKGQFK 

KQSVANGVEISVPVPSDADSPRFKT 

SVGQRQVCAGEKRRYFGYLSLSGG 

AREYLMRAHFGLPKCEKERX* 




9449 . 


B 


4235 


153 


458 


KKDLSLEEIQKKLEAAEERRKSHEA 

EVLKQLAEKREHEKEVLQKAIEEN 

NNFSKMAEEia.THKMEANKENRE 

AQMAAKLERLREKDKHIEEVRKTK 
NPRPC* 


3953 


9450 


A 


4236 


3 


182 




3954 


9451 


A 


4237 


49 

• 


607 


NSARGLSLSQLIVQNTLPVACLLFT 

MASSDIQVKELEKRASGQAFE\LILS 

PRAKEFVPEFPLSPPKEEGFFPGGKF 

REN*EAA\EERRQSP*SCSS*RQLAE 

KLRAPRKKCFQKAIEENNNFQ*NGQ 

KJm-TPHKMEA\NKETPERPQMA\A 

KLEPFAEEKDKAH*KKCGKNKES\K 
DP\ADETEAGLI 


3955 


9452 


A 


4238 


1 


356 


TELQQEQLQTWGTYHGSPDQSHQ 

VTGNHQQPPQQNTGFPR/SNQPYYN 

SRGVSRGGSRGARGLMNGYRGPAN 

GFRGGYDGYRPSFSNTPNSGYTQSQ 

FSAPRDYSGYQRDGYQQNFIP 


3956 


9453 


A 


4239 


1 


2206 


RLPPAFSSLSLRSEDALGHQPQRERS" 

KSSGPPPPSGSSGSEAAAGAGAAAP 

ASQHPATGTGAVQTEAMKQILGVI 

DKKLRNLEKKKGKLDDYQERMNK 

GERLNQDQLDAVSKYQEVTNNLEF 

AJsiilA^KorMAl^QJL/JQKTlKXTARR 

EQLMREEAEQKRLKTVLELQYVLD 

KLGDDEVRTDLKQGLNGVPILSEEE 

LSLLDEFYKLVDPERDMSLRLNEQY 

EHASIHLWDLLEGKEKPVCGTTYK 

VLKEIVERVFQSNYFDSTHNHQNGL 
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SEQID 
NO: of 
Dodco-lide 

SC(|IICll€C 


SEQID 
NO: of 
peptide 
scqncDCc 


Me 
tbo 
d 


S£Q ID NO: 
idUSSN . 
09/770»I60 


iNodcotidc 
llocatiooof 
ilirst codon 
Ifor peptide 
Iscqaenee 


Nadcotidc 
locatioooflast 
codoa Tor last 
amino add of 
peptide 
seqDence 


Amino add scqucocc ( X=4JokiM>WD; *=Stop 
codon; /^possible oodcotide ddetioD; V=<possible 
nttdeotfdc inscrtioii) 








■ 






CEEEEADSAPAVEDQWEAEPEPAE 

EYTEQSEVESTEYVNRQFMAETQFT 

SGEKEQVDEWTVETVEWNSLQQQ 

PQAASPSVPEPHSLTPVAQADPLVR 

RQRVQDLMAQMQGPDNFIQDSML 

DFENQTLDPAIVSAQPMNPTQNMD 

MPQLVCPPVHSESRLAQPNQVPVQP 

EATQVPLVSSTSEGYTASQPLYQPS 

HATEQRPQKEPIDQIQATISLNTDQT 

TASSSLPAASQPQVFQAGTSKPLHS 

SGINVNAAPFQSMQTVFNMNAPVP 

PVNEPE\TLKQ\QNQSQA\SYNQSFSS 

\QPSPS*QQTELQQ\EQLQTWG\TY 

HGS\QDQSHQ\VTGNHQQ\PPQ\QNT 

GIST*A1RPYYNSRGVSRGGSRGAR 

GLMNGYRGP\ANGFR\GGYDGLPAP 

SFLLKLPNSGY/SHSPQFQCLPRDYL 

WPIQRDGmOQNFKRGSGQSGPRG 

APRGRGXGPPRPNRGMPQMNTQQV 

K 


3957 


9454 


A 


4240 


I 


151 




3958 


9455 


A 


4241 


5 


120 




3959 


9456 


A 


4242 


1 


315 


EQMVSEDVPCyD/HRVHARIIGSR/G 

KAIRKIMDEFKVDIRFPQSGAPDPN 

CVTVTGLPENVEEAIDHILNLEEEYL 

ADWDSEALQVYMKPPAHEEAWP 

CPLRTCSTV 


3960 


9457 


A 


4243 


107 


4057 


PFCCGFPGLCVGVRSTMSSVAVLTQ 

ESFAEHRSGLVPQQIKVATLNSEEES 

OPPTYKDAPPPLPEKAACLESAQEP 

AGAWGNKIRPIKASVITQVFHVPLE 

ERKYKDMNQFGEGEQAKICLEIMQ 

RTGAHLELSLAKDQGLSIMVSGKL 

DAVMKARKDIVARLQTQASATVAI 

PKEHHRFVIGKNGEKLQDLELKTAT 

KJQ1PRPDDPSNQIKITG15CEGIEKAR 

HEVLLISAEQDKRAVERLEVEKAFH 

PFIAGPYNRLVGEIMQETGTRINIPPP 

SVNRTEIVFTGEKEQLAQAVARIKK 

lYEEKKKK r l"i lAVEVKKSQHKYVI 

GPKGNSLQEILERTGVSVEIPPSDSIS 

ETVILRGEPEKLGQALTEVYAKANS 

FTVSSVAAPSWLHRFOGKKGQNLA 

KITQQMPKVHEEFTEGEDKrrLEGFr 

EDVNVAQEQIEGMVKDLINRMDYV 

EINIDHKFHRHLIGKSGANINRIKDQ 

YKVSVRIPPDSEKSNLIRIEGDPQGV 

QQAKRELLELASRMENERTKDLIIE 

QRFHRTIIGQKGERIREIRDKFPEVn 

NFPDPAQKSDIVQLRGPKNEVEKCT 

KYMQKMVADLVENSYSISVPIFKQF 

HKNIIGKGGANIKKIREESNTKIDLP 

AENSNSETUITGKRANCEAARSRILS 

IQKDLANIAEVEVSIPAKLHNSLIGT 

KGRLIRSIMEECGGVHIHFPVEGSGS 

DTWIRGreSDVEKAKKQLLHLAEE 

KQTKSFTVDIRAKPEYHKFLIGKGG 

GKIRKVRDSTGARVIFPAAEDKDQD 
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SEQID 
NO: of 
nodeo-tidc 
sequence 


SEQID 
NO: Of 
peptide 
sequence 


Me 
d 


SEQID NO: 

ioUSSN 

09/n0460 


Nucleotide 
locadon of 
first codon 
for peptide 
sequence 


Nucleotide 
locatioo of last 
codon for last 
amino add of 
peptide 
seqneoce 


Amino add scqucoce ( X^Unknown; *^^p 
oodoo; A=possible oodcotide ddetioo; >ppossible 
nucleotide insertion) 


• 












LmiGKEDAVREAQKELEALIQNLD 

NWEDSMLVDPKHHRHFVIRRGQV 

LREIAEEYGGVMVSFPRSGTQSDKV 

TLKGAKDCVEAAKKRIQEHEDLEA 

QVTLECAIPQKFHRSVMGPKGSRIQ 

QITRDFSVQIKFPDREENAVHSTEPV 

VQENGDEAGEGREAKDCDPGSPRR 

CDIIHSGRKEKCEAAKEALEALWV 

TIEVEVPFDLHRYVIGQKGSGIRKM 

MDEFEVNBHVPAPELQSDIIAITGLA 

ANLDRAKAGLLERVKELQAEQEDR 

ALRSFKLSVXTVDPKLHSPGLSGRK 

GASNSQI/RGLKHDVNIQFP\DKD\D 

ANQHQDVQITFTGYEKNHSSLPGDAI 

LRJVG\ELE\QMVSEVDVP\LNHRVSR 

PASFGARGKSHPPKIMYEFaCWDIRF 

PNKSGAPKTPNCVNC*RGFP\ENVE 

ESHSTQHPS1LEEE\YL\ADVV\DSEA 

LQ\VYMEPP/AHT^AKGNFSRG\FD 

VRDAPL\TA\SSSEKAS\DMSSSEEF\P 

SFWG*RWLPKTLP\WGPKT1MIKKE 

QNPLPAC 


3961 


9458 


A 


4244 


11 


323 




3962 


9459 


A 


4245 


3 


171 




3963 


9460 


B 


4246 


148 


405 


XKLSVERKDPLAALAREYGGSKRN 

ALLKWCQKKTQGYAKRNLLLAFE 

AAESVGIKPSLELSEMLYTDRPDWQ 

SVMQYVAQIYKYFET* 


3964 


9461 


A 


4247 


2 


438 


AVGGNGGCPRPSRVTSQSTCRFGPR 

TASHSASRAGLCTASR*VPGWV*CL 

HFQPLQMPTODSSFSPDYSAPGRGC 

GQAGRCGAEHRRPGHRSSCC*NW* 

CQCSHNLVSSSGTISVEHCAWNHRI 

PGPRLPEGLFFPH»VCFWSM 


3965, 


9462 


A 


4248 


3 


256 




3966 


9463 


A 


4249 


3 


444 




3967 


9464 


A 

- 


4250 


3 


828 


VKGVPGVKAERF\E*RMTAKHCALS 

LVGEPIMYPEINRFLKLLHQCKISSF 

LVTOAQFPAEIRNLEPVTQLYVRVD 

ASTKDSLKKIDRPLFKDFWQRFLDS 

VKAlj\VKQQRT\rm.TLVKAW\NV 

\ESLQAYAQLGSLGNPDFIEVKGVT 

YCRESSASSLTMAHVPWHEEWQF 

VRELVDLDPEYEIACEHEHSNCLLIA 

HRKFKIGGEWWTWIDYNRFQELIQ 

EYEDSGGSKTFSAKDYMARTPHWA 

LFGASERGFDPKDTRHQRKNKSKAI 

SGC 


3968 


9465 


A 


4251 


1 


384 




3969 


9466 


A 


4252 


3 


1225 




3970 


9467 


A 


4253 


1 


864 




3971 


9468 


A 


4254 


1 


1266 


GNSPPSELKWKAKSEDLRHRGLKA 

QAEIKGSTQQIGFTTDPRMARSSPYP 

TDVARWNAPIFHVNSDDPEAVMY 

VCKVAAEWRSTFHKDVWDLVCY 

RRNGHNEMDEPMFTQPLMYKQIRK 

QKPVLQKYAELLVSQGWNQPEYE 
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S£QU> 
NO: of 
aadeo-tide 
sequence 


SEQID 
NO: of 
peptide 
seqncficc 


Me 
tbo 
d 


SEQ ID NO: 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino add of 
peptide 
sequence 


Amino add sequence ( X«tiakoomi; *^top 
codon; A=posstbIe nndeotide ddetion; \Fpossible 
nodeotide Insertion) 














CVSMHGVRNKPSYNSTKSSMDGLI 

LHPATGLVFVLSKQCEEIHQPWWT 

CEQREAENATAEENRVLLAMVNPT 

VFFDIAVDGXEPLGRVSFEVGRAAA 

CGNGAQKVGRGRENFRCSEPLERK 

GFGL*GVPCFHRLFPRVLCVQGGEL 

QQRHVNGNWWASPILWGRKFERLK 

NFHP*KPYGSPGILSPWQNAGPQTQ 

MVPQFFVICTAQDCSGWNGQAMWV 

FGTSERKAMNIVEAHWSRFG\SRVN 

GKTQQRRSPFADCGQLLISLTCVFEF 

hlHPDHSLL 


3972 


9469 


A 


4255 


3 


275 




3973 


9470 


A 


4256 


125 


315 




3974 


9471 


A 


4257 


3 


292 




3975 


9472 


A 


4259 


1 


3045 

s 


MDKFLNTYTLPRLKQEEVESLNRPl 

TGSDIEAIINSLPTKKKSRTRWIHSRI 

LPEVQGGAEKEGILPNSFYEASDLIP 

KPASDTTKKENFRPISLMNINAKILN 

KILAKQIRQHIKKLIHHDQVGFIPGM 

HGLFNICKSVNIIQHINRTNDKNHMI 

ISIDAEKPFDKIQQHFMLKTLNKLA 

QNLLKLIGNFSKVSGYKINVQKSQA 

FLYTNNRQTESQIMNEFPFTIASKRI 

KYLGIQLTRDVKDLFKENYKALLN 

EIKEDTNKWKNIPCSVWEKTTLKFI 

W/NQKRAHIAKSIISQKNKAGGITLP 

DFKLYCKATVTKTAWYWYQNRDI 

DQWNRTESSEIMPHIYNHLIFDKPD 

KKRKWGKDSLFNKWCWENWLAIC 

RKLKLDPFLTPDTKINSRRIKDLNVR 

PEMIKTLEENLGNTIQDIGMGKDFM 

SKTPKAMATKAKIDKWDLIKLKSF 

CTAKKnmVNRQPTEWEKIFAIYSS 

DKGLISRIYNELKQIYKKKTNNPEEK 

WAKDMNRHFSKEDIYAAKKHMKK 

CSSSLVIREIQIKTTMRYHLTPVRMA 

IIKKSGNNRCWRGCGEIGTLLHCW 

WDCKLVQPLWKSVWRFLRDLELEI 

PFDPAIPLLAAPSLPSGLRSPSKSSPS 

PPSRCII.VIILLHVTWDIVFFDGCEK 

krwyillivlltrllvsactftegy 

tvgfstfealrlglsrywlpcssac 

rrpivglqlvminsgnfqviamegt 

vasecchgngkltwhrpvlsvcsf 

srctvqaaggsailedgdplltapl 

gstpqaavcrgprgrelraapads 

hlfqrdlwpfnkvivhgekgsnqt 

SQGLLNTGSEKfnVLENPKYHSGPP 

vrvspdggqviievladpsytgpta 

lnnvffafqcnfyfdhipencgfsd 

psdpqnlqkgegcpslvrastappq 

ekateqpllck ri hspfgmtvgpct 

detldhgapskhvpgtahnelall 

dlrviksagsaavhhklkvlhwrs 

slsnnkgtgrlyeqva 


3976 


9473 


A 


4260 


I 


2526 




3977 


9474 


A 


4261 


I 


3111 
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MISSING AT THE TIME OF PUBLICATION 
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S£QID 
NO: Of 
niideo-tidc 
scqaencc 


SEQID 
NO: of 
peptide 
scqoence 


Me 
tba 
d 


SEQIONO: 

iaVSSN 

09/770,160 


Nndcotide 
locitiooor 
first codoD 
for peptide 
scqneace 


1 Nocleotidc 
llocatioii oriast 
Icodon for last 
{imliioacidor 
1 peptide 
Iseqaenee 


Amino add sequence ( X^nknowD; *=Stop 
codon; A=possit>Ie oacleotide ddctioa; V-possitrie 
oadcotide inscrdoD) 








* 






VDTIAADESFSQVDFGGRLMKDYG 

ACMSLLSVRVFFKKCPSIVQNFAVF 

PETMTGAESTSLVIARGTCIPNAEEV 

DVPDCLYCNGDGEWMVPIGRCTCK 

PGYEPENSVACKGPVNNTEKAKSG 

EMWFSPEEYGWEYAAFLALRKCSQ 

CPEDAVAASGAVALENLMEHGHIR 

LDKASKDSESSTPHDPTLLFHSGPQP 

NFRHFQGWKTVTSEGSLIHLPKSKT 

QSQCPGLFGGSLDSRIDIGGAWYFC 

HTHTASSASTPSEEAGSLADPSNETE 

SLLFACTALCSPWECQLILDLASLFQ 

GIMLMPRAVQFFKCWDKVTVKNQ 

WRMHSHGPSCLGVSFQKGLCQEM 

VYISTRGSSSGLRPLVLSLHGWAVD 

TAIHTCIPFPTDIIWIQDLIAGLKDEW 

FDTHPGRRIGRPAQLCSSRSGVH 


3980 


9477 


A 


4264 


1 


2653 


MGDFNTPLSTLDRSMRQKVNKDIQ 

ELNSALHQADLIDIYRNLHPESTEYT 

FFSAPHHTYSKIDHDLGSKAPLSKYR 

RSEIKINCLSDHSAIKLELRIKKLTQ 

hntSTTWKLNNLLLNDYWYHNEMK 

AEKMFFETNENKDTTYQNLWDTL 

KAVCRGKFIALNAHKRKQERSKIDT 

LTSQLKELEKQEQTHSKASRRQEZS 

KIRGELKEIETQKTLQKINESRGWFF 

EIUNKIDRLLARLIKKKREKNQIHAI 

lO^nJKGDMSTNHTEIQTTIREYYKHL 

YANKLENLKEIDKFLETYSLPRLNQ 

EEVESLNRPITGSEIEAHNSLPNKRS 

PGPDGFTAKFYQRYKEELLISNFSK 

VSGYKINVQKSQAFLYTNNRQTES 

QIMSELPFITASKRMKYLGJQPTRD 

MKDLFKENYKPLLNEIKEDTNKWK 

hOPCSWVGRINIVKMAILPKNWKKT 

TLKFIWNQKRARIAKSE^KNKAG 

GIMLPDFKLYYKATITKTAWYWYQ 

^mDIDQWNRTEPSEIMPHIYNHLIFD 

KPDKNKKWGKDSLFNKWCWENW 

UUCRKLKLDPFLTPYTKINSRWIKD 

LNVRPKITKTLEENPGNTIQDIGMG 

EDFMSKTPEAMATKAKIDKWDLIK 

LKSFCTAKEillKLNRPPTEWEKIFA 

lYSSDKGLISRIYNELQQIYEKKTNN 

PIKKWAKDMNRHLSKEDIYAAKRH 

MKKCASSIAIREIQIKTTMRYHLTP 

VRMAIIKKSGNNRCWRGCGEIGTLL 

HCWWDCKLVQPLWKSVWRFLRDL 

ELEIPFDPAIPLLGIYPKDYKSCCYE 

DTCTHMFIVALFTIAKTWNQPKCFr 

MmWKKMWHIYTMEYYADIKKDE 

FMSFVRTRMKLH11JILSKISQ\EKKT 

KHRMFSLIGGN 


3981 


9478 


A 


4265 


1 


2988 




3982 


9479 


A 


4266 


] 


2515 


MGDFNTPLSTLDRSTRQKVNKDTQ 
ELNSAPHQADLIDIYRTLHPKSTEYT 
FFSAPHHTYSKTDHILGSKALLSEC 
KRTEHTNYLSDDSAIKLELRIKNLT 
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SEQ ID 
NO: of 
QiiclctMide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nodeotide 
locatioD of 
first codoo 
Tor peptide 
sequence 


Nucleotide 
locatioo of last 
codon for tost 
amino add of 
peptide 
sequence 


Amino add sequence ( X-UnkoowD; *^top 
codon; /^ixttsible nodeotide ddetioo; V-possiMe 
nndeotidc insertion) 




« 










QNRSTTWKl-NNLLLDDYWVHNEM 

KAEIKMh'FKl'NENKDTTYQNLWDA 

FKAVCRGKFVALNAHKRKQGRSKI 

DTLTSQLKELEKQEQTHSKASRRQE 

ITKIRAELKEIETQKTVQKINESRSW 

FFERINKTORQLARIJKKKREKI^ID 

AJKNDKGDITTDPTEIQTnRBYYKH 

LY ANKLENT .REMDKFLDTYTLPRL 

NQEEVESLNRPrreSEIVAIINSLTTK 

KSPGPDGFTAEFYQRAIRQEKEIKGI 

QLGKEEVKLSLFADDMIVYLENPIV 

SAQKLISNFSKVSGYKINVQKSQAF 

LYTNNRQTESQIMSELPFnASKRIK 

YLGIQLTRDVKDLFKENYKPLLKEI 

KEDTNKWKNIPCSWVGRINIVKMAI 

IPKVIYRTOAIPIKLPMTFFTELKKT 

TLNFIWNQKVRAHIAKSAa^QKNKA 

GGITLPDFKLYYKATVTXTAWYWY 

Q>niDTDQWNRTEPSEIMPRryNyLI 

FDKPEKNKQWGKDSLFNKWCWKN 

WLAICRKLKLDPFLTPYTKINSRWI 

KDLhORPKTDCTLEENLGITIQDIGM 

GKDFMSKTPKAMATKAKIDKWDLl 

KLKSFCTAKE IINRVNRQPTKWEKI 

FATYSSDKGLISRIYNELKQIYKKKT 

NNPIKKWAKDMNRHFSKEDIYAAK 

KHMKKCSSSLAIREMQIKTTNIRYH 

LTLVRMAIIKKSGNNRCWRGRGEIG 

TLLHCWWDCKLVQSLWKSVWQFL 

RDLELEIPFDPAIPLL 


3983 


9480 


B 


4267 


1 


2634 


MGDF^^PL5TLDRSMRQKVNKDTQ 

ELNSALHQGDUDIYRTLHPKSTEYI 

FFSAPHHTYSKIDHILGSKALLSKCK 

RTEIITNDLSDHSADCLELRIKNLTQ 

NCATTQKLNNLLLNDYWVHNEMK 

AEimFFKlNENKDTTYQNLWDAF 

KAVCRGKFIALHAHKRKQERSKIDT 

LTSQLKELEKQEQTHSKASRRQEIT 

KIRAELKEIETQKTLQKINESRSWFF 

ERINKIDRLLAIU-IKKKREKNQIDAI 

KNDKGDITTDPreiRTTVREYYKHL 

YANKLENLEEMDTPLDTYTLPRLN 

QEEVESLNRPITGAEIVAIINSLFrKK 

SPGPDGFTAEFYQRFRKGLRQNSTT 

FMPKTLNKLGIIX5TYLKIIRAIYDKP 

TANIILNGQKLEAFPLKTGTRQGWP 

LSPLLFNIVLEVLARAIRQEKEIKGIQ 

LGKEEVKLSLFADDMIVYLENPIVS 

AQNLLKUSNFSKVSGYKINVQKSQ 

AFLYTNNRQTESQIMSELPFTIASKR 

IKYLGIQLTRDVKDLFKENYKPLLK 

KnCEDThnCWKNIPCSWVGRINTS^ 

AILPKVIYRFHAIPIKIJ>MTFFTELEK 

TTLKFIWNQKRACIAKSILNQKNKA 

GGITLPDFiaYYKAIVTKTAWYWY 

QNRDIDQWIRTEPSEITLHIYKYLIF 

DKPEKNKQWGKDSLFNKWYWEN 

WLAICRKLKLDPFLTPYTKINSRWI 
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S£Qn> 
NO: of 
nodeo-tide 
scqocnce 


S£QID 
NChof 
peptide 
sequence 


M< 
the 
d 


t SEQ ID NO: 
» inUSSN 
09/77D4tiO 


Nucleotide 
locatioD of 
first codOD 
for peptide 
seqoenee 


NncJeoddc 
location of last 
codon for last 
: amino add of 
peptide 
seqaence 


Amino add sequence ( X=Unknown; *=StDp 
codon; A=possible nndeotide ddetion; V=po5sible 
aodeotide iosertioo) 














KDLNIRPKTDCTLEENLGFnQDIGM 

GKNFMSKTPKAMATEAKIDKWDLI 

KLKSFCTAKbTriRVNRQPTKWEKI 

FATYSSDKGLISRIYNELKQIYKKKT 

NWLKKWAKDMNRHFSKEDIYAA 

KKHMKKCSPSIJ\IREMQIKTIMRY 

HLTPVRMniKSQETTGAGEDVEK* 


3984 


9481 


A 


4268 


1 


2429 




3985 


9m 


A 


4269 


1 


2745 




3986 

• 

ft 


9483 


A 


4270 


1 


3210 


MVKGSIQQEELTILNIYAPNTGALRF 

IKQVLRDLQRDLDSHTIIMGDFHTP 

LSTLDRSTRQKVNKDIQELNSALHQ 

EDLIDIYRTLHPKSTEYTFFSAPHHT 

YSKIDHIVGSKALLSKCKRTEIITNC 

I^DHSAIKLELRIKNLTQNRSTTWK 

LNNIXLNDYWVHNEMKAEIKI^E 

TNENKDTTYQNLWDTFKAVCRGKF 

lALNAHKRKQERSKIDTLTSQLKEL 

EKQEQTHSKASRRQEITKIRAELKEI 

ETQKTLQNINESRSWFFERINKIDRP 

LARLIKKKREKNQIDAIKNDKGDIT 

TDPrerQTTIREYYKHLYANKLEhIL 

EEMDKFLNTYTLPTLNQEEVESLNR 

PITGAEIVAIINSLPTKKSPGPDGFTA 

EFYQRYKRFT.VPFLLKPFQSIEKEGI 

LPNSFYEASIIUPKPGRDTTKKENFR 

PISLMbnDAKILNKILAKRIQQHIKN 

LIHHDQVGFIPGMQGWFNIRKSINVI 

QHINRAKDKNHMnSIDAEKAFDKI 

QQPFMLKTLNKLDDMIVYLENPIVS 

AQNLLKLISNFSKVSGYKINIQKSQA 

FLYTNNRQTESQIMSELPFTIASKRI 

KYLGIQLTRDVKDLFK\ENHKPLLN 

EKEDTNKWKNIPCSWGRINrVKM 

AILPKVIYR/FNAIPIKLPMTFFTELE 

KTTLKFIWNQKRARIAKSILSQKNK 

AGGITU>DFKLYYKATVTKTAWYW 

YQNRDIDQWNRTEPSERTPfflYNYL 

IFDKREKNKQWGKDSLFNKWCWE 

NWLAICRKLKLDPFLTPYTKINSRW 

IKDLNVRPKTIKTLEENLGFTIQDIG 

MGKDHSKTPKAMATKAKIDKWDL 

IKLKSFCTAKETnRVNRQPTKWEKI 

FATYSSDKGLISRIYNELKQIYKKKT 

NNPIKKWAKDMNRHFSKEDIYAAK 

KHMKKCSPSLAIREMQDCTTMRYH 

LTPVRMAIIKKSGNNRCWRGCGEIG 

TLLHCWWDCKLVQPLWKAVWRFL 

RDLELEIPFDPAIPLLGIYPKDYKSC 

CYKDTCTRRKQLDCAEPVEPRKVG 

DGEWSLTKWTRPGSRALPWPPEQA 

KPYPPTLPTLAQDF 


Jl70 f 




A 

A 


4271 


3 1 


3655 




3988 


9485 


A 


4272 


1 


3615 




3989 


9486 


A 


4273 


1 


4038 




3990 


9487 


A 


4274 


1 


3317 


MGDFNTPLSTLDRSTRQKVNKDTQ 

ELNSALHQADLIDIYRTLQPKSTEYT 

FFSAPHHTYSKIDHTVGSKALLSKCK 
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SEQID 
NO: of 
nodco-tidc 
sequence 


SCQID 
NO: of 
peptide 
scqncnce 


Me 
tfao 
d 


SEQID NO: 

ioUSSN 

09/770460 


Nucleotide 
locatiOD of 
first oodoD 
for peptide 
sequence 


Nacleotide 
location of last 
codon for last 
amino add of 
peptide 
scqncnce 


Amino add scqueoce ( X^Unknown; *''^top 
codon; A^possiUe oudcotidc ddction; V^Ms^Ue 
nudcotidc insertion) 














RTEIITNYLSDHSAIKLELRIKNLTQS 

RSTTWKUWUIJ«)YWVHNEMKA 

EIKMFFETNENKDTTYQNLWDAFK 

AVCRGKFIALNAHKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQEITKI 

RAELKEIETQKTLQKINESRSWFFER 

INKTORPIJyRUKKKREKNQIDTIKN 

DKGDITTDPTEIQTTIREYYKHLYA 

NKLEha.DEMDKFLHTYTLPRLNQE 

EVESLNGPlTGAEIVAIIDSLFrKKSP 

GPDGFTAEFYQRYKEELVPFLLKLF 

QSIEKEGILPNSFYEASIILIPKLGRDT 

TKKENFRPl^LMNmAKILNKILAK 

RIQQHIKKLIHHDQVGFIPGMQGWF 

NIRKSINVIQHINRGKDKNHMIISID 

AEKAFDKIQQPFMLKTLNKLGIDGT 

YFKIIRAIYDKPTANIILNGQKLEAFP 

LKTGTRQGCPLSPLLFNIVLEVLAR 

AIRQEKEJKAQNLLKLISNFRKVSVY 

KINVQKSQAFLYTNNRQTESQIMRE 

LPFITASKRIKYLGIQLTRDVKDLFK 

ENYKPLLNEIKEDTNKWKNIPCSWI 

GRINIVKMAILPKVIYRFNAIPIKLPT 

TFFTELEKTILKFIWNQKRAHIAKTI 

LSQKNKAGGIMLPDFKLYYKATVT 

KTAWYWYQKRDIDQWNRIELSEIIP 

HIYNHLIFDKPDKNKKWGKDSVFN 

KRCWENWLAICRKLKLDTFLTPYT 

KINSRWKDLHVRPKAIKTLEENLGI 

TIQDIGMGKDFTSKTPKAMAIKAKI 

DKWDLIKIJKSFCTAKETnRVNRQP 

TKWEKIFAIYSSDKGLISRIYKELKQ 

IYKKKTNNPIKKWAia>NfNRHFSkE 

DIYAANRHMKKCSSSLAIREMQIKT 

TMRYHLTPVRKAIIKKSGNNRCWR 

GCGEIGTLUICWWDCKLVQP\LWK 

TVWQFLRDLELEIPFYPAIPLLGIYP 

KIJYKSCCYKDTCraMFlAALFTL^ 

TWNQPKCPTNiroWIKKMWHIYTM 

EYYAAIKNDEFMSFVGTWMKLEIII 

LSKLSQEQKTKHGIFSUGGN 


3991 


9488 


A 


4275 


959 


2955 




3992 


9489 


A 


4276 


I 


2870 


MKAEIKMFFDTSENKDTTYWNLW 

DAFKAVCRGKFIALNAHKRKQERS 

KIDTLTSQLKELEKQEQTHSKASRR 

QEITKIRAELKEIETQKTLQKINESRS 

WFFERINKIDRPLARLIKKKREKNQI 

DAIKNDKGDITTDFTEIQTTIREYYK 

HLYA1«LENLEEMDKFLDTYTLPR 

LNQEEVESLNRPrreSEIVAnNSLPT 

KKSPGPDGFTAEFYQSWAETQPKK 

ENFRPISUdNmAKILNKILAKRIQQ 

HIKKLIHHDQVGFIPGMQGWFNIRK 

SINVTQHINRAKDKNHMnSIDAEKA 

FDKIQQPFMLKTL>«LGIDGTYFKn 

RAIYDNPTANIILNGQKLEAFPLKTG 

TRQGCPLSPLLFNIVLEVLARAIRQE 

KEIKGIQLGKEEVKLSLFADNMIVY 
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SEQID 
NO: of 
nndco-tide 
scqQcncc 


SEQID 
NO: of 
peptide 
scqueoce 


Me 
tbo 
d 


SEQID NO: 
in VSSH 
09/770^1fi0 


Nndcotide 
locatioDof 
first codon 
for peptide 
sequence 


NBdcotide 
location of last 
codon for last 
amino add of 
peptide 
sequence 


Amino add scqneocc ( X^nknowa; *«^top 
codon; A^possiUc otideotidc dctetion; V-posdble 
nndeoddc insertion) 














LENPIVSAQNLLKLISNFSKVSGYKl 

NVQKSQAFLYTNNRQTESQIMSQLP 

FTIASKRIKYLGIQLTRDVKDLFKEN 

YKPLLKEIKEDTNKWKNIPCSG\EG 

RINIVKMAILPKlWKKTrLKFIWNQ 

KRARIAKSILSQKNKAGGITLPDFKL 

YYKATATKTAWYWYQNRDLDQW 

NRTEPSEnPHIYNYLIFDKPDKNKQ 

WGKDSLFNKWCWENWLAICRKLK 

LDPFLTPYTICINSRWIKDLNIRPKTI 

KTLEENLGITIQDIGMGKDFMSKTP 

KAMATKAKIDKWDLIKQESFCTAK 

ETTIRVNRQPTKWEKIFATYSSDKG 

LISRIYSELKQIYKKKTNNPIKKWAK 

DMNRHFSKEDIYAAKKHMKKCPSS 

I^IREMQIKTTMRYHLTPVRMAIIK 

KSGNNRCWRGCGEIGTLLHCWWD 

CKLVQPLWKSVWRFLRDLELEIPFD 

PAIPIJLGIHPKDYKSCCYNDTCTRM 

FIAALFITAKTWNQPKCPTnDWIKK 

MWHIYTMEYYAAIKNDEFVSFVGT 

WMKLEIULSKLSQEQKTTHRIFSLIG 

GN 


3993 


9490 


A 


4277 


1 


2982 




3994 


9491 


A 


4278 


1614 


4577 


TEPKTKTPLSQ*MQKKPLTKFSNPS 

C*KLSIN/rVLEVLARAIRQEKEIKGI 

QLGKEEVKLSLFADDMIVYLENPrV 

SAQNLLKUSNFSKVSGYKINVQKS 

QAFLYTNNRQTESQIMSELPFTTAS 

KRIKYLGIQLTRDVKDLFKENYKQL 

LKEIKEDTSKWKNIPCSWVGRINIV 

KMAILPKVIYRFNAIPIKLPMPFFTE 

LEKTTLKFIWNQKRACIAKSILSQK 

NKAGGITLPDFKLYYKATVTKTAW 

YWYQNRDIDQWNRTEPSETTPHIYN 

YLIFDKPEKNKQWGKDSLFNKWC 

WENWLAICRKLKLDPFLTPYTKINS 

RWIKDLNVRPKTIKTLEENLGinQDI 

GMGKDFMSKTPKAMATKAKIDKW 

DLIKLKSFCTAKHTriRVNRQPRKW 

EKIFATYSSDKGUSRIYNELKQIYK 

KKTNNPIKKWAKDMNRHFSKEDIY 

AAKKHMKKCSPSUVIREMQIKTTM 

RYHLTPVRMAriKKSGNNRCWRGC 

GEIGTLLHCWWDCKLVQPLWNSV 

WRFLRDLELEIPFDPAIPLLGIYPND 

YKSCCYKDTCTRMTITSVEEKSQSE 

KLSYIFLKEKICLMYVGLLNILVSLS 

GKVPFWLYLGSRLATPPTSSQLFnG 

GKERSPDEQGVDILrVLIFRYPSTOS 

AEQIKKKIEKALYQSLKTKQLSLTIN 

KPSFRLTRCGIRMTSSNMPLPASSST 

QRTVQGRETAMEGEWPWQASLQLl 

GSGHQCGASLISNTWLLTAAHCFW 

K24KDPTQWIATFGATITPPAVKRNV 

RKULHENYHRETNENDIALVQLSTG 

VEFSNJVQRVCLPDSSIKLPPKTSVF 

VTGFGSrVDDGPIQNTLRQARVETIS 
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MISSING AT THE TIME OF PUBLICATION 
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SEQID 
NO: of 
DndaMide 
sequence 


SEQID 
NO: Of 
peptide 
seqocace 


Me 
tho 
d 


S£QU>NO: 

idUSSN 

09/7704^0 


Nocteottde 
location of 
first codon 
for peptide 
seqncDcc 


Nodcotide 
locstioD of last 
codoo for last 
amino add of 
peptide 
scqocDce 


Amioo add seqoeace ( X'^Uoknowo; *^(op 
codon; ^*possible nudcotidc deletion; >Fpo8sible 
Dudeotide insertion) 








• 






LPCLMIPSQMLLENFSAAIPGHRCW 

THMLDNGSAVSTNMTPKALLTISIP 

PGPNQGPHQCRRFRQPQWQLLDPN 

ATATSWSEADTEPCVDGWVYDRSV 

FTSnVAKWDLVCSSQGLKPLSQSIF 

MSGILVGSFIWGLLSYRFGRKPMLS 

WCCLQLAVAOTSTIFAFIFVIYCGL 

RFVAAFGMAGIFLSSLTLMVEWTTT 

SRRAVTMTWGCAFSAGQAALGGL 

AFALRDWRTLQLAASVPFFAISLIS 

WWLPESARWLIIKGKPDQALQELR 

KVARINGHKEAKNLTIETPPPPPPIPI 

PSPTAPPLSTPTITFTAITPSPPAPPIPS 

LTPQPPSLQNISTTFTTIVTIGNSTinN 

STHTVTSITHHLHLHVARTHLMGVL 

DVSGETECVYLKVLMSSVKEEVAS 

AKEPRSVLDLFCVPVLRWRSCAML 

WKYAVLGRDLTSSLARSFSLLISY 

YGLVFDLQSLGRDIFLLQALFGAVD 

FLGRATTALLLSFLGRRTIQAGSQA 

MAG1j\ILANMLVPQDLQTLRVVFA 

VLGKGCFGISLTCLTIYKAELFPTPV 

RMTADGILHTVGRLGAMMGPULM 

SRQALPLLPPLLYGVISIASSLVYLFF 

lpeaqglplpdtiqdlesqkstaaq 

gnrqeavtvestsl 


4009 


9506 


A 


4293 


3672 


3967 


LQPPPHGRRGLLHHLSPGHGPHHPP 

vttqtrspaqp/pgqmgpraplgcc 
lpppprpptcrrek*ttetrfspcwr 
trpwgpgpprplsrggplpcapa 


4010 


9507 


A 


4294 


1773 


2213 


ahwlhlprlphhraqwaaalqpg 

pagwgwswqpqlcsagrllchgai 

grp/lsifcwtwdlgasscghpaar 

smmasgvtwtsrgmgekrvsstpf 

piffpaasppppsrlpncpfchrtlae 

raqhlasvrpglhlssptccmkcsc 


4011 


9508 


A 


4295 


1 


616 




4012 


9509 


A 


4296 


93 


502 


eerkrphlgawwenrkcffsfqpd 
fkaaecretvarpslsipqdclsvsl 
adtnqlclevrlargvcrrrahls 
ppvciqsplsqgh*llcsk*sasnga 
glanfqgtdslvaehpvswnhnsn 
fvfhpgyfrl 


4013 


9510 


A 


4297 


1537 


2360 


tcctnwwgapphrdsrvsdrvhs 
qksrracygqrnkrpgg*g»njsa 
kkqllsprr*lkvwpmrsaslqsm 
plaspspvcppgllflwp*qallvps 

DCG/PLSLTOLSR*GG\PPRPHWCSR 
FRWLCARVLL 


4014 


9511 


A 


4298 


1 


493 


MEAPAELLAALPALATALALLLAW 

LLVRRGAAASPEPARAPPEPAPPAE 

ATGAPAPSRPCAPEPAASPAGPEEP 

GEPAGLGELGEPAGPGEPEGPGDPA 

AAPAEAEE/PGGGGEAGTHRGPRGP 

LPTPGAPAAAAVPRRARERGRGLQ 

PRLPPGSAEPAARRKCR 


4015 


9512 


A 


4299 


2 


418 




1 4016 


9513 


A 


4300 


8808 


9100 


RKVLFFFFFEMKSRSVA\RLGCSGT1 
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S£Q1X) 
NO: or 
Qodco-Ciitc 
seqocDce 


SEQID 
NO: of 

scqnence 


Me 
tfao 


SEQID NO: 
IdUSSN 


Nudcodde 
locafioDof 

first mmIaii 

fbr peptide 
seqociice 


Noclcotide 
locatioii of last 
cutMw lor use 
amino add of 
peptide 
seqoence 


Amioo add sequence ( X^t/okoowD; *<=^Cop 
codoo; /=po$sible nndeotide ddetion; V^possiUe 
nncieooae insenioiii 














SAHCNLCLPGSSDSPASASRVAGMT 

GAHNHIQLIFVFLVGMGFHHVGQA 

GLELLTV*VIHPPQSPKVLGLQV 


4017 


9514 


A 


4301 


3 


101 




4018 


9515 


C 


4302 


5673 


5894 


MWQLTPAILALGEIEAGGLFEPRRV 
KLAWPAQEELVSTKNTKISWVWW 
RAPWPATQEAEVGGSLELERSRLQ 

V 


4019 


9516 


A 


4303 


1 


241 




4020 


9517 


A 


4304 


58 


180 




4021 


9518 


A 


4305 


2 


325 


FFFFFFFFFFETESLSVTQAGEPGHD 

LGSLEPPPPRFKQFSCLSLPSSVWIYR 

HVPPCPANFFFFLVETGFHHVGQAG 

LKLLTSNDPPASASQSSGIRGVSHLT 

RLVS 


4022 


9519 


A 


4306 


206 


386 




4023 


9520 


A 


4307 


2 


260 




4024 


9521 


A 


4308 


5 


227 




402S 


9522 


A 


4309 


676 


1076 


FLLCFPPCLSPKFFLFLLGKIYSQSN 

WCVIVNWRIELGWMFNiaCDSKIIF 

SLGSFLCKIKAHWGLWKSPTTSFQE 

RSPFFSSLFRAMRAKPSRSMD/RLFF 

ELLVKSLPVASPVEPLSVIAEQSSQI 

CPCHGl 


4026 


9523 


A 


4310 


3 


205 




4027 


9524 


A 


4311 


3 


345 




4028 


9525 


A 


4312 


118 


7473 




4029 


9526 


A 


4313 


1 


297 




4030 


9527 


A 


4314 


366 


504 




4031 


9528 


A 


4315 


1 


2899 


MDAPKAGYAFEYLIETLNDSSHKKF 

FDVSKLGTKYDVLPYSIRVLLEAAV 

RNCDGFLMKKEDVMNILDWKTKQ 

SNVEVPFFPARVLLQDFTGIPAMVD 

FAAMREAVKTLGGDPEKVHPACPT 

DLTVDHSLQIDFSKCAIQNAPNPGG 

GDLQKAGKLSPLKVQPKKLPCRGQ 

TTCRGSCDSGELGRNSGTFSSQIENT 

PILCPFHLQPVPEPETVLKNQEVEFG 

RNRERLQFFKWSSRVLKNVAVIPPG 

TGMAHQINLEYLSRWFEEKDLLFP 

DSWGTDSHTTMVNGLGILGWGVG 

GIETEAVMLGLPVSLTLPEWGCEL 

TGSSNPFVTSIDWLGrnCHLRQVG 

VAGKFVEFFGSGVSQLSrVDRTITA 

NMCPEYGAILSFFPVDNVTLKHLEH 

TGFSKAKLESMETYLKAVKLFRND 

QNSSGEPEYSQVIQINLNSIVPSVSG 

PKRPQDRVAVTDMKSDFQACLNEK 

VGFKGFQIAAEKQKDIVSIHYEGSE 

YKl^HGSWIAAVISCTNNCNPSVM 

LAAGLLAKKAVEAGLRVKPYIRTSL 

SPGSGMVTHYLSSSGVLPYLSKLGF 

EIVGYGCSTCVGNTAPLSDAVLNA 

VKQGDLVTCGNOFIWIOKNFEGRLC 

DCVRANYLASPPLWAYAIAGTVNI 

DFQTEPLGTDPTGKNIYLHDIWPSR 

EEVHRVEEEHVILSMFKALKDKIEM 
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SEQID 
NO: of 

DQClCO-tidC 

scqnence 


ISEQID 
NO: of 
1 peptide 
Iscqncoce 


iMc 
Itbo 
Id 


ISEQID NO: 
1 inUSSN 
09/770460 


INodeotidc 
llocatioQor 
Ifint codOD 
Iror peptide 
IseqiieDec 


Nucleotide 
location oflast 
onIoo for last 
amino acid of 
peptide 
sequence 


Amino add sequence ( X=^Unknown; *^=StDp 
codon; /=posrible Docleotide deletion; V=:posstb!e 
Bodeotide insertion) 














GNKRWNSLEAPDSVLFPWDLKSTY^ 

IRCPSFFDKLTKEPIALQAIENAHVL 

LYLGDSVTTDHISPAGSIARNSAAA 

KYLTNRGLTPREFNSYGARRGNDA 

VNfmGTFANDCLFNKFIGKPAPKTTH 

FPSGQTLDVFEAAELYQKEGIPLIIL 

AGKKYGSGNSRDWXAAKGPYLLGV | 

KAVLAESYEKIHKDHUGIGIAPLQF 

LPGENADSLGVLSGRETFSLTFPEELS 

PGNITLNIQnrSTGKVFSVIASFEDDVX 

EITL\YKHG\GLLNFV\ARKFS 


4032 


1 9529 


A 


4316 


1 


178 




4033 


9530 


A 


4317 


165 


403 


PSSRSRAPSPTFTLCGASCCPTCPAC 
FPAPSRRAGAAGGAG*RPRGGPTST 
TCYGPTETWLYQLQTVGSRNTTRT 
PKST 1 


4034 


9531 


A 


4318 


1 ^ 


404 




4035 


9532 


A 


4319 


1 3 


217 




4036 


9533 


A 


4320 


3 


423 


SFFIHRTKGKGPLMSSSFKKLYFSLT 

TEALSFAKTPS/CQGQGCDKTTISRV 

TLQEWNDPLDHDLEAQLIYRHLLG 

VEAMLWERHRELSGGAEAGTMPTS 

PGKVPEDSLARLLRVLQDLREAHSS 

SPAGSPPSEPNCLLELQ j 


4037 


9534 


1 A 


4321 


2 


3040 


DPGVWLPPSRDPAMAKRSSLYIRTVri 

EGKNLPAKDITGSSDPYCIVKVDNE 

PIIRTATVWKTLCPFWGEEYQVHLP 

PTFHAVAFYVMDEDALSRDDVIGK 

VCLTRDTIASHPKGFSGWAHLTEVD 

PDEEVQGEIHLRLEVWPGARACRL 

RCSVLEARDLAPKDRNGTSDPFVR 

VRYKGRTRETSIVKKSCYPRWNETF 

EFELQEGAMEALCVEAWDWDLVS 

RNDFLGKWIDVQRLRWQQEEGW 

FRLQPDQSKSRRHDEGNLGSLQLEV 

RLRDETVLPSSYYQPLVHLLCHEVK 

LGMQGPGQLIPLIEEri"S'rECRQDV 

AThnULJaJT.GQGIJUCDFlJDlXFQLE 

LSRTSETNTLFRSNSLASKSMESFLK 

VAGMQYLHGVLGPIINKVFEEKKY 

VELDPSKVEVKDVGCSGLHRPQTE 

AEVLEQSAQTLRAHLGALLSALSRS 

VRACPAWRATFRQLFRRVRERFPG 

AQHENVPFIAVTSFLCLRFFSPAIMS 

PKLFHLRERHADARTSRTLLLLAKA 

VQNVGNMDTPASRAKEAWMEPLQ 

PTVRQGVAQLKDFnXLVDIEEKDE 

LDLQRTLSL*APPVKEGPLFIHRTKG 

KGPLMSSSFKKLYFSLTreALSFAK 

NfPSSKKSALIKLANKAAEKVEEKS 

FGGSHVMQVIYTDDAGRPQTAYLQ 

C/KGVPFCVRVQSHWEK**YQGHQ1 

YLAGSGIPTSVAKGPAAAEIQPTPAS 

WAPTIPVPSVGTSGAAATKKTRQC 

VNELNQWLSALRKVSINNTGLLGS 

YHPGVFRGDKWSCCHQKEKTDTOF 

RSVPQTGVQWRDLGSLQSPPPRVK 

QFSCLNLPSSWDDRHSPPSLANFFV | 
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SEQUO 
NO: of 
DndciMide 
scqnence 


SEQID 
NO: of 
peptide 
scqne&ce 


Me 
tbo 
d 


SEQID NO: 
09/770460 


Nndcotide 
location of 
Grstcodon 
for peptide 
sequence 


Nucleotide 
locatioo of last 
eodoD for last 
amino add of 
peptide 
sequence 


Amino add scqoeocc ( X'=Uaknomi; *=Stop 
codoo; ^»possible oodeotidc ddctioo; V^possibte 
nodeotide insertion) 










■ 




F*LEMGFHHVSQA ALVLI J T J J J .1 J . 

FDTESRSIIQAGVQWCNLGSLQSPFP 

RLG*FSCLSLPSTTGASHCTQLSQGC 

DKTRSRVTLQEWNDPLDHDLEAQL 

lYRHLLGVEAMLWERHRELSGGTE 

AGTVPTSPGKVPEDSLARLLRVLQD 

LREAHSSSPAGSPPSEWCLLELQT 


4038 


9535 


A 


4322 


308 


658 




4039 


9536 


A 


4323 


1 


2662 


MAKRSSLYmrVEGKNLPAKDlTGSS" 

DPYCIVKVDNEPIIRyRPHPQDRGA 

LSLSSARALPAKGTATVWKTLCPF 

WGEEYQVHLPPTFHAVAFYVMDE 

DALSRDDVIGKVCLTRDTIASHPKG 

FSGWAHLTEVDPDEEVQGEIHLRLE 

VWPGARACRLRCSVLEARDLAPKD 

RNGTSDPFVRVRYKGRTRETSAOCK 

SCYPRWNETFEFELQEGAMEALCV 

EAWDWDLVSRNDFLGKWIDVQR 

LRWQQEEGWFRLQPDQSKSRRHD 

EGNLGSLQLEVRLRDETVLPSSYYQ 

PLVHLLCHEVKLGMQGPGQLIPLIE 

ETTSTECRQDVATNLLKLFLGQGLA 

lODFLDLlJ^QLEI^RTSETNTLFRSNS 

LASKSMESFLKFALHVYLAPSWAD 

TAGKRCKGGCREKVGSWSGTGGD 

RINVTCGGPQVAGMQYLHGVLGPn 

NKVFEEKKYVELDPSKVEVKDVGC 

SGLHRPQTEAEVLEQSAQTLRAHLG 

ALLSALSRSVRACPAWRATFRQLF 

RRVRERFPGAQHENVPFIAVTSFLC 

LRFFSPAIMSPKLFHLRERHADARTS 

RTLLLLAKAVQNVGNMDTPASRAK 

EAWMEPLQPTVRQGVAQLKDFITK 

LVDBEEKDELDLQRTLSLQAPPVKE 

GPLFIHRTKGKGPLMSSSFKKLYFSL 

TTEAI^FAKTPSSKKSAUKLANIRA 

AEKVEEKSFGGSHVMQVIYTDDAG 

RPQTAYLQCKCrVNELNQWLSALRK 

VSINNTGIXGSYHPGVFRGDKWSC 

CHQI*I\TGQG\CDKTRVTG*PCREW 

NDLLDRDLE\SQLIYRHLLGVEAML 

WERHREI^GGAEAGWPTKPLAKV 

PEDSLARLAPGCLQDLREAH\SSSPA 

GSPPSEPNLASLEAADVRPALRSPC 


4040 


9537 


A 


4324 


69 


194 




4041 

• • 


9538 


A 


4325 


1350 


2203 


TWRLDPQnSSPKPQPGGTYTLEW 

KSSKSKKVLSPHP*WPPLRLWQR\G 

GSPEGGTQAPDGSLPPPPPRPKSERV 

GSPKI^GKR/EGSHPGGPPHITHP/ 

DGEEKAKSSWFGLREAKDPTQKPS 

PHPVKPLSAAPVEGSPDRKQSRSSL 

SIALSSGLEKLKTVTSGSIQPVTQAP 

QAGQMVDTKRLKDSAVLDQSAKY 

YHLTHDELISLLLQRERELSQRDEH 

VQELESYIDRLLVRIMETSPTLLQIPP 

GPPK 


4042 


9539 


A 


4326 


2 


761 




4043 


9540 




4327 


2 


410 
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wo 01/79449 



PCTAJSOl/08656 



SEQID 
NO: of 
Docteo-tidc 
scqocncc 


SEQID 
NO: of 
peptide 
scqncQce 


Me 
tfao 
d 


ISEQIDNO: 
idUSSN 


Nucleotide 
locatioDof 
first codoD 
for peptide 
scqocDcc 


Nucleotide 
location of last 
codon for last, 
andnoacidof 
peptide 
sequence 


Amioo aod scqDcnce ( X^okoown; *^top 
codon; A=possibie nucteotide deletioo; V=possible 
nodeotlde inscrtioo) 


4044 


9541 


A 


4328 


295 


780 




4045 


9542 


A 


4329 


1 


2203 




4046 


9543 


A 


4330 


1 


190 


RFlMLVRLVFNS*P<yCDPPASASQS 
AGITGMSHRARPELSVLTQGFRNW 
AFRLLLQCHSPDFF 


4047 


9544 


A 


4331 


2 


269 




4048 


9545 


A 


4332 


3 


223 


DFEPSLQHCSSKLCIWILRASSCHSS 
WGRM*FPGSV*FrWKI*REESCEWS 
RTAINPKYKILLHGFWRTVWR 


4049 


9546 


A 


4333 


2 


366 


PCSEPPTRRSGATPSPHPGGCGAKL 

CRNILRASSCHSSWGRM*FPGSV*P 

TWKI*REESCEWSCTAINPSTRSCCT 

VCGTNCLEETFTTCPSTRGLQCGRG 

LTRATGNCPRNDGLTLLSLN 


4050 


9547 


A 


4334 


3 


131 




4051 


9548 


A 


4335 
» 


923 

- 


1442 


GGPCLCRPSWPAVLQVRSGLPTSIPS 

PWPLFCLPQSILLGPLEMPG*RPLLQ 

RPFYRMSLRTCQRRVRCWTWSVRC 

RTAWHTOVFLIC1J>DTFTNDSSTTGF 

»AKPSALLLSTGWS*WATA/CGGGA 

AALLATMLRAAYPAGQVLRLLPSP 

PAPGAKLCRNILRASSCHSSWGRM 


4052 


9549 


A 


4336 


1 


137 




4053 


9550 


A 


4337 


876 


1012 




4054 


9551 


A 


4338 


148 


278 




4055 


9552 


B 


4339 


7 


673 


MVEVTILMIMGLYRIYGFAVAWS 

MILSYNVCSEGEWSVMFSFWTSS 

SCGMHRSTLLSSVYSHLIFDSAYVIN 

NVADALSRGFSMHCMHCDNLKTC 

HTSHGSVN4AETAVINHKKRKNSPRI 

VQSNDLTEAAYSLSRDQKRMLYLF 

VDQIRKSDGTLQEHDGICEIHVAKY 

AEIFGLTSAEASKDIRQALKSFAGKE 

VVFYRPEEDAGDEKGYESFPWFIKX 
* 


4056 


9553 


A 


4340 


786 


1088 




4057 


9554 


A 


4342 


1 


66 




4058 


9555 


A 


4343 


2 


80 




4059 


9556 


A 


4344 


8 


258 




4060 


9557 


A 


4345 


5 


383 




4061 


9558 


A 


4346 


99 


634 


TITMSSKRTKTKTTKKRPQRATSN 

VFAMFDQSQIQEFKEAFNMIDQNR 

DGFIDKEDLHDMLASLGKVNPTDAY 

lJ>AMNl>nBAPGPI>«TT^TNff 

LNGTDPEDVIRNAFACFDEEAXTGTI 

QEDYLRE\LLTTMGDRFTDEE\VDEL 

YREAPY*QKGGISNYIEFTRILTGRP 

PKHKDD 


4062 


9559 


A 


4347 


1 


966 




4063 


9560 


A 


4348 


3 


215 




4064 


9561 


A 


4349 


1 


1416 


NSGGSGGGTSGSGSSSGQGKMGQS 

QSGGHGPGGGKKDDEDKKKKYEPP 

ViHTlVGKKKKKTKGPDAASKLPLV 

TPHTQCRLKLLKLERIKDYLLMEEE 

FIRNQEQMKPT ,F.F.KQEEERSK VDDL 

RGTPMSVGTLEEIIDDNHAIVSTSVG 

SEHYVSILSFVDKDLLEPGCSVLLN 



600 



wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: of 
DoddMidc 
scqnciice 


SEQlD 
NO: of 
peptide 
scqneocc 


Me 
tho 
d 


SEQID NO: 

inUSSN 

09/770460 


Nucleotide 
location of 
first codoD 
for peptide 
seqDCDce 


Nocleotidc 
locatNMs of last 
codon for last 
amino add of 
peptide 
sequence 


Amino add sequence ( X^^Unkoown; *=Stop 
eodoo; /-possiMe nucleotide ddetioo; V^possiUc 
Dodcotide InscrtiOD) 














HKVHAVIGVLMDDTOPLVTVMKV 

EKAPQETYADIGGLDNQIQEIKESV 

ELPLTHPEYYEEMGIKPPKGVHPFG 

PTWPRVKTLLAKAVANQTSVASFLR 

\WGYEUQKYLGDGPKLVRELFRV 

A\EEHAPSIVFIDEIDArG'nKRY\DSN 

SGGE\REFHRTNVGN*LEPVGMGFD 

SRG\DWKVFPWATNRI\ETL\DPALI\ 

RPGRI\DR\KNEFPLPDEKTKKRIFQI 

HTSRMTLADDVTLNDDLIHGLKIDLS 

GA\DI\KAiaTEAGL\MGL*GERRMK 

VTNEDFKKSKENVLYKKQEGTPEG 

LYL 


4065 


9562 


A 


4350 


2 


70 




4066 


9563 


A 


4351 


1 


1605 




4067 


9564 


A 


4352 


3 


193 




4068 


9565 


A 


4353 


3 


127 


LFHPCQDSQQHH*CVCCRLTGHGA 
A*VHGPCQAVQTYRASH 


4069 


9566 


A 


4354 


2 


323 




4070 


9567 


A 


4355 


3 


85 




4071 


9568 


A 


4356 


49 


413 




4072 


9569 


A 


4357 


3 


338 




4073 


9570 


A 


4358 


1 


3735 




4074 


9571 


A 


4359 


2 


317 




4075 


9572 


B 


4360 


2576 


2685 


MDGKNSSGSKRYNRKRELSYPKNE 

SFNNQSRRSSSQKSKTFNKMPPQRG 

GGSSKLFSSSFNGGRRDEVAEAQRA 

EFSPAQFSGPKKINLNHLLNFTFEPR 

GQTGHFEGSGHGSWGKRNKWGHK 

PFNKELFLQANCQFVVSEDQDYTA 

HFADPDTLVNWDFVEQVRICSHEV 

PSCPICLYPPTAAKITRCGHIFCWAC 

BLHYLSLSEKTWSKCPICYSSVHKK 

DLKSWATESHQYWGDTITMQLM 

KREKGVLVALPKSKWMNVDHPIHL 

GDEQHSQYSKT J ,1 . ASKEQVLHRW 

LEEKVALEQQLAEEKHTPESCFIEA 

AIQELKTREEALSGLAGSRREVTGV 

VAALEQLVLMAPLAKESVFQPRKG 

VLEYLSAFDEETTEVCSLDTPSRPLA 

LPLVREREAVSEPEPEGLPEACDDLE 

LADDKLKEGTICTESSQQEPmCSGF 

TRLSSSPCYYFYQAEDGQHMFLHP 

VNVRCLVREYGSLERSPEKISATW 

EIAGYSMSEDVRQRHRYLSHLPLTC 

EFSICELALQPPWSKETLEMFSDDI 

EKRKRQRQKKAREERRRERRBEIEE 

NKKQGKCPEVHIPLENLQQFPAFKF 

LYIXLFEKPRKETGKNVAMKAENR 

CRRRPPPALNAMSLGPRRARSAPTA 

VAAEAPVDAAELPQRRRHRLRHGQ 

EQRLQQLLRLFGQQQRATAAPLRL 

GGASRRV* 


4076 


9573 


A 


4361 


3 


93 




4077 


9574 


A 


4362 


I 


289 


VGNPQQEVQNIFKAKHPMDTEVTK 
AKIIGFGSALLEEVDPNPANFVGAGI 
IHTKTTQIGCLVRLEPNLQAQMYRL 
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wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: of 
nudco-tide 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Me 
d 


SEQID NO: 

ioUSSN 

09/770460 


Nucleotide 
locaHon of 
Gnt codon 
for peptide 
sequence 


Nadeotide 
locfltioD of last 
codon for last 
amino add of 
peptide 
sequence 


Amino add sequence ( X=^nknown; *>=Stop 
codon; A=possi'blc nucleotide deletion; V»possib!e 
nudcotide Insoiion) 














T/LRTSKEAVSQRLCELLSAQF 


4078 


9575 


A 


4363 


1 


275 




4079 


9576 


A 


4364 


2 


2803 


RGLAVFISDrRNCKSKEAEIKRINKE 

LANIRSKFKGDKALDGYSKKKYVC 

KLLFBFLLGHDIDFGHMEAVNLLSS 

NRYTEKQIGYLFISVLVNSNSELIRLJ 

NNAIK^^DLASR^IP•rFMGLALHCIAS 

VGSREMAEAFAGEIPKVLVAGDTM 

DSVKQSAALCLLRLYRTSPDLVPM 

GDWTSRWHLLNDQHLGWTAAT 

SLi'ri'LAQKNPEEFKTSVSLAVSRLS 

RTVnSASTDlXJDYTYYFVPAPWLSV 

KLLRLLQCYPPPDPAVRGRLTECLE 

TTLNKAQEPPKSKKVQHSNAKNAV 

LFEAISLIDfflDSEPNLLVRACNQLG 

QFLQHRETNLRYLALESMCTLASSE 

FSHEAVKTHIETVINALKTERDVSV 

RQRAVDLLYAMCDRSNAPQIVAEM 

LSYLETADYSIREEIVLKVAILAEKY 

AVDYTWYVDTILNLIRIAGDYVSEE 

VWYRVIQrVTmDDVQGYAAKTVF 

EALQAPACHENLVKVGGYILGEFG 

NLIAGDPRSSPLIQFHLLHSKFHLCS 

VFTRAm^TYKFVNLFPEVKPTIQ 

DVLRSDSQLRNADVELQQRAVEYL 

RLSTVASTOILATVLEEMPPFPERES 

SUjyOKKKKGPSTVTDLEDTKRDR 

SVDVNGGPEPAPASTSAVSTPSPSA 

DLLGLGAAPPAPAGPPPSSGGSGLL 

VDVFSDSASVVAPLAPGSEDNFARF 

VCKNNGVLFENQLLQIGLKSEFRQN 

LGRMFIFYGNKTSTQFLNFTPTLICS 

DDLQPNLNLQTKPVDPTVEGGAQV 

OOWNIECVSDFTEAPVLNIOVHGS 

GGT\FQN\VSLQLPITLNKFFQPT\EK 

FCQDFFQRWKQTSNPQQEVHNIFK 

AKHPMDTEFTK\AKIIG\FGSELLAE 

VDPNPANFVGAG\n\HTKTTQI\GCP 

LRL*PNLQAQMY\RLTLRTSKEAVS\ 

Q\RLCELLSAQF 


4080 


9577 


A 


4365 


2 


231 




4081 


9578 . 


A 


4366 


1 


224 




4082 


9579 


A 


4373 


131 


381 




4083 


9580 


A 


4374 


93 


449 




4084 


9581 


A 


4375 


11 


594 




4085 


9582 


A 


4376 


1 


1410 




4086 


9583 


A 


4377 


1 


66 




4087 


9584 


A 


4378 


I 


553 


RRGPLSQNGSFGPSPVSGGECSPPLT 

VEPPVRPLSATLNRRDMPRSEFGSV 

DGPLPHPRWSAEASGKPSPSDPGSG 

TATMMNS\SS*GSSPTRVLDEGMQT 

VLQEPEVPSVPSrrSLAERPVAVNM 

APKGPPPFPGVPLMSTPMGGPVPPPI 

RYGPPPQLCGPFGPRALPPPFGPGM 

RPPLCLRE 


4088 


9585 


A 


4379 


I 


3589 


AFLSKVEEDDYPSEELLEDENAINA 
KRSKEKMPGNQGRQFDVNLQVPDR 
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wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: of 
nndeo-tidc 
scqnence 


SEQID 
NO: of. 
peptide 
sequence 


Me 
tbo 
d 


S£QU>NO: 

i'dUSSN 

09/770460 


Nndcotide 
loeatioii of 
Grst codon 
for peptide 
sequence 


Nndcotide 
location of last 
codon for last 
amino add of 
peptide 
seqscncc 


Amino add sequence ( X^Unknown; *=Stop 
codon; A^^possible nucleotide ddetion; Nppossible 
nudeotide insertion) 














AVLGTIHPDPEIEESKQETSMILDSE 

KTSETAAKGVNTGGREPNTMVEKE 

RPLADKKAQRPFERSDFSDSIKIQTP 

ELGEVFQNKDSDYLKNDNPEEHLK 

TSGLAGEPEGELSKEDHGNTEKYM 

GTESQGSAAAEPEDDSFHWTPHTSV 

EPGHSDKREDLLHSSFFKEQQSLQR 

FQKYFNVHELEALLQEMSSKLKSA 

QQESLPYNMEKVLDKVFRASESQIL 

SIAEKMLDTRVAENRDLGMNENNI 

FEEAAVLDDIQDLIYFVRYKHSTAE 

ETATLVMAPPLEEGLGGAMF.F.MQP 

LHEDNFSREKTAELNVQVPEEPTHL 

DQRVIGDTHASEVSQKPNTEKDLDP 

GPVTTEDTPMDAIDANKQPETAAEE 

PASVTPLENAILLIYSFMFYLTKSLV 

ATLPDDVQPGPDFYGLPWKPVFITA 

FLGIASFAIFLWRTVLWKDRVYQV 

TECK^ISEKLKTDVIKENTELVQKLSN 

YEQKIKESKKHVQETRKQNMILSDE 

AIKYKDKIKTLEKNQEILDDTAKNL 

RVMLESEREQNVKNQDLISENKKSI 

EKLKDVISMNASEFSEVQIALNEAK 

LSEEKVKSECHRVQEENARLKKKK 

EQLQQEIEDWSKLHAELSEQJKSFE 

KSQKDLEVALTHKDDNINALTNCrr 

QLNLLECESESEGQl^KGGNDSDEL 

ANGEVGGDRHEKMKNQKQMMDV 

SRTQTAISWEEDLKLLQLKLRASV 

STKCNLEDQVKKLEDDRNSLQAAK 

AGLEDECKTLRQKVEILNELYQQKE 

MALQKKLSQEEYERQEREHRLSAA 

DEKAVSAAEEVKTYKRRIEEMEDE 

LQKTERSFKNQIATHEKKAHENWL 

KARAAERAIAEEKREAAKLRHKLL 

ELTQKMAMIJJEEPVIVKPMPGKPN 

TQNPPRRGPLSQNGSFGPSPVSGGE 

CSPPLTVEPPVRPLSATLNRRDMPR 

SEFGSVDGPLPHPRWSAEASGKPSP 

SDPGSGTATMMNSSSRGSSPTVRVL 

DEGK\VNMGPiaGAPSFPKEFPL\MS 

TPMGGPV\PPPIRYGPPPQLCGPFGP 

RHLPPPFGPGMRPPLGLREFAPGVP 

PGRRDLPLHPRGFLPGHAPFRPLGS 

LGPREYFIPGTRLPPPTHGPQEYPPP 

PAVRDLLPSGSRDEPPPASQSTSQD 

CSQALKQSP 


4089 


9586 


A 


4380 


3 


148 




4090 


9587 


A 


4381 


1885 


2826 


CLQEAJMDGTEIAVSPRSLHSELMC 

PICLDMLKNTIGSA*ASVPLTOHSGL 

PFSYPRNKECPTCRKKLVSKRSLRP 

DPNFDALISKIYPSREEYEAHQDRV 

URLSRLDRGGTLGGGTLGPPSPPGA 

PSPPEPGGDPYLQSSSEALWL*ACPP 

SHSRYVKTTGNATVDHLSKYLALRI 

ALERRQQQEAGEPGGPGGGASDTG 

GPDGCGGEGGGAGGGDGPEEPALP 

SLFHLLQLSSLFSPLSLLPPPQTLNGS 



603 



wo 01/79449 PCTAJSOl/08656 



SEQID 
NO: of 
ondcD-tide 
segooKc 


SEQID 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SEQID NO: 
iDliSSN 


Nodcotidc 
locatiooor 
first codon 
for peptide 
seqneiicc 


Nodcotidc 

locatkmoflast 

codooforfaut 

aniiDO add of 

peptide 

sequence 


Amino add sequence ( X^^Jnknown; *=Stop 
codon; A^iossible nndeotide ddetion; >Fpossit>ie 
nndcotide insertion) 














LTLELVNSPRRPLPRQGLTLRALSLP 
GSPQHPGKLLTGGCALGFSTPATLH 

TGKQPYVCAT 


4091 


9588 


A 


4382 


2 


456 


DRGGTLGGGTLGPFSPPGAPSPPEP " 
. GGDPYLQSSSEALWL^ACPPSHSRY 
VKTTGNATVDHLSKYLALRIALERR 
QQQEAGEPGGPGGGASDTGGPDGC 
GGEGGGAGGGDGPEEPALPSLFHLL 
QLSSLFSPLSLLPPPQTLNGSLTLEL 
V 


4092 


9589 


A 


4383 


58 


2262 


CLQEAIMDGTEIAVSPRSLHSELMC 

PICLDMLK^mvnTKECLHRFCSDCI 

VTALRSGNKECPTCRKKLVSKRSLR 

PDPNFDALISKIYPSREEYEAHQDRV 

LIRLSRLHNQQALSSSIEEGLRMQA 

MHRAQRVRRPIPGSJXJTTIMSGGE 

GEPGEGEGDGEDVSSDSAPDSAPGP 

APKRPRGGGAGGSSVGTGGGGTGG 

VGGGAGSEDSGDRGGTLGGGTLGP 

PSPPGAPSPPEPGGEDELVFRPHPLLV 

EKGEYCQTRYVKTTGNATVDHLSK 

YLALRIALERRQQQEAGEPGGPGG 

GASVNTCELNVCGGEGGGAGGGDGN 

PKEPAVLPSLEGVSEKQYnVIAPGG 

GAFTTL\NGSLT\LELVNE\KFWKVS 

RPVLELCYAPHPRIQSDPHPGDKPEE 

RGPLG 


4093 


9590 


A 


4384 


3 


221 




4094 


9591 


A 


4386 


2 


271 




4095 


9592 


A 


4387 


54 


990 


HSIMMKIPWGSIPVLMLLLLLGLIDJ 

SQAQLSCTGPPAIPGIPGIPGTPGPDG 

QPGTPGIKGEKGLPGLAGDHGEFGE 

KGDPWIPGNPGKVGPKGPMGPKGG 

PGAPG\APGPKG\DSGDYKATQKIAF 

SATRTOTNO^/LLRRSQTVIRFRPRCrm 

MNTOryE\PRSGKFrLQGCPGLY*FN 

LSTPSSRG\NLCVN\LMRGRERAQE/ 

VWVTPODYCLTNTFPGSPQGGNGP 

QLKKAPKGGGGGEKKTVLPAGPPN 

KNFTYWGMGGCPTAIFSGFLAFFQI 

WEGLTCGLASHPTPAPPAQQRSLYP 

QQQPYDQAKCTQ 


4096 


9593 


A 


4388 


3 


493 




4097 


9594 


B 


4389 


272 


2158 


MGPLMVLFCLLFLYPGLADSAPSGP 

QNVNISGGITTLSHGWAPGSLLTYS 

CPQGLYPSPASRLCKSSGQWQTPGA 

TRSLSKAVCKPVRCPAPVSFENGIY 

TPRLGSYPVGGNVSFECEDGFILRG 

SPVRQCRPNGMWDGETAVCDNGA 

GHCPNPGISLGAVRTGFRFGHGDKV 

RYRCSSNLVLTGSSERECQGNGVW 

SGTEPICRQPYSYDFPEDVAPALGTS 

FSHMLGATNPTQKTKESLGRKIQIQ 

RSGHLha,YLLLDCSQSVSENDFUF 

KESASLMVDRIFSFEINVSVAIITFAS 

EPKVLMSVLNDNSRDMTEVISSLEN 

ANYKDHENGTGTNTYAALNSVYL 

MMhmQMRLLGMETMAWQEIRHAl 



604 



wo 01/79449 



PCT/US01/086S6 



SEQID 
NO: of 
nocleo-tide 


SEQID 
NO: Of 
peptide 

SdlDCOCC 


Me 
tfao 
d 


SEQID NO: 

inUSSN 

09/770*160 


Nucleotide 
location of 
first eodoQ 
Tor peptide 
scqueoce 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X»Unknown; *=Stop 
codoo; /^possible nucleotide deletion; V=possible 
nucleotide insertion) 


• 






• 






ILLTDGKSNMGGSPKTAVDHIREEL 

NINQKRNDYLDIYAIGVGKLDVDW 

RELNELGSKKDGERHAHLQDTKAL 

HQVFEHMLDVSKLTDTICGVGNMS 

ANASDQERTPWHVTDCPKSQETCR 

GALISDQWVLTAAHCFRDGNDHSL 

WRVNVGDPKSQWGKEFLIEKAAIS 

PGFDVFAKKNQGILEFYGDDIALLK 

lAQKVmSTHARPICLPCTMEANL 

ALRRPQGSTCRDHENELLNKQSVL 

CTFWSPLNGSKPKl* 


4098 


9595 


A 


4390 


2 


201 




4099 


9596 


A 


4391 


1 


130 




4100 


9597 


A 


4392- 


2 


215 




4]01 


9598 


A 


4393 


3 


300 




4102 


9599 


A 


4394 


3 


310 




4103 


9600 


A 


4395 


2 


228 




4104 


9601 


A 


4396 


2 


448 


PRVRKDAVRDGLRAVKNAIDDGCV 

V/PGAGAVEVAMAEALNKYKLSVK 

GKAQLGVQAFADALLVIPKVLAQN 

SGFDLQETLVKI*AEHSESGQLVGV 

DLNTGEPVVAAEAGAWDNDCVKK 

QLLHSCTVIATNILLVDEIMRAGMS 

SLKG 


4105 


9602 


A 


4397 


2 


100 




4106 


9603 


A 


4398 


3 


174 




4107 


9604 


A 


4399 


1 


147 




4108 


9605 


A 


4400 


1 


104 




4109 


9606 


A 


4401 


153 


480 


TTLKQQFSFMSYKAVKLKVFLIMSC 
YPRNPSHFP*CGA/WVMCPLRVGSE 
Ria.CPFMATS\QSLShnCFHhmiCIFMS 
REIKFRRNLLKKNETQLMYLQIFRW 
YTKQRLFLF 


4110 


9607 


A 


4402 


1 


186 




4111 


9608 


A 


4403 


3 


478 




4112 


9609 


B 


4404 


56 


390 


XAAYVQPFLDKSGLEKYLYPASAA 

APFPLLYPGIPAAAAAFPCLSSVLSP 

PPEKAGAAAATLLPHEVAPLGAPHP 

QHPHGRTHLPFAGPREPGNPESSAQ 

EDPSQPGKEAP* 


4113 


9610 


A 


4405 


2 


485 




4114 


9611 


A 


4406 


105 


183 




4115 


9612 


A 


4407 


1 


1560 


MUUCKEKA>ryiUJJ^TRKRPRl^ 

SAElX)Riami>MLRGHLRLFLPGRL 

RPLPSNPRLAFPAAERGGGHCGPMR 

HFPVSTQERGTADPVHPASPLPPNQ 

APNAGHSPPTPRSPPNTSSPRRRERR 

PESGWGRPGGGFTSILRPDSPLPTRV 

QYGTERKRRGQSSRDAFSARRQSV 

GGGANWEGGGAKRARRGTGPAG 

WRAEGGGAACRGSARASPAFRGRG 

PLPPFASGRVPGRQCGLRQWLQEK 

LLGPSDHLSCFQMPGTSVCDCAACL 

RACl'HKPCDSNMWDSQAPWTGLK 

TRLTYRirnNDLRQDWWRDYFEK 

YGKIETIEVMEDRQSGKKRGFAFVT 

FDDHDTVDKIVGRGGGSGNFMGRG 
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PCT/USOl/08656 



SEQW 
NO: of 
nndco-tldc 
scqncDcc 


SEQID 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SSQIDNO: 

inUSSN 

09/770460 


INodcotide 
llocatioD of 
[first codoD 
Ifor peptide 
Iscqiicnce 


Nucleotide 
locatioaoflast 
codon for last 
amino add of 
peptide 
sequence 


Amino add sequence ( XB^faknofrn; *^tDp 
codon; ^'possible nodeotide deletion; \Fpossible 
nndcotide insertion) 




* 










GNFGGGGGNFGRGGNFGGRGGYG 

GGGGGSRGSYGGGDGGYNGFGGD 

GGNYGGGPGYSSRGGYGGGGPGY 

GNQGGGYGG/G/GGGYDGYNEGGN 

FGGGNYGGGGNYNDF\GNYSG\QQ 

QS\NYGPMKGGSLGG\RSSGSPYGG 
GYGSG\G\GSGGYGSRRF 


Hi lO 


9ol3 


A 


4408 


1 ^ 


370 




4117 


9614 


A 


4409 


1 1 


159 




4118 


9615 


A 


4410 


3 


261 




4119 


9616 


A 


4411 


1 1 


8748 




4120 


9617 


A 


4412 


1 


2176 




4121 


9618 


A 


4413 


37 


441 




4122 


9619 

■ 


A 


4414 


1 


1940 


PVLRHAVWLKSEGKSSFGLCAPLR 

KGSFLQKSWIFFRPVMADKLTRIAI 

VNHDKCKPKKCRQECKKSCPWR 

MGKLCIEVTPQSKIAWISETLCIGCG 

ICnCKCPFGALSIVNLPSNLEKETTH 

RYCANAFKLHRLPIPRPGEVLGLVG 

TNGIGKSAALKILAGKQKPNLGKY 

DDPPDWQEILTYFRGSELQNYFIXI 

LEDDLICAIIKPQYVDQ1PKA\AKGTV 

GSILDRKDETKTQAIVCQQLDLTHL 

KERNVEDLSGGELQRFACAVVCIQ 

KADIFMFDEPSSYLDVKQRLKAAITI 

RSLINPDRYIIWEHDLSVLDYLSDFI 

CCLYGVPSAYGWTMPFSVREGINI 

FLDGYVFIENLRFRDASLVFKVAET 

ANEEEVKKMCMYKYPGMKKKMG 

EFELAIVAGEFTDSEIMVMMLGENG 

MGKTTFIRMLAGRLEPDEEGEVPVL 

NVSYKLQKISPKSTGSVRQLLREKIR 

DAYTHPQFVTNVMKPLQIENIIDQE 

VQTLSGGELQRVT\LAL»LGQNLPD 

VYL1\DEPPA\YLDS\EQRLMAARW 

KRFIPHAKKTA\FWGTWTFIM\ATY 

L\ADRVIVFD\GVPSTKNTVANSPQT\ 

LLAGMNKFLSQLEITFRRDPNNYRP 

Rn«LNSIKDVEQKKSGN\YFFLDD 




yozU 


A 


A A % C 1 

4415 1 


1 


« ^^^^ 

122 








A 


44l0 1 


2 


1382 








A 

A 


A AIT 1 

4417 1 


135 


282 








A 

A 


AA 1 Q 1 

441o 1 


2 


1652 








A 

A 


44iy 1 


3 


279 








A 

A 


44zU 1 


o 
5 


353 


• 


4170 


70ZD 


A 

A 


44Z1 1 


t 
1 


1542 




HljM 




A 

A 


44z2 1 


i 
1 


496 




Hi J 1 




A 

A 


AA01 I 

44zj 1 


70 


365 








A 

A 


44z4 1 


I 


3771 






yoju 


A 


44Zj I 


2 


285 








A 

A 


4426 f 


1 


724 




4135 


9632 


A 


4427 




107 

17/ 




4136 


9633 


A 


4428 


640 


813 




4137 


9634 


A 


4429 


3 


268 




4138 


9635 


A 


4430 


1 


1512 




4139 


9636 


A 


4431 


3 


1625 




4140 


9637 


A 


4432 1 


1 


330 


GKTITLEVEPSDTIENVKAKIQDKEG 
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SEQID 
NO: of 
ondaMide 

SCqilcBCC 


SEQlD 
NO: of 
peptide 


Me 
ttio 
d 


SEQ ID NO: 

iDlJSSN 

09^0,160 


Nucleotide 
locition of 
lirstcodoD 
■or pcpnoc 
sequence 


Nacleotide 
locatioo of last 
codoo for last 
amino aciu 01 
peptide 
sequence 


Amino add sequence ( X=Uoknown; *=Stop 
codoo; /^possible aadeotide del^ioo; >Fpossible 
nucleotide insertion) 














IPPDQQRLIFAGKQLEDGRTLSDYNI 
QK£STLHLVLRLRGGI\KYNCDKM1 
CRKCYARLHPRAVNCRKKKCGHT 
NNLRPKKKVK 


4141 


9638 


A 


4433 

• 


2 


544 


DPRLQFFFFFLSSLLQRGDRAGWW 

RRFFGTCyrCRVFVKTLNTGKNLHPL 

RYETQ*HPLKNVQKPKISRTKEGIP\ 

PDQAAS**FAGK\QLE\DGRTVLSDY\ 

NIQKESTRAPWLLRLR\GGIIEPFSPP 

GLPKKYN\CDKMI\CRKCYAR/LFHP 

RCLSTCRIOKKCGSHQTrLRPQRRR 

SNKGGFFP 


4142 


9639 


A 


4434 


385 


499 


■ 


4143 


9640 


A 


4435 


2 


127 




4144 


9641 


A 


4436 


3 


424 




4145 


9642 


A 


4437 


1 


110 




4146 


9643 


A 


4438 


1 


110 




4147 


9644 


A 


4439 


1 


110 




4148 


9645 


A 


4440 


1 


110 




4149 


9646 


A 


4441 


1 


108 




4150 


9647 


A 


4442 


3429 


7466 




4151 


9648 


A 


4443 


4048 


4181 




4152 


9649 


A 


4444 


682 


829 




4153 


9650 


A 


4445 


163 


320 


EFEGFNPLKLGEAGWARWLTPVlPA 
L*hllfAGGSRGQEIETILANTVKPHL 
Y 


4154 


9651 


A 


4446 


1122 


1446 




4155 


9652 


B 


4447 


124 


27844 


XRSTVPPRISAYERPVPWPGEWNDP 

RGPGRRASAWSPREGNWGVLRDP 

RLQARKPRMVRSRQMCNTNMSVP 

TDGAVTTSQIFASEQETLVRPKFLLL 

KLLKSVGAQKDTVTMKEVLFYLGQ 

YIMTKRLYDEKQQHIVYCSNDLLG 

DLFGVPSFSVKEHRKIYTMIYRNLV 

WNQQESSDSGTSVSENRCHLEGGS 

DQKDLVQ£LQ£m>SSSHLVSRPST 

SSRRRAISETEENSDELSGERQRKRH 

KSDSISLSFDESLALCVIREICCERSS 

SSESTGTPSNPDLDAGVSEHSGDWL 

DQDSVSDQFSVEFEVESLDSEDYSL 

SEEGQELSDEDDEVYQVTVYQAGE 

SEraSFEEDPEISLADYWKCTSCNE 

MNPPLPSHCNRCWALRENWLPEDK 

GKDKGEISEKAKLENSTQAEEGFDV 

FDCKKTIVNDSRESCVEENDDKITQ 

ASQSQESEDYSQPSTSSSIIYSSQEDV 

KEFEREETQDKEESVESSLPLNABEP 

CVICQGRPKNGCIVHGKTGHLMAC 

FTCAKKLKKRNKPCFVLTGHIRTEQ 

PniLPKKHKKKKERKSLPEEDVAVS 

SNVTOFILTKKKVyLNNKIJ^^ 

FKGFQGMGQHWTGFINLDKPSNPS 

SHEWAWIRRILRVEKTGHSGTLDP 

KVTGCLlVCBERATRLVKSQQSAGK 

EYVGIVRLHNAIEGGTQLSRALETL 

TGALFQRPPUAAVKRQLRVRTIYES 

KMIEYDPERRLGIFWVSCEADTYSR 
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s 

wo 01/79449 PCTAJS01/086S6 



SEQID 
NO: of 
nndccMidc 
sequence 


SEQID 
NO: of 
peptide 
seqacDcc 


Me 
d 


ISCQIDNO: 

laUSSN 

09/770,160 


Nucleotide 
locatioaor 
first codoD 
for peptide 
sequence 


Nucleotide 
locatum of test 
codoD for last 
amiootcidof 
peptide 
scqneocc 


Amino tcid sequence ( X^nknowo; *»5top 
codoo; ^^possiMe oucleotide deletion; )r=possible 
nucleotide insertion) 


• 












TLCVHLGLLLGVGGQMQELRRVRS 

GVMSEKDHMVTMHDVLDAQWLY 

DNHKDESYLRRWYPLEKLLTSHK 

RLVMKDSAVNAICYGAKIMLPGVI 

RYEDGffiVNQEIWITTKGEAICMV 

EHDKEFFHPRYHHREFRFDLSKIPE 

GEAVTAAEFRIYKDYIRERFDNETF 

RISVYQGIGSLPARQPYLWASEEGW 

LVFDITATSNHWWNPRHNLGLQL 

SVETLDGQTINPKLAGLIGRHGPQN 

KQPFMVAFFKATEVHFRSIRSTGSK 

QRSQNRSKTPKNQEALGWPTMCTD 

ELSFGDLIVTLQSLFEKRTAAGTRG 

RPCKKHELYVSFRDLGWQDWnAPE 

GYARYYCEGECAFPLNSYMNATNH 

AIVQTLVHFINPETVPKPCCAPTQLN 

AISVLYFDDSSNVILKKYRNMVVRA 

CGCH* 


4156 


9653 


A 


4448 


2 


129 




4157 


9654 


B 


4449 


1 


462 


MSQ0YYVRLCX510PSPSRSVGRENL 

VLVGDFPDPTELKRVKGRGCAHCG 

LTDLPEFTAQVLVEQGQbEALWFH 

NVISEEFGVGVNIFWKHLPSECYDK 

TDTYGNKDPTAASRAAQILDRALK 

TLAELPEEYRDFYARRMVLHIQDK 

AYSKNSE* 


4158 


9655 


A 


4450 


3 


366 




4159 


9656 


A 


4451 


1 


167 




4160 


9657 


A 


4452 


2 


382 


TMVLSPADKTNVKAA/WGMFLSFP 

TTKTYFPHFDLSHGSAQVKGHGKK 

VADALTNAVAHVDDMPNALSALS 

DLHAHKLRVDPVNFKI i .SHCLLVT 

LAAHLPAEFTPAVHASLDKFLASVS 

TVLTSKYR 


4161 


9658 


A 


4453 


2 


252 




4162 


9659 


B 


4454 


31 


449 


MVLSPADKTNVKAAWGKTYFPHF 

DLSPGSAQVKGHGKKVADALTNA 

VAHVDDNAQRAVRPKRPCTRTSFG 

WTRShnPKIJLSHCXLVTLAAHLPAEF 

NPCGARLPGQVPGFCYAPC* 


4163 


9660 


A 


4455 


2 


81 




4164 


9661 


A 


4456 


2 


81 




4165 


9662 


A 


4457 


3 


452 




4166 


9663 

• 


A 


4458 


1 


493 


RPRIRHEHRLRENPPWFLFPAAKTN 

VKAGLG*G*GSHPPSNVAKTLER\M 

FLSFFmKTYFPQLRTLSHGF\SQV* 

GPRSRRLPDALTKRPWRHVDDHAQ 

TRCPALSDLH\AHKL\RVDPVNFKLL 

SHCLLVTLAAHLPAEF\TPAVHAYL 

DKFLASVSTVLTSKYR 


4167 


9664 


B 


4459 


208 


420 


MGNPKVKAHGKKVLTSLGDAIKHL 
DDLKGTFAQLSELHCDKLHVDPEN 

FKLLGNVLVTSLAJHFGIEFTPE* 


4168 


9665 


A 


4460 


40 


534 


SRRHGSVSHREAKATTASLWGKVN 
VEDAGGETVMIRLVLWYPWPQRSF 
ASFNSSLFSASAIMGNPKVKAXHGKK 
VLTSLGDAKHLDDLKGTPAQLSEL 
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wo 01/79449 



PCTAJSOl/08656 



SEQED 
NO: of 
oudco-tide 

n m mm mm 


SEQID 
NO: of 
peptide 
5Ci|ucncc 


Me 
tbo 
d 


SEQID NO: 

ioUSSN 

09/770»160 


Nodcotidc 
locatioD of 
first codoD 
lur pcpunc 
sequence 


Nndcotide 
focadoooflast 
codoD for last 
iiniiio acio 01 
peptide 
scqoencc 


Amino add seqaencc ( X^Uoknown; *=Stop 
codoo; /==possible niidcofide ddetioa; \=possible 
nuclcQtide insertioD) 














HCDKLHVDPE^«?KIXGNV\LVTVLA 
lHF\GKEFTPEVQA\SWQKM\VnGV 

ANA\LSSTYHLNSLPMMQNF 


4169 


9666 


A 


4461 


2 


171 




4170 


9667 


B 


4462 


10 


351 


MAPRTLVLLLSGALALTQTWAGSH 

SMRYFYTSVSRPGRGH>RFIAVGYV 

DDTQFVRFDSDAASQRMEPRAPWI 

EQEGPEYWDRNTRNVKAHSQTDR 

VDLGTLRGYYRCVSHSL* 


4171 


9668 


A 


4463 


1 


986 




4172 


9669 


A 


4464 


3 


12K2 




4173 


9670 

• 


A 


4465 


1 


1004 

. 


MAVMAPRTLLLLLLGALALTQTWA 

GSHSMRYFTTSVSRPGRGEPRFIAV 

GYVDDTQFVRFDSDAASQRMEPRA 

PWmQEGPEYWDRNTONVKAHSQI 

DRVDLGTLRGYYNQSEAGSHTIQM 

MYGCDVGSDGRFLRGYQQDAYDG 

KDYIALNEDLRSWTAADMAAQITQ 

RKWEAARVAEQLRAYLEGTCVEW 

LRRHLENGKETLQRTDPPRTHMTH 

HAVSDHEATLRCWALSFYPAEITLT 

WQRDGEDQ'HHTCHVQHEGLPKPL 

TLRWEPSSQPTIPIVGIUGLVLFGAV 

ITGAWAAVMWRRKSSDRKGGSYS 

QAASSDSAQGSDVSLTACKV 


4174 


9671 


A 


4466 


1090 


2175 




4175 


9672 


A 


4467 


1 


780 




4176 


9673 


A 


4468 


59 


169 




4177 


9674 


A 


4469 


89 


134 




4178 


9675 


A 


4470 


864 


1885 




4179 


9676 


A 


4471 


89 


176 




4180 


9677 


A 


4472 


1 


1127 




4181 


9678 


A 


4473 


1 


405 




4182 


9679 


A 


4474 




199 




4183 


9680 


A 


4475 




607 




4184 


9681 


A 


4476 


1017 


2029 




4185 


9682 


A 


4477 


844 


1572 




4186 


9683 


A 


4478 


1 


846 




4187 


9684 


A 


4479 


452 


1220 


• 


4188 


9685 


A 


4480 


1 


1254 




4189 


9686 


A 


4481 


1 


1383 




4190 


9687 


A 


4482 


1 


1290 




4191 


9688 


A 


4483 


666 


1606 




4192 


9689 


A 


4484 


1 


1236 




4193 


9690 


A 


4485 


1 


1269 




4194 


9691 


A 


4486 


719 


1175 




4195 


9692 


A 


4487 


1 


1182 




4196 


9693 


A 


4488 


1 


1377 




4197 


9694 


A 


4489 


1 


1335 




4198 


9695 


A 


4490 


I 


2456 




4199 


9696 


A 


4491 




1827 




4200 


9697 


A 


4492 




1011 




4201 


9698 


A 


4493 


452 


950 




4202 


9699 


A 


4494 




1433 




4203 


9700 


A 


4495 




1933 




4204 


9701 


A 


4496 


641 


2107 
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wo 01/79449 



PCTAJS01/08d56 



SEQID 
NO: of 

scqnencc 


SEQlD 
NO: of 

scqnencc 


Mc 


i SEQIPNO: 
> inUSSN 


Nodcotidr 
locadon of 

ulM COQOD 

for peptide 
scqDCDce 


1 Nucleotide 
IlocatiOD of last 
leoooo lor last 
lamioo ftcid of 
(peptide 
|seqacoce 


Amino acid sequence ( X^akoown; *=Stop 
codoo; ^^possible nudcodde dclctioQ; \Fpossiblc 
onttcolrdc iosertioo) 


4205 


9702 


A 


4497 


1 


2582 




4206 


9703 


A 


4498 


1 


J 1095 




4207 


9704 


A 


4499 


1544 


1 525 




4208 


9705 


A 


4500 


2 


1 161 




4209 


9706 


A 


4501 


3 


452 




4210 


9707 


A 


4502 


25 


622 


EFHRLRENPPWFLFPAAKTNVRA\A 

WG*RSGAHAG\EYGAEALER\MVLF 

PPFTPKPYFPELR-PAHGFCPKVKGP 

TAKKV\AERA*PNAVA\HVDGHAPN 

GAVPP*ADLQRRTSFRVDPVNFQAP 

♦ATCLLVTL\AAH\LPAEFTPVAV\HA 

SLGQVPGLSVSTVLTSKIPVKLEPSV 

GHAFLPLWAFPPAPPPLSCTRTPVG 
L 


4211 


9708 


A 


4505 


2 


213 




4212 


9709 


A 


4506 


2 


382 


TMVLSPADKTNVKAA/WGMFLSFP 
TTKTYFPHFDLSHGSAQVKGHGKK 
VADALTNAVAHVDDMPNALSALS 
DLHAHKLRVDPVNFKLLSHCLLVT 

LAAHLPAHKIPAVHASLDKFLASVS 
TVLTSKYR 


4213 


9710 


A 


4507 


2 


252 




4214 


9711 


A 


4508 


1 


466 


WSPQTQREPTMVLSPADKTNVKAA 

WGKVGAHAGEYGAEALGRMFLSFP 

P\TKTYFPHFDLSPGSAQVKGHG\KK 

VADALTNAGAHVDD\MPNALSSPE 

ATLHAHKLRVDPIVNFKLLSHCLLVT 

LAAHLPAERTPAVHASLDKFLASV 

STVLTSKYR 


4215 


9712 


A 


4509 


256 1 


391 


NELHAENLKNEDDVDTGLLGFWTL 
LIISLTAGFSCCSFSWTVTYFDSFEP 
GMFPPTPLSPARFKK»R*CRHWTIRI 
LDSTYNIPNCWILLLQLFLDSDLL 


4216 


9713 


A 


4510 


2 


490 




4217 


9714 


A 


4511 


1 


160 




4218 


9715 


A 


4512 


1 


150 




4219 


9716 


A 


4513 


1 1 


73 




4220 


9717 


A 


4514 


2 


213 


ISPFra-CQMLKTADVLRRMALWR 
CM>ALLS*GGSSIE1PLFLLYGSRELG 
LGFCFTGMNHCAQSIYNRF 


4221 


9718 


C 


4515 


186 


365 


MFQLLYDSLXXXXXXXXXXXXXXl 

XXXXXXXXXXXXXXXXXXXXXX 

XXXXXXXXXIYNRF* 


4222 


9719 


A 


4516 


251 


454 


GGSSIEIPLFLLYGSRARTWILF*EM 

AAGRVQWLTSVIPALWEAEAGGSR 

GQEFKTSLAKRVKPHLY 


4223 


9720 


A 


4517 


3 


192 




4224 


9721 


A 


4518 


1 


129 




4225 


9722 


A 


4519 


23 


)15 




4226 


9723 


A 


4520 


1 


1582 


GRGWRAVLGWSRRRSGLEPATVGS 

SMALLFLLPLVMHGVSRAEMGTAD 

LGPSSVPiriNVTIESYNMNPIVYW 

EYQIMPQVPVFTVEVKNYGVKNSE 

WIDACINISHHYCNISDHVGDPSNSL 

WVRVKARVGQKESAYAKSEEFAV 

CRDGKlGPPKLDIRKEEKQIMIDIFH 

PSVFVNGDEQEVDYDPETTCYIRVY | 
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wo 01/79449 



PCTAJS01/086S6 



SCQID 
NO: of 
Dodco-lide 
sequence 


SEQID 
NO: Of 
peptide 
scqnence 


Me 
tlio 
d 


S£QIDNO: 

inUSSN 

Q9/77IU60 


Nucleotide 
locatioD of 
first codoo 
for peptide 
sequence 


Nucleotide 
locatioD of last 
codon for last 
amino add of 
peptide 
sequence 


Amino add sequence ( X^'Unknonm; *^top 
codon; A=possible ondeotide deletion; V=passible 
oncleotide iBser^oo) 














NVYVRMNGSEIQYKILTQKEDDCD 

EIQCQLAIPVSSLNSQYCVSAEGVL 

HVWG Vn EKSKEVCmFNSSIKGSL 

WIPWAALLLFLVLSLVnCFYIKKI 

NPLKEKSIILPKSUSWRSATLETKP 

ESKYVSLrrSYQPFSLEKEWCEEPL 

SPATNOHjMHTEDNPGKVEHTEELSS 

ITEVVTrEENIPDVVPGS\HLTPIERE 

SSSPLSSNQSEPGSIALNSYHSRNCS 

ESDHSRNGFDTDSSCLESHSSLSDSE 

FPPNNKGEIKTEGQELITVIKSPPPSF 

aYDKP\HVLVDLLV\DDSGKESL\IG 

YRPTVEDSQRNFHEISLSCTQL 


4227 


9724 


A 


4521 


1 


408 




4228 


9725 


A 


4522 


2 


377 




4229 


9726 


A 


4523 


50 


326 




4230 


9727 


A 


4524 


3 


1948 


AAAAAAAVPASFGLCSRDPAPPQP 

ASMSGIKKQKTENQQKSTNWYQA 

HHVSRNKRGQVVGTRGGFRGCTV 

WLTGLSGAGKTTISFALEEYLVSHA 

IPCYSLDGDNVRHGLNRNLGFSPGD 

REENIRRIAEVAKLFADAGLVCrrSF 

ISPFAKDRENARKMESAGLPFFEIFV 

DAPLNICESRDVKGLYKRARAGEIK 

GFTGIDSDYEKPETPERVLKTNLST 

VSDCVHQWELLQEQNIVPYTnKDI 

HELFVPENKLDHVRAEAETLPSLSIT 

KLDLQWVQVLSEGWATPLI^GFMR 

EKEYLQVMHFDTLLDGMALPDGVl 

NMSIPIVLPVSAEDKTRLEGCSKFVL 

AXHGGRRVAYLTETAEF/HTEHRKE 

EKCS/RVFWGTTCTXHPHIK\MVME 

SGDWLVGGDLQVLEKIRWNDGLD 

QYRLTPLELKQKCKEMNADAWAF 

QLRNPVHNGHALLMQDTRRRLLER 

GYKHPVLLLHPLGGWTKDDDVPLD 

WRMKQHAAVLEEGVLDPKSTIVAI 

FPSPMLYAGPTEVQWHCRSRMIAG 

ANFYIVGRDPAGMPHPETKKDLYE 

PTHGGKVLSMAPGLTSVEIIPFRVA 

AYNKAKKAMDFYDLARHNEFDHS 

GTRMRKLAREGENPPDGFMAPKA 

WKVLTDYYRSLEKN 


4231 


9728 


A 


4525 


1 


626 




4232 


9729 


A 


4526 


66 


409 


LGLLQVrn'NPPSPPNTYLLKMLFK 

LRTPPFISHHSFILKNYDIQYFSMRDI 

DRLGIQKVMERTFDLLIGKRQRPIH 

LSFDIDAFDPTL\APATG\TPWGGLT 

YREGMYIAEEIH 


4233 


9730 


A 


4527 


1 


1257 




4234 


9731 


A 


4528 


3 


1086 


FSVLRIMSLRGSLSRLLQTRVHSILK 

KSVHSVAVIGAPFSQGQKRKGVEH 

GPAAIREAGLMKRLSSLGCHLKDFG 

DLSFTPVPKDDLYNNLIVNPRSVGL 

ANQELAEWSRAVSDGYSCVTLGG 

DHSLAIGTISGHARHCPDLCWWV 

DAHADINTPLTTSSGNLHGQPVSFL 

LRELQDKVPQLPGFSWIKPaSSASI 
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wo 01/79449 



PCTAJS0iy086S6 



SEQID 
. NO:of 
nodeo-tide 
scqncocc 


SEQID 
NO: Of 

scqocDce 


Me 
tfao 
d 


SEQIDNO: 

inUSSN 

09/77O46D 


Nncieotide 
locatioD or 
first codoD 
Tor peptide 
scqoeoce 


IVodcotidc 
location of last 
codoo for last 
amiDD add of 
peptide 
seqaence 


AmiDO add sequence ( X=4JnlmowQ; *=^top 
codoa; A=possible nncieotide ddetion; V=possiblc 
nodcotide insertion) 














VYIGLRDVDPPEHFILKNYD1Q\YFP 

MKDIDRLGIQKVMERTFDLLIGKRQ 

RPIHLSFDIDAFDPTLAPATGTPWG 

GLTYREGMYIAEEIHVNTGLLSALDL 

VEVNTQLATSNEEAKTTADLAVDV 

lASSFGQTREGGHIVYDQLPTPSSPD 

ESENQARVRI 


4235 


9732 


A 


4529 


1 


128 




4236 


9733 


A 


4530 


3 


126 




4237 


9734 


A 


4531 


1 


79 




4238 


9735 


B 


4532 


214 


268 


XELEKLVQWRQLEAEPGLPPVQPV 

HTVDPERDDVEAMARYVQDFHPR 

LLGLTGSTKQDEDQDYTVDHSIAIY 

LLNSDGLFTDYYGRSRSAEQISDSV 

RRHMAAFRSVLS* 


4239 


9736 


A 


4533 


23 


257 


AYLBDDTEAQSRGSQAKATPLEGLR 
TQPSSRPLGGIKLV*YEVLCLLMTA 
LKAI/TQIQLPATSHSAARLRGVLPR 
AIR 


4240 


9737 


A 


4534 


3 


229 




4241 


9738 


A 


4535 


1 


297 




4242 

Km 


9739 


A 


4536 


67 


552 


GPWRFCFSEAVSEPTTVAFDVRPGG 

WHSFSHNVGPGDKYTCMFTYASQ 

GGTNEQWQMSLGTSNEDHQHFTVCT 

IWRPPRGKSYL\YFT\QFKAEVAGRL 

RFEYRHGLTFKARILKGESDVPLEN 

LRNFEV\TKTAVGSQGPGAFPKLTC 

PKLV\IVAKAS\RTEL 


4243 


9740 


A 


4537 


2 


232 


RDGTVHARAAKNRVISVLLPSDLV 
H*LWEP*PDED*DA*SETGDIDHRV 
TEESHE*PAFHNFMQESMAQYWKR 
NNK 


4244 


9741 


A 


4538 


2 


1094 


RHPVCLLVLGMAGSGK ri FVQRLT 

GHLHAQGTPPYVINLDPAVHEVPFP 

ANIDIRDTVKYKEVMKQYGLGPNG 

GIVTSLNLFATRFDQVMKFIEKAQN 

MSKYVLIDTPGQIEVFTWSASGTnT 

EALASSFPIVVIYVMDTSRSTNPVT 

FMSNMLYACSILYKTKLPFIVVMNK 

TDIIDHSFAVEWMQDFEAFQDALN 

QEITWSNLTRSMSLVLDEFYSSLR 

WGVSAVIXjTGLDELFVQVTSAAE 

EYEREYRPEYERLKKSLANAES\QQ 

EREQLERLRKDMGSVALDAGTAKG 

VFTVDSLSPVLHPSDLILTRGTLDEE 

DEEADSDTDDIDHRVTEESHEEPAF 

QNFMQESMAQYWKRNNK 




9742 


A 


A 

4539 


710 


1053 




4246 


9743 


A 


A F At\ 

4540 


3 


281 




4247 


9744 


A 


4541 


30 


320 




4248 


9745 


A 


4542 


3 


115 




4740 


y /*fO 


A 

A. 




1 


137 




4250 


9747 


A 


4544 


3 


32 




4251 


9748 


A 


4545 


1 


135 




4252 


9749 


A 


4546 


1 


2694 




4253 


9750 


A 


4547 


3 


544 




4254 


9751 


A 


4548 


2 


323 
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wo 01/79449 



PCTAJS01/0S656 



SEQID 
NO: of 

sequence 


SEQID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQID NO: 
09/770»l60 


Nadcotidc 
locatioD of 
first codon 
for peptide 
sequence 


Nucleotide 
locatioo of last 
codoo for last 
amino add of 
peptide 
sequence 


Amino add seqnencc ( X^Unknowo; *«>Stop 
codon; /^possible oodeotide ddetioD; V=possiblc 
nudcotide inscrtioD) 


4255 


9752 


A 


4549 


1 


384 




4256 


9753 


A 


4550 


1 


1299 


MASPVAAQAGKLLRALALRPRFLA 

AGSQAVQLTSRRWLNLQEYQSKKL 

MSDNGVRVQRFFVADTANEALEAA 

KRLNAKEIVLKAQILAGGRGKGVF 

NSGLKGGVHLTKDPNWGQLAKQ 

MIGYNLATKQTPKEGVKVNKVMV 

AEALDISRETYLAILMDRSCNGPVL 

VGQPQGGVDIEEVAASNPELIFKEQI 

DIFEGIKDSQAQRMAENLGFVGPLK 

SQAADQITKLYNLFLKIDATQVEVN 

PFGETPEGQWCFDAKINFDDNAEF 

RQKDIFAMDDKSENEPIENEAAKYD 

LKYIGLDGNIACFVNGAGLAMATC 

DIIFLNGGKPANFLDLGGGVKEAQV 

YQAFKLLTADPKVEAILVNIFGGIV 

NCAIIANGITKACRELELKVPLWRL 

EGANVQEAQKILNNSVGLPITSAIDL 

EDAAKKAVASVAMK 


4257 


9754 


A 


4551 


1 


590 

- 


RVRTKDPNWGQLAKQMIGYNLAT 

KQTPKEGVKVNKVMVAEALDISRE 

TYLAILMDRSCNGPVLVGSPQGGV 

DIEEVAASNPELIFKEQIDIFEGIKDS 

QAQRMAENLGFVGPLKSQVEAILV 

N1FGGIVNCAIIA\NGIPKACRELELK 

VPLWRLEGTNVQEAQKILNNSGLP 

ITSA\IDLEDA\AKKAVA\SVAKK 


4258 


9755 


A 


4552 


3 


168 




4259 


9756 


A 


4553 


3 


95 


• 


4260 


9757 


A 


4554 


3 


354 




4261 


9758 


A 


4556 


LJ, 


95 




4262 


9759 


A 


4557 


156 


364 


GPVE*KPVEEESRGLLD*GLPGMD 

WGWVFGKGGDPPLAQSLNCPSFTV 

SEHGRDLSGFPAPPGEEPPA 


4263 


9760 


A 


4558 


1 


2523 




4264 


9761 


A 


4559 


3 


469 




4265 


9762 


A 


4560 


3 


132 




4266 


9763 


A 


4561 


1 


2961 


MGAASCEDEELEFKLVFGEEKEAPP 

LGAGGLGEELDSEDAPPCCRLALGE 

PPPYGAAPIGIPRPPPPRPGMHSPPPR 

PAPSPGTWESQPARSVRLGGPGGG 

AGGAGGGRVLECPSnUTSISPTPEPP 

AATP.DWDAWGDGSPRDYPPPEGF 

GGYREAGAQGGGAFFSPSPGSSSLS 

SWSFFSDASDEAALYAACDEVESEL 

NEAASRFGLGSPLPSPRASPRPWTPE 

DPWSLYGPSPGGRGPEDSWLLLSAP 

GFTPASPRPASPCGKRRYSSSGTPSS 

ASPALSRRGSLGEEGSEPPPPPPLPL 

ARDPGSPGPFDYVGAPPAESIPQKT 

RRTSSEQAVALPRSEEPASCNGKLP 

LGAEESVAPPGGSRKEVAGMDYLA 

VPSPLAWSKARIGGHSPIFRTSALPP 

LDWPLPSQYEQLELRIEVQPRAHHR 

AHYETEGSRGAVKAAPGGHPWKL 

LGYSEKPLTLQMFIGTADER>a,RPH 

AFYQVHRITGKMVATASYEAWSG 
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wo 01/79449 



PCrAJSOl/08656 



SEQU> 
NO: of 
ODctco-tide 
scqacDce 


SEQID 
NO: of 
peptide 
sequence 


Mc 
tfao 
d 


S£QIDNO: 
ID ISSN 
09/770460 


Nucleotide 
location of 
first codoD 
for peptide 
scqoence 


Nodcotide 
loaitioD of last 
codoo for last 
aninoaddof 
peptide 
seqaencc 


Aaioo add scqociicc ( X^^Uoknowo; '^"■^p 
codoo; /"^mssible oodeotidc ddetioD; V^possibk 
nndcotidc Insertion) 














TKVLEMTLLPENNMAANIDCAGIL 

KLRNSDIELRKGETDIGRKNTRVRL 

VERVHVPQGGGKWSVQAASVPIE 

CSQRSAQELPQA^YSPSACSVRGG 

EELVLTGSNFLPDSKWFIERGPDG 

laQWFP-KATVhmLQShffiVTLTLTV 

PEYSNKRVSRPVQVYFYVSNGRRK 

RSPTQSFRFLPVICKEEPLPDSSLRGF 

PSASATPFGTDMDFSPPRPPYPSYPH 

EDPACETPYLSEGFGYGMPPLYPQT 

GPPPSYRPGLRMFPETRGTTGCAQP 

PAVSFLPRPFPSDPYGGRGSSFPLG\L 

PFSPPAPFRPPPLPASPPLEGPFPSQS 

DVHPLPAEGXYNKVGPGYGPGEGAP 

EQEKSRGGYSSGFRDSVPIQGITLEE 

VSE1IGRDL\SGFPETSLEKKPPALKP 

RETVITLATPAPASALPPFPPFLELV 

ATEAWGQPLAPLSPSFCLSHCLPLPS 

PSLGCGPQAWLAALEGLGGKECVE 

EGGG 


4267 


9764 


A 


4562 


19 


387 




4268 


9765 


A 


4563 


1 


373 




4269 


9766 


A 


4564 


2 


343 




4270 


9767 


B 


4565 


19 


507 


MEANGLGPQGFPELKNDTFLRAAW 

GEETDYTPVWCMRQAGRYLPEFRE 

TRAAQDFFSTCRSPEACCELTLQPL 

RRFPLDAAIIFSDILWPQALGMEVT 

MVPSKGPSFPEPLREEQDLEALRDP 

EVEASKLGYGFQAITPYPTTTGWDV 

CRLIGFCWCPHGP* 


4271 


9768 


A 


4566 


3 


339 




4272 


9769 


A 


4567 


3 


679 




4273 


9770 


A 


456S 


I 


139 




4274 


9771 


A 


4569 


1 


526 

« 


HERFETTYFKKFPVGYYVTGDGCQR 

DQDGYYWTTGRIDDMLNVSGHLLS 

TAEVESALVEH*RLLQEA\AWGHP 

HPCEGVNASYCFVTLCDGHTFSPKL 

TFKI .KKAWMRKRLAPF ATPDYIQN 

APGLPKTVRSGKIMRRVLRKICSATT 

DHDLGDMSTVADPSVVISHLFSHRC 

LTIQ 


4275 


9772 


A 


4570 


537 


2357 


GVCHQRRLAPQAWPGAGTDSLLLA 

TRWATGAPGHCCWHLPARHTCGSP 

GLSPVPQPASAGPPGGLLWERHSRE 

YIKTWRPR/YFLLKSDGSnGYKERP/ 

EAPDQTLPPLNNFSVAGCLGMSVEC 

QLMKTERPRPNT/FVIRCLQWTTVIE 

RTFHATOSPDE/REEWMRAIQMVAN 

SLKQ/RAPGEDPMDYKCGSPSD/SST 

TEEMEVAVSKARA/KVGTFGKVILV 

REKAT/GRYYAMKILRKEVIIA/KVR 

APGIALASLCGGCVCLQDEVAHTV/ 

TESRVLQNTRHPFLTALKYAFQTHD 

RL/CFVMEYANGAVFHLSRERVKJ'E 

ERAR/FYGAEIVSALEYLHSRDA^ 

RDIKLCAQEKGDTHSP*KVSPSLSSR 

ITLAPTGTTQVSTVRGTSDP/AVECS 
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wo 01/79449 



PCT/US01/086S6 



SEQID 
NO: of 

sequence 


SEQID 
NO: of 
peptide 
scqotnce 


Me 
tho 
d 


SEQID NO: 
inUSSN 


Nndcotkic 
location of 
first codOD 
for peptide 
seqaence 


NodcoHde 
location of last 
codon for last 
amino add of 
peptide 
sequence 


Amino add seqaeocc ( X'^Uokoown; *^top 
codon; /^possible nucleotide ddetion; \Fpossible 
nndcotidc insertion) 














HSGTPHSSWhmLQLHTTVWTRLIG 

YVEGKPHRGAVPRYMGVGQRVLE 

DN/DYGRAVDWWGLGWMYE/MM 

CGRLPFYNQDHERLF/ELILMEEIRF 

PRTLSP/EAKSLLAGLLKKDPKQ/RL 

LP/PFKPQVTSEVDTRYFDD/EFTAQ 

SITITPPDRCECWGPRAESRCLPHAE 

PSSAAVPDGFPAGPLSPQDAWRGR 

RGWRRRERAGAAGRTRVRRGHLPE 

VMPAFLAS 


4276 


9773 


A 


4571 


64 


1537 


VTAYHAATMNEVSVIKEGWLHKR 

GEYIKTWRPRYFLLKSDGSFIGYKE 

RPEAPDQTLPPLNNFSVAECQLMKT 

ERPRPNTFVIRCLQWTTVIERTFHV 

DSPDEREEWMRAIQMVANSLKQRA 

PGEDPMDYKCGSPSDSSTTEEMEV 

AVSKARAKVTMNDFDYLKLLGKG 

TFGKVILVREKATGRYYAMKILRKE 

VIUKDEVAHTVTESRVLQNTRHPF 

LTALKYAFQTHDRLCFVMEYANGG 

ELFFHLSRERVFTEERARFYGAEIVS 

ALEYLHSRDWYRDIKLENLMLDK 

DGHIKITDFGLCKEGISDGATMKTF 

CGTPEYLAPEVLEDNDYGRAVDW 

WGLGVVMYEMMCGRLPFYNQDHE 

RLFELILMEEIRFPRTLSPEAKSLLA 

GLL\KKDPKQRLG\GGPSDAKEVME 

HRFFLSINWQDWQKKLLPPFKPQV 

TSEVDTRYFDDEFTAQSmTPPDRY 

DSLGLLE\LDQRT\HFP\QFSYSASIRE 


'M.I 1 




A 

A 


4572 


2 


423 




4278 


9775 


A 


4573 


1 


106 




4279 


9716 


A 


4574 


3 


58 




4280 


9777 


A 


4575 


1 


191 




4281 


9778 


A 


4576 


3 


325 




4282 


9779 


A 


4577 


3 


277 




4283 


9780 


C 


4578 


77 


292 


MVDFCPPCSICFXXXXXXXXXXXX 
XXXXXXXXXXXXXXXXXXXXXX 
XXXXXXXXXXXXXXXXXXHWSIC 
IS* 


4284 


9781 


A 


4579 


645 


849 




4285 


9782 


A 


4580 


3 


140 


EANKENREAQMAAKLERLPEKD»A 

/HLEEVRKNKAESKDPADETEAD 


4286 


9783 


A 


4581 


49 


605 


NSARGLSLSQLIVQNTLPVACLLFT 

MASSDIQVKFT .FKRASGQAFELILSP 

RSKESVPEFPLSPPKEEGFFPGGKFR 

EN*EAAEERRQSP*SCSS»RQLAEKR 

EVHGKEVL\QKAIEENNNFQ*NGQK 

RKLTPHKMEA**RDPREATNGLPKL 

EFFAEEKDKAH*KKCRKN\KESQRP 

CPRRDLKPD 




y/o4 


A 

A 


4582 


1 


567 


WREPAFSLA/EAQFTARYFSTSSIP 

NVVNKAPVWRRSKHM»QGVTLPVI 

E\HYHEGTDSL*TALV*ARVGNQLA 

KLKRXNYAKAVELLVQLASLQTSFV 

TLDEAIKITNRRVNAIEHVIIPRIERT 

LAYIJTELDEREREEFYRLKKIQEKK 
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wo 01/79449 



PCTAJS01/086S6 



ISEQIO 
InO: of 

scqncDcc 


SEQID 
NO: or 
peptide 
sequence 


Me 
tfao 
d 


SCQ ID NO: 

inUSSN 

09/770.160 


Nucleotide 
locatioii of 
fiistcodoo 
for peptide 
scqncnce 


Nodcotidc 
locatioo or last 
codoB for last 
anolnoacidof 
peptide 
sequence 


Amino acid sequence ( X=Uokoown; *«Stop 
codon; f^possklAt nitdeotide drietion; V=pQ5sible 
Dodcotide inscrtioD) 














KJLKEKSEKDLEQRRAAGEVLEPAN 
LLAEEKDEDLLFE 


4288 


9785 

• 


A 


4583 


1 


748 


MSGKDRIEIFPSRMAQTIMKLARLKG 

AQTGRMXKKKSDALTLRFRQILKK 

IIETKMLMGEVMREAAFSLAEAKFT 

AGDFSTTVIQNVNKAQVKIRAKKD 

NVAGVTLPVFEHYHEGTDSYELTG 

LARGGmQLAKLKRNYAKAVELLV 

ELASlXJTSFVTLDEAnOTVNRRVNAI 

EHVUPRIERTLAYli I'HLDERWREEF 

YRLKKIQEKKKILKEKSEKDLEQRR 

AAGEVLEP\ANLL\AEEKDEDLLFE 


4289 


9786 


A 


4584 


166 


238 




4290 


9787 


A 


4585 


53 


203 




4291 


9788 


A 


4586 


357 


498 


• 


4292 


9789 


A 


4587 


262 


397 




4293 


9790 


A 


4588 


68 


422 




4294 


9791 


A 


4589 


70 


361 




4295 


9792 


A 


4590 


259 


2603 




4296 


9793 


A 


4591 


246 


667 




4297 


9794 


A 


4592 


25 


471 




4298 


9795 


A 


4593 


2 


3788 




4299 


9796 


A 


4594 


1 


700 




4300 


9797 


A 


4595 


604 


1047 


SNNRTDNPTSVAYLSKETDWAKG 

WPHCLWVWAVAILVLEAIKIIQGK 

DFTVWTSHDVNGILGAKGNSWLSD 

KRLLRYQALLLEGPVLQIHTCVALN 

PAIFLPEDGEPDCHDYQQIVAQTYVT 

♦EDLLEVPLANPDLNLYTNGSSFV 


4301 


9798 


A 


4596 


1 


1410 




4302 


9799 


A 


4597 


510 


755 




4303 


9800 


A 


4598 


59 


411 


SWPSDKQTLVVQRGQKMEQANHP 

DPTDHMSQLMWT/VLPQGFRDSPH 

LFGQALAQDLGHFSSPGTLVLQYV 

DDLLLATSSEASCQQATLALLNFLA 

NQGYK/LSRSKAQLCLQQVKYLCL 


4304 


9801 


A 


4599 


1 


565 




4305 


9802 


A 


4600 


126 


492 


CNNSMTSLQVRLKVCPRPCRTSM/L 

PIRn*KLPQVCLDLL*IREGEWDMY 

PCWAKFPCPYSLKGT*PIAWGILWS 

FGDFFAY/IPLMQQQKH*FSSQNTRR 

NEEGQI*WPLLMHSQKPAPLPW 


4306 


9803 


A 


4601 


1 


342 




4307 


9804 


A 


4602 


55 


219 


LGNKHLLGSIDPRGSWVTGEYIFLR 

PPIAA*GRQ*DFLPFPELWWTSLNNS 
WAFS 


4308 


9805 


A 


4603 


339 


1371 


ASHPLRGLLCGPSLPNEPCPLLHGT 

QSURPUCG^GVRAHSTGLAGSSTCR 

PLRDPLGEASWAP£SAQGL*IHQSA 

LCI*LKLKPAGQRAKLGDRLDIPDR 

RKSSnLGRAGDLQPAMPEPFTLSV 

GSCAAQASPMNPAPCSTAPSPIDHS 

RAEECGRIARDWQAAPPAGPCGIH 

WVKPAGLLSLLRDCKYTNRHSVSS 

SRFANTNQHPASSSGFVNAPIDnrLY 

LANLVGTWRTFVASSGIVNAPISTL 

SKQTTWLYQSAGCGKESTQASGAQ 
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wo 01/79449 



PCTAJS01/086S6 



SCQID 
NO: of 
nndeo-tide 
scqncnce 


SEQID 
NO: of 
peptide 

SCqtKDCC 


Me 
tbo 
d 


SCQID NO: 
in ISSN 
09/770»l60 


Nnclcotidc 
locfttiooof 
first codOD 
for peptide 
stqoence 


Nndcotide 
locatioDoflast 
codoo for last 
amino add of 
peptide 
sequence 


Amino add scqnenec ( X«=Unluiovrn; *=^top 
codoo; ^"^ossible nodcotide ddctioo; V^possiUe 
DQdcotidc insertion) 














TGGTSFKSLETTGSISEASSAKHCTE 

LFSKFTJfNPDSVPSDGWGDTAGT 

VWrcVLKGEPCHLGTCYRCVLDPH 

PTPSESDTIQGIHVQVCYMSTLHDA 

DVCDThroPVTHNTKKYIYSTEIFTS 

NNPELRSEDETVFRALEKWKTSEQT 

IGEMDFYICNDPHPDSALYQNGLSK 

MQDTVSLSVFSPSVAA 


4309 


9806 


A 


4604 


749 


1002 


QLKKGmSLLVSKPSPVWIPTGTLT 
QIMGTGVANIC*PVF*KD*GELGKM 
NYAMMSTTTQGKEENPAFLKWLWE 
ALRKYTPLSP 


4310 


9807 


A 


4605 


1 


1632 




4311 


9808 


A 


4606 


307 


543 




4312 


9809 


A 


4607 


1 


1149 




43.13 


9810 


A 


4608 


119 


409 


GDICHHLGLTPVGSHSLLSCSR*QV 
A*VGAVTAATIGTGILLQQLAFLVC 
NWLLLSGSSENFPRSALICFKSEREK 
GTCIQVGPNSPPPTACKGHN 


4314 


9811 


A 


4609 


1 


2433 




431S 

• 


9812 


B 


4610 


97 


1065 


MHAVHTSLLVERmTTTKERGSTL 

QYPLRPGAHKGLQDIVKRFKAQALJ 

RKCSSPCNTPILGVQKPNGQWRLV 

QDLRLINEAVIPLYPWPNPyNLLSQ 

IPEEAEWFTVLDLKDAFFCIPLHSDS 

QFLFAFEDPTDHTSQLTWTVLPPGF 

RDSPPLFGQALAQDLGHFSSPGTLV 

LQYVDDLLLATSSEASCQQATLDLL 

NFLANQGYKTHSRDSDAPVGFTDR 

HLVATEKIPRGREPLSSLAVYTRGR 

PTRTGARRTIVSRIRRDFRFFYRYLA 

QREPPLYQQSLLIHLQLDSQPALSV 

VIGKVPNWELTPNFGTAAQV* 


4316 


9813 


A 


4611 


1 


2403 




4317 


9814 


A 


4612 


1 


2838 




4318 


9815 


A 


4613 


1908 


4698 


SNDRTEDDCGKHPFMSSPIATEPWV 

CLI1EGQEIDFLU)TGTTFSVLIPCLG 

RLSSRSVTIQGILGQPVTRYFSHl J 

CNWETLLFSHAFLVNfPESPTPLLGR 

DILAKAGAnSMKTGNKLPICCPLLE 

GINPEVWALEGQFGRAKKAHPLQIR 

LKDPISFPYQRQYPLRPEAHKGLQDI 

VKHLKAQDSVRKCSSPCNTPILGVQ 

KLNSQWRLVQDLRLINEAVIPLYPV 

VKNPYTLLSQVPEEAEWFTVLDLK 

DAFFCIPLHSDSQFLFAFEDPTDHTS 

QLMWMVLPQRFRDSPHLFGQAQA 

QDLGHFSSPGTLVLQYSEIAKTLYT 

LIKEMERANTHLVEWEPEAETAFET 

LKQALVQAPALSLPTGQNFALYVm 

RAGIALGVLTQTHRTTPQPVAYLSK 

EIDWAKGWPHCLRTWAVAVLVS 

EAIKUQGKDFTVWTTHDVNGILGA 

KGGLWPSDNCLLRYQALLLEEPVL 

QIHMCIATNPATFLPEDGEPIKHDCQ 

QIIVQTYATQDDLLEVPLANPDFNL 

YNSGSSFVENGIQRAGYAIVSDVTV 
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PCTAJS01/086S6 



$£QID 
NO: of 
oodco-tide 
sequence 


S£QU> 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQIDNO: 

inUSSN 

09/770460 


Nttdcodde 
location of 
first codon 
for peptide 
sequence 


Nodcotide 
location of last 
codon for last 
amino add of 
peptide 
sequence 


Amioo acid sequence (X=<Jnknowo; *^top 
codon; A=posdb]e nudeotide ddetion; V=pQ5sil)le 
nndcotide insertion) 














LGSKPLSPGTSTQLAELVALTRALE 

LGKGKRINVYTDSKYAYLILHAHA 

AIWKEREFLTSGGTPIKYHKEIMELL 

HTVQKPKEVAVLHCQSHQKGSARR 

IFCLTRIPGTRVCKNPHVSLSGISEW 

PLRDHTPLCFRPKALLAWVHEEICS 

MGCKDPGWNSLKVSEm)RKMQES 

LETSRDLLNGFDQNVDNDMDSKVQ 

AEGASDGDEELIGKWRKGLSMLW 

KILSlENMMhrsnVKDOTIKDAnVIEK 

AVKAIKPETINSCQRNLCPDVVHDF 

TRFTTEPIKDIKEIGDLAIKLGIFESS 

NSTQFLNQFVPDDRLSPHNKLLKFY 

KPEFYSSYPLVSCLDHYVDQVGARI 

SMSFCVTTVTEASGSGSWTCGVSQ 

LKLSYAD 


4319 


9816 


A 


4614 


1529 


2945 




4320 


9817 


A 


4615 


3 


374 




4321 


9818 


A 


4617 


3 


112 




4322 


9819 


A 


4618 


359 


465 




4323 


9820 


A 


4619 


3 


381 


MRILMVGLDAAGKTTILYKLKLGEI 
VmPTIGNFIFWDSNDRERIQEVAD 
ELQKMLLVDELRDAVLLLFANKQD 
LPNAMAISEMTDKLGLQSLRNRTW 
YVQATCATQGTGLYEGLDWLSNEL 
SKR 


4324 


9821 


A 


4620 


395 


552 




4325 


9822 


B 


4621 


1289 


1603 


MVVTISPNFSLYRMWLPAASNPn 

KMRICFLPNSREKREEIVRPMAWA 

LVMGRSRRGLGRPRAFSFQAPRQT 

KREGRERAEEERGRQKRLSGPCAD 

EDPAQE* 


4326 


9823 


A 


4622 


2 


116 




4327 


9824 


A 


4623 


156 


403 




4328 


9825 


A 


4624 


8 


2648 


WlQYSSTTLPhTOWNKRKKKEKKA 

MLSARAKTPRKPTV/KKGSQTNLKD 

PVG\YCR\aU.GFPIXJECCIEVINNTT 

VQLHTPEGYRLNRNGDYKETQYSF 

KQVFGTHTTQKELFDWANPLVND 

LfflGlWGLLFTYGVTGSGKTHTMT 

GSPGEGGLLPRCLDMIFNSIGSFQAK 

RYVFKSNDRNSMDIQCEVDALLER 

QKREAMPNPKTSSSKRQVDPEFAD 

MITVQEFCKAEEVDEDSVYGVFVS 

YIEmWnYDLLEEVPFDP/KPKPP 

QSKLLREDVKNHNMYVAGCTEVEV 

KSTEEAFEVFWRGQKKRRIAN1HL 

NRESSRSHSVFNIKLVQAPLDADGD 

NVLQEKEQmSQLSLVDLAGSER'm 

RTRAEGNRLREAGNINQSLMTLRTC 

MDVLRENQMYGTNKMVPYRDSKL 

EDYEENLQVMRFAEVTQEVEVARP 

VDKAICGLTPGRRYRNQPRGPVGN 

EPLVTDWLQSFPPLPSCEELDINDE 

QTLPRLIEALEKRHNLRQMMIDEFN 

KQSNAFKALLQEFDNAVLSKENHM 



618 



wo 01/79449 



PCTAJSOl/08656 



SEQIO 
NO: of 
fioclco-lide 
sequence 


S£Q ID 
NO: of 
peptide 
sequence 


Me 

Uio 
d 


SEQ ID NO: 

ioUSSN 

09/77IM60 


Nndcotide 
loaitioo of 
first codon 
for peptide 
sequence 


Nadcotidc 
location of last 
codoa for last 
amino acid of 
peptide 
sequence 


Amino add scqocncc < X^Unknown; *<«6lDp 
codon; /^possible nucleotide deletion; \Fpossible 
noclcotide laserdon) 














QGKLNEKEKMISGQKLEIERLEKKN 

KTLEYKJEILEK 11 11 YEEDKRNLQQ 

ELETQNQKLQRQFSEKRRLEARLQ 

GMVlKll MKWEKECTRRVAAKQL 

EMQNKLWVKDEKLKQLKAIVnSPK 

TEKPERPSRERDREKVTQRSVSPSP 

VPLLFQPDQNAPPIRLRHRRSRSAG 

DRWVDHKPASNMQTETVMQPHVP 

HAITVSVANEKALAKCEKYMLTHQ 

ELASDGEIETKLIKGDIYKTRGGGQS 

VQFTDIETLKQESPNGSRKRRSSTV 

APAQPDGAES\EW\TDV\ETRCSVGC 

GR*GAGSQLGPGYQHH\AQPKRKK 

P 


4329 


9826 


A 


4625 


1 


331 




4330 


9827 


A 


4626 


142 


461 




4331 


9828 


B 


4627 


136 


906 


XPELKPVDKESEWMKFPDGFEKFS 

PPILQLDEVDFYYDLKHVIFSRLSVS 

ADLESRICVVGENGAGKSTMLKLL 

LGDLAPVRGIRHAHRMJaGYFSQH 

HVEQLDLNVSACGTAGHASFLGRP 

EEEYXGWCDSGYPRMKRFIKAGVP 

GSCGYAKEGGVTRVERKDFDQYRA 

LLQGTVSAAKAFL* 


4332 


9829 


A 


4628 


1 


233 




4333 


9830 


A 


4629 


1 


312 




4334 


9831 


A 


4630 


2 


119 




4335 


9832 


A 


4631 


1 


145 




4336 


9833 


B 


4632 


78 


236 


MSYIPGQPVTAWQRVEIHKLRQGE 

NLILGFSIGGGIDQDPSQNPFSEDKT 

DK* 


4337 


9834 


A 


4633 


102 


583 


IRVEMSYIPGQPGTAWQRGEIHKL 

RQGENLILGFSIGGGIDQDPSQNPFS 

EDKTDKGIYVTRVSEGGPAEIAGLQ 

IGDKIMQVNGWDMTMVTHDQ\AR 

KRLHQALRRRLVRLL\VTRQS\LQK\ 

AVQQSMPVLAATTILRLLPAASLYS 

NATSTLWSPSGFC 


4338 


9835 


A 


4634 


1 


373 




4339 


9836 


A 


4635 


3 


86 




4340 


9837 


A 


4636 


1 


204 




4341 


9838 


A 


4637 


1 


767 




4342 


9839 


A 


4638 


20 


515 




4343 


9840 


A 


4639 


3 


391 


HEESRSVSQAGVQWRYLGSLQRPP 

PRFKRFSCLSPPSSWDHRCri*S»LAN 

F\*YLVETGFHHVELLTSSDLPTSAS 

QSAGITGVSHHAWPWFALNVFKDG 

CESPWPHNKLEFYTAYYNFFNTGTT 

LRPPL 


4344 


9841 


C 


4640 


201 


368 


MGKSKXAFRXKSXGIVFIQGTFPXE 
YNXXPRGIKVSQEXNXXXXXCXKI 
GGEDVX* 


4345 


9842 


A 


4641 


I 


307 


RLFFFFETVSHSVTQARVHLSHLGS 

LQPLLPTFKQFSCLSLPGS*DYRRLL 

LHPANF\*FSVETGFHHVGQAGLEL 

LTSGDPPTSASQSAGITGVSHRAWP 

ST 



619 



wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: of 
onclco^idc 
scqocDce 



4346 



4347 



4348 



SEQID 
NO: of 
peptide 
sequence 



9843 



Me 
tho 
d 



SEQID NO: 

ioUSSN 

09/77IU60 



9844 



9845 



4642 



4643 



4644 



Nndeob'dc 
loeatioBof 
first eodoo 
for peptide 
sequence 



1 



49 



Nadcotlde 
locatioo of last 
codoo lor last 
amiBO add of 

sequence 



310 



360 



119 



AmiDo acid seqoeocc ( X^UoIoiowd; *^top 
codoo; ^=possibIe nucleotide deletion; V^tossible 
nodcotide insertion) 



DRVSVTQAGVQWCWLGSLQPLPPR 
FR*FSCLSLLSSWDYRRPPPRPANR* 
FLVETGFHHVGQAGLKLLTSSDPPT 
SASQSAEITGVSHRAWPVLSSPQPFF 

FF 



4349 



9846 



4645 



276 



4350 



FFFFFFFFLTQSLTHSVTVRLECSGVI 
SAHCNLCLLGSSS*LASAS*VAGTT 
GANHYAQLIFVFLVEMGFHHVGRA 
GLKL/HDLK*SKVLGLQA 



9847 



4646 



273 



4351 



9848 



LRQFSLLLPRVECSGAISAHCNLCLL 
GSSDSPASASRVSGITGTHHQTWLT 
FFVFLVEMGFHHVGQAGLQLL1\*V 
IRPPRPPKVLGLQA 



4647 



106 



4352 



9849 



4648 



485 



SSIDTLGRRVGQPAPGSPGASNHLC 
CESYPWQLLQPCPVQAGARAELVP 
VPAHHPGDPVKTEP*RGGQASSGSC 
TCWGCPTAQAQAQNPSSPAAPMRK 
EGPPSL*SERTGRPSRGVTSAGSDG 
AQPGSA*HSPWPGIVLLSVRYLQEn 
NHRPGGRPTGFSS 



4353 



9850 



4649 



623 



4354 



9851 



4355 



9852 



4356 



9853 



4357 



9854 



4358 



9855 



CDLNSQPRSTDGTFDLTVLSNDGVH 
STVTSNIRVFFAGFSNATVDNSILLR 
LGVPTVKDFLTNHYLHFLRIASSQL 
TGLGTAVQLYSAYE/GEQ*NVSFGQ 
L*SENHNQYVNPSGRSHLLLERHSK 
RSF/FRQSGVKVESVDHDSCVHGPC 
QNGGSCLRRLAVSSVLKSRESLPVn 
VANEPLQPFLCKCLPGYAGSWCEID 
IDECLPSP 



4650 



446 



LMLRPRLKLQEPVPHHHLGFQCPSS 

PLLPP\GPPPHKW*PLGFQEGGQHS 

SSLNFVAHSTPAKP/PPGCVCPSLPA 

SHAHCLSRVIGGVGLRNCTWPTRG 

GGSQLPAWLLPSLIVPLIVHQSPVSS 

LQPIRHDLQPAPGDGTHSSAYC 



4651 



388 



SHGSYVMIYHDQVEFISGMKHW/FN 

TKIQTnY*KNEEKNKMnSTNAENG 

HDKILIJ>FMIKTHITLGI*GNVLILIT 

GIHKQFFWQGQGWGGACGGGRVL 

LFPQAGVQWWDHSSLQPQPSLNSF 

SNSSL 



4652 



115 



413 



LHIYSQPIOTUCGTKKIHW^KDSVFH 

SSSSSSSSSSSSSSSSSSSSSSSSSSSSS 

SSSSSSSSSSPMQLIQENTG/IMLQDI 

GFGKDYLSKTSKAQATKQK*TRKH 

WEMLQDIGFGKDYLSKTSKAQATK 

QK 



4653 



129 



4654 



NTLLKKTVSFHQCCWKNWISICRKl 

KLDSYLSPYTKIKSKLIKNLKVRPET 

MQLIQENTG/IMLQDIGFGKDYLSK 

TSKAQATKPK*TRLLSLTIYKNQVK 

VD 



403 



LTLKPNSGFRFPFQVATR*IKYPG1H 
PAKEVKDLYRKT*KTLLKGITDGPN 



620 



wo 01/79449 



PCTAJS01/086S6 



SEQED 
NO: of 
nndco-tide 


SEQID 
NO: of 
peptide 


Me 
tbo 
d 


SCQIDNO: 

inUSSN 

09/770,160 


Nucleotide 
location of 
first codon 

for iwiiriil^ 

seqncoce 


Nndeotide 
location of last 
codoa for last 

auimo Bdil vi 

peptide 
sequence 


Amino add sequence ( X^Unknown; *^top 
codon; /=possible oodcotide ddction; V=possiblc 
nndeotide Insertion) 














Q*KTIRGSWIGRJNITEMA1LPKAIYR 
FTmPIKLPMAIAITQLEKTIQKFlWN 
QKGAQIAKRILSKKTNSQTSHITVL 
QTIRI 


4359 


9S56 


A 


4655 


3 


448 


FFFFFAFLLLGLLHQIPDVSPTGKYT 

TLLPLAfflLMISGIKEVIYIINDMADK 

IVKEHKTVMTRNLWDTFKWKEVKC 

GLNTVKALEMGELPSLQDTSPDVn 

♦QHSNPG»RDKCKTRQGFDREQLLY 

QCRDILPPRQQAFKLQSLRAQP 


4360 


9857 


A 


4656 


2 

t 


502 

• 


KKKKERKRKRTPNIKKWAKDDRHF 

TGDKIKMVNKNIKICSISLVIS*MQI 

KAITIHPTRLAKVKCLPRMGRVKGIL 

FYCWWARKLEQ/SFRKIFIP*NPGVR 

LLSTNPRKICAPFAKmRASETWTK 

LLLAALCWTPN^KQ-mCPSTAGMS 

NLLASMDHTGRTVSGHA 


4361 


9858 


A 


4657 


61 


364 


KTVWFCARVEGQGQNLG*WKPRLP 

GLKHFPGLSSQAVNRKLPDGPTNPG 

*FWNFKKKGGFPLWPKRI*IFGPGD 

PPSRASKRAGITGITHGAGPRFNFKK 

WR 


4362 


9859 


A 


4658 


2 


436 


KUIFLYTSNEQREFEIKNTIPFTLAPP 

KIK*LGTNLTK\WIQELYEiaYKSVM 

KNIKELNKWRSSYGKGKSSSSSSSS 

SSSLDIACSWLRRLKIVKISGLHNU 

YRFNTVPffilPETYLVDVNKLIPQFIW 

RGKRHRIVNKIVE 


4363 


9860 


A 


4659 


3 


480 


GSHDFFDKULKHWNNSRPRIAKTIL 

KKKNKVGGLTLCDFKTYYRATV*! 

KTVWYWD/QIRHI/DQWSRITSPEIN 

PYIYCQLIFNRYTKTIQ/YGNNRLFN 

K*C*DMRRVKSDPFLTY/PYIIIN*K 

MnDVKAMIMKL/LBGKTGMSLSDF 

GLRKALDVTTKV 


4364 


9861 


A 


4660 

> 


362 


408 


CQVISVLWFYSSVLGWLVWIFCFSL 

KF*/WKSKRSRQANP1LKNKTRVLIL 

PDIKTYPK\AGVIKPVW*QCS*KVW 

GEKVWYWQKMTQIVQWDRTESPQ 

IDN*SLTKEIQWRKDSLFNKW*GNN 

WTAPFSS/RSLNLNKDLTAVnCIKSK 

WVTDLNVKHKTINLL 


4365 


9862 


A 


4661 


93 


367 


KVWGEKVWYWQKMTQIVQWDRT 
ESPQIDN*SLTKEIQWRKDSLFNKR* 
GNNWAPFSS/RSLNLNKDLTAVIK 
IKSKWVTDLNVKHKTIKLL 


4366 


9863 


A 


4662 


123 


397 


KVWGEKVWYWQKMTQIVQRDRA 
ESPQIGH*SLAKEIQWRKNSLFNKW 
♦GDHWAAAFSSSSSPTKTLQP/CIXI 
KSKWVTDLNVKRKTIQLL 


4367 


9864 


A 


4663 


2 


433 


ETADFGPLVLDS/DDDSVDRDIAEAl 
REYLKAKSGAAQTGAGRGQPGAA 

QPSRAAGSGSRCKPELSHGSAPTSV 
CPPK\LVPGSGGGPGSQVRSSED*GS 
AFPVRASSNDSFEQSIKAEIEQLLNE 
KR'HATPKCDG\SIDKKPDP 


4368 


9865 


A 


4664 


94 


445 


HHQLTLESLGKSKNSPRLSPSLGAC 



621 



wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: of 
Dudeo-dde 
seqacncc 


SEQD) 
NO: of 
peptide 
scqnencc 


Mc 
tho 
d 


SEQID NO: 

inUSSN 

09/n0460 


Nadeodde 
locatioo of 
first codoo 
for pqitide 
seqneocc 


Nucleotide 
location of last 
codon for last 
amino add of 
peptide 
sequence 


Amino add sequence ( X-KJnknown; *^=Stop 
codon; A'possible nndeotide dded'oo; V=possible 
nadcotidc inscrtioo) 














LSCIIWQPAKGQGNSGDGGNWQRG 
KTAETE/SAAIGGETEWTAKCP*YSC 
LyGVGPTALTSQPPT/PEAEHPQA/GG 
TYRDLHPDPTWKTGWCHFVFC 


4 joy 


yooo 


A 


4665 


52 


119 




4370 


9867 


A 


4666 


987 


1324 


VSNTPSARNQGRASSPGNSSPE/SSS 

ESAPAATANGCDEAHLIPGGKFREP 

LKGQRGPELGPRPRALGGPRGSI/RP 

GSGGSFRG^LGGQMLLEPAASPGTQ 

PSGHLPALCGLSN 


4371 


9868 


B 


4667 


3888 

• 


877! 


MRLWSWVLHLGLLSAALGCGLAE 

RPRRARRDPRAGRPPRPAAGPATCA 

TRGPRPPRLAAAAAAAGRAWEAVR 

VPRRRQQREARGATEEPSPPSRALY 

FSGRGEQLRVLRADLELPRDAFTLQ 

VWLRAEGGQRSPAVITGLYDKCSYI 

SRDRGWWGIHTISDQDNKDPRYFF 

SLKTDRARQVTTINAHRSYLPGQW 

VYLAATYDGQFMKLYVNGAQVAT 

SGEQVGGIFSPLTQKCKVLMLGGSA 

LNHNYRGYIEHFSLWKVARTQREIL 

SDMETHGAHTALPQLLLQENWDN 

VKHAWSPMKDGSSPKVEFSNAHGF 

LLDTSLEPPLCGQTLCDNTEVIASY 

NQLSSFRQPKWRYRWNLYEDDH 

KNPTVTREQVDFQHHQLAEAFKQY 

NISWELDVLEVSNSSLRRRULANC 

DISKIGDENCDPECNHTLTGHDGGD 

CRHUIHPAFVKKQHNGVCDMDCN 

YERFNFDGGECCDPEITNVTQTCFD 

PDSPHRAYIJOVNELKNILKLDGSTH 

LNIFFAKSSRKFJ AG VATWPWDKE 

AU^HIXXjIVLNPSFYGMPGHTHTM 

IHEIGHSLGLYHVFRGISEIQSCSDPC 

METEPSFETGDLCNDTNPAPKHKSC 

GDPGPGNDTCGFHSFFNTPYNNFMS 

YADDDCTDSFTPNQVARMHCYLDL 

VYQGWQPSRKPAPVALAPQVLGHT 

TDSVTLEWFPPIDGHFFERELGSAC 

HLCLEGRILVQYASNASSPMPCSPS 

GHWSPREAEGHPDVEQPCKSSVRT 

WSPNSAVNPHTVPPACPEPQGCYLE 

LEFLYPLWESLTIWVTFVSTOWDS 

SGAVNDIKLLAVSGKNISLGPQNVF 

CDVPLTIRLWDVGEEVYGIQIYTLD 

EHLEIDAAMLTSTADTPLCLQCKPL 

KYKWRDPPLQMDVASILHLNRKF 

VDMDLNLGSVYQYWVmSGTEESE 

PSPAVTYIHGRGYCGDGUQKDQGE 

QCDDMNKINGDGCSLFCRQEVSFN 

CIDEPSRCYFHDGDGVCEEFEQKTSl 

KDCGVYTPQGFLDQWASNASVSHQ 

DQQCFuWVIIGQPAASQVCRTKVID 

LSEGISQHAWYPCnSYPYSQLAQT 

TFWLRAYFSQPMVAAAVIVHLVTD 

GTYyGDQKQETISVQLLDTKDQSH 

DLGLHVLSCRNNPLnPWHDLSQPF 

YHSQAVRVSFSSPLVAISGVALRSF 



622 



wo 01/79449 



PCTAJSOl/08656 



SEQIO 
NO: of 
oadeo-tide 
scqucoce 


SEQID 
NO: or 
peptide 
scqncnee 


Mc 
tho 
d 


SEQIDNO: 

ioVSSN 

Q9/770.1tiO 


Nndcotide 
location of 
first codoo 
Tor peptide 
sequence 


Nucleotide 
locatioo of last 
codon for last 
amino add of 
peptide 
sequence 


Amino add sequence ( X=iloknown; ^^top 
codoo; /^possible nodeotide deJctioo; V^ossibJe 
nndeotide insertion) 














DNFDPVTLSSCQRGETYSPAEQSCV 

HFACEKTDCPELAVENASLNCSSSD 

RYHGAQCTVSCRTGYVLQIRRDDE 

UKSQTGPSVTVTCTEGKWNKQVA 

CEPVDCSIPDHHQVYAASFSCPEGT 

TFGSQCSFQCRHPAQLKGNNSLLTC 

MEDGLWSFPEALCELMCLAPPPVF 

NADLQTARCRENKHKVGSFCKYKC 

KPGYHVPGSSRKSKKRAFKTQCTQ 

DGSWQEGACVPVTCDPPPPKFHGL 

YQCTNGFQFNSECRIKCEDSDASQG 

LGSNVIHCRKDGTWNGSFHVCQEM 

QGQCSVPNELNSNLKLQCPDGYAIG 

SECATSCLDHNSESIILPMNVTVRDI 

PHWLNPTRVERVVCTAGLKWYPHP 

ALIHCVKGCEPFMGDNYCDAINNR 

AFasrVT)GGDCCTSTVKTKKVTPFP 

MSCDLQGDCACRDPQAQEHSRKDL 

RGYSHG* 


4372 


9869 


A 


4668 


1 


183 


GRDGVLPCCPGWP*SPELKQSA/CL 

GLPKCWDY/RARATAPGLLFFSYAK 

ICPCLTSCQYSKC 


4373 

- 


9870 


A 


4669 


3 

• 


462 


TYQSFSPSHMPLRGYDVW*TTLFQN 

P*HG*PGLQRFPLANMLCGPSGSHL 

VLLKL*RSVTLNHREALICLPPE*YV 

EPSGTKXCIAGWGETKGTGNDTVLN 

VSLLNDISNQE*NNQHRGHVR*S*M 

STDGLQASVGAL***YGGPHSWFIH 

HRG 


4374 


9871 


A 


4670 

■ 


1 


360 


ARGPQRSERSSRRPAPPSRSSGS*RC 

SCIPWPTLLLRGPR*RPL*NARYMKI 

LASPFQLSHPRKGPRRWH/AGVLSP 

PPAAPPPSSSSVPEAGGPPKKQKAD 

VTLSALNDSDAHSDWDM 


4375 


9872 


A 


4671 


70 


631 


RQRPQRSERYYWRAAPPS*GDKVG 

PQMASQQPSASLYPYPSTSHTTAGS 

RLGEFHELGWLEWRWFWDPLAC 

RENCETGVWAMGLSVFLSVIHSLT 

QRSFIhrroSVLCHAQRETNVCPCAR 

EGPCL*PSPSARSQRPRPSPGSRTPQ 

EKSRPRDAAASSAPRAS*RRRRPPII 

PLRPLWTLTSWPRAPPHGDAAAAA 
TREPJEFHL 


4376 


9873 


A 


4672 


93 


338 




4377 


9874 


A 


4673 


1 


660 


FRRFRWRRRLH*AGPASSAGGSPGE 

ASGTMSGELPPNINIKEPRWDQSITI 

GRANHFFTVTDPRNILLTNEQLESA 

RKIVHDYRQGIVPPaLTENELWRA 

KYIYDSAFHPDTGEttCMILIGKNGQ 

AQGFPWNM\TI\TGCMDGRFTGTrP 

AVLFWQWINQSFNAWNYTNRSGD 

APLTVNELGTAYVSATTGAVATAL 

GLNALTKHVSPLIGPFGPFACVA 


4378 


9875 


A 


4674 


1 


387 


FFh 'RWVSHSVAQAAVRWRNTHGSL 
♦PKTLGPK*SSH/CQSP*RAWDS*AH 
AHYHPA*FLNFFL*RQGPHLSM\FPK 
MVLNS\RPQAVPPT*ASQSDGITGVS 
HHT1ALKV/CLFKMKYFE**TEKGI 



623 



wo 01/79449 



PCTAJSOl/08656 



SEQID 
NO: of 
ooclco-tidc 

SCQOCIICK 


SEQID 
NO: of 
peptide 
scqncnce 


Me 
tfao 
d 


SEQID NO: 

inUSSN 

09/77(UfiO 


Nucleotide 
location of 
IjfSteodoD 
for peptide 
sequence 


Nucleotide 
location of last 
codoo for last 
amioo acid of 
peptide 
sequence 


Amino acid sequence ( X'=Unknown; *^top 
codoo; /==possib!e nucleotide deletion; \Fpossible 
nncieotide iosertioo) 














HFKRTK 


4379 


9876 


A 


4675 


3 


383 


GQLQARPPAPAAADCPPWTLRGSA 

LVPWLVPWRKASPQLSPGSPECP*A 

PSARPQDPPRPAGQIQDRASEHAAR 

GGPCGVLRADGALPALPPDRARPQ 

VCGRGEVAARARW*RSSGRRGTKR 

RNGE 


4380 

- 


9877 

■ 


A 


4676 


490 


1013 


WASCSSSREYQCCFQTVPPGFSRVM 

KFFTFFPGSCKHFPAPL\PAPQACTSF 

GLAGLPPNALPLILVPAPPA/SSLAN 

PQLVQPPV\PGLVPRPSRSRCSAA/RP 

SA/RLARPPETPAR\PRAPSSAPRTRT 

PS*GRARSGGSAGNAPSARRTPQGP 

TRAACSLAIOLDLASGSWRVLRP 


4381 


9878 


A 


4677 


1 


447 


KKFVIPDFEEFTGHVDRIFEDVKELT 

GGKVAAYIPQLAKSNPDLWGVSLC 

TVDGQRHSEGHTiOPFCLQSCVKPL 

TYAISISTLG/DYVHKFVGKEPSGLR 

YNKLSLNEEGIPHNPMVNAGAIWS 

SLIKMDCmA*KFDFV^QYLNKMA 


4382 


9879 


A 


4678 


3 


284 


QLGQYGETPSLLK/UCnUQKVAGHG 

GRHL*SQLLRSLRQKNLLNF\GGRS 

CSEPRLRHCTPAWVTERDSVSIOCK 

KKKKEKERKKKKAGCGGSRL 


4383 


9880 


A 


4679 


122 


196 


CWFENVNSKSGFWVLF*FKAKLVN 


4384 


9881 


A 


4680 


2575 


2786 


ADTESITL*FYHKFFFFLRL/DSVAQA 

GVQWCDLGLLQV/LPPGFTPFSCLS 

LPSSWDYRyRPVITPS*FFVFLVEM\G 

FTALARMVLIS*PCDPPVSASQSAGI 

TGVSHCAQPTFIPK 


4385 


9882 


A 


4681 


3 

• 


512 


YNQKVDLFSLGIIFFEMSYHPMVTA 

SERIFVLNQLRDPTSPKFPEDFDDGE 

HAKQKSFISWLLNHDPAKRPTATEL 

IKSEL\LPPPQM\EESEL\HEVL\HHTL\ 

ANVXDGEGPYRTIDGPRSFRQRISPAJ 

DYTYDQRHS*KGTSSIRA\AKLLHL 

VRETMIRICTRHGACQT 


4386 


9883 


A 


4682 


1 


382 


EESILGEVGEALTSAGEELKJDRFF*1 

VEGLRHNSSQLNVTSMQLINALDTS 

PDDLDFRLHIINEFMRCGLKEILPHL 

*GIKNDGLDMQLKDFDEHNEEDLL 

ECIVHRLEDIRAELDESYDVHNMLW 

S 


4387 


9884 


A 


4683 


1 


472 


GIMLPDUOLYDIAMVAKSAWYWH 

KNGHKVLWNKMAQN/HIYGQLVF 

VKVPKYTQWGKGSLFNEWNQE/N/ 

WISACRRMKLDPYWSTKINSKWIK 

AYTIR/PETVKLLEENIGKKLIDI/GP 

G**FLALAPQTQATKA*IDKWDFIK 

VKTFCTARETVNTEKRH 


4388 


9885 


A 


4684 


182 


345 


RFPLCSFPPTLPCEGICFPFA\FCHDC 
KFPEAFKl'RLPVEPAEL^VNSTSSLH 
KL 


4389 


9886 


A 


4685 


205 


395 


VNLGIFGKNGAPPG/PEGRGGILGHR 
NPPPRGLNK*PPLTFQGTGTPGSSSS 
S*VNLG1FGKNGAPPGGQGGPKTPG 
PKEWAGLAPQKGGTTGLDPLGPPK 
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wo 01/79449 



PCT/USOl/08656 



SEQID 
NO: of 
andco-tidc 
scqococc 


SEQID 
NO: of 
peptidr 
seqneiice 


Me 
tho 
d 


SEQIDNO: 
iDliSSN 


NDCkodde 
locatiOD of 
finlcodoo 
for peptide 
scqncDce 


Nndcotide 
locatioo of last 
codoa for last 
amino acid of 
peptide 
scqococc 


AmiDO add seqaeoce ( X=UakoonrD; *^tDp 
codoo; /=pos$ible otideotide ddetion; V=possibk 
ondcotide insertion) 














KGFNNHPGGIREFPGN 


4390 


9887 


A 


4686 


35 


389 


NLFYKVLQSAGFFSMDHEDDVDFL 

ARFSQLVTGKRQSLIVSWTr*IQNG 

DIKNAQEALEAAETRMALTLR*LAP 

DDGTSSKI/LGFCCDYVQILKHLVDQ 

QKAGAAAIMSVATKELMMKT 


4391 


9888 


A 


4687 


3 


547 

• 


GGAGRRAWAGVGGAPGAGGGPAE 

AGAAAEEGAEHRGDGAVRAGAGG 

GRRYRPRRVQDPGGPAE/G*TWPPS 

PSSRCSSPCVPGRG*/PSEPQDPAAV 

SLPTSSVPETRGPAPAGPIRGXPAPGL 

RCQP*EARPGCVYWLISGGWCSPLF 

PWKLPGPRRPKQL*APRAGPCRPSL 

PCRLATGHDF 


4392 


9889 


A 


468S 


65 


414 


WKCADTNVAQGPRVQQVLQLRGT 

PIPNHCALCLLREKQRQLCPRGSNG 

PVAERSKPRRIQPEDATPAQALPRLP 

KGGGPGKSPTRGFCHLGWGRDLFAS 

LSPAKATCLPPSIDNKPF 


4393 


9890 


A 


4689 


75 


787 


HVAFASGQRCNKSLPTPKWPRVG 

LFPRPRPPWAALVALGLAWHPLAGI 

PRGCCVPHRHNAPPEGKRLPFVSPS 

GHRARSTWAETRPQGPRGSLASLCP 

AHMDLSIWKTARGATFSFQQGPPG 

SAVRGQT/RGPVSPLRPARPPP*RPDK 

DGGGGS\PDQRAGRTRKAEVGGCL 

ASMRPPPAPLT*TRRGR*RRPAPAP 

ARTAPSPRCSAPSSAAAPASAGPPP 

APGAPPTPVPRPRPYALRR 


4394 


9891 


A 


4690 


8 


382 


QEYWE*LYAYTF»NRDELDEFFDRH 

ILPNFTQEEYTT*NNPVSVKEIEFVI/ 

NN1STPKKNPK*TSDPDDFTSKFC*T 

FKEELIPVLYKHFQKIVEEEVLPHLF 

CELSITFLLKLDRRCEVRRLHR 


4395 


9892 


A 


4691 


2 


389 


NRKRIELTRKVLFELKHMRDVQNE 

HLTRFVGACTDPPNICILTEYCPRGS 

LQDILENESITLDWMFRNSLSSDIC* 

GMLnHNAA/IC*HGNLNSFNSVLIR 

DLSRFN*FSFSSESPVNCIQIIVIIISP 


4396 


9893 


A 


4692 


2 


544 


TKAPKYIKQTUDPKGEVDYNMIIV 

G/DA^rrPLSKTDRSSIQ*INKETVEL 

lAHIlJDUGLTAIYRTFHPTATE/YFFS 

SAHGTLSRINYTLGPKPGCEKIVKH 

RNYIKYPFLNTffiLEINNKRN\SENT 

KrWKW<NMFIiCI>»WlNEEII^ 

liETNENGimi*QNLWDMTKAVL 

RMKFIT 


4397 


9894 


A 


4693 


J 


373 


MPHSVPG\LMSPGJIPPTGLTAAAAA 

AAAATNAAIAEAMKVKNIKLQAMS 

NYHASNNQHGANSQHGDMISRVAL 

DLPLSILPNLYTMPLVLQHSHPTYN 

HLTYS*LHNLQTIP*INLDQRAPSLP 


4398 


9895 


A 


4694 


185 


417 


NSELNGKEAALQ/IMILEREIGVEKA 
LNVQKGRVSESLKLLANRPGMVAH 
ACNPSTLGGQGGWVWIRSGVRDQP 
♦PHG 


4399 


9896 


A 


4695 


88 


432 


TDLFLFVCLRLSVLLSVAQAGVQWF 



625 



wo 01/7<W49 



PCTAJS01/086S6 



SEQW 
NO: of 
oocteo-tide 
sequence 


SEQID 
NO: of 
peptide 
seqoeiice 


Me 
tho 
d 


SCQIDNO: 
ID USSN 
09/77D,ltiO 


Nucleotide 
locatioii of 
first codoo 
for pepnoe 
sequence 


Nodeotide 
location of last 
codoD for last 
amino add of 
peptide 
scqaeoce 


Amino add sequence ( X=Uaknowo; ^^Stop 
codon; A=possible nocteotide ddelion; \=pa8able 
nucleotide iasertioD) 








- 






DLSSPQPPPPRFKRFSCLSLLSSWNH 
RCTPPRLV/hJ/FFVFLVEMGFTMLAR 
MVSIS*PCDLPTSASQSAGmGINCR 
TQLTY*F*KFSVDSL 


4400 


9897 


A 


4696 


3 


390 


YiOPYWSTlX^EhnLUaUlJELNPVK 

RLTLKQIMNDRWINARHEEDELKPF 

AEP*LVDILDQKGmiGGMGYSQEEI 

WESLTKMKYDEITATYLLLGRKSS 

HLDASDSTSSTOLSLAKGRPSTDFN 

NSTG 


4401 


9898 


A 


4697 


289 


365 


SPRLGLPKCWDYRHEPPHPAAFH*G 

CVLHFYFIFLKQEiyNSLTQAGVQW 

RDLSSLQPPPPG\FK*FSRLSLQSS*D 

YSCVPPRLAFC1FFW*KRGLTMLTR 

LVSNS*PQ/CDFPALASQSAG1TGMS 

HHTQPHSIVL 


4402 


9899 


A 


4698 


33 


397 


NAYNQLKVCASSSPWLFFCANFSSY 
YFYDSHNVIQG*NMTYCTAaVl*YLL 
ITGSLSAHLKNMSLKRIMKSYRSGA 
ESATEEPFTILYESQFSVGGNELDFQ 

VKTLSLPEWIVHGSQDNNATA 


4403 


9900 


A 


4699 


2 


371 


LNTVIANGVAMASRPYQPTHVNVH 

IHQBSTLTHLLKAGGTLKKTLFHPG 

DTVSSTATIGYEQLALWVTQILLGR 

*E/CVILECVLILGPWTALSASRCAF 

WAESVEIVPRAGArVHDKQPVKLA 


4404 . 


9901 


A 


4700 


3 


441 


GFEDKVFYVWFDATIGYLSITANYT 

DQWERWWKNPEQ/ALGAEDNYTL 

VSHLIATEYLKYEDGKFSKSRGVGV 

FGDMAQDTGIPADIWRFYLLYIRPE 

GQDSAFSWTDLLLKNNSELLNNLG 

NFINRAGMFVSKFFGGYVPEMVLTP 


4405 


9902 


A 


4701 


2 


375 


CITRDLKWGTPVPLEGFEDKVFYV 

WFDATIGVYLSITANYTDQWERWW 

KNPEQVDLYQFMAKDNVPFHSLVF 

PCSAUjAEDmTLAKLLDLKKQLA 

VAEGNPLKPLKARRKSKRPWLIESH 

FNR 


4406 


9903 


A 


4702 


1 


3093 




4407 


9904 


A 


4703 


2 


2717 


GEMRLFVSDGVPGCLPVLAAAGRA 

RGRAEVLISTVGPEDCWPFLTRPK 

VPVLQVDSGNYLFSTSAICRYFFLLS 

GWEQDDLTNQWLEWEATELQPAL 

SAPLYYLWQGKKGEDVLGSVRRA 

LIHIDHSLSRQNCPFLAGETESLADI 

VLWGAQYPLLQDPAYLPEELSALH 

SWFQTLSTQEPCQRAAETVLKQQG 

VLALRPYLQKQPQPSPAEGRAVTNE 

PEEEELATLSEEEIAMAVTAWEKGL 

ESLPPLRPQQNPVLPVAGERNVLITS 

ALPYVNNVPHLGNIIGCVLSADVFA 

RYSRLRQWNTLYLCGTDEYGTATE 

TKALEEGLTPQEICDKYHIIHADIYR 

WFNISFDIFGRTTTPQQTKJTQDIFQ 

QLLKRGFVLQDTVEQLRCEHCARF 

LADRFVEGVCPFCGYEEARGDQCD 

KCGKLINAVELKKPQCKVCRSCPV 

VQSSQHLFLDLPKLEKRLEEWLGRT 



626 



wo 01/79449 



PCT/USOl/08656 



SEQID 
NO: of 
noclciMide 
scQocnce 


SEQID 
NO: of 
peptide 

SCQDCOCe 


Me 
tbo 
d 


SEQID NO: 

ioUSSN 

09/77<U60 


Nucleotide 
location or 
first codon 
Ibr peptide 
sequence 


Nucleotide 
locatioo of list 
codon for test 
amino add of 
peptide 
scqoenee 


Amino add sequence ( X'^Untuxowo; *=^top 
codon; A^possiblc nucleotide ddedon; V=posdble 
nndcotide insertion) 














LPGSDWTPNAQFITRSWLRDGLKPR 

CITRDLKWGTPVNPLEGFEDKWFYV 

WFDAnOCLSMTANyTDQWBflWWN 

KNPEQVDLYQFMVAKDNVPFHSLVF 

PCSAL\GAEDNYTLVSHLIATEYLN 

YEDGK\FSKSRRVGVFGDM\AHDTG 

IPPDISRFYLVLYIRPEGQDSAFSWTO 

LLLKNNSEIXNNIXjNFINRAGMFVS 

KFFGGYVPEMVLTPDDQRLLGHVT 

LELQHYHQLLEKVRIRDALRSILTIS 

RHGNQYIQVNEPWKRIKGSEADRQ 

RAGTVTGLAVNIAALLSVMLQPYM 

PTVSATIQAQLQLPPPACSILLTNFL 

CTLPAGHQIGTVSPLFQKLENDQIES 

LRQRFGGGQAKTSPKPAWETVTT 

AKPQQIQALMDEVTKQGNIVRELK 

AQKADKNEVAAEVAKLLDLKKQL 

AVAEGKPPEAPKGKKKK 


4408 


9905 


A 


4704 


180 


490 


VENGNNSLTIMNRRARQKINKEVTA 

DL*KrN«NQMDLTDIDGTFYPKAEY 

TFFSSKCGTF*RTDHMLGHKTS\LD 

KFKKKVIQNYLFNHNGVKLEINNS 

KKMRKF 


4409 


9906 


A 


4705 


2 


405 


KNLNNRLFIFP*IKEEIKRQIRK*FEW 

NEKEKTIYQNLWDAPKAKLKEKCI 

VLYVXKEETSQITDLSFHLKTPEKEE 

HVKPKVNRRMEIIRIRAEIIAVKYRK 

PTETNETKSWSFENFSKIDTPLIKMI 

RKKKVD 


4410 


9907 


C 


4706 


217 


486 


MDDPRGHASPVTRTQKPQASRLLV 
GLRAGGLSWGHKWGRGKPPRGRV 
PAAALGAAWAAMASPDPWAPGP 
KQPGRWADLAALLLCGLRPA* 


4411 


9908 


C 


4707 


13 


216 


MLYWDCKRYKVKDKTQAWDFAG 

NISVKGAELSQTRAASGPRRQAQVT 

FSVWRGGLQVMAEEGRVDVC* 


4412 


9909 


A 


4708 


132 


1424 


VKHGPQGGPRRQAQGDIQVFGVGV 

LPGEWPEEGTQKGGPPLKTLGT\GD 

GDKIGEPPTRAP\RFRTGQPGPRDGL 

VGPGGELAKPWGPPRGLGPASCPP 

GNTPLPARPEY*HLGWVGCP*RMG 

QGNLGVPSK/PVFGSSGPNVGSTNC 

DNFGSFGLSVPMFPNGPIQRALFEG 

DLWDLGRTGHGTTPGGQCKPLSPG 

PKKLQGL*TC*SSLALQG/RLSLGAQ 

SGGRGKPQESESPCPNP*APPWGC 

YGITRPVGFRGPSQPG/LMGRPGSSS 

ALWA*NPPELPNCPGLVPQPCPQEVP 

QSFGPPGVRGRGLKGGQDCHRGRG 

EGSSKCAQGGHPAPA*WNPLVYTP 

ASPFPFRPASGKPRS/RPSCGLRAPS* 

HLRRPCLTPPFRPQGLLGSSPCPQKP 

APDSGLLHSPLTSPRGLSGQCNPRR 

LHPQLKQSNRDR 


4413 


9910 


A 


4709 


1 


340 


RHEERTTGELTSVGLASDTSLICVIE 
DFFDTALnSRSSSEGKIQMLDSFLLS 
L*LLVTEETVNHLLQQEDRPCMDTL 
DCG/LQVAISEALRRLTTSKSRDDLV 
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wo 01/79449 



PCTAJSOl/08656 



SEQID 
NO: of 
nudco-tide 
sequence 


SEQID 
NO: of 
peptide 
seqaoicc 


Me 
tbo 
d 


SEQID NO: 

inUSSN 

09/770460 


Nocleotide 
location of 
first codon 
for peptide 
sequence 


Nnclcotide 
location of last 
codon for last 
amino add of 
peptide 
sequence 


Amino add sequence ( X^Unknowo; *=$top 
codon; /=pQSsiMe nodeotide ddetion; V^possf ble 
nndeotide insertioo) 














HIWYDDESIV 


4414 


9911 


A 


4710 


12 


398 


TYLDLPLPGFCIYDFA/'PPFSSSECFIF 

VFMVCFFLAFILSFSSSSSPNSFFDLF 

FLALPQLPTLRGLFV^ALFQILSWW 

FPVKFSLGCYFYLFFQFIFKQLAFFH 

HV'ETFSPVFLICKYWDD*TYFS 


4415 


9912 


A 


4711 


111 


453 


YPFniTFNTLGVAGNCL/KLTYn** 

MPTANIILKKLKAFSLR«RTR/H/GCP 

QSl*ARRn*DIQIAKEDViCLYLFTDD 

MILYVENPEESTQKDLLVNKVNKVS 

GYNINMIIRCISM 


4416 


9913 


A 


4712 


1 


184 


SSRDILLCTDIASRGLDSTGVELWN 

YDFPPTLQD\ELAARRRRSLPGLASS 
VKEPLPQAT 


4417 


9914 


A 


4713 


1 

s,' 


1630 


MALTRPVRLFSLVTRLLLAPRRGLT 

VRSPDEPLPWRIPVALQRQLEQRQ 

SRRRNLPRPVLVRPGPLLVSARRPE 

LNQPARLTLGRWERAPLASQGWKS 

RRARRDHFSIERAQQEAPAVRKLSS 

KGSFADLGLEPRVLHALQEAAPEV 

VQPTTVQSSTTPSLLRGRHWCAAE 

TGSGKTLSYLLPLLQRLLGQPSLDS 

LPIPAPRGLVLVPSRELAQQVRAVA 

QPLGRSLGLLVRDLEGGHGMRRIRL 

QLSRQPSADVLVATPGALWKALKS 

RLISLEQLSFLVLDEADTLLDESFLE 

LVDYILEKSHIAEGPADLEDPFNPK 

AQLVLVGATFPEVGVGQLLNKVASP 

DAVTTITSSKLHCIMPHVKQTFLRL 

KGADKVAELVHILKHRDRAERTGP 

SGTVLVFCNSSSTVNWLGYILDDHK 

IQHLRLQGQMPALMRVGHAQSFQK 

SSRD1LLCTDIAS\RGLVDSTGV\ELV 

VNY\DFPPTL\QDYIHRAG\RVG\RVG 

SEVPGTVISFVTHPWDVSLVQKIEP 

AARRRRSLPGLASSVKEPLPQAT 


4418 


9915 


A 


4714 


79 


410 


IVYWVEVENRDHYAAYLGWEEAP 

YSDRAYAPQEKDLGPMDIRIGLL*K 

NWIPLQDDLYPVDMLHTSVG*EME1 

LNNCRNQGV»RMSKDRREI1*ETYQ 

QL/L*LLQTSPLYLA 


4419 


9916 


A 


4715 


185 


449 


mLAWGDYLSLENSRSGPN*L*LLS 
GCTVQSFGLDWNGLLK*DSLTRLP 
ALCSLQLGRKVVETrraYDCEGLGL 
KHLWKPAVEAYG 


4420 


9917 


A 


4716 


154 


364 


MWRWFSLPPPFSLAGVELAPPVSRR 
SPRGP/TPYGLPRVPLWPLHSTALYC 

P\PSPRTSAPFTPHPLPKLRG 


4421 


9918 


A 


4717 


9 


1805 


SPATSP*ETAGPVKRSRNGSSPAADP 

EALSPPTARLQRVTVPPPLNGQLSS 

PLHFAAGGGHAEIVQILLNHPETDR 

HITDQQGRSPLNICEENKQNNWEEA 

AKLLKEAINKPIEDPLAILILFDEAR 

YNLLKGFYTAPDAKLITLASLLLQl 

VYGNYESKKHKQGFLNEENLKSIVP 

\nTaK5KAPHWTNRILHEYKNLSTS 

EGVSKEMHHLQRMFLQNCWEIPTY 

GAAFFTGQIFTKASPSNHKVIPVYV 
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wo 01/79449 



PCT/US0iy086S6 



SEQ ID 
NO: Of 
nndeo-tiflc 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


ISEQIDNO: 
ImUSSN 
09/770.160 


INodeotide 
llocatioo of 
Ifirstcodon 
jfor peptide 
Iseqncoce 


NudeoUde 
loeatioooriasr 
codon for last 
amnio add of 
peptide 
seqneoce 


Amino add seqnencc ( X»Uoiuiowii; *'=^top 
codoo; A»pos»ble nodeotide ddetioo; \Fpossible 
Dodeotide ioseitioD) 














GVNIKGLHLLNMETKDFQYFQYYV 
D 


4422 


9919 


A 


4718 


200 


529 

■ 


EDVSKPVPWTLNGSCTSPLISHSDN 

QKCPPYFPVIPAMGNPENIEDAYVA 

VIRPKNTASLNSREYRAKSYEILLHE 

VPIEGQKKKRERKFYWKRNFKATV 

K»HKAYWIT 


4423 


9920 


A 


4719 


177 


321 


QTCSMDTKWQLYISPHQS**QPEMP 
SIFSSDPSLQCVCLUCKRLLS 


4424 


9921 


A 


4720 


166 


627 


MWRWFSLPPPFSLAGVELAPPVS/S 

KDTERSHPYGLPRVPLWPLHSTKW 

VGQSPGEGGQGPSPLSHSSFPPPRHS 

SPAQLPVAEKPSVAKRKPS*GFPRA 

PTRAPKAQVSGVGDPPAHLLFTVLP 

SPRTSAPFTPHPLPKLRGPRSSKALA 
FHSA 


4425 


9922 


A 


4721 


3 


610 


STFNNEP*PEKQEQNKHKIRRKQIIK 
IRA*INKIE/TK3^QCKRTMKQKVAFF 
QKLNKTDKPLARLRKKRQDVKIRNE 
KDITTDTAEIQRURGYYEQLYANKL 
ENLEEIDNS*THTrY*DLDQEEIQNL 
NRLITSNKVEAIIKSLPVKKSLGPDG 
FTAEFYQTFKEELIPILLKLF*KVEEE 
RVLPN»FYEASrrLMPKPDKDT 


4426 


9923 


A 


4722 


, 1 


454 


LAHCNICLLGSSNSASVSQVAGITG 

GCHYTQLIFLFLVEMGFHHVGQVG 

LELPTSGDLPALASQSVGITAVSPLC 

FTRIIFFEAESCLCWPGWSPNPGLKQ 

SPCLGFP\KCWDYQPDLTMPS*FYL 

LELEIKFGVHVLWKSFLIKIENYYC 


4427 


9924 


A 


4723 


1 


318 


KEECNKEEKESREKK/NEKEKIE*KE 

EEVRKEEKKSLNKDKDKKRRKREK 

GEGRKKEEGn:.KVKKDGNPSNGHA 

RMPKER*LYDVRGTKPHSSDHGDT 

AIFQTCIL 


4428 


9925 


A 


4724 


42 


200 


LICHMLIVALLVIARNWKQIRC/SST 

/DEWLNKLW*IPMEYY*AIEKEPTIG 

TC 


4429 


9926 


A 


4725 


50 


403 


WYHMVMVLLKWICHHFLTLFFS 
FRSLILYLFFILFMISLYLSCFLYNFL 
FIPSSSIFSlICFLMIIVU*FFFYALnin 

FNPIILYLNWLLSLFLIESLFDYYLCL 
ISFVIFY 


4430 


9927 


A 


4726 


3 


282 


VQGQEPLTASMLVAA/PPQEQKQM 
LG£RIJl>LIQlTilHSNLAGKnX}MLL 
EIDNSELLHMLESPESLRSKVDEAV 
AVLQAHHAKKEAAQKDSKAK 


4431 


9928 


A 


4727 


780 


1249 


LVVFMSIPLCSSTHPSILQGLKLVPL 
EQGQPPPLLFHIVRCSDIEQALNHH 
QVLSFPQC*PTAFPGSQAPQPAArHV 
QGQEPLTAS\ML\AGAPPQEQKQML 
GERLFPLIQTMHSNLAGKTTGMI J .RI 

DNSELLHMLESPESLRSKVSWGSDP 
AASVLM 


4432 


9929 


A 


4728 


510 


2771 


NLEPSHQDRGEVQSRGEGRIVRRAF 

CLRCCGRGSRPPPPVSVPSPSPPTPA 

RPRRAGATCEPARARAPAPKAPLCP 



629 



wo 01/79449 



PCTAJS01/086S6 



SEQID ISEQID 

NO: Of NO: of 

iDiiclccMidc |pq)lidc 

IscqacDCc Iscqnciicc 



Me 
tbo 
d 



SEQID NO: iNnclcotide 
inUSSN llocatioDof 
09/770460 [rirsTcodoD 
|for peptide 
Iscqnence 



NDdcotide 
locatioooflast 
codoa for last 
anuDo add of 
peptide 
sequence 



Amino acid scqoencc ( X=UdIuiowd; *^top 
codon; /=possible oudeotide deietioo; V^fwssible 
ooclcotide iDScrtion) 



4433 



9930 



4434 



9931 



4435 



9932 



4729 



4730 



1 



4731 



131 



365 



1520 



677 



AAGPIRSPLAGLGWGGGEMNAAA 
SSYPMASLYVGDLHSDVTEAMLYE 
KFSPAGPVLSIRVCRDMITRRSLGY 
AYVNFQQPADAERALDTMNFDVnC 
GKPHUMWSQRDPSLRKSGVGNVn 
KNLDKSIDNKALYDTFSAFGNILSC 
KWCDENGSKGYAFVHFETQEAAD 
KAIEKMNGMLLNDRKVFVGRFKSR 
KEREAELGAKAKEFTNVYIKNFGEE 
VDDESLKELFSQFGKTLSVKVMRD 
PNGKSKGFGFVSYEKHEDANKAVE 
EMNGKEISGKflFVGRAQKKVERQA 
ELKRKFEQLKQERISRYQGVNLYIK 
NLDDTIDDEKLRKEFSPFGSITSAKV 
MLEDGRSKGFGFVCFSSPEEATKAV 
TEMNGRIVGSKPLYVALAQRKEER 
KAHLTNQYMQRVAGMRALPANAI 
LNQFQPAAGGYFVPAVPQAQGRPP 
YYTPNQLAQMRPNPRWQQGGRPQ 
GFQGMPSAIRQSGPRPTLRHLAPTG 
SECPDRLAMDFGGAGAAQQGLTDS 
CQSGGVPTAVQNLAPRAAVAAAAP 
RAVAPYKYASSVAAALILPYSLCRH 
PS/PA VHVQGXQEPLTASMLAACNPP 
/QKQKQILGERLFPL\IPTMH\PNLAG 
KMTGMLLEIDVNSELLHMLESPESLR 
SK\VDEAVAVLQA\HHAQERSCPEG 
GRCCCCYLLDPRKTDSKAK 



LYTRHPPSPSCIMTACFGSHIRYRSD 

♦VPTPVLRPAVIRSVGGGDCSERLG 

LRPRPI/PELGPHTFTRPPPPPWQNV 

QRADPVAVTPCRSREGSQAEPLPRG 

RGAVSSSTTRPGLPAPNRP 



AEGACGPRQPNKGAGAPPQGPATH 

LPGPRSGLSSTATMTANGTAEAVQI 

QFGLINCGNKYLTAEAFGFKVNAS 

ASSLKKKQIWTLEQPPDEAGSAAVC 

LRSHLGRYLAADKDGNVTCEREVP 

GPDCRFLIVAHDDGRWSLQSEAHR 

RYFGGTEDRLSCFAQTVSPAEKWS 

VHL\MHPQVNrYSVTRKRYAHLSA 

RPADEIAVDRDVPWGVDSLITLAFQ 

DQRYSVQTADHRFLRHDGRLVARP 

EPATGYTLEFRSGKVAFRDCEGRYL 

APSGPSGTLKAGKATKVGKDELFA 

LEQSCAQWLQAANERNVSTRQGM 

DLSANQDEVRPTRRPSSWRSTATPKS 

VPSVPTRASTGR*RPPGACSPPPPAR 

MPAATLTSSGVTGASH*GRPMASL* 

PPRRMGSWPPRWRQQGTQSSSS*SS 

STAPSSCSAGSMASSAAARSRAPWT 

PTAPAMTSSSWSSTMAPTTSKTPQA 

NTGRWAVTPRSPAAATLLWTSSSSS 

ATTTRWPSRWAGAT 



PSSLS/CDIFLRSPISTPSPSPLPRTPTS 
TPVHVKQGTAGSVINNPYVIMDKQ 
PGQYlGATTPSTGSPTNfKISTASQISQ 
GTGSPVPKIHGSSFVTSTVKVllKQE 



630 



wo 01/79449 



PCTAJSOl/08656 



SEQIO 
NO: or 
nudco-tidc 


SEQID 
NO: Of 
peptide 
scqncoce 


Mc 
tbo 
d 


SEQID NO: 

inUSSN 

09/770,160 


Nucleotide 
location of 
first codoo 
fhr DMitidc 
sequence 


Nucleotide 
location of last 
codoo for last 

ft mill A nf 

peptide 
sequence 


Amino add scqoence ( X*=Unknown; *»Stop 
codoo; A"possible nodeotide deletioo; \ppQssibie 
nucleotide insertion) 














PGEAPHVPATGAASQSPLPQYVTVK 
GGHMIAVSPQKQVITPGEGIAQSAK 
VQPSKVL/GQIG*CLFrLARADLLYS 
VC 


4436 


9933 


A 


4732 


131 


362 


PSSLS/CDIFLRSPISTPSPSPLPRTPTS 

TPVHVKQGTAGSVINNPYVIMDKQ 

PGQVIGATTPSTGVY*IHICn*RV 


4437 


9934 


A 


4733 


1 


4461 




443S . 


9935 


A 


4734 

* 


2 


614 


STITERENYRPlFU^KTDGRILSnLP 

SQI***MKKUYHDQVGFIPGMQRWL 

NVHKXTMHVIHHINKMKGKNYLHS 

ADAEKSLGKTYHCFMMKTLNKLGI 

EGTLVNIRKGIYD*STANILLTGKN*K 

AFPLRTGIRQGCPLSPLLFNTVWDIQ 

AKVIRQUKQIKGIENGQEEVKLSHF 

ADDnLYL*TEKPKDSTKKLLKWVN 


4439 


9936 


A 


4735 


164 


613 


NLNMEATGTDEVDKLKTKFISAWN 

NMRYSWVLKTXTYFSRNSPVLLLG 

KCYHFKYEDEDKTLPAESGGTIEDVT 

*LREM*KNFRKDSISRIWLTYREEFP 

QffiGSALTTDCGWGCTLRTGQMLL 

AQGLILHFLGRAWTWPDALNIEKLE 

L 


4440 


1 9937 


A 


4736 


40 


359 




4441 


9938 


A 


4737 


4274 


5256 

• 


HTLFGDKLCTVATLRETYGEMADC 

CAKQEPERNECFLQHKDDNPNLPR 

LVRPEVDVMCTAFHDNGETFLKK* 

VIRCL*FKIKKHGVTP*ANTL*KLP* 

QKYFQH*DLEVLL**FFKEWFDTT 

KFYTAKNMIKDILKFIETGYNLSQK 

FKJDKFF^m^UlYVYMVVIIDFVLV 

SNnLPKFhmCTHTHTHTHLTLFST 

YLKNDRDKTIMCKLSLIG*L\ESLEF 

GGSGENVDYNYFCNIVCYRK/ADCF 

SFLKFRYLYEIARRHPYFYAPELLFF 

AKRYKAAFTECCQAADKAACLLPK 

VLCTRIEKKSLLSNLILSILWLDLGT 

LSV 


4442 


9939 


A 


4738 


133 


359 


LLNFMLLFHRYYALKVSYFKSSLDR 

KLLELLWNKYWVNTLSSSSLLTVS/ 

DYTCKEC1*ILSKLHSRLISETLFHRK 


4443 


9940 


A 


4739 


1 


353 


NWTL*TLKKIFSLKDA1KRIKIQSVR 

WKKIFAKHTSDKGVES\NIYKELS*I 

NKASSSSSSSSSS/HSSSSSSSSSSSSS 

SSSSSSSSSSSSSSSSSSSYHYTSIRVA 

KMKKTDYVTSW 


4444 


9941 


A 


4740 


1 


375 


LVPKRA*YWHK>rrSSSSSSSSS/PSS 

HLHIYSQPKFRKGTKiaHW*KDSVF 

HSSSSSSSSSSSSSSSSSSSSSSSSSSSS 

SSSSSSSSSSSPMQLIQENTG/IMLQD 

1GFGKDYLSKTSKAQATKQK*TRKH 

WEMLQDIGFGKDYLSKTSKAQATK 

QK 


4445 


9942 


A 


4741 


1 


296 


FRRSL/DSVAQAGVQRRHLGSLQAP 
PRGFTPFSCVSLSASWDHRSPLPRPA 
NFFVFLVETGFHVLARMVSIS*PCD 
RPT^GFQSTGNTGVSHRTWPLLL 



631 



wo 01/79449 



PCT/US01/0S656 



SeQID 
NO: of 
nndco-tidc 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SEQID NO: 

inUSSV 

09/770460 


Nodeotide 
location of 
first codon 
for peptide 
sequence 


Nndcotide 
location of last 
codon for last 
amiaoaddof 
peptide 
scqaence 


Amioo add scqaence ( X<=Unkoowo; *=Stop 
codon; /^possible nudeotide ddetioo; \ppos»ble 
nndcotide insertion) 


4446 


9943 


A 


4742 


3 


380 


FLEEYNPPKVSQEEITSSSSSSSSSSS 

SSSSI^SDIESA^DChrrSSNNNKKNPG 

PDGFTAKFYQM*KDELISTLLK1ISK/ 

IFHSNSFCE*QTTR»FAISITWRAKPD 

KDTPQKEPYRLISLINIHSC 


4447 


9944 


A 


4743 


3 


369 


SFTLIKKTKDIIRKANYKTMSLRKIA 

AVlLNKILAN*IEHmiKRIIHHNQIRF 

I/SGTQVWLNI*K»INVTHHINRLKK 

KNYMHLIYEEKTFDKIKHPFM/IKA^ 

LSKIXjTEhnTKUKfflWRKI 


4448 


9945 


A 


4744 


70 


345 


KVWGEKVWYWQKMTPrVQWDRT 
ESPQIGN*SLTKEIQWRKDSLFNKW 
♦GNHWTAPFSS/RSLNLNKDLTAVT 
KIKSKXVVTDLNVKHKTIKLL 


4449 


9946 


A 


4745 


3 


345 


KFNNLDEMDKFADRQKLPYLAQEE 

RQNLN/*PYLLKNLNVQNLPISKTSA 

PDELICKFYETFKNEIILLLCSLFQK 

MELSQHIHDSNLTLTQ\KI*K*YRTE 

ENYRDISLINTYAK 


4450 


9947 


A 


4746 


35 


355 


PHPPWWSLSSSPPSQHSFLPSPAYM 

PSPSGNSM/CyLSPSRGM*APSRQGP 

SSFHQLCPKCLKGCWARHMPSK*G 

WNGNPFPVSLNYPWARNRPSLLTH 

FVMWEAPRP 


4451 


9948 


C 


4747 


27 


416 


MMKRIX5MFNIQHCKKLSSWVLLM 

KYLGNAPPSSSCLMRGNYSTWKMN 

SPTISSPSSWENEDRRSASLHLPKLSI 

TGTYDLKSVLGSTGASLKVFQQWG 

AGPLPGFTEGGHPXKVFQGPCIKAV 

LEPFDE* 


4452 


9949 


B 


4748 


5 


763 


MPSSVSWGILLLAGLCCLVPVSLAE 

DPQGDAAQKTDTSHHDQDHPTFNK 

rrPNLAEFAFSLYRQLAHQSNSTNIF 

FSPVSIATAFAMLSLGTKADTHDEIL 

EGLNFNLTEIPEAQIHEGFQELLRTL 

KQPDSQLQLTTGNGLFLSEGLKLVD 

KFLEDVKKLYHSEAFTVNFGDTEE 

AKKQINANGTRPFEVKDTRERDFPR 

GPGDHREGAYDEAFRHV* 


4453 


9950 


A 


4749 


11 


368 


GLKSLIN*LLAVYPREQTTLEEVMR 

DPWVNS/GSGVAFDN/TE*QILDHLN 

PETTQLLVAMGFQADNLSVAVREQ 

LFSYAMATYLDLEHTLLKKRSTIRS 

QTLPPGDPTWPLYBBVCl'F'RLS 


4454 


9951 

■ 


A 


4750 

• 


175 


349 


PSVAGRPRRKGGGRQPAQTRAVGI 

AGTEPPLYYLGLWGPVGVDQG*QP 

ASFPGPPQPVPKAPSNTKEANSPSNA 

HSSSLGRLPSSPLPPRPASNTGSLSPR 

(KJT^OTL♦GATHLPQHSD*EESTRE 

SPPPTU2QPLPPSVQLIRMPCPPLPVT 

Q 


AA<C 




A 


4751 


2 


354 


ENCQINNLRFHLRKPKKEEYTKPTA 

SRRK*IVNIRIERNGIEQKNNRTSSSS 

SSSSSSSSSSSSLTFR^MDGRRSSSSS 

SSSSSSSSSQ*QRK\KTRLIKI*NERG 

DrrADLTEIK*LLILQKLNNY 


4456 


9953 


A 


4752 


121 


363 


WRDFK1XTV1RAK*GYLI1TG*NHQ 
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wo 01/79449 



PCTAJSOl/08656 



^QID 

NO: Of 
niiclMv4id# 

seqacoce 


SEQID 
NO: of 

seqncQcc 


Me 

tbo 

A 
U 


SEQID NO: 


INoclcotidc 
llocationor 

IlirSi GDuOD 

Ifor peptide 
Isequciice 


INDdcotidc 
llocatioo of last 
1 coaon lor usi 
lamfno add of 
1 peptide 
(sequence 


Amino add scqueoce ( X^linknowD; ^^Stop 
codon; /^posa ble nudeotide ddetion; \Fpossible 
nndeODde insertiOQ) 














EDTTVINMYANPKTAPKKYMKQKL 

TDWKRAV/DSKTTAGDLNILLLIMD 

KTKQKINRV 


4457 


9954 


A 


4753 


178 


439 


GPALINALLKWRIPSGEDREP*GRD 
WEKEKE/R*LEEGRERGGKGEGGK 
RRNKGRKEGREERGKGEREEGYIM 
CIHGIGNRSLAVLGA 


4458 


9955 


A 


4754 


193 


355 


GLFSIEEH*HDSTHLGINTL\LISRLFI 

EK*LLKRVYQVTQACELYAWNNPN 

DQCLPPPLVRPVQHRGAYPGEDWQ 

roYTQMPPCKGFKY*LVFIDTFTVWI 

EAI-'FIKIEKAIKV 


4459 


9956 


A 


4755 


3 


227 


NIKIGKEEVKLSLFAGDVXYLEKPKD 
STKKLLELimFSKVAAY*INIQKSVA 
FLYANSE*SEKEIRNIIPFTTAT 


4460 


9957 


A 


4756 


115 


487 


CSLCFVAEWSPWCGWTQLIYPW^E/ 

ITHSPVHTQRLGLETHRTAEMRLFS 

FSLFFfLRQSFALVTQPGVQRCDLG 

LLQPPSPGFK*FSCFSLPSSWDYRHA 

PPRLANFVFLVQTGFXSMLATLVSN 


4461 


9958 

• 


A 


4157 


2 


436 


GTEAEQPSYQPGLELPQGDQEEPVG 

LAGKTGLGPRFPRTTGGSQGTLLEV 

EGLSHSPFQSPGIPGEFEKARKIL*A 

GS*HNSC*ATE/GLGERPGGICGVSS 

SVSTQGPMP*CGQQGN*ALESCRGP 

ATAALSEQSPASPSSRAARA 


4462 


9959 


A 


4758 


76 


194 




4463 


9960 


A 


4759 


310 


551 


SSKQSSAKPPFCLPNPGKVCRSGRS 
RT»GCNLQKGSGPEKGRRFGHPPE 
WTIFPSVQRQGQA*FDSDSPFmGIP 
GEWKG 


4464 


9961 


A 


4760 


1 


1165 


LRWQREEGQKAGVHVGTMTQHLR 

PQPGAAVLPAALAPPPKHQFSLQAS 

SPSRLGRAGLAGGPSRAGLLC*WRR 

LSFLPSSFPPSPRSWGARSRRRARGQ 

VGPREPAGRSAGDRGVGGRFGGPL 

ALSFFATGLLRASCAPAFQEVTVLG 

KAVQWRLEPGEPFrEG*ALAGTLG 

LGKH*QGRQGK*GWG*PSLANARQ 

LGKPLQVLGWLGHVEGRPGRAVK 

VTGVRSWSCLPGSTGVGDRSRATQ 

LPAGP*VSLRVDQGEAVTGWGGRA 

GARGSPGRQ\GEPRHSARG*GPESLP 

LPVTRNSLVGGLSESN*ACPCR*QK 

ERLSIRGVPERRPFSGPEPGRGPASC 

SGLPTTGGTEERRKEGKRAAAISKA 

ALPGWARLPDQPGPAATGSK 


4465 


9962 


A 


4761 


1 


389 


EETLPLFADDMILYinCKKQKTKKTT 
KESTXRY*N**MVNVFGKVAGYKV 
NTQKSIN*QYn*KVKLAS\FSSSPQK 
NKIGn^LTKEIQNVYSENYKTLKEIK 

DLNK*ES1PCSQIRRFNIVKMTVLLK 
LI 


4466 


9963 


A 


4762 


1 


346 


RACL*FQLLGRLRQGDGLSLG1RGC 
SGPGWHHHSPAWATEKDPVSKTNK 
QNIKH/LRKSPLSRDEKILREKREEE 
KILAYHYLEKSAIYSISFFFLTKHILN 



633 



wo 01/79449 



PCTAJSOl/08656 



SEQID 
NO: of 
nodco-lidc 


SEQID 
NO: of 
peptide 
scqoeoce 


Me 
d 


SEQID NO: 
inUSSN 


Nucleotide 
locatioDof 
lintcodOD 
for peptide 
sequence 


Nucleotide 
locatfon of last 
codon for last 
■mtoo add of 
peptide 
seqaenee 


Amioo add sequcoee ( X'^UnkROwo; *=StDp 
codoo; /^possible nocfeotide deletioa; V=possible 
nacleotide iasertioD) 














TPVCWFSSEHUYF 


4467 


9964 


A 


4763 


2 


468 


FPSLPSFFSRFLFCnTVM\F*VLDPLS 
LSYLTLILBPHLKIEFNFEK/CVNH/CF 
LLMLLLLFLLL\CTY*MCLGPFYFLP 
CLSFSSVFHFLSLCCnGNLFRYIFKFI 
>IFELaCYVLYT*DLFYF*KFSLVlF* 
IY*FFLSIMLSL*VFFHLKHFIF 


4468 


9965 


A 


4764 


3 


364 


RNLKLISEYCKISG*KVNIENQ\VFL 

Y1SNGQVEFEIKNTIPL*AHT*KMKY 

LDINVTKYVQDPYEENYKILMKKIK 

EQMEmiPCL*I/GRLNnCTSVLPNLE 

♦♦ITAIPIKIPASYFVDTN 


4469 


9966 


A 


4765 


1 


755 


EESILEEWLEALTSAGEEKKIDRFFC 

IVEGLRHNSVQLQVACMQLNNGLG 

TSSGELEFKLHIKNEFMPCGLKEILP 

NLKCLKNDGLDIQLKGFDEHKKED 

LVELSHRLEDIRAF.1 .DEAYYVYNM 

VWSTV*ETRAEGYHSILQHLLL1RK 

DYFIRQQYFKLIDECVSHIVLHRDG 

MDPDFTYRKRLNLDLTQFVDI\CVD 

QAK\LKEFEEKALELYKKEEKEFT\D 

PQENSR*NCAKKEAQiyGPFNPNSK 

TP 


4470 


9967 


A 


4766 


12 


321 


KSCDWAERLVTLV/WN/PYFKNLSN 

SYYKQLSPMGGYLNSWAHTLTEWI 

IDNILDQLIFPKLQKEVG*ESWETVV 

ITNHRDLFSLWLHYLSAVKTPGINGI 
CQHNY 


4471 


996S 


A 


4767 


2 


375 


MSSPLPSPWSPCLLPGQAPGPTLPVP 

PAETLSVSPACFLRLPINPSPSQ*APA 

WRQLTADWGGHSALGLPGCPGPSI\ 

TWPSHSASHLLPQRNQGPPMLGYA 

HLPGHLPTKVLPSGHTPALERPK 


4472 


9969 


A 


4768 


3 


338 


QSLALSPRLECSGAILAHCHFC/LPG 
FT*FFCLSLPSSWDYRSPPPT/RQL1F 
VFLVEMGFHHLGQAGLELLTL*SA 

HLGLPKCWDYRHEPPRPAQRPKLK 
NLK*LTTVARrn 


4473 


9970 


A 


4769 


66 


365 


LRDEQQHGGPWTSPLSRPPTGKRA 

RGRSACPQLTH*PGTAARKGASPGR 

SRALALPTRCPGPACGGREPRLQAR 

GVP/R*1PPRRGPHGAPSGLPPGPVG 
C 


4474 


9971 


A 


4770 


3 


345 


KRGTPLAGEMAEGHCL\CLPLGTEY 

LTVVNPIVHLFNSEIG*K\RPVA\KVR 

HVYSITASU-FIPLRCLCGEKHISGLR 

ARSGIVLSLELNHGIDSFAHM*SCDL 

ILIATLLSYYI 


4475 


9972 


A 


4771 


2 


352 


KRGKPLAGEh4EEGHCL\CLPLGTEY 

LSVKPMVHLFNSEIGEmPVAGGVR 

HVYSNTASLFFTPLRCLGGEKHKSG 

LRARPGIVLSLELNHGIDSFAHM*FV 

DLLLUTLLSYYIPFR 


4476 


9973 


A 


4772 


1 


296 


QRSVKISISENGNSHMEIVSFSLIFCQ . 

FLLHVFCSIH1YDCYIFLLI*YPINRQ 

CLFAY*YSDIKFYSDIN/ISYFLCLLC 

MSFYPLSTCIYMGLVFIF 
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wo 01/79449 



PCTAJSOl/08656 



SEQID 
NChoT 
DQdco-lide 
seqacBce 



4477 



4478 



4479 



SEQID 
NO: of 
peptide 
sequence 



Me 
tbo 
d 



9974 



SEQID NO: 

IdUSSN 

09/770,160 



4773 



9975 



9976 



4774 



4775 



Nodeotide 
locatioaof 
first codoo 
for peptide 



158 



Nodeotide 
locatioo of last 
codon for last 
amino add of 
peptide 
sequence 



859 



517 



165 



Amino add sequence ( Xe^UnknowD; ^^sStop 
codoo; /ssposstUc ondeolide ddetion; V=possiMe 
oodcotide insertioo) 



GRWPTQPTSLQGGQTLGDVREAFS 

RRP*NGERQGAPPACPLPRSLGLWR 

P\WGPI^VTT*NRSWSCYCWLRLV/ 

GWKGSRAWKALGSPEAAWHLLG 

PDAALQPCHFSQPQRRCRGRPPFLP 

LSGWAGPWECWPTCQAGR'PIPEG 

GGGSC*GPQVNDLQRHTEENVLRC 

DLPHPALAAWGTVSPG/SHPAPQ^T 

EV»RSAQSSFRPQCPLTSPARGTPGS 

SRRLLCGVPP/CGPLLMLCPLPVPEV 

GLGPFLRELLNTKKLNCFVNKQKV 

PNKPACHLGDGPSLPHQIC 



RCRSGYVDQVAGLFCFVLRQSLTF 
VTQAGVQWHDLSSLQPLPPRFN*FS 
CIILLSSWDYRCMPPCLANFGIFLR/E 
RGFTMLGMLVLNC^PQ/CDPPTSAS 
QSAGITGMGPPHLGLSCSIKK 



GSLLPLLFNIILEVLAKAIRQEKSIQN 

EKEKV*LSLLTDHMI/YM*NPTVKK 

LTT*KLTr 



4480 



9977 



4776 



516 



4481 



9978 



4777 



154 



406 



QNPCISERQYCCEKLPLERSSRPQDS 
AGQPVT/HAHCSLSSTVDLCPPLLAT 
HR1SCWH*QDEVQGGRD\SVDKGD 
LVALSLPAGHGDTDGPISLDVPDGA 
PDPQRTKAAIDHLHQKBLKITEQIKI 
EQEARDDNVAEYLKLANNADKQQ 
VSRIKQVVQKKNPEAAQTIGQLD 
CTDIQGYPGSRSVAQAGVQWHNLV 
CLSLPSSWDYRRPLPRPANFLYF*ER 
RGrrVLARMVSIS*PCDPPASASQG 
AGITGVSHRT 



4482 



9979 



4778 



1 



429 



ARLETNSRSVAHGGVQCHDLSSQQ 

PPPPGFKGFSGLSLPSSWDYRRPPPC 

PR*F*YFY*RRGFTVLARMVSIS*PC 

DPPALASQSAGITGLSHCAR/LERES 

HSIA\RAGGQWFHLGSLQPPPPRFK* 

FSCLSLPSSWDHRCPVD 



4483 



9980 



4779 



1381 



1787 



LEYVAHPLHQLLILNNFYSVLNEKY 

LWFFLNlvm4TFKa^n.LFFLRPSl^ 

SVTQAGVQW/RDLGSLQAI7PLPGF 

APFSCLSLPISLAYSHLPPHLANFLY 

F**RQGFTVLARMVSIS*PRDPPTSA 

SQSAGITGMSH 



4484 



9981 



4780 



1147 



1553 



4485 



9982 



L EYVA HPLHQLLILNNFYSVLNEKY 

LVFFFLNMYMTFKCNLLFFLRPSL/D 

SVTQAGVQW/RDLGSLQAL/PLPGF 

APFSCLSLPISLAYSHLPPHLANFLY 

F**RQGFTVLARMVSIS*PRDPPTSA 

SQSAGITGMSH 



4781 



1456 



1862 



4486 



9983 



LEYVAHPLHQLLILNNFYSVLNEXY 

LVFFFLNMYMTFKCNLLFFLRPSL/D 

SVTQAGVQW/RDLGSLQAL/PLPGF 

APFSCLSLPISLAYSHLPPHLANFLY 

F**RQGFTVLARMVSIS*PRDPPrSA 

SQSAGITGMSH 



4782 



889 



1295 



LEYVAHPLHQLLILNNFYSVLNEKY 
LVFFFLNMYMTFKCNLLFFLRPSL/D 
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wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: of 
Dudco-tide 
sequence 


ISEQID 
INOzot 
[peptide 
Iscqoeiicc 


Ml 
tbfl 
d 


t SEQID NO: 
inVSSN 
09/77<M60 


Nucleotide 
location of 
first codon 
for peptide 
scqncoce 


Nucleotide 
locatkmoflast 
codon for last 
amino add 
peptide 
seqnence 


Amino add seqnence ( X^Unknown; *=StDp 
codon; A^possiUe nodcoddc ddctioo; ¥»possIble 
nndeotide insertion) 














SVTQAGVQW/RDLGSLQAiyPLPGF 
APFSCLSLPISLAYSHLPPHLANFLY 
F**RQGFTVLARMVS1S*PRDPPTSA 
SQSAGITGMSH 


4487 


9984 


A 


4783 


743 


1149 


LEYVAHPLHQLLILNNFYSVLNEKY 

LVFFFLNMYMTFKCNLLFFLRPSL/D 

SVTQAGVQW/RDLGSLQAUPLPGF 

APFSCLSLPISLAYSHLPPHLANFLY 

F**RQGFTVLARMVSIS*PRDPPTSA 

SQSAGITGMSH 


4488 


9985 


A 


4784 


2583 


3580 


DRVSLLLPRLECNGAJLAHCNLCLS 

GSSDSPASASQVTGITGKCHHTQLIF 

VFLVEMGFHHIAQAGLELLTS\DSPT 

LASQSAGITGVNHHAWLFFFCS/RD 

TVSLCYPGWSRVA*SRJTATSA\PGL 

K*FACFSLPSSRDYRHVPPHPGNFCI 

FGRDEVSPCWPGWF*TPDLR\YPPA 

SASQSAEIIGVSHHTWPQEVFLFLNL 

FIYLRWSL/DSVAQARVQRRDLGSL 

QAPPPRFKPFSCLSLPSSWDYRRPPP 

HPANFFVFLVETGFVTVLARRVLIS* 

PRDLPASASQSAGITGVSHHTR/LIF/ 

NFFETGTHSVTWAAVQWYTI/GSLQ 

PRTPELK*SSH1 .n .TSNWDYRCTPPC 

PPNLFIYLFIYFHRDEGSLCCPGWS* 

TPELK 


4489 


j 9986 


A 


4785 


1966 


2372 


LEYVAHPLHQLLILNNFYSVLNEKY 

LVFFFLNMYMTFKCNLLFFLRPSL/D 

SVTQAGVQW/RDLGSLQAL/PLPGF 

APFSCLSLPISLAYSHLPPHLANFLY 

F**RQGFTVLARMVSIS*PRDPPTSA 

SQSAGITGMSH 


4490 


9987 


A 


4786 


3 


305 


FFFLRKSL/GSV/TQAGVQWRGLRSL 
QPPPPRFKRFSCLSLLSSWDYRCVPP 
RPA>WLYF**RWGFTTLARMVSIS* 
PCDPPASASQSAGITGISHRAQPIKY 


4491 

1 


9988 


A 


4787 


1172 


1688 


VFFGVFVFVFVFVFFPKLTSGTIPWA 

SPEVMIYPPTHS*VCEAPSFPYVFSH 

LFS\LQSPSHLVCLFLCSF*DGVSLCR 

QAGVQWRSLGSLQPLTPWFKRFSC 

LSLPSGWHH/RRPANFCIF/M*RRGF 

TMLPRMVSISSPRDPPASASQSAGIT 

GMSHRARPQSSVFKQSFLSR 


4492 1 


9989 


A 


4788 


641 


1074 


VLNLVEFVTRELAFSTNVFFCFFFVF 

FCFFLRRSL/DSVTQAGVHWLDLGS 

LQAPPPRFIPFSCLSLPSSWDYRRPP 

RRPANFLYF**RRGFTRLARMVSIS* 

PCDPPASASQSAGITGVSHRARPTN 

VNKATTOGLFTYFFFNEE 


4493 


9990 


A 


4789 


7273 


7925 


IVSLFLFILLVFWWWCFFFFFFFETE 

SCSVAVAQAGVQWHNLGSL\QAPP 

PGFTH/LFSCLSLPSSW\DYRRPPPRP 

VNFFFFFHF**RRGFTML\ARMV\L1S 

♦PQVICPASASQSAGITGVLSHRVRQ 

GPHNLLTNQVNKFFFFFLETESHSW 

TQAGVQ*HDLGSLQSPPPGLKRFSC 

LSLLSS*DYRLLPPHPTHF/CVFLVE 

NGNSPCWPGWS*TPDLR 



636 



wo 01/79449 



PCTAJSOl/08656 



SEQID 
NO: of 
DOCfco-oae 
sequence 


SEQID 
NO: of 
pefNHle 
sequence 


Me 
tbo 
d 


SEQ ID NO: 
inUSSN 


Nucleotide 
locatioo of 
first codoo 
for peptide 
scqneocc 


Nocleotidc 
location of last 
codoo for last 
amino add of 
peptide 
seqnence 


Amino add scqncncc ( X=4JnluiowD; ^^^Stop 
codoo; ^=possibic oodeotidc ddetioo; >r=possible 
nodec^de insertion) 


4494 


9991 


A 


4790 


156 


391 


IPHSYIRKFYSFKMAILSP/KLIYSINA 

ISKKIK*AFLKKTDELILTH*KGKES 

VU>KPIUCKKNNIVGLKICDFETyY 


4495 


9992 


A 


4791 


365 


506 


GRHHACLIVDRALVFPS/CQVGRAA 
HFLPLPGPCPAWTPPSRSLRPGP 


4496 


9993 


A 


4792 


2 

- 


503 


LTHPAGARPVLLTTPESFEGPCFGTP 

HGQSLSQSAFSRGHSLGDTVGVTG 

QVGS/LLSGGGVRAG/GAGGGOGA 

GFGSRLALKAAGERGEKPREPVPPP 

•QR\GPHTKAPWT*AGQGQPPGRAC 

SPG/PPAEPASQPLTPGPGRRLPGGK 

RSRRDRARGAARKMGLLFPLD 


4497 


9994 


A 


4793 


3 


389 


FQDLIKR*KATnKTLWY*HKNRY/D 
IDQQNRIEN/SKHRLSHLIFDKGTRTI 
Q/YGREQLSSSSSSSSSSSSSSSSSSSS 
SSSSSSSSSSSSSSSSSSSSSSSSSSSSP 
IPDIGFHNDFLNMTPKAQATTKK 


4498 


9995 


A 


4794 


27 


285 


VFFhFFFFLRRSLALLPRLECSGTIVF 
LVETGF\TMLARMVSIS*PRDLPALA 
SQSAGITGVSHRARPASFNFLTINILP 
PLLLWTF 


4499 


9996 


A 


4795 


12 


336 


SPVQL*F*LFLVFC*LWSWSAVVYL 

GPLGTPSADAHT/AGLSKTPPHWAA 

RARLDDVFSLRTFSSHSLNMELVQD 

LTASAPMYSSTSRDPP/CLGLPKCW 

DYKREPPRPAH 


4500 


9997 


A 


4796 


74 


463 


HISQHDRSYLQVLLASYKTASFLFFF 

LRQSL/DSVTQAGVQWRDLGSLQA 

PPPGFTPFSCPQSPK*L/SSWDYRRPP 

PRPANFFCIFIVEKECFTLLARMVSIS 

WPRDLPASASQSAGITGMSHRARP 

AQVS 


4501 


9998 


A 


4797 


1 


337 


KKLISGFNVIPIKTPANPCVKIDKLIL 
KFIWHCKARRIGKAMWNKIKYGGL 
IQ*DLKICHKVRIIEIVWY*LQGRQ/J 

DQ/WEQ/IQSPEIDPNIYSHLTYDKSP 
TAIQRRKIYPF 


4502 


9999 


A 


4798 


3 


331 


KNYKTLLREI/KFEI .N* WKDIPRLW 
1JUU.NIVKMSFL/SKFIYRLDSIPIK/ 
MPSRHLFL*KT .n KQILKFIWEGKGP 
GlAKTIUaCNKFGGFTLU«WYOT^ 

AANSRVLVLG 


4503 


10000 


A 


4799 


3 


340 


INRLNIFIMAIFSTLIYRFNTIPIKIPA 

GFVEMDKLILKLVWKFKAHGIGKT 

TLKKNRVPMPKFSSSSSSSSSYWNE 

DRNINQWN*IDNLKINPCVCGQLIF 

NKDAKTNEER 


4504 


10001 


A 


4800 


46 


195 


SPATLGRPEVGPDS*GPGDRDHAGL 
TM\aa>PVFnJC>ryWIMRSGDRDHP 
G 


4505 


10002 


C 


4801 


353 


442 


mpllyvqrijartgix:atijfgrmm 

SPLYV* 


4506 


10003 


A 


4802 


1 


273 


ffffffgtesrsvaqaglrtavars 
rltassasrvhaillpqppe*lglqa 
patapg»ffvflvetglckhneksp 
lsvqgriyvlrnqkg 


4507 




A 


4803 


57 


231 





637 



wo 01/7$M49 



PCTAJS01/086S6 



SEQID 
NO: or 

sequence 


SEQID 
NO: of 
pcpoac 
scqDeoce 

• 


Me 
tbo 
o 


SCQ ID NO: 
IdUSSN 


Nocleotidc 
loeatnmof 
iirsi coooD 
for peptide 
scqnence 


Nadcotide 
locatfooof last 
COOOD lor last 
amino add of 
peptide 
seqnenec 


Amlooadd seqococc ( X=<JnkiiowD; *^top 
codoo; /^possible oodcotidc delctioo; V=pQssible 
oadcoiiQc iBsenioii) 


4508 


10005 


A 


4804 


2 


169 




4509 


10006 


A 


4805 


698 


1231 




4510 


10007 


A 


4806 


58 


2674 




4511 


10008 


A 


4807 


7 


235 




4512 


10009 


A 


4808 


1 


245 


FFFFFFGTESRSVAQAGLRTAVARS 
RLTASSASRVHAILLPQPPE*LGLQA 
PATAPG*FFVFLVETGFHLVSQDGL 
DLLTS 


4513 


10010 


A 


4809 


175 


394 


NFLRYSHFKKCNRRPGAVVTPVIFA 

LWEAEAGGS/CRSGDRDHPG*QGE 

GKRGSFLKFQEVSGAPNKFSWILPL 


4514 

* 


lOOll 


A 


4810 


65 


2712 


SGSGHCLAEAASMGPWGWKLRWT 

VALLLAAAGTAVGDRCERNEFQCQ 

DGKCISYKWVCDGSAECQDGSDES 

QETCLSVTCKSGDFSCGGRVNRCIP 

QFWRCDGQVDCDNGSDEQGCPPKT 

CSQDEFRCHDGKCISRQFVCDSDRD 

CLDGSNEASCaPVLTCGPASFQCNSS 

TCIPQLWACDNDPDCEDGSDEWPQ 

RCRGLYVFQGDSSPCSAFEFHCLSG 

ECmSSWRCDGGPDCKDKSDEENC 

AVATCRPDEFQCSDGNCIHGSRQCD 

REYDCKDMSDEVGCVNETLCEGPN 

KFKCHiSGECITLDKVCNMARDCRD 

WSDEPIKECGTNECLDNNGGCSHV 

CNDLKIGYECLCPDGFQLVAQRRCE 

DIDECQDPDTCSQLCVNLEGGYKC 

QCEEGFQLDPHTKACKAVGSIAYLF 

FTNRHEVXRRMTRTRSGYTSFIPNLR 

NWALNTEGPSNRIYWSDLSQRMIC 

STQLDRAHGVSSYDTVISRDIQAPD 

GLAVDWIHSNIYWTDSVLGTVSVA 

DTKGVKRKTLFRENGSKPRAIWDP 

VHGKHRPCT/WPGVLCTCQVTSAT* 

DVRAmR^ML/WFPQRTLEKAHLV 

SGREKQEESURCLRVKVWLTYEMQ 

\DLGGG*TRL*ITQAKMNAENWL*L 

EEDKVFWTDUNEAIFSANRLTGSDV 

NLLAENl .1 -SPEDMVLFHNLTQPRG 

VNWCERTTLSNGGCQYLCLPAPQI 

NPHSPKJnrCACPIXjMLLARDMRSC 

LTCAEAAVATQETSTVRLKVSSTAV 

RTXJHTTTRPVPDTSRLPGATPGLTT 

VEIVTMSHQALGDVAGRGNEKKPS 

SVRALSIVLPIVLLVFLCLGVFLLWK 

NWRLKNINSINFDNPVYQKTTEDEV 

HICHNQDGYSYPSRQMVSLEDDVA 


4515 


10012 


A 


4811 


49 


361 


STSYPITGSHAFL*PQNVVDAETNS* 

HnWVNLRLKIIKLLEENTEKNCHD 

LGLSTDYY/SVTPKA*Arnia\DKL 

ELIIOKNFCTSKDITYKVKRLLIGNNI 

CYL 


4516 


10013 


A 


4812 


2 


346 


EKSSLFNKWCAVDKWISTGKRMKL 

VPPYISSSSSSSSSSSSSSSSSSSSSSSS 

SSSTEKNCHDLGLATDYY/SVTPKA 

»A'ri"rKIDKLELIKIKNFCTSKDIT*K 

VKRQLIGENSCK 
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wo 01/79449 



PCT/US01/086S6 



SEQ ID 
NO: of 
nodco-tidc 
scqncDcc 


S£QID 
NO: of 
peptide 
sequence 


Me 
tfao 
d 


SEQIBNO: 

inUSSN 

09/770,160 


Nucleotide 
locstioo of 
lirsecodoo 
for peptide 
seqncDce 


Nndeotide 
locatioDoflast 
codoo for last 
amino acid of 
DCDtidc 
sequence 


Amioo add scqoeoce ( X=llaluioi¥D; *"Stop 
codon; /==possibie nodcotide deletion; \pposslbte 
nudcotidc iosertidn) 


4517 


10014 


A 


4813 


2 


356 


EKSSLFNKWCWDKWISTGKRMKL " 
VPPYISSSSSSSSSSSSSSSSSSSSSSSS 
SSSTEKNCHDLGLATDYYySVTPKA 
* Al" r 1 KIDK1^IKIKNFCTSKDIT*K 
VKRQLIGENSCKSFM 


4518 


10015 


A 


4814 


1 


357 


VRPHHTNKKRVRLRAnRVNIKVRD 

KVSTEVKDKIKNQAAVIVKLGVQIK 

AGPWVRVKDWVRLEVKIKNRDQV 

RGEAEVRRIGQQLRTKTRPKLNVHP 

KRNGSIN*NIHTVECYSTIKKQ 


4519 


10016 


A 


4815 


1 


323 


PVRGTEQSNKSWASGLQPGWGRAE 

QLAWGSFNLSKWPSGGGDPQPILLS 

RVQNMGRLAR*EAPCQPQPQLPSR 

RSSPVPHQHL\PPCHPCGASLSPALA 

WPPPPPSRS 


4520 


10017 


A 

• 


4816 


1908 


2324 


ILASSLRANPGFIRNFHLFFFFFYFLR 

RSL/DSVAQAGVQWHDLGSLQAPPP 

GFTPFSCLSLPNSWDYRRPP/RHHAR 

LISFFLFLVEMGF\TMLARMVSIF*P 

WDLATSASQNAGITGVSHHTHPRP 

VIKYLPSSSPNLAG 


4521 


10018 


A 


4817 


1 


273 


RPRRRYPHSWWFLXQEVAIFTUEKV 
VFYYSHRLFLHPAFYKKIRKIHHKW 
TAPIGV1SL*AHPIEHAVSNMLPVDP 
VNLRQSIRTVLFHQ 


4522 


10019 


A 


4818 


3 


293 


DHVSPGVQDQAGQYSKTPVSLQKQ 
KQKTNRHGSAYLWSELLGSLRQED 
HLNPGVRGCSELLLGHCSPAWAAK 
♦DPVC*KNKTKNHAGGHPRSFWIQ 


4523 


10020 


A 


4819 


2 


170 


KLGFIKIKDFSSVKDNVKGMRRQAT 
DW/DFIKIKDFSSVKDNVKGMRRQA 
TDWEKIFAKETSDKGLLSKIY*KPF 
KLSKQPN 


4524 


10021 


A 


4820 


52 


228 


WASGHVRPYRVLNNFISNQKXMDF 
KEDLSGIAEMFKTPVKF.I J .1VL*TCL 
IVAFKSDNS 


4525 


10022 


A 


4821 


22 


376 


TGTVIKIAWY*HKDRHMDQ*NRINS 
SETNPNI*SKVQRPFHWRASSSSSSS 
SSSSSSSSSSSS/PSSSSSSSSSSSSSSSS 
SSSSSSSSFIQGNTGINLTDFGLGNVF 

LDMTPKAQAKE 


4526 


10023 


A 


4822 


151 


379 


SiPGIQSWFNlQKSmVFYHIVILNTQ 
HRSSSSSSSSSSSSSSSY*LMIKF/LNK 
LGIEGNFULDCAIHGKPTVNH 


4527 


10024 


A 


4823 


3 

• 


479 


RDEVSPHCPGWSQTPGLKQSSCLGL 

PKC*AYRHEPLGL\ILFFH*ATQETQ 

ARAGWSYASHFVDERTEAQRA^*G 

TCPRSHANYVLEDLICVLF*DRVCS 

VAQAGVQWHDLSSLQPPPPGFK*FS 

CLSLPSSWDYRRFATTAS*ILAF*VE 

MGVRHFARLV 


452S 


10025 


A 


4824 


1 


57 


GKRYTRSDELQRLRRAHTG\EKKLV 
CPECSQRSMRSDRLTGHIRSHQNKK 
GIH*SDELQRLRRAHTG 


4529 


10026 


A 


4825 


3 


602 


VDKNHTLSLLCQPSHGDCSRFSAST 
CLIRSRFHFNFNTFKIF*KLGDSMLT 
AVSVARDCGMILPQDKVIIAEALPP 



639 



wo 01/79449 



PCTAJS0iy086S6 



S£Q1D 
NO: of 
nodco-lide 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQID NO: 

InUSSN 

09/770,160 


Nndcotide 
locatioBof 
firrtcodOD 
for peptide 
seqnence 


NaclcoUde 
locatioii of last 
codoD for last 
amino add of 
peptide 
sequenee 


Amino add seqocntc ( X=Ud known; *^=Stop 
codon; /=possiblc nndcotide ddetioD; V=passible 
oodcotide iosertioo) 








• 






KDGKVAKJNWHYADSLTQCSHPSA 
IDPEAIPVRL/CP**LRGSSNDSLSFC 
NEWEIILSDTGOIFK/HLVPKGSNLG 
VCVCSHECIATVF*KNLYYCFQLML 

HGTVFARMAPDQKTQLIEALQNVE 


4530 • 


10027. 


A 


4826 


3 


241 


TSFSCLSLLSSWDYRCPPQAGPANF 
CIF/M*RRGFTALARMVSVS*PRDLP 
ASASQSAG1TRVSHRTRPLV*CFN*A 
LFR 


4531 


10028 


A 


4827 


3 


241 


TSFSCLSLLSSWDYRCPPQAGPANF 
CIF/M*RRGFTALARMVSVS*PRDLP 
ASASQSAGITRVSHRTRPLV*CFN*A 
LFR 


4532 


10029 


A 


4828 


2 


321 


KAVLRRKFL\TNT*\KK*TSQIKNLL 

KKLQEKNKFKPKVSRRKTIQRSEQK 

♦IQTRKPGEKINKTKGSSSSSSSSSSS 

SSSSSSQREDLNQIGNEREDITTGTT 

EIQ 


4533 

• 


10030 


A 


4829 


132 


290 


LVTSE***IYQIFFFSPEMESHSVSQA 
GVRWSNLXSSLHFLPPGFKRFSCFSL 


4534 


10031 


A 


4830 


645 


1201 


GGRDLLRTHSVGPSTPQTIPVLTPPG 

♦CACKTQDVPSPHS/PPMKELWPGA 

PQGSPGRLSPQPPH*RPSPHSPCTLW 

PAUPGLASTEGWGAIALYILEKNW 

GREGLNLPPA*PFCPPQPSPHGSLVF 

PSKCASREAPTSNPCLQPQIPiRLPSR 

PKAQPAPTHLGGAAHTOISAGVAR 

VCAGAFGGQA 


4535 


10032 


A 


4832 


115 


454 


TMMTSWINCFRKG*DDVEHHALHI 

NLRGKKFILFLPIQEGLTRGRKQ*AN 

TVGHFQLGFRLYKISGLEKLKLSKL 

STQWLLKP\LHPDQL*TRAELLG*ES 

LDKYDQDPEALIR 


4536 


10033 


A 


4833 


1 


638 


ERQSVPGFKASQDRLTLLVRAYTN 

Q*LKLRPLLIF\HFENPRALKNCAYS 

TLSVLCQWNNKAWMSAHVLFTGW 

LTKYFKLTIETYCSEVKTTPFKJLLFI 

DNLAGHPRALMEM»KEMNVFMPA 

KTTSIMLPLI\SSFNSYYLRNRIHRTF 

VWAQSWLQCPTTAISDIQIGPVAM 

GLLLIPSAFVLCWLSIQQVSKLKHF 

HSHHSYFLRFWRLTA 


4537 


10034 


A 


4834 


2 


6053 


KEBLQEYLEISSLVQDEVVAIHREM 

AAAAARIQPEAEYQGFLRQYGSAP 

DVPPCVTFDESLLEEGEPLEPGELQL 

NELTVESVQHTVQLLGKRQVLQEA 

LQGLQVALCSQAKLQAQQELLQTK 

LEHLGPGEPPPVLLLQDDRHSTSSSE 

QEREGGRTPTLEILKSHISGIFRPKFS 

LPPPLQLDPEVQKPLHEQLWYHGAIP 

RAEVAELLVHSGDFLVRESQGKQE 

YVLSVLWDGLPRHFIIQSLDGSRPL 

RMEAADPGSPALQNLYRLEGEGFPS 

IPLLIDHLLSTQQPLTKKSGWLHRA 

VPKDKWVLNHEDLVLGEQIGRVPQ 

RGSNSQRAWVRGPNTGAPHPGVGS 

RMGRKRRRELRDWEGRGRSPRPFQ 

GNFGEVFSGRLRADNTLVAVKSCR 



640 



wo 01/79449 



PCTAJS01/086S6 



SEQID 

nndco-tide 
scqocDce 


SEQU> 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SEQ ID NCh 


INoclcotide 
llocatiiMKir 
[first codon 
nor peptide 
Iscqncfice 


Noeleotide 
locttion of bst 
codpD for list 
amtaoacidof 
peptide 
scqacncc 


Ainiiio add scqococc ( X=Uolioowo; *^top 1 
codon; /=possible ondcotidc deletion; V=po8sible 
nndcotidc Insertion) 














ETLPPDLKAKFLQEARILKQYSHPNI 

VRLIGVCTQKQPIYIVMELVQGGDF 

LTFLRTEGARLRVKTLLQMVGDAA 

AGMEYLESKCCIHRDLAARNCLVT 

EKNVLKISDFGMSREEADGVYAAS 

GGLRQVPVKWTAPEALNYGRYSSE 

SDVWSFGILLWETFSLGASPYPNLS 

NQQTREFVEKGGRLPCPELCPDAVF 

RLMEQCWAYEPGQRPSFSTIYQELQ 

SIRKRHRPRCSSSAAPAHMLTALHS 

PGLLPPASTLPAGCSAVSSLCPCCCQ 

GFLFRAETIKPLVFi'EHSWHVHSSG 

RQVSEGTSAGNIEQARKGKGLEEC 

AVPTGGSTPLPEGRNDRDLRLPGPE 

PASEAGGPARGRRTERSGCPGAQL 

GPRQRPPEQGATGERAPAFACVAA 

CTRAAVPGRVCVEASMKLKKQVT 

VCGAAIFCVAVFSLYLMLDRVQHD 

PTRHQNGGNFPRSQISVLQNRffiQLE 

QLLEENHEOSHIKDSVLELTAMAEG 

PPAMLPYYTVNGSWVVPPEPRPSFF 

SISPQDCQFALGGRGQKPELQMLTV 

SEELPFDNVDGGVWRQGFDISYDP 

HDWDAEDLQVFWPHSHNDPGWI 

KTFDKYYTEQTQHILNSMVSKLQE 

DPRRRFLWAEVSFFAKWLVGNGQL 

EIATGGWVMPDEANSHYFALnXJLI 

EGHQWLERNLGATPRSGWAVDPFG 

YSSTMPYLLRRANLTSMLIQRVHY 

ADCKHFAATHSLEFMWRQTWDSDS 

STDIFCHMMPFYSYDVPHTCGPDPK 

ICCQFDFKRLPGGRINCPWKVPPRAI 

TEANVAERAALLLDQYRiCKSQLFR 

SNVLLVPLGDDFRYDKPQEWDAQF 

FNYQRLFDFFNSRPNLHVQAQFGTL 

SDYFDALYKRTGVEPGARPPGFPVL 

SGDFFSYADREDHYWTGYYTSRPF 

YKSLDRVLEAHLRGAEVLYSLAAA 

HARRSGLAGRYPLSDFTLLTEARRT 

LGLFQHHDAITGTAKEAVWDYGV 

RLLRSLVNLKQVIIHAAHYLVLGDK 

ETYHFDPEAPFLQWGWEEAEPMM 

VLPFRLTEFQDDTRLSHDALPERTVI 

QLDSSPRFWLFNPLEQERFSMVFL 

LVNSPRVRVLSEEGQPLAVQISAHW 

SSATEAVPDVYQVSVPVRLPALGLG 

VLQLQLGLDGHRTLPSSVRIYLHGR 

QLSVSRHEAFPLRVIDSGTSDFALSN 

RYMQVWFSGLTGLLKSIRRVDEEH 

EQQVDMQVLWGTRTSKDKSGAY 

LFLPDGEA\SPTSPRSPPCCVSLKALS 

SQRWFRTMS 1 Fl RRSGFTICQGWR 

GCLWTYHPWWTSGTTSTRSWPCTS 

IQTSTAR/VIFFTDLNGFQVQPRRYL 

KKLPLQANFYPMPVMAYIQDAQKR 

LTLHTAQALGVSSLKDGQLEVILDR 

RLMQDDNRGLGQGLKDNKRTCNR 

FRLLLERRTVGSEPDFFSKLAAMFR | 
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wo 01/79449 



PCTAJS01/086S6 



S£Q10 
NO: of 
nodco-tide 
scqncacc 


SEQID 
NO: of 
peptide 
sequence 


Me 

rfoo 
d 


SEQID NO: 

ioUSSN 

09/770.160 


Noclcotidc 
locntioo of 
first codon 
Tor peptide 
seqaeDCC 


Nockotidc 
locatioaofUist 
codoD for last 
amino acid of 
peptide 
sequence 


Amino add seqoence ( X^Unlusown; *"Stop 
codoa; /^possible nodcotide delctioo; \FpossiMe 
nocleotidc Insertioo) 














GLIFHSSRSGNREVQDSHSTSYPSLL 

SHLTSMYLNAPALALPVARMQLPG 

PGLRSFHPLASSLPCDFHLLNLRTLQ 

AEHCLWAEALLHLRSLKALRPLPW 

ALSVIQEDTLPSAETALILHRKGFDC 

GLEAKNLGFNCTTSQGKVALGSLF 

HGLDWFLQPTSLTLLYPLASPSNST 

DVYLEPMEIATFRLRLG 


4538 


10Q3S 


A 


4835 


1 


6606 

• 


MGFSSELCSPQGHGVLQQMQEAEL 

RLLEGMRKWMAQRVKSDREYAGL 

LHHMSLQDSGGQSRAISPDSPISQS 

WAEITIQTEGLSRLLRQHAEDLNSG 

PLSKLSLLIRERQQLRKTYSEQWQQ 

LQQELTKTHSQDIEKLKSQYRALAR 

DSAQAKRKYQEASKDKDRDKAKD 

KYVRSLWKLFAHHNRYVLGVRAA 

QLHHQHHHQLLLPGLLRSLQDLHE 

EMACILKEILQEYLEISSLVQDEWA 

IHREMAAAAARIQPEAEYQGFLRQ 

YGSAPDVPPCVTFDESLLEEGEPLEP 

GELQLNELTVESVQHTLTSVTDELA 

VATEMVFRRQEMVTQLQQELRNEE 

ENTOPRERVQLLGKRQVLQEALQG 

LQVALCSQAKLQAQQELLQTKLEH 

LGPGEPPPVLLLQDDRHSTSSSEQER 

EGGRTPTLEILKSHISGIFRPKFSLPP 

PLQLIPEVQKPLHEQLWYHGAIPRA 

EVAELLVHSGDFLVRESQGKQEYV 

LSVLWDGLPRHFngSLDGSRPLRM 

EAADPGSPALQNLYRLEGEGFPSIPL 

LIDHT J -STQQPLTKKSG WLHRAVP 

KDKWVLNHEDLVLGEQIGRVPQRG 

SNSQRAWVRGPNTGAPHPGVGSRM 

GRKRRRELRDWEGRGRSPRPFQGN 

FGEVFSGRLRADNTLVAVKSCRETL 

PPDLKAKFLQEARDLKQYSHPNIVR 

LIGVCTQKQPIYIVMELVQGGDFLT 

FLRTEGARLRVKTLLQMVGDAAAG 

MEYLESKCCIHRDLAARNCLVTEK 

NVLKISDFGMSREEADGVYAASGG 

LRQVPVKWTAPEALNYGRYSSESD 

VWSFGILLWETFSLGASPYPNLSNQ 

QTREFVEKGGRLPCPELCPDAVFRL 

MEQCWAYEPGQRPSFSTIYQELQSI 

RKRHRKHRAGTERKGTRGMRCTD 

RRQHPFARGAQRQRPKATWAGAG 

FRGWRTRAEPAQRSAPAARGPAGE 

LQQRAEQGATGGRAPAFACVAACT 

RAAYPGRVCVEASMKLKKQVTVC 

GAAIFCVAVFSLYLMLDRVQHDPT 

RHQNGGNFPRSQISVLQNRIEQLEQ 

LLEENHEIISHIKDSVLELTANAEGP 

PAMLPYYTVNGSWWPPEPRPSFFS 

ISPQDCQFALGGRGQKPELQMLTVS 

EELPFDNVDGGVWRQGFDISYDPH 

DWDAEDLQVFWPHSHNDPGWDCT 

FDKYYTEQTQHILNSMVSKLQEDPR 

RRFLWAEVSFFAKWLVGNGQLEIA 
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wo 01/79449 



PCTAJSOl/08656 



SEQID 
NO: of 
Dpcko-lide 
sequence 


SEQID 
NO: of 
peptide 
scqncnce 


Me 
Cho 
d 


SEQID NO: 

inUSSN 

09/77IM60 


Nucleotide 
locatioo of 
first codoD 
for peptide 
sequence 


Nodeotide 
locatioD oTIase 
codoo for last 
amino add of 
peptide 
scqncnce 


Amino add sequence ( X-Uoknown; *^top 
codon; A^MSSSiblc nodeotide ddction; V^possible 
nncleotide insertiott) 




• 




• 






TGGWVMPDEANSHYFALIDQLffiG 

HQWLERNLGATPRSGWAVDPFGYS 

STMPYLLRRANLTSMLIQRVHYADC 

KHFAATHSLEFMWRQTWDSDSSTD 

IFCHMMPFYSYDVPHTCGPDPKICC 

QFDFKRLPGGRINCPWKVPPRAITE 

ANVAERAALLLDQYRKKSRLFRSN 

VLLVPLGDDFRYDKPQEWDAQFFN 

YQRLFDFFNSRPNLHVQAQFGTLSD 

YFDALYKRTGVEPGARPPGFPVLSG 

DFFSYADREDHYWTGYYTSRPFYK 

SLDRVLEAHLRGAEVLYSLAAAHA 

RRSGLAGRYPLSDFTLLTEARRTLG 

LFQHHDAITGTAKEAVWDYGVRL 

LRSLVNLKQVIIHAAHYLVLGDKET 

YHFDPEAPFLQWGWEEAEPMMVL 

PFRLTEFQDDTRLSHDALPERTVIQL 

DSSPRFWLFNPLEQERFSMVFLLV 

NSPRVRVLSEEGQPLAVQISAHWSS 

ATEAVPDVYQVSVPVRLPALGLGV 

LQLQLGLDGHRTLPSSVRIYLHGRQ 

LSVSRHEAFPLRVIDSGTSDFALSNR 

YMQVWFSGLTGLLKSIRRVDEEHE 

QQVDMQVLVYGTRTSKDKSGAYL 

FLPDGEAVSPTSPRSPPCCVSLKALSS 

QRWLRTMSTFTRRSGFTICQGWRG 

CLWTYHPWWTSGTTSTRSWPCTSI 

QTSTARA^IFFTDLNGFQVQPRRYLK 

KLPLQANFYPMPVMAYIQDAQKRL 

TLHTAQALGVSSLKDGQLEVILDRR 

LMQDDNRGLGQGLKDNKRTCNRF 

RLLLERRTVGSEPDFFSKLAAMFRG 

LIFHSSRSGNREVQDSHSTSYPSLLS 

HLTSMYLNAPALALPVARMQLPGP 

GLRSFHPLASSLPCDFHLLNLRTLQ 

AEHCLWAEALLHLRSLKALRPLPW 

ALSVIQEDTLPSAETALILHRKGFDC 

GLEAKNLGFNCTTSQGKVALGSLF 

HGLDWFLQPTSLTLLYPLASPSNST 

DVYLEPMEIATFRLRLG 


4539 


10036 


B 


4836 


114 


255 


VQPRRYLKKLPLQANFYPMPVMAY 
IQDAQKRLTLHTAQALGVSSLKDX* 


4540 


10037 


A 


4837 


1 


452 


LDGRQLSV/SRHEG/FP/LRCIDS/GTS 

ELALS/N/RYMQVWFSGL/TGLLKSI 

RRVDERHEQQVHMQVLVYGTRTS 

KDKSGAYLFMPDGEAKIATSPRSPP 

CCVSLKALSSQRWLRTMSTFTRRSG 

rnCQGWRGCLWTYHPWWTSGTTS 

TRSLHFSFN 


4541 

* 


10038 


A 


4838 


3 


3543 


QLGRLGPERRGGRALTVCVEASMK 

LKKQVTVCGAABFCVAVFSLYLML 

DRVQHDPTRHQNGGNFPRSQISVLQ 

NRIEQLEQLLEENHETISHIICDSVLEL 

TANAEGPPAMLPYYTVNGSWWPP 

EPRPSFFSISPQDCQFALGGRGQKPE 

LQMLTVSEELPFDNVDGGVWRQGF 

DISYDPHDWDAEDLQVFWPHSHN 

DPGWIKTFDKYYTEQTQHILNSMVS 



643 



wo 01/79449 



PCT/US01/086S6 



INudcotidc; 
(locatioii of last 
codoD for last 
amino add 1^ 
peptide 
jseqococc 



Amino acid sequence ( X^Unkoown; *«Stop 
codon; A=possiblc oDdcotldc ddctioQ; V^'possible 
nucleotide inscrtioD) 



KLQEDPRRRFLWAEVSFFAKWWD 
NINVQKRAAVRRLVGNGQLEIATG 
GWVMPDEANSHYFALIDQLIEGHQ 
WLERNLGATPRSGWAVDPFGYSST 
MPYLLRRANLTSMLIQRVHYAIKK 
. HFAATHSLEFMWRQTWDSDSSTDI 
FCHMMPFYSYDVPHTCGPDPKICC 
QFDFKRLPGGRINCPWKVPPRAITE 
ANVAERAALLLDQYRKKSQLFRSN 
VLLVPLGDDFRYDKPQEWDAQFFN 
YQRLFDFFNSRPNLHVQAQFGTLSD 
YFDALYKRTGVEPGARPPGFPVLSG 
DFFSYADREDHYWTGYYTSRPFYK 
SLDRVLEAHLRGAEVLYSLAAAHA 
RRSGLAGRYPLSDFTLLTEARRTLG 
LFQHHDAITGTAKEAVWDYGVRL 
LRSLVNLKQVUHAAHYLVLGDKET 
YHFDPEAPFLQVDDTRLSHDALPER 
TVIQLDSSPRFWLFNPLEQERFSMV 
SLLVNSPRVRVLSEEGQPLAVQISA 
HWSSATEAVPDVYQVSVPVRLPAL 
GLGVLQLQLGLDGHRTLPSSVRIYL 
HGRQLSVSRHEAFPLRVIDSGTSDF 
ALSNRYMQVWFSGLTGLLKGSGLC 
FLAXSIRRVDEEHEQQVDMQVLVYG 
TRTSKDKSGAYLFLPDGEA\SPTSPR 
SPPSCVSLKALSSQRWLRTMSTFTR 
RSGFTICQGWRGCLWTYHPWWTS 
GTTCTRSWPCTSIQTSTAR/VIFFTDL 
NGFQVQPRRYLKKLPLQANFYPMP 
VMAYIQDAQKRLTLHTAQALGVSS 
LKDGQLEVILDRRLMQDDNRGLGQ 
GLKDNKRTCNRFRLLLERRTVGSE 
VQDSHSTSYPSLLSHLTSMYLNAPA 
LALPVARMQLPGPGLRSFHPLASSL 
PCDFHLLNLRTLQAEEDTLPSAETA 
LILHRKGFDCGLEAKNLGFNCTTSQ 
GKVALGSLFHGLDWFLQPTSLTLL 
YPLASPSNSTDVYLEPMEIATFRLRL 
G 



438 



1608 



FVPAKVAGAAEPDEDGGRSRLRDC 

GDYTPSERLGPKGAMLWFQGAIPA 

AIATAKRSGAVFWFVASDDEQSTQ 

MAASWEDDKVTEASSNSFVAIKIDT 

K/QMHLLKSETSVANGSQSESSVST 

PSASFEPNNTCENSQSRNAELCEI 



3117 



MAPEWRPGTTASLPSGPGARSVCSL 

RSPEAGSASVFVRLCXjPKKLGWFGP 

HLRLRTSAHARQRHPKTRASAREN 

TSRHSRNPSVSVPQDLLSLASRCAG 

SIPITLESCLPVGLSKDVWPLTIEPKV 

KVFIFNLKLPDCPSTMKNPASLLFSL 

FEGEWAIAEEVLSDIWCTGVLAINK 

DQVLTIGFDINEFLSCSSSSKKSMSC 

SLTGSLALQPDQQQDHETTDSSPAS 

AYQRIWEAFANQSRAERDAFLQDT 

FPEGFLWGASTGAFNVEGGWAVG 



644 



wo 01/79449 



PCTAJS01/086S6 



S£Qn> 
NO: or 
nodco-tide 
scqacocc 


SEQID 
NO: of 
peptide 
scqocnee 


Me 
tfao 
d 


SEQID NO: 

ioUSSN 

09/77O»160 


NDdcotide 
locatioo of 
first codon 
for peptide 
scqoencc 


Nocteotide 
location of last 
codonlbrlast 
amino add of 
peptide 
sequence 


Amino add sequence ( XBUoknown; *^top 
codon; ^^possibie nucleotide dclelioB; V-ponlMe 
oudcotide iosertran) 


* 












GRGVQPKHVKEAFRLLNKSIIRVET 

PDVNLDQEEEIQMEVDEGAGGING 

HADSPAPVNGINGYNEDINQESAPK 

ASLRLGFSEYCRISNLIVLHLRKVEE 

EEDESALICRSELVNWYLKEIESEIDS 

EEELINKKRIIEKVIHRLTWVEYFSS 

LHASQITHYKVFLSWAQLLPAGSTQ 

NPDEKTVQCYRRLLKALKTARLQP 

MVILHHQTLPASTLRRTEAFADLFA 

DYATFAFHSFGDLVGIWFTFSDLEE 

VIKELPHQESRASQLQTLSDAHRKA 

YEIYHESYAFQGWLAFTHMSQTLA 

NKIRVRGMAQESCSHCSSVGYLQH 

PGSEQVQFPRTTSPCSSQQLQGHQC 

TAGPPPPPGGGMVMMQLSVPNNPQ 

SCAHSPPQWKQNKYYCDHQRGQK 

CVEFSSVDMIVQTSLNCTDPVVCVP 

SSFFMGDSGIPLEVIAGSVSADELVT 

RIHKVRQMHLLKSETSVANGSQSES 

SVSTPSASFEPNNTCENSQSRNAEL\ 

CEIPPTSDTKSDTATGGESAGHATFL 

FREPSGCSDQRPAEDLNIRVERLTK 

KXLEERREEKRKEEEQREIKKEIERR 

KTGKEMLDYKRKQEEELTKRMLEE 

RNREKAEDRAARERIKQQIALDRAE 

RAARFAKTKEEVEAAKAAALLAKQ 

AEMEVKRESYARERSTVARIQFRLP 

DGSSFTNQFPSDAPLEEARQFAAQT 

SVRVTSSEPPNPASSSKSEKREPVRK 

RVLEKRGDDFKKEGKIYRLRTQDD 

GEDENNTWNGNSTQQM 


4545 


10042 


A 


4842 


3 


790 


GARGTPFLSPASVESSVLLCLLVPHP 

VLSRGPPASPPSSYHPSLGPGG/GGQ 

♦PLPEYGLESSEQN*GLSPGEDPGNP 

GGPFWGSG\PAGSLMEA*GNKRDA 

PPPPG\DPSCSAPC/GDPPGMQGIQDS 

LPCHTASQKGGAFPFGPMAPGRVL 

HQQGPL*GPSRLSQESPSAGPPMPQ 

LPSWVLCQVRPRAWGCWEPKGPPG 

TQFPPRFPDPSGTPCPPGYLEIFLLDP 

IPPRNWLAPLAAAAQ**/PWGRWE 

MPK4ALPRGGLPLYT 


4546 


10043 


A 


4843 


1 


1026 




4547 


10044 


A 


4844 


1 


722 


MALEQRLKGGSGAALRSKAFPAEG 

TAGAKALGQESDWSIGGAVSKPVF 

VQSVRELVADPCASNPCHHGNCSSS 

SSSSSDGYLCICNEGYEGPNCEQAL 

PSLPATGWTE/CHGTPTASACSCYS 

GA*QyQSCLALRQR*HCLPGSRKQG\ 

KSCRNEMGSSGGDPRYCLWECQF* 

QLCGWPPGIL*SATEHLSQDSARCH 

CLTDFALEGHGHRIPTVLPHRWTKC 

DPPSGFRGTGPPGGDARLGE 


4548 


10045 


A 


4845 


2 


2028 


CSPAAPRRPVRSCCPRWPCCCCCSE 
RGPEAAPWPTRCPPRPCL/LPGPCAA 
QPCRNGGVCTSRPEPDPQHPAPAGE 
PGYSCTCPAGISGANCQLVADPCAS 
NPCHHGNCSSSSSSSSDGYLCICNEG 



645 



wo 01/79449 



PCTAJSOl/08656 



SEQID 
NO: of 
Dudco-tidc 
seqacnce 


ISEQID 
NO: of 
Ipeptide 
iscqDcocc 


iMc 

(bo 
d 


(SEQID NO: 
hoUSSN 
09/770,160 


Nucleotide 
locaCioo of 
first codoD 
Tor peptide 
sequence 


Nndeotide 
location of last 
eodon Tor last 
amino add of 
peptide 
sequence 


Amino add sequence ( X'=Unknown; *^top 
codoo; /^possible nudcotide ddetion; V=possiblc 
nndeotide insertion) 










• 




YEGPNCEQALPSLPATGWT/AIHGT 

PTASACSCYSGA*QNPASLSGNGDT 

AYLAAENRAESCRNEMGSSGGDPR 

YCLWECQF*QLCG\VPPG]L*SATEH 

LSQDSARCHCLTDFALEGHGHRIFT 

VLPHRWTKCDPPSGFRGTGPPGGD 

ARLGE*SLY\CFVNDSVTKS/NCGFA 

LNSGGEWSTCVPGESHANDLECSG 

KGKCn KPSEATFSCTCEEQYVGTF 

CEEYDACQRKPCQNNASCIDANEK 

QDGSNFTCVCLPGYXNGELCQSKID 

YCILDPCRNGATCISSLSGFTCQCPE 

GYFGSACEEKVDPCASSP\CQNNGT 

CYVDGVHFTCNCSPGFTGPTCAQLl 

DFCALSPCAHGTCRSVGTSYKCLCD 

PGYHGLYCEEEYNECLSAPCLNAA 

TCRDLVNGYECVCLAEYKGTHCEL 

YKDPCANKSACLNGATCDSDGLNG 

TaCAPGFTG\*ECDIDINEC/ATVTP 

CHHGG\SCLGDQPNGY\TCHCPHGW 

VGANCEIHLHWEVPGTWAESLTNM 

PRHFPL'i FiH WEPFLRGPFHPYADHP 

DRGDLPHQPH 


4549 


10046 


A 


4846 


1 


703 


TISCPAVRSRRPRRISCLSCPGGGGA 

ASGLQRAAGGTGLSWVPAGLRVCC 

SQRSWRPAKEEQPVQTPRRTGKGG 

EISDMEKPYNKNEGNLENEGKPEDE 

V*PDDEGKSY*EEKPYA*GNTECEG 

KLKADGEPGDEGQLEDNGSQEKQG 

KSECEGKPQGEGKPASQAKPESQPR 

AAEKRPA*RLCGPGKAKK/NKPDQ 

GDRTIFPQGLSGGLTGKASEQ*GDD 

ERMWRCVKGSRGA 


4550 


10047 


A 


4847 


180 


866 


GAYVHGGRGLCVQSLFQGVSSSDF 

CPPIPTLVPTLRPRAPCLWCTQDPAR 

PPCQSQRRGLGPFQGNAGLKPSPGLL 

PNELLPESPSKRFNHGQLPVPQTVFG 

GGGSRGPPLLVPPSLPLFVFPFCGCF 

LSQPRGHRSPPSSP*EEG*STPLLSVC 

HSHTDLWGLSWAVPAGWTGPSALF 

SPQAVNRLPITRPAPTHPHSFPREAP 

GRW*TPLPTSYQSLLFYGKDLPVK 


4551 


10048 


A 


4848 


112 


679 


KI*NMWCYSDTGQFNVVKLSVLL*I 

mFhflOLSSFLVKTGKLSLKSVN/NK 

QQSRITKTSKEN\KRGGFMR»DIKTF 

YWAVIKSVLYmQI*ID*WK1IESSET 

DLHISSHLIFDIO^NKMEKSLKKVWDI 

VYSSHRK1INLDL*HIPYVNINMIWN 

IDLKIKRFF*LAT/ENIFVTFSNVGND 

FLKYQLKSKIKKLKMRMVVYQMV 

P 


4552 


10049 


A 


4849 


33 


394 


GSVWHHPFEGALRGPIPGAAGKPG 

CSCAPGSAPLPRLRP*ypAPCGSSDS 

VPRTP/GRRGLGSPGPPAPAAPKAE* 

LLQGGEFFSDPQPLAPEPRQLR 


4553 


10050 


A 


4850 


2 


269 


LSGVCTVHJRGVCVWAGGNPSGTE 
LPGPLPPRPSASPPHPPPQG*GVALPV 



646 



wo 01/79449 



PCTAJSOl/08656 



SEQID 

NO* nf 

nodeo-tide 
sequence 


SEQID 

niv: oi 

peptide 
scqneocc 


Me 

mo 
d 


SEQID NO: 

IB VO^^ 

09/770,160 


Nodcotide 

lUCSllOQ OI 

first codoD 
for peptide 
sequence 


Noclcotide 

lOCSDOD 01 BSt 

codoa for last 
amino acid of 
peptide 
scqneocc 


Amino acid scqncoce ( X'^Joluiowii; *^^Stop. 
codon; A=poasibte nucleotide deletion; >Fp08siblc 
nodcotide insertion) 














PVLFCFLVLPPHPTPNLIYPPCTVPFS 
PLPAPFAFFCW 


4554 


10051 


A 


4851 


1 


543 


LLSKWIHTPSGAGSGDPPPAASPRR 

KQRMKIMKTTRSQTPPGRAPAASA 

SSPTL*TPGRDLESRLRP*PTNLPVR 

TPPGTAAVCPLLHRP\PQKAPVLGP 

ARV*ERGE/T)ANATPKREGLKRA/PP 

NDTLDFLWLGTPSSTKIKWTRPPAV 

EPLLVLHPTPTLPPLPWPIVTQRVE 

YQGRFF 


4555 


10052 


A 


4852 


831 


1301 


FFVi* 1 ^KYK^^^LLCVINQGPSSKNL 
FFFQGRDIHQFILSFVFRAGHLVPSQ 
ASPTSKRPKPFSLIPNPYLLS*FPLLIE 
KLVINFLKKKl-'FirRASP^PNQSTSR 
SSPFSYPGRRVPPLQTVSSVPELRTPY 
WTGAPPLNGSSGYVSPTLPPPLMH 


4556 


10053 


A 


4853 


1 


1222 




4557 


10054 


A 


4854 


2 


563 


AHVUYRFSMH*VITDVIPMLEVRSV 

YEINDVGTPEGEQ\TPPLPTPVGGSN 

PQPIPAQSHPSTSSSSSDGLRDNVPW 

LKVKNSPLKQSPGYQTELVIQLVW 

VGGEPPQQIASLAVNSSYGLVDFGN 

CNGIAMVDYLQKAVLLNLGTIELY 

GSNDPYRREPRSPRKSRQPSGAGLC 

DISEGLVPSKA 


4558 


10055 


A 


4855 


648 


1377 


EYLHGGWEHLQKRSLSPATGGGQG 

QLGAEGGP/GPGGGAAPAHPLLAPN 

QACGVGLIDWRPRWTRGGTAAAG 

ARTPNLNPGAALTP/GRHSCVSVKK 

GSESLELSRRR/TLPWSPPGGGGCE 

MLRPDPASSPVSSQTP»PVPGAEAQT 

LALSCPPNSCPAKEVGAAGF*APLH 

LLSPSVGEGGGASGSTPKVSSFPLPF 

GGPLHSP*Y*PGPENWEGGGDEGPL 

SHPARVPAAQSETECVPTESPFQ 


4559 


10056 


A 


4856 


3 


394 


SQAPS/GVAAHTPPLS*AWTQPWNS 

IHMALASTRPNMPLRSGPA\CMPQL 

QLQELFTRSLVESELRIAPSEYPDES 

PIEQLEERRQLLEQPISLDVMLEPYI 

LRRSKLDLLYTDSDSDLQLYKEQGE 
GQGDR 


4560 


10057 


A 


4857 


3 


666 

• 


SLLPKIFIGCLRRASSGPGAGNMLGS 

PSPQPLVSILGIAESWSTLPQGQPPA 

NPEAWAGPAGAKTDKSKT*GHFTP 

ETLPNVPKKDPLQLGA*KPGGSKPS 

EEA^WSQ/SPGPWLRNSGFFPPSLNP 

RWGPFPSTLWERF*NCSQPFRALRN 

PPVPL*GVLRASNPWPPPHPHTHPA 

NMPPAPPRVRLRSSSTSAPPPWGCT 

QGPRGARAGA*AGAASS*SRGR 


456] 


10058 


A 


4858 


3 


361 


FFFFRKWVNIFANYM*KKLILKIYQ 

TTQM/AKKHLTGCTKLLICREMKK 

KTQ*QRNHLTPIRMA'nYFLKNAN/C 

W»*CNKNETHVGCWWKTKM*SLF 


4562 


10059 


A 


4859 


3 


397 


DQPTDIILDEQ*LELFHLRTGIRRGC 
PVSSLPFN/1RAIRQEK*IKGIQLGKEI 



647 



wo 01/79449 PCT/US01/086S6 



SEQID 
NO: of 
Dudeo-tidc 
sequence 


SCO CD 
NO: of 
peptide 
scqncnec 


Me 
tfao 
d 


SEQID NO: 
09/77tM60 


Nodeotide 
iocatbn of 
first codOD 
for peptide 
sequence 


Nucleotide 
locatiOD of bst 
codoo for last 
amioo add of 
peptide 
scqnencc 


Amino add scqnenec ( X=UnkiiowD; ^^top 
codon; ^=possibie nodeotide deletion; \F=p05sit>le 
onekotidc insertion) 














KLALFADMILYLENPEDS/AQKL/LR 
LINNFSQVSGYKmAQKLCiAFLYTN 
NVQAE/SQIKNPIPFTVAIKKLKYLKI 
HLAKE 


4563 


10060 


A 


4860 


2 


328 


AHIDAVNEAMRLLEHGFHAPTMSW 

PVSGTLMVEPIETEDHA*LDRFWDA 

LINLLQGIADIEDGRICPRVNPLKMS 

PHSLTCVTSSHWDRAXYSEKGAAFP 

LPFVKPENK 


4564 


10061 


A 


4861 


13 


410 


NKMRRQATDRDKMLAKDTFDKXGT 

LEryNQFLKFNNKKNfSIPlK*WAKN 

L/NSHLTREDIQVANKPMKRCSTSY 

FIKEMQKAMTRSRCADIKMAKIQT 

TDDIKC*RTCTRSTNFPFPALHLFYQ 

LTFRKSISH 


4565 


10062 


A 


4862 


3 


293 


DKGLKGFRGFPTFTSFGQPTWLGLG 
LDLPEPGN*GPGFGCGP/NSRVGFrL 
SNLGPGPERGPPGPPGLGV*ALKGK 
RADKKGGASFFPGF*KFPVGLP 


4566 


10063 


A 


4863 


125 


366 


GIPGERRLEPPG/PKGPPGLSPQIKGN 
NGPGPQN^VFFGGFKTKVPFGAQG 
GS/GNPGPKPBFPPGPPKGRKYRVGP 
MAPPLQ 


4567 


10064 


A 


4864 


79 


336 


HIATFNALSYVQASKRDKKFFACAP 

NYSYAVLCECLSSSIHLSSACSHVH 

C*RHDDDALLWQPHGSIRDDMR*HI 

ATFNALSYVQASKRDKKFFACAPN 

YSYAVLCEOHRRVFIYRQPAPMST 

VFYNRKDCLQ/rVDRMLIHKVASLK 

TNDPILSIQAPK 


4568 


10065 


A 


4865 


2 


512 


KIQIASIRNEIGH/LLTDATYIQRRLR 

E*CGQLQANKFDNLNGRDKFPGRH 

KLPfCLlQKEMEAGRSGLPLSPRVLG 

LQA*ATVSGLTGKFYKTCKEEIIPIL 

TlLFQICreKGTLQ\SS*EETSTILIPNQ 

EGKKNFQNGCLSMDPGTGKVPLTK 

ILVNQIQQSVIHKDNISI 


4569 


10066 


A 


4866 


466 


1451 


EVCGLKKARISLFFF*DGVSLCCPG 

WSAVAQSRLTATSASRV\K*FSCLSL 

LSSWDYKRPPPRPANFLHF**RQGF 

TMLARLVSIS/WIS*SVPPWPPKVLE 

L*AKAGDSLEPGSSRLQ 


4570 


10067 


A 


4867 


3 


379 


NKSCQGPRTSFASAGWALKNPRWQ 

EQKEGLGKAGRPSGMNSSASSPTPG 

RKRELGMGSPSLSRSPP*CE\GRSDR 

LG*PP*GGQGGGGHGAPSTPGPGG\ 

GPGDFHSKPPDPSLVPRPTEARGSP 

GP 


4571 


10068 


A 


4868 


2 


1718 


SEGAPPRRGAWGGPPARSHTLAPTP 
PLPP/GPLSLCFACLKWLGVD/HRDG 
AG*LGSQKAGGRGHPGMGQGKGT 

rr AHA W^r 1 0 WC 1 OJvr'lU-,OrL»CPF 

HIPPVSLACFLLSCAASDFSVLTWQ 

LWGP*EPPTEGGHSPFPSCRC/HRQE 

EGFLPVWQSPRQRPRMRPDSAPPST 

SARASKVGPGRGLPLLNFG/QRPNL 

TPYGPAPALALS*PPQRWEELAEGA | 



648 



wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: of 
DDclttMide 
sequence 


SEQID 
NO: of 
peptide 
seqneocc 


Me 
tbo 
d 


SEQIONO: 

ioUSSN 

09/770,160 


Nndcotfdc 
location of 
flrslcodoD 
for peptide 
sequence 


Nndcolidc 
location of last 
codoo for last 
amino add of 
peptide 
sequence 


Amino add scqncncc ( X*<liifaKnrD; *^tDp 
codon; A>possible Dndcolidc deletion; V^possible 
nocleolide insertioo) 








» 






PGPQPP\ASKGPFSS*PKVLREPAVE 

TSSCASAPLAVFVRGVHTCIGG*AP 

GLSGGHPLTVSF*IGGIEGLDCLSPQ 

♦AWGPGLGLEVCCGSHQASPPGPG 

VLGAPCPPPPCPPQGG/PAQPVGPS/P 

SHHGGERE*RGRPHSKLPLPPGVWG 

GC*RIHSRGPPGLSQPLFCF*PRRLS\ 

PAQPA*SKGGSRVLGSFCFPLLPGS» 

GTRASGRGHSPSLKPGPGRAGRQXG 

ETOGS\GSPGE*GCWSQNWDRGPA 

GQPWATSRVSIVRGWRVPGVAGAG 

FLAVLPWAPPSEARWQEADQNPSA 

FGPKEWEAAFLPNLPCQGQQRGPSP 

PPPPGCRNGDPSQGLGAGAEYSLGP 

LPYT 


4572 


10069 


A 


4869 


253 


451 


RWKAWFGREIKGNNPRCKRGGGK 

HGTG/EEIKGNNPRWKRGGGKHGT 

GGKA'KGNNPRWKRGGGKHGTGG 

K/YKGNNPRWKRGGGKHGTGGKL 

K/SNNPRW*REGGKHGSGGK/YKGN 

NPRCKRGGGKHGTGGKLK/SNNPR 

WKRAGGKHGSGGKFKEIIPDGSVK 

VESMER 


4573 


10070 


A 


4870 


2 


269 


EGGLGLNRFPPPPGPPRRPAAACMS 
AP*PQR/HWPP/SPREEKASLNEPGG 
PGRGRGRGSGQLHGEGGPRGGE/R 
GNWPGGMEGEGGIDAPAS 


4574 


10071 


A 


4871 


20 


312 


SVMNGTSICKCRANDETGLSPSPAG 
PKSRSRRLS*LWRPSAATDSGSPPT* 
PVPTPSPPAPTPARPGSRAPSSPGLA 

PTLTGPGGVPLRPPPPPAEEP 


4575 


10072 


A 


4872 


299 


472 


KSISVATANPGKCLSCTNSTFTFTrC 
RILHPSDITQVTPR*/GVPGKSGASLL 
SSAVFS 


4576 


10073 


A 


4873 


1 


3454 


MKHTLIPRIKNACLQMSSLAVPVNS 

LVCLGKILEYLDKWLVLDGILPFLQ 

QIPSKESAVLMGILGIYKCTFTHKLG 

ITKEQLTGKVLPHLIPLSIENNLNQF 

NSFISIIKEMLNRLESEHKTKLEQLHI 

MQEQQKSLDIGNQMNVSEETKVTN 

IGNQQIDKVFSHIGADLLTGSDSEN 

KEDGALNVPPAGAKPTQQRPTDMS 

ALNNLFGPQKPKVSMNQLSQQKPN 

QWLNQFVPPQVSPATGSSVMGTQM 

NMIGQSAFDVCSNEDLPEVELVSLL 

EEQLPQYRLKVDTLFLYENQDWTQ 

SPHQRQHASDALSPVLAEETFRYMI 

LGTDRVEQMTKTYNDmMVTHLLA 

ERDRDLELAARIGQALLKRNHVLSE 

QNESLEEQLGQAFDQVNQLQHELC 

KKDELLRIVSIASEESETDSSCSTPLR 

FNESFSLSQGLLQLEMLQEKLKELE 

tSclNMALKoKJVUHlJv 1 cl v 1 YliKKEQ 

QLVSDCVKELRETNAQMSRMTEEL 

SGKSDELIRYQEELSSLLSQIVDLQH 

KLKEHVIEKEELKLHLQASKDAQR 

QLTMELHELQDRNMECLGMLHESQ 

EEIKELRSRSGFTAHLYFSQSYGAFT 
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wo 01/79449 



PCTAJS01/086S6 



SEQfD 
NO: of 

scqacocc 


SEQID 
NO: of 
peptide 
scqocncc 


Me 
tbo 
d 


SEQIDNO: 
io USSN 
09/770,160 


Nucleotide 
location of 
first codoo 
for peptide 
scqucoce 


Nudcotfde 
location oftast 
codoo for last 
amino add of 
peptide 
scqneoce 


Amino add sequence ( X«UoknowB; *^»Stop 
codon; /^posalilc oncleotide ddetioo; V^possiUe 
ooclcotide insertion) 














GESLAAEIEGTMRKKLSLDEESSLF 

KQKAQQKRVFDTVRIANDTRGRSIS 

FPALLPIPGSNRSSVIMTAKPFESGL 

QQTEDKSLLNQGSSSEEVAGSSQK 

MGQPGPSGDSDLATALHRLSLRRQ 

NYLSEKQFFAEEWQRKIQVLADQK 

EGVSGCVITTCSLASLCTTQSEITDL 

SSASCLRGFMPEKLQIVKPLEGSQT 

LYHWQQLAQPNLGTELDPRPGVITK 

GFTQLPGDAIYHISDLEEDEEEGrm 

QVQQPLEVEEKLSTSKPVTGIFLPPI 

TSAGGPVTVATANPGK\CLSCTNST 

F/TLFTTCR/IYLHPSDmQVTPSSGV 

PFHLSCG\SSGSSFHSNTAVNSPALS 

YRLSIGESITNRRDSNYNLSVGTME 

VGPKFLQER\GIS\AKVYHSPI\SENPL 

QPLPK\SL\AIPSTPPNSPSHSPCPSPL 

PFEPRVHLSENFLASRPAKl'FLQEM 

YGLRPSRNPPDVGQLKMNLVDRLK 

RLGIARWKNPGAQENGRCQEAEIG 

PQKPDSAVYLNSGSSLLGGLRKNQS 

LPVIMGSFAAPVCTSSPKMGVLKED 


4577 


10074 


A 


4875 


1 


638 

• 


LAWGGKGKGASSDSGGLVDSISTL 

TPTPGDTNT/HSDLIVRGGAYGGQW 

AHGVLAQVQPSVGAEVT\P*PQMGE 

♦TDVCGSQQSPHICSLTLRVGATML 

GKAR\WKPLG*TLPR\KmNSKATC 

SPGGTAKVSAAIRGLGRCRWTPTA 

ASFHSSnWLVWKTGGSRRKKDSES 

WVNLTRTPIATAVPDMTTDSLGQIQ 

SIPGHPVLQPIDPGESL 


4578 


10075 


A 


4876 


31 


448 


PKSLLSLLVKINYGYVPK^QATKAK 

LDNWDYIKIXJSFCITTKIMNRVRRQ 

PAE*ENIFANQTSDKGLISKIYKELK 

QU4SKKANNUKNWSDDLNR/HFSN 

EDIQMASRYMKKINSTSQIIREMQIK 

TTMRYHFMPIRMTT 


4579 


10076 


A 


4877 


3 


286 


KFTFKRHHHLQLLKRK*DS*V*T*Q 
MFMEQIKEDLSKQRDNSCS*IGKLSI 
AKNIYVSIVIPG*FDAIPIKIPARFFYA 
FGLYCRNSVSLSPRLN 


4580 


10077 


A 


4878 


3 


236 


ATHSTLPSFQGPVSLASMTWGIDG 
KASRPLQTPLVCQLDQHSFLHS/FLV 
1PTCPVPLLG*GILTKLSASLTIPRLQ 
P 


4581 


10078 


C 


4879 


206 


262 


MVAIGTGYRRPGLRTFLN* 


4582 


10079 


A 


4880 


2 


756 


LTSSRGARPAPLRAPAR/LDPAFRAN 

PLSRSYGSGLPTFPYLHCSNMPKAC 

SPWRPAADMGT\PGARFIPSPPDFQ 

GPARAPPDAAGTATLSKARAPLSGR 

NPFQGRPCPSQRKENSPRSSRRTSPG 

SRRVTDTGRLAGAPCSATPDSGI*T 

IU-#r r KluKO Ar bAlAl^LKJN uA RPoL 

RT[)*PMFQLLGYNWNPSPVRPSKV 
LRLNICYYTP\SHAPAAAPPGPADFQ 
GPARAHRTPPEPRRFPRHGPLSRGE 
P 


4583 


10080 


A 


4881 


3 


322 


MGSVTGPLYSGYKEEWCCTLVEV 



650 



wo 01/79449 



PCTA;S01/08656 



SEQID 
NChof 
nodco-tide 
seqacnce 


SEQID 
NO: or 
peptide 
scqoencc 


Me 
thd 
d 


SEQID NO: 

ioUSSN 

Q9/77(M60 


Nucleotide 
loation of 
first codoo 
for peptide 
scqococe 


Nodeotide 
location of last 
codon forUst 
amino acid of 
peptide 
scqococe 


Amino add scqoeoce ( X^UoknoirD; ^^top 
codoo; A»possibic nodeotide ddetioo; V=passible 
oDctootide insertion) 














FPSLLQVSRNPRMPFDFLGILIFCLG 
GQGFPRATrVSGHWPE*LSQSSSSP 
KLRPPTL*SKPAHPGAAEALKAVPR 
TSAGAR 


4584 


10081 


C 


4882 


240 


500 


MQNGLSGAYFPSVWAAKDSQERR 
RSPATGRNDSPRAPLPRSSARRPSK 
ANLHTLGQLKLSSRCRAPRLRRAA 
RTRSXSDQXAVRRXTT* 


4585 


10082 


A 


4883 . 


22 


696 


CTFGSFPFPGLSAWSFRASLPPAPAP 

GPNERFRSPGAGGFWGVDAAGQPA 

PAEVLGTALRASAAPGCAD*NPKKI 

KWHPG/SFCSPGEGMEILQQVCSKQ 

LPPCNLSKEDLLQNPYFSKLLLNLS 

QHVDESGLSLTLAKEQAQAWKEVR 

LHKTTWLRSEILHRVIQELLVDYYV 

KIQDTNVTSEDKKFHETLEQRLLVT 

ELMRLLSPSQEREIPPLLGLEKADLL 

E 


4586 


10083 


A 


4884 


1 


594 


AWHFRLLPLPGPnLCLSGPRFPQP 

AAPGPNERFRSPGAGGFWGVDAAG 

QPSPAEVLGTALRAPAAPGVLQVCF 

KGSAGGASGKRSSGRVIPA/MWPET 

WALGNPWTVQTEGKVGAGEPVL 

HFDSSRAL*GSVSCENNL*NQFNRS 

SCSV*RQALRI*KTPESEHLKCLGPC 

SSVFNTSECRRVENRSLNCPFTPCNL 


4587 


10084 


A 


4885 


2 


326 


VKTAEFVNKWQKNSTKLWNSQAQI 
DSSSLVNQINDLRQTEIWMGDRIMN 
LESRIQMQCDWNTSDFCVTPQXYNE 
TEH*WKKVKRHLEGREENLTL»IVK 

LKEQDFEASQ 


4588 


10085 


A 


4886 


2 


373 


VLLTPEERTWIALWRKVNVYALC 

R*GAWA**L*AYPWTHR\FFESFGDI 

DSSDAVMGKPIVNAHGKNVLGAFS 

DGQSHLDNLLGTYSQLSELHCDKL 

HVDPENFKLLGNVLVCVLARNFGK 

EF 


4589 


10086 


A 


4887 


3 


332 


HLSIINLNVNQLNSPLKAYTLPVWIP 

SSXRGPTKXLQEIHFASKNTYKLKV 

KELSSSFQANEKEKHADKTGFK\PK 

L*REKNGHY1MIKRSVQKENIYIYM 

FLIADPDIC 


4590 


10087 


A 


4889 


1 


304 


HSCSSMRMPPLPTPPP/IVLCPPHPSP 
L1KALVSSKPP*VPSPAETWPVAAL 
GA*VPAVLGWPLHTENVLPVPPLPL 
EMPRIQWHFMLCSFPQRSPRADEST 


4591 


10088 


A 


4890 


1 


254 


RPRRQFGIEGSFLNQIKNIYKKSTAN 
VILYVDRLNAFSLISGSSSSSSSSSSS 
SSSSS*LPVNI1RQ/KC:VI*GMQIVKEE 
LNLSL 


4592 


10089 


A 


4891 


310 


415 


SQYFGTLRRVDHLRSGVRDQPGQL 
OK Iro'l^ VI HFPQCrKVLGLQYYH 
FLFFLRRSL/DSVAQAGVQWRDLGS 
LQRPPPGFTPFSCLSLPSSWDYRRPP 
PRLANFFVFSVETGF\TVSARMVSIS 
♦PRDPPASASQSAGDTGVSQAPV 


4593 


10090 


A 


4892 1 2583 


3580 


DRVSLLLPRLECNGAILAHCNLCLS 
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wo 01/79449 PCTAUSOl/08656 



SEQID 
NO: of 
oodco-tidc 
scqnettcc * 


SEQID 
NO: of 
peptide 
sequence 


Me 
tlio 
d 


SEQ ID NO: 

iaUSSN 

09/770,160 


Nucleotide 
location of 
first codoo 
for peptide 
seqnencc 


Nucleotide 
tocaiioD of last 
codoD for last 
amino actd of 
peptide 
sequence 


Amino add scqocncc ( X<BUnkDOWii; *^aStop 
codoo; A^possiblc nodeotidc deletion; V>possiblc 
ondeotide biscrtioB) 


- 












GSSDSPASASQVTGITGKCHHTQLIF 

VFLVEMGFHHIAQAGLELLTS\DSPT 

IjVSQSAGTOVhlHHAWLFFFCS/RD 

TVSLCYPGWSRVA*SRITATSA\PGL 

K*FACFSLPSSRDYRHVPPHPGNFC1 

FGRDEVSPCWPGWF*TPDLR\YPPA 

SASQSAEIIGVSHHTWPQEVFLFLNL 

FIYLRWSL/DSVAQARVQRRDLGSL 

QAPPPRFKPFSCLSLPSSWDYRRPPP 

HPANFFVFLVETGF\TVLARRVLIS* 

PRDLPASASQSAGITGVSHHTR/LIF/ 

NFFETGTHSVTWAAVQWYn/GSLQ 

PRTPELK*SSHLILTSNWDYRCTPPC 

PPNUFIYLFIYFHRDEGSLCCPGWS* 

TPELK 


4594 


10091 


C 


4893 


40 


180 


MSFEAEIVLSPDRTTALHPGLQIETL 
SHIIIIIULSTISFHQLLH* 


4595 


10092 


C 


4894 


4827 


5060 


MWIYFWTLNSVPVIYMSTLMSIPHY 
FDYCCFIVSDIMLPEITFSTFILLLMV 
ALAIRGPLHFRRHFRJNLSIATKNA* 


4596 


10093 


A 


4895 


2 


311 


FILHVCDKLILFVSGDTFQTVSPRFL 
APRTFLAPLQNP^PLSPCAVHISFSRP 
LPARSPLPP/PRPPPPPTCSTAIPAPTH 
NPILTTHSTPPPTLPITNLTSSP 


4597 


10094 


A 


4896 


2 


374 


DLTPKV*SRKGKIGKLDFIRTKTFW 
SAKDHVKRLKRQTTDWEKIFLNHIS 
NK/GLLSRIYK*LQTQY*KTPSNPI/K 
KTAKDVKEHFTEEDIQMACNPMKR 

CSTSLAVRELQIKTTVRYLKIEFNF 


4598 


10095 


A 


4897 


1 


684 




4599 


10096 


A 


4898 


1 


1349 




4600 


10097 


A 


4899 


1 


821 


MLQTWSGYDNPRVTQKVPPFQLNC 

LPMTVVLLILYAEVATDWNRVGLT 

QGQLLHSLRLDPWSGLTQRTFPTGA 

MEISPDYLPPEFIVENTERIDEREKG 

REQPPKKTPENKAWPKMLKGKKA 

KGKKVAPAPAWKKQEAKKWNP 

LFEERPKNFGIGQDIQPKRDLTRFVK . 

WPRYIRLQQQRAILYKRLKVPPAIN 

QFTQALDRQTATQLLKLAHKYRPE 

TVSKRRRLLAQAEKKAAGKGA^RPT 

KR/PPVL»AGVhrrVTTLYENKEAQL 

DLYCAI 


4601 


10098 


A 


4900 


1 


868 


GTRPKMPKGKKAKGKKVAPAPAV 

VKKQEGVLAKKWNPLFJEKRPKNFG 

IGQDIQPKRDLTRFViaWPRYIRLQR 

\QRAILYKRLKVPPAIN\QFTQALGP 

RKQATQLA^AWPTKYRPRDKAREG 

SRDLFGPGPRKKAAWPKGTFPTKRP 

PVPSKQ\G*TTVTTLGGGPRKASAG 

WWIAHDVDF\LELGLSFLA\ALCRK 

NOOoriVCIiKOKOyLlWOICLWNKX 

TCTTGRLSHR*TSED/NKALLLKLVE 

AIRTNYNDRYDEIRRHWGGNVLGP 

KSVARIAKLEKAKAKELATKLG 


4602 


10099 


A 


4901 


145 


745 


RRRGTQSCNLmVNHISEITVIMFIE 
CSLCIKVIRLFHIULLDFSSKPAPPPP 
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wo 01/79449 



PCT/US01/086S6 



SEQID 
NO: of 
DDcico-Cide 
seqoence 


SEQID 
NO: of 
peptide 
scqacoce 


Mc 
ttto 
d 


SEQID NO: 

iol^SN 

09/770,160 


Nucleotide 
localioii of 
first codoo 
for peptide 
scqneace 


Nodeotide 
location of last 
codoo for last 
amioo add of 
peptide 
sequence 


Amino add seqoence < X»Unkiiown; *^top 1 
codon; A>possiblc nucleotide deletion; Vopossible 
nodeotide insertion) 














PCGAPGL*TATLLSRLRTARDLGTR 

L*ASPASPLCAVPSPAAAAFL/SLPLP 

LCPSSSSARELRSFTPGLSGQPAPAA 

SPGPG/PAG/PPPPPPLAVRPRFAPHL 

QLCPGPPFSRPSVLPASSRCQPGLSA 

PSLPSSPRPPPLRGLGRS | 


4603 


10100 


A 


4902 


94 


432 


TFLFFLIFSSEYWKFQKKQYSLEKSL 
FVAYNHKDG*THFLKGNNQFIFSIA/ 
LFTLGDDYCKDIFGRLGLQP/TDISSS 
DSPFLSFSSSIYILTWGQARWLTPVI 
PAFWEAKAG j 


4604 


10101 


A 


4903 


109 


422 


FFEDGVLSRSVAQAGVXQWRVNLSS 
LQPLPPRFK*FSCFSL\RSRWDYRHA 
PPCPANFFVFLVETVGVTILARMVUS 
♦PRDPPASASQSAGITGVSHCAPSRH 
SLS 1 


4605 


10102 


A 


4904 


3 


364 


HEETAYDIN1LS**TQTFNMARLE*N 
CCNTIKSISEK/PTANSIR^AKKQEGF 
FQISGlRQGCLLSSFLniLEVLARGN 
R*DKN/GIQIGKKKVELSLFSETMRF 
NIWKRLWKPHITTRANK 


4606 


10103 


A 


4905 


50 


394 


LSYSWHSIHLLMKIISWHFDGQFSA 
LVIL*LSVAVDTADYSHFLETASLL 
DFEFTVLSWFSSYLT/DMFLFTLVFS 
LXPFSIQLLNIGISQGSVLSPLLYYAS 
ASGYMSLNIMYRH | 


4607 


10104 


A 


4906 


49 


366 


SGSSLAAVFWGPKGPAQAP\GPWAP 
WASPSGPDLPRPLHPADPQRQRLST 
VPLPLSRPPALSLIAPMALSHSCSNIP 
P*TPPPASLRPESLTPARS/PPTR*SHS 
PPP 1 


4608 


10105 


A 


4907 


119 


246 


FCFHHLNLPSLFLIF/NVCLCV^QSHS 
VTQAGEQWRNLGSLQPPPPRFKPFS 
CLSLPSS*DYRHAPPQLADFCISSRD 
GVSPCWPGWSQTPDLR 


4609 


10106 


A 


4908 


1 


280 


ESRSVAQAGVLWRDLCSLQPPPPVF 
K*FSCLSLPSSWNYRCAPPCPASFFV 
FLVEVQGFTMLARLVLNS*PQ/CDPP 
TSASQSAGITGMSHCTWP 


4610 


10107 


A 


4909 


406 


661 


SQTPDLR*SAHLSLPKCWDYRR/AA 
TAPGQNISFKLPNPWEKAKHLMKS 
. T*RLKHFTNFALFV*NCIDD/WMEF 
ALVAQAGMQWHDLGSLQPLPPQFK 
WFSC\PASPKCWDYRREPPCPANFF 
FFLYF**RLGFTMLARWSNS*PQ/C 
DPPTSASQSAGITGMSHCAWPFFFF 
LFFSFFFETGSHCVAQAGLKyPLKLK 
RSSCLGLRKCWDYRREPLRLAPSW 
TFRM 1 


4611 


10108 


A 


4910 


3 


459 


ELRDGEKVLDLCAAPGGKLIALLQC 

ACPGYLHCNEYDSLRLRWLRQTLE 
^PIPOPT TMViWQPi rv^uviuinriAr^o 1 

or Ir\^i^l-#1IM V llv V ol^JJJOKJKJVILlL/Av^ " 1 

EMFDKVLWDAPCSNDRSWLFSSDS 
QKASAV*DKSKEEFAFFYRLGC*GL 
QLRPUU>GGILWSTCTLSKAENPR 
CDQ 1 


4612 


10109 


A 


4911 


1 


95 


TPKVHASWQK/MAD*SGQCPVLQIP | 
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wo 01/79449 



PCT/US01/086S6 



Sfflj ID 
NO: Of 
ondeo-tidc 
scqoeoce 


hzA^ ID 
NO: of 
peptide 
seqocnee 


Me 
tiio 
d 


S£IJ Ll> nlK 

inUSSN 

09/770,160 


Nocicocide 
location of 
first codon 
for peptide 
scqocDce 


Nndcotide 
location of last 
codon for last 
amino add of 
peptide 
seqaencc 


AmlDO acto sequence ( X^^Dknown; *^tDp 
codoo; A^possible sodeotide ddctioo; V^posslblc 
noclcotide insertion) 














LSSLSMMQ 


4613 


10110 


A 


4912 


253 


1531 


SWKLAEKVWEAQLPGFPSPPQCSV 

RCX3RGQRSRQVRCVGNNGDEVSEQ 

ECASSPPQPPSREACDMGPCTTAWF 

HSDWSSKCSAECGTGIQRRSWCLG 

SGAALGPGQGEAGAGTGQSCFTGS 

RPPDMRACSLGPCERTWRWYTGP 

WGECSSECCSGTQRRDIICVSKLGT 

EFNVTSPSNCSHLPRPPALQPCQGQ 

ACQDRWFSTPWSPCSRSCQGGTQT 

REVQ/CA*APTRPSAPDALLNCGPPG 

SAPVNSQPC/MPAP**SMARDSSSTF 

APWVGTGPGFCVLPLLTQPPVCRSL 

RTCPGSGLPRIPPERGPGHLHGFLCH 

HRSPIGLGPLWNPLGSSSLFPGLQQ 

GMSSR*TEGVGKVNGTQSDFSGTV 

GQAHVGGCDGVCCTYCLRCCFWG 

LHGICVWSNVYHFSKRRLHRTLEG 

TRPVFLEDFS 


4614 


lOIll 


A 


4913 


131 


355 


STADTLP**TPKLSPQLMDT1LPSQS 
VAMFHT*DHSAPTG/TGAPPH["IPS 
RPLNTRGPTEEFSPRPPPQHRPSSC 


4613 


10112 


A 

A 


4914 


3 


420 


QQPPTRLD*GPKQLMPHSPHNPHn* 
NPAVLSLPPQTKLLGPPWRGPLLIR 
*SPQLLPACLPL*RSTRPGTUCPKAT 
rAxPFl^I vHKPVASLJlSHLRADGPG 
ArrH 1 1 r^KrJL/M IROPTcbrorRPFP 
QHRPSPPPTK 


4616 


10113 


A 


4915 


11 


375 




4617 


10114 


A 


4916 


3 


260 




4618 


10115 


A 


4917 


3 


208 




4619 


10116 


A 


4918 


1 


422 




4620 


10117 


A 


4919 


127 


4348 


GASISDIQTCTTEEDSVLU4HTLLAA 

TKDSLAMDPPWNRPKKSKTKKAPI 

KTTTKAAPAAPPVPAANEIATNKPKI 

TWQA12nj>VITQISQALPriliVTNT 

QASSVTAQPKKANKMKRVTAKAA 

QGSQSPTGHEGGTIQLKSPLQVLKL 

PVISQNIHAPIANESASSQALrrSIKP 

KKASKAKKAA>nCAIASATEVSLAA 

TATHTATTQGQITNETASIHTTAASl 

RTKKASKARKTIAKVINTDTEHIEA 

LNVTDAATRQIEASWAIRPKKSKG 

KKAASRGPNSVSEISEAPLATQIVTN 

QALAA-ELRVKRGSRARKAATTCARA 

TESQTPNADQGAQAKIASAQTNVS 

ALETQVAAAVQALADDYLAQLSLE 

PTrRTRGKRNRKSKHL>IGDERSGS 

NYRRIPWGRRPAPPRDVAILQERAN 

KLVKYLLVKDQTKIPIKRSDMLRDV 

IQEYDEYFPEnERASYTLEKMFRVN 

LKEIDKQSSLEMUSTQESSAGILGTT 

nJLI 1 I^ISJljOI^MVII^ VirJVlMOlNlv/VoC 

AVfWEVLRKLGLRPGVRHSLFGEV 

RKLITDEFVKQKYLEYKRVPNSRPP 

EYEFFWGLRSYHETSKMKVLKFAC 

RVQKKDPKDWAVQYREAVEMEVQ 

AAAVAVAEAEARAEARAQMGIGEE 
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wo 01/79449 



PCT/DSOl/08656 



S£QI1> 
NO: of 
QBdeo-tide 
seqacoec 


SEQW 
NChof 
peptide 
scqncBcc 


Me 
tbo 
d 


SEQWNOz 
Id VSS^ 
09/770,160 


Nndcotidc 
locatfoD of 
first codoD 
for peptide 
scqnencc 


Nucleotide 
locatioD or last 
codoD for last 
amiooacidof 
peptide 
sequence 


Amino add scqoeoec ( XM/oknowa; *^top 
codoo; A=possible nndcotidc deletioo; V=*passible 
Dudcotidc insertion) 














AVAGPWNWDDMDIDCLTREELGD 

DAQAWSRFSFEIEARAQENADAST 

NVNFSRGASTRAGFSDGASISFNGA 

PSSSGGFSGGPGITFGVAPSTSASFS 

NTASISFGGTLSTSSSFSSAASISFGC 

AHSTSTSFSSEASISFGGMPCTSASFS 

GGVSSSFSGPLSTSATFSGGASSGFG 

GTLSTTAGFSGVLSTSTSFGSAPTTS 

TVFSSALSTSTGFGGILSTSVCFGGS 

PSSSGSFGGTLSTSICFGGSPCTSTGF 

GGTLSTSVSFGGSSSTSANFGGTLST 

SICFDGSPSTGAGFGGALNTSASFGS 

VLNTSTGFGGAMSTSADFGGTLSTS 

VCFGGSPGTSVSFGSALNmAGYG 

GAVSTNTDFGGTLSTSVCFGGSPST 

SAGFGGALNTNASFGCAVSTSASFS 

GAVSTSACFSGAPITNPGFGGAFSTS 

AGFGGALSTAADFGGTPSNSIGFGA 

APSTSVSFGGAHGTSLCFGGAPSTS 

LCFGSASNTNLCFGGPPSTSACFSG 

ATSPSFCDGPSTSTGFSFGNGLSTNA 

GFGGGLNTSAGFGGGLGTSAGFSG 

GLSTSSGFDGGLGTSAGFGGGPGTS 

TGFGGGLGTSAGFSGGLGTSAGFG 

GGLVTSDGFGGGLGTNASFGSTLGT 

SAGFSGGLSTSDGFGSRPNASFDRG 

LSTUGFGSGSNTSTGFTGEPSTSTGF 

SSGPSSIVGFSGGPSTGVGFCSGPST 

SGFSGGPSTGAGFGGGPNTGAGFG 

GGPSTSAGFGSGAAXSLGACGFSYG 


4621 


10118 


A 


4920 


3 

« 


1380 


NMLGKYL*VKDQTKIPIKRSHMLR 

DVIQEYDEYFPKIIERASYTLEKKFR 

VNLKEIDKHSSSYILISTQESSAGILG 

TTia)TPKLGlXMVILSVIFMNGNKA 

SEAVIWEVLRKLGL/RPGV»LGSLSA 

Ca»CCPLAREDGPRIASVWWSGGT 

GWGAGLGRGPRVLTCVDDGQMVL 

KLSAVSLLNVLCLF*A*MLDRPSRIP 

DKEGIWVLNCLLLVAMCSLLSSLH* 

DCPMC*ERSPSMLGKWPLALNLGQ 

FLICGSWGLIFPNCQG*GIHSFGGSE 

GKLIT\DEFVKQKYL\EYKRVPNSRP 

P\EY\EFFWGLALPTTETSKM\KVLK 

FACRVQKKDPKDWAVQYREAVEM 

EVQAAAVAVAEAEARAEWFQHQH 

WLYLANPAPSNGASSSGPKFYCWL 

PAVDPSTGVGFCSGPKHQVASSGGP 

STGAGFGGGP\NTGAGFGGGPEHQC 

WLWQVEPPVLVPVAFL | 




Ivl 17 


A 




1 


412 


TRMGLPDASRRRTCRMDPEGWQE 
AMSSA*GRITLQRLSTG\PEGQGGRE 
KVOPEuGSENPQQPKAAGVLSKHL 1 
PGAPAOPPORPPSSPPPLAGPI TFRV 1 

EKVCDFLDAAGDYLN/GTPG*PSPG 
ESPAAQDPPVPPWPP 


4623 


10120 


A 


4922 


117 


295 




4624 


10121 


A 


4923 


1 


3564 




4625 


10122 


A 


4924 


1 


355 


LPGIEVLWQGPKWSKEIPVESIEEV J 
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wo 01/79449 



PCT/US01/086S6 



SEQI0 
NO: of 
audeo-dde 
seqoeoce 



SEQW 
NO: of 
peptide 
seqoeoce 



Me 
tfao 



SEQW NO: Noclcoticle INocicotide lAmino add scqacoee ( X^okoovni; 
ioUSSN kxatioDof locadoDoflast Icodon; ^»po8dbic nucleotide deletion; \Fpo8sible 
09/77IM60 (first codon codoo for last |BQcleotlde Insertion) 
for pifi^de lamioo add of 
jseqoencc I peptide 
seqneoce 



4626 



10123 



4925 



3145 



CKSIKRAPVIWDTIHVN/DF*SALTP 
YQIVTTKFYFRIKKIVHWGPFPHSSQ 
KILSICEKYQWLSVPLTHNLTKFLSn 
VNYSRYHCIKPQLV 



4627 



10124 



4926 



251 



4628 



10125 



4927 



408 



4629 



10126 



4928 



187 



378 



AAAEGELGAWRGNSGRPKIIGRAA 

EAENEDRTLGRLLPGNERSQPRSPL 

MLLAPQLKAEAAADKGLAPVPPPF 

SSGHSGPCEREGEGQRGRGRSRRG 

AHLELKPSPGLRAGAFIDRGRGGP 

AEVAAAGGRRMVQKESQATLEERE 

SELSSNPAASAGASLEPPAAPAPGE 

DNPAGAGGAAVAGAAGGARRFLC 

GWEGFYGRPWVMEQRKELFRRLQ 

KWELhTTYLYAPRDDYKHRNfFWRE 

MYSVEEAEQLMTLISAAREYEIEFIY 

AISPGLDITFSNPKEVSTLKRKLDQV 

SQFGCRSFALLFDDIDHNMCAADK 

EVFSSFAHAQVSITNEIYQYLGEPET 

FLFCPTEYCGTFCYPNVSQSPYLRT 

VGEKLLPGIEVLWTGPKWSKEIPV 

ESIEEVSKIIKRAPVnVDNIHANDYD 

QKRLFLGPYKGRSTELIPRLKGVLT 

NPNCEFEANYVAIHTLATWYKSNM 

NGWRKDWMTDSEDSTVSIQIKLE 

NEGSDEDIETDVLYSPQMALKLALT 

EWLQEFGVPHQYSSRQVAHSGAKA 

SVVIX5TTLVAAPSLNATTVVTTVY 

QEPIMSQGAALSGEPTTLTKEEEKK 

QPDEEPMDMWEKQEETDHKNDN 

QILSEIVEAKMAEELKPMDTDKESI 

AESKSPEMSMQEDCISDIAPMQ1DE 

QTNKEQFVPGPNEKPLYTAEPVTLE 

DLQLLADLFYLPYEHGPKGAQMLR 

EFQWLRANSSWSVNCKGKDSEKI 

EEWRSRAAKFEEMCGLVMGMFTR 

LSNCA1«TILYDMYSYVWDIKSIMS 

MVKSFVQWLGCRSHSSAQFLIGDQ 

EPWAFRGGLAGEFQRLLPIDGANDL 

FFQPPPLTPTSKVYTIRPYFPKDEAS 

VYKICREMYDDGVGLPFQSQPDUG 

DKLVGGLLSLSLDYCFVLEDEDGIC 

GYALGTVDVTPFIKKCKISWIPFMQ 

EKYTKFNGDKELSEAEKIMLSFHEE 

QEVLPETFIJVNFPSLIKMDIHKKVT 

DPSVAKSMMACLLSSLKANGSRGA 

FCEVRPDDKRILEFYSKLGCFEIAK 

MEGFPKDWILGRSL 



HERHELQMLVDAPCSDLAQELRQS 
CATVQRLQHTLQQVLD/Q/REEVRQ 
SKQLLQLYLLALYNEVSLLS*QDIF 
NVALDVCMCRS 



GTSLNSLSKTKAKDLFIGDVIHNAG 

PHRDIOCLKYYIPEWYSGLYPPYAG 

GG\GFLYSGHLALRLNH1ADSVQF*P 

R»DPYTVR*LLKPSSAGYDPTFVLLI 

GTDGIYTYTPSSCENGLGSCEEPHL 

MSFRSYFHG 

LCQKTMSLFTHSFCFSVGRNMEGV 
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« 

wo 01/79449 PCTAJS01/086S6 



SEQID 
NO: of 
DDClccMide 
sequence 


SEQlD 
NO: of 
peptide 
seqoencc 


Me 
tbo 
d 


SEQID NO: 

inlJSSN 

09/770,160 


Noeleotidc 
location of 
first codoo 
for peptide 
scqncoce 


Nndcotide 

codoD for last 
araioo ackt of 
peptide 
sequence 


Amino add scqacnce ( X«UokDOivn; *^5tDp 
coaon; /^possioie nocieouae oeienoOf v^possiDie 
DBcleotidc insertion) 














LMDVDCESVYPIV*ASN*GLASAEV 
GGSFEPRSLRPAWAT 


4630 


10127 


A 


4929 


26 


121 


PDRTMGGNREQRQSPGAQRTFFQLL 
LSFFVES 


4631 


1012S 


A 


4930 


3 


867 




4632 


10129 


A 


4931 


1 


558 


EVRVKCVKALKGNLYGDADLTACL 

KUTGRHCDWMVSMIMDREYSVA 

VEAWRLLILILKVNMEGVLMDVDCE 

SVYPAV*ASI*GLASAVGEFLYWKL 

FYPECEIRTMGGREQRQSPGAQRTF 

FQLLL\SFFVESKSHFVTQGGGSGQF 

SAHKNLCLPGSGNFHVSASRVAGIA 

GAPPHTWLIYVFFS 


4633 


10130 


B 


4932 


1 


1617 


MKNGVQWAELAGHDYVLDLVSDL 

ELLRDFPRQKSYFIVGTEGPAASRG 

GPKWFGNSWDSDEDMSTRPQPQE 

HMPKVLDSDGYSSHNQDGTNGETE 

AQRGTATHQGQPTMAAVSESDSLG 

EPAVPHKGLDCYLDSLFDPVLSYGD 

ADLEKPTAIAYRMKGGGQPGGGSS 

SGTEDTPRRPPEPKPIPGLDASTLAL 

QQAFIHKQAVLLAREMTLQATALQ 

QQPLSAALRSLPAEKPPAPEAQPTS 

VGTGPPAKPVLLRATPKPLRPAPLA 

KAPRIPIKPVAAPVLAQDQASPETSL 

HRDAATVTQMHFLTGQGRLLSLLD 

DSSLHLWEIVHHNGCAHLEEALSFQ 

LPSRPGFDGASAPLSLTRVTWLLV 

AAGDIAALGTEGSSVFFLDVTTLTL 

LEGQTLAPGEVLRSVPDDYRCGKA 

LGPVESLQGHLRDPTKILIGYSRGLL 

VIWNQASQCVDHIFLGNQQLESLC 

WGRDSSTWSSHSDGSYAVWSVDA 

GSFPTLQPTVATTPYGRACTPVAHD 

HIDELVRGAVFSEKHFCDBDL* 


4634 


10131 


A 


4933 


1 

* 


811 


HASAGAGCWHLPGIIEGAAQGKGR 

GRQVIAVARTADVIIMMLDATKGE 

VQRSLLEKELESVGIRLNKHKPNIYF 

KPKKGGGISFNSTVTLTQCSEKLVQ 

LILHEYKIFNAEVLFREDCSPDEFID 

VIVG\NRVYMPCLYVYNKIDQISM\E 

EVDRL\ARKPNSVGSSSCG\MKLNL\ 

DYLL\EMLW\EYL\ALT\CILHQGRR 

RDRRARFSQDAIILRKGASVEHVCH 

RIHRNSLASQFQVTPWVWGAPAPSY 

S\PQAGGALTH\TMEHEDVIQIVKK 






A 

A 


AQUA 


1 


431 


QRFPAAFPGXPGARRDAPPHSPPAEC 

RAHAATWRLKPRPHRPHSLTAPLP 

VHWAGTTEPLPSPRPATGTESARRC 

ISUDTSQSFIJ(LARPCRQPGPS*DRC 

RPGWSCLDREEKNAGHWLSMAFS 

LLWVLATQHCLHPEESLTM 


4636 


10133 


A 


4935 


56 


252 


RGRGKPPSASLAGRE*I*SRGPEWK 
VTVNQTAKAKERTGP 


4637 


10134 


A 


4936 


81 


896 


CGLVTPACLDPWVGIAPLPDTLIVL 

RGGGSALLPAPIPPVTLEEKQTLTRL 

Ij^ARGATlQELKTIRKALSQLNGGG 
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SEQID 
NO: of 
nndco-tide 
scqoeocc 


SEQID 
NO: Of 
pqiiide 
sequence 


Me 
tbo 
d 


SCQIONO: 

inUSSN 

09/770*160 


Noclcotide 
location of 
first codon 
Tor peptide 
sequence 


Nndcotidc 
locatioaoflast 
codon for last 
amino sad of 
peptide 
sequence 


Amioo add seqncncc ( XeliiikiiawD; *^top 
codoo; /=possllilc nucleotide ddction; >Fpossiblc 
nodcDtide insertloa) 














LAQAAYPAQWSLILSDVAGDPVE 

VIASGPTVASSHNVQDCLHILNRYG 

LRAALPRSVKTVLSRADSDPHGPHT 

CGHVLNVIIGSNVLALAEAPAAGRG 

TGWQAWLSAAMQGWGTPAAHR 

DDRYQCHGHPPLVPAASVMA*VTF 

WEFRGGLQGQGQMAEQARLADGG 

FPLPLRMRTSPSASSAFPCFSLGQPL 

S 


4638 


1013S 


A 


4937 


100 


332 


NKPQPQLLYRIKLTSTPFHPIQKVGL 
RQMIDLNIPPRIIKLLEENIK*YLSDL 
GV\TK*KLTKFNFLKIKHFCSPSSC 


4639 


10136 


A 


4938 


692 


900 


NKLLWLGAVTPACNPSTLGG*GGQI 
MRSGVRDQPVQHGE\TWSLLKIQKL 
AGHGWPAPGSPSCLAGLRQE 


4640 


10137 


A 


4939 


87 


322 


ARLVQNTGAQLKEVQYKLFFGFLF 
FEVQSHSVAQAGYSAVIIAHCNLSL 
LGSSDPFFSAS*VAGTTGMCQHAW 
LIFDR 


4641 


10138 


A 


4940 


91 


356 


GHAFLFGGYYSSSHWPSTYPPHAPV 
PPPPPSVPPYPSLPPFHSLPPIKPFPLPP 
/SPPSPPSPSL*SPPTPPPTLLIPSPSPPP 
ASPPLQ 


4642 


10139 


A 


4941 


2 


332 


CGGPPGSPDTRGGSLIPQGV*AA\GP 
MEQVPLVAPSSAIPAVPGSLSGTPSH 
QPVLGTHTPSCPGLTYIPPPESSELP 
DCPAPGRQRPCPGQTPLPTPCPPSFI 

FSKQPRA 


4643 


10140 


A 


4942 


637 


1560 


VWQLDKSMRAAQPWAPAGGAAGS 

EWAGLKRNRPLGWSSFSPAAAQSPL 

ELLGHPQPSPWPSEAPWKACQVSF 

QGT/RVAASYHNAQHGTERQHSSSC 

*GLGS*/CNSPTWARLSTHCPQ/HSR 

NTPRTQHCPHYPPRGLAKRWLCGE 

GPNPYSHPLREGPLRRRVGRGMGK 

EVHLFYRAWHSGIHFPS/TPSRTSHQ 

DSPHLEN*TSPLIDLrPrWAPPMCK 

RIL*KCTCNSLPQKPSMALQCI*NEI 

NKTSTTSFrVCLAPH*APATLACSPF 

LQPAELLPISGTLHVIFHPPRTLFPKS 

RTGSFLSSPQVSV 


4644 


10141 


A 


4943 


2 


335 


ALHPTLTLDLYFTIYTKIHST*IVDL 

DVKPKTLKCLEESIRAOCLCDLRLSK 

1SWILKAQSIEEQTDTWDLKT*NNY 

SSNGTVKRIKRQVEDXWHKVFARRI 

SDTGLVSRISC 


464S 


10142 


A 


4944 
• 


2 


345 


FFFFFFETESRSVAQAGVQWRDLSS 

LQAPPPG\SRHSLASAS*VAGTTGVC 

HHARLIFWFLVETGFHHVSQDGLN 

LLTS^SAGLGLPKCWDSEKLFFFFG 

DKSFRFCCPGWSTOV 


4o4o 


10143 


A 

A 


4945 


178 


388 


KREPLHPANLLLFFFFFFE^4ESPSVA 
QAGVQWRDLSSLQAPPPNGSCHSPT 
SLS*VAGRLRNKNCLNPDAW 


4647 


10144 


A 


4946 


546 


850 


FSVLFYFFESESCSVLQAGVQWRDL 
GSLQPPPP\GSSHSPTSAS*VAGTTGT 
CHHTQLIFIFLVETGFHHIGQASLKL 
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wo 01/79449 



PCT/USOl/08656 



NO: of 

ondeo-tide 

scqoeDCe 


NO: Of 
peptide 
scqnCDce 


Me 
tbo 
d 


inUSSN 
09/770,160 


Nucleotide 
locatioD of 
Hrsteodoo 
for peptide 
seqnenee 


Nodcotide 
locatioDoflast 
codon for last 
amino add of 
pq>tide 
sequence 


Amino add seqocDCC ( XBUnknowD; *i-5lop 
codon; ^"possible nnclcotide dd^ioo; ^possible 
OQclcotide insertion) 














LTS*FAHLGLPKFWDYRCEPPHPA 


4648 


10145 


A 


4947 


169 


358 


GNGFLFCTQVEVQGAFL*YLNLLAP 
GVK\LFSCLTLLKPWDSGTFPTFSFN 
FFIYLAEKGFNG 


4649 


10146 


A 


4948 


1 


145 


ANSAAMPSLGCSASSGLVFWPQGL 

YLLGWSVSPLPPTPTTVTFPEQI*LL 

SPQVSSSPVSEGSSQH\PA*SLRPFHV 

PRS/SPVSSLQPFAPAKSPGPSATCAF 

SAPSLSLLTLLASGDSSFWGPGPIQM 

SAGGSIVMCS*GLVFWPQGLYLLG 

WSVSPLPFIPTTVTFPEQI 


4650 


10147 


A 


4949 . 


1 


295 


GTSSRLRLHRTDELTAPSIYRSTKST 

LDGSLAANEREPFTLGKKPPFSDKP 

SIPAGRSLGEHLPKIQKPPLPPTTER 

HDWSRRLAGKKPPVPKHGWVP*/R 

EDDNE*DELTAPSIYRSTKSTLDGSL 

AANEREPFTLGKKPPFSDKPSIPAGR 

SLGEHLPKIQKPPLPPTTERHDWSR 

RLAGKKPPVPKHGWVP 


4651 


10148 


A 


4950 


119 


1036 


HASCLKTQALQECSVGVGGGLPVS 

PAGPPRCFCPALPAAALALQGTFPA 

TGG*AWGLSSPDWTFSTKKLVMES 

ARSHGEGGAQGPATLTGPPGEGAL 

RASQ/PGTAGSELRHRARGPAQICST 

RTR\PAPWWT*SLPPPGHSRAVGFD 

RCGPASPVGVPVNAAVALPPSTCGE 

ESRLPQEEGGIHMA/PGTPLCSGDCI 

CCED*PQSRSGQFGADSL*RAKGGT 

LPSGPSARRRSPL*ASESASCCRRAS 

SXGPPAAQGERADSRALGTAPPGEG 

LALRPTPGGIGTPPAGGSEDISREVD 

PAKRHGLGA 


4652 


10149 


A 


4951 


2 


1262 


GSAAGSTYEPSSMRLEALQVLTLLA 
RGYFSMTQAYLMELGEVICKCMGE 
ADPSIQLHGAKLLEELGTGLIQQYK 
PDSTAAPDQRAPVFLWMFWTMM 

LNGPFSRFSAXDSEHPTLQASACDAL 

SSILPEAFSNLPNDRQMLCITVLLGL 

NDSKNRLVKAATSRALGVYVLFPC 

LRQDVIFVADAANAILMSLEDKSLN 

VRAKAAWSLGNLTDTLIVNMETPD 

PSFQEEFSGLLLLKMLRSAIEASKDK 

DKLOTSIYYFNGQENRKEKNWNER 

EYKLEIPYELCrEVDAINKWTAPWT 

SQAYNALTSWTSCKNFKVRIRSAA 

ALSVPGKREQYGSVDQYARIWNAL 

VTAXLQKSEDTTOFLEFWrVSSLRTQ 

ICQ\ALIHLLKLG/RSASDLPL\MKET 

LELSGNMVQSYILQSLKSRSIGR 


4653 


10150 


A 


4952 


52 


730 


KSACDALSSILP£AFRNU>NDRQML 
CITVLLGLNDSKNRLVKAATSRVAL 
GVYVUnfXaJlQDVlFVADAANAMV 

LIVNMETPDPSFQGRVLWSPALENG 

YDQALEASKDKDKVKRH\AV\RAL 

GNLLHFLQPSHI/GKTPHLQKFI»GSL 

SRALNFLLF*QKLAMKVRWNACYA 

MGNVFKNPALPLGTAPWTSQAYNA 
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wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: of 
Duclco-lidc 
sequence 


SEQID 
NO: of 
peptide 
seqacocc 


Me 
tbo 
d 


S£Q ID NO: 

inUSSN 

09/770.160 


Nndcotfaie 
location or 
first codoD 
Tor peptide 
seqoeace 


Nndeotide 
location of last 
codoo for last 
aroiDO add of 
peptide 
sequence 


Amino add sequence ( X^Unkoowo; *^top 
eodon; /^possible nudcotidc ddetion; V=posible 
nudeotide insertion) 














Ll^VV lo 


4654 


10151 


A 


4953 


3 


363 


HELEFEIKNTIPFILAP/N/NIKYLGIT/ 
LTKYVLYLN/DLYAENYKTLMK*IR 
DLNGDPLSCKVKNLIKINKYMKVEIL 
CSRIGKDSNIV*VSLLPQL\ACRLNAI 
PIKIPANHFVEVN*LILKFI 


4655 


10152 


A 

A 


4954 


179 


438 


ENIMSKTSTENCTKQCHFWHVNI*Y 

SBFFFFLRQSL/DSVTQAGVQWRHLG 

SLQAPPPGFTPFSRFSLPSSWDYRCP 

F^SLANFFC^.VETGF\T^aARMVSIS 

*PRAPPASAS*SARCKLHLPGSHRSP 

ASASPVAGTTGARQQAWLIFFVF 


4656 


10153 


A 


4955 


1 


264 


QFPKPSPRGP/TPTKSLFHILSPPNQ*! 
SPPP*QLPPSLYQIPPTIRLSPLPLAES 
PSPLSVGLGGPLX3WVGQLLCLSFPG 
GPKHVEV 


4657 


I0I54 


A 


4956 


3 


369 


HERHELVKEFNKVSGYKINAHKSV 

ALLYTN/DDQAENQIKSSTPFTIAAK 

SVKyYLGIYLTKEVKDLYKENYKTL 

LKEIVDNTNKRKHiP*P*MGRINIVK 

MTTLPKAIYKFNSMPIKISPSHFG 


4658 


10155 


A 


4957 


2 


338 


GCWDN*ISTCKRMKLDCSLMLHMK 

INSMAVIKDVNIKSSSYEKXNIGVNLP 

DNVLGNGFINMMPKAQASKEKIIN 

WDSAKLK/IRK*RQLTEWEKLCANP 

lYSHLIPVLCYLYLV 


4659 


10156 


A 


4S^8 


42 


447 


lELVTVLQFYRAFYLFERYAGFLFY 

YYFLFFVEIRFHYIFQAGLS/ELLGSS 

DPPTSGLPKCWDYRRVDHRTWPDM 

QDFLMFHIFPKLFSFPDMCFLASE»P 

SANTWLLLWQSSFSLLSHTYHPPG 

KASTLWFSA 


4660 


10157 


A 


4959 


377 


1220 

• 


FRKWPLAESHPAVPGVGKYRTSRS 

PKSPPRALPT^/PGLFNPGCQRETPSP 

LG/PPGQHPATPGQLNSKRKQIPHNE 

LVEQTLRSGLTSAQPAHPTGGYSCS 

KLRPGPLPNPNGLCRCSDGRIPGDR 

EPLALSRT*1HLRACTGPDAAAQVL 

PGLLPCPPHLPPHLSGMFDSWLAPP 

LPDPCQRPTPPQAPSSEANNQRSQA 

PGCGPHSLRDSELQGQCPGPAQAFC 

RGSGLFQLTQLTGPLHGTR*RLSPK 

NSQALKPHM*AVGRILHWPPAARP 

GNSGRYPDD 


4661 


10158 


A 


4960 


3 


353 


HEVPAKGPRPHLTDCPTTQDFLPGF 
SPRPASGPPPPSLSLRLFQQPG*TVW 
SPGPPCPWPDCTSASGQVPFLPPAF 
RFKNVF*PSRPSPGTRGGP/PP*VCTS 
R/PLP*TSEPQPQPG 


4662 


10159 


A 


4961 


301 


343 


TRMAHFWS*STKPSPMGPIQWSHM 
PGAFSENSSSCHSHSAFLPPYFSHGPS 

MPPPII^AI r*DlKn PT PT PKIVPP APQA A 

DEDNSLNVEWYVPYITRPQA*AAL1 
KINQDGTFLVRDSSKK 


4663 

* 


10160 

• 


A 


4962 


2 


319 


ARGPGPSGKSGARSGLGNTPRRGG 
AGLGRVPWSLCY*EGVESGRPEGA 
GPGTSPGVGFIGAYHGRGVTKVGG 
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SEQID 
IHU: ox 
DndnMidr 


SEQlD 

peptide 
scqnence 


Me 

[DO 

d 


SEQID NO: 
in Uoan 
09/770,160 


Nodcotklc 

* ^ — 

location 01 
first codon 
for peptide 
scqucoce 


Nucleotide 
locaDOOM last 

codoo for last 
amino add of 
peptide 
sequence 


Amino add seqncnce ( X^nknovm; *^top 
codon; A^possiDle ondcotide deletion; V=possiblc 
oocleotide insertion) 














LPG/GQACGVWSDPKSPGEPVEPIPG 
GSWPPQREP 


4664 


10161 


C 


4963 


109 


372 


MQAWINIRKSVYVIHCVNKIKXXX 
XXXXXXXXXXXXXXXXXXXXXX 
XKLRRELPQPVKGHLQKPMADIPN 
GKKLKASTTKIMNKTSS* 


4665 


10162 

- 


A 


4964 


3 


990 


RTLRECrVTC/HI»ANELhfNLDEMSKL 

KDA/TLLQLTQEEIETLKYNNEIE*] 

M/NKLPTKKSPGPHGFTG*FYQMFQ 

EEFTPI1^RL**KIKEEGTVPNLLYEV 

/SnMIPKPDKDITRPVSLMIIGAKIFK 

QNI*HTQYYAHIHRIV\YHDHNGFM 

QAWFNI»KSVYVIHCVNRIKDKNH 

MIVSIGA/EKAFDKIQHPFMVKTKT 

QERTF/FILLKGIY/NKPMADIPNGKK 

LKA\LPLRSGTRRVPDRFWKWQ/CP 

LPLLFSIVLEVLARAVRQEKEIKGM 

QlRK\n^FTDGMILYVEKSKESTI 

KTSKLINRFNKGSEYKAN1KK*WF 

L*SSNQQTK 


4666 


10163 


A 


4965 


3 


314 


HENDSNPETDNRQEGPSQENIGRVS 

D/MAFVPSAWTASGGVAWGNPGES 

GSRTGGVRAETLAPRLQV*PAHLIG 

HPRSNRGQGRPPWKAGKLGKCQEV 

LFRFAAF 


4667 


10164 


A 


4966 


2 


329 


ARGEECRKAFRCIYDCVIHE/CEECR 

KAFRCIYDCVIHERIHNGEKLYEC*E 

CETSLSSNSVUQHQRIHTAEKPYEC 

NECGKAFHRTSVFLQHQRFHTGEQ 

LYKCNECWKTFRCSSRFIVHQRIHN 

G*KPYECNECGKAFHRTSVFLQHQ 

RFHTGEQLYKCNECWKTFRCSSRFI 

VHQRIHNG 


4668 


10165 


A 


4967 


61 


533 


WTEPVRHPDIHSQKREPSLMPFTVT 
GPGTTNMLFQPHRGPEKSRVPLHSS 
SSSSSSSSSSSSSSSSPKTF/FGAPK/LP 
PSAPTSPDLAQAS*GLKSWKPWSGE 
RRFGCSKQRRALPTAS*FQGQSHAA 
PETPSYVGQDQSPSPGG*RPSTSPEG 
DSCFP 


4669 


10166 


A 


4968 


22 


482 


GKGPGPPGGVCKSTLPPAKPWRGPP 

HLPLPLGL*EKALPRALGQWEGRES 

FAVDQPGKLPLQN/PPRSLGVAMGT 

QAVEIPDGRLPDLSPTPAHSFSFLAL 

KPLLGEARVHFRASAWPLPTRAWT 

LDLPQLGWGFWDCMALALESRSSG 

ESPSLL 


4670 


10167 


A 


4969 


146 


1299 


GAPGPAVPTGTTWLPGAAGAVPDPG 

FLLPSSAALSRSTAS*FSQPPPVPPAL 

TVPWPRCGC*TSCPAVPQPSP/GLPR 

TLVPACRGLPLSSVPSSPASRPKLPL 

HSPSSWSBPPEGSWGPLPTTLPLPWG 

L/PRLQSREHKPALSAATWQGLWD 

PSPHPLLAFPLLSSAQVHF*PGLRSW 

VGPFFGLRKQP*HTGLSSLTrGCCP 

AWLTSWPRISQSERKAHP*CLPL*Q 

ALSPPISYFNLTVDLRNRDYHSASSS 

SSSSSSSSSSSSSSSRRLSWSPKHHPL 
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PCTAJS0iy086S6 



SEQID 
NO: or 
Dodeo-lide 
sequence 


SEQlD 
NO: of 
peptide 
scqnence 


Me 

tbo 
d 


SEQID NO: 

IdUSSN 


Nndcotidc 

locatioo of 
first codoo 
for peptide 
sequence 


Nndcotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino add scqnence ( X=Unlaioini; ^^^top 
codon; ^»possiMe nucleotide ddctioa; \F=pQ8sible 
nudeoddc insertion) 














LPSFILSWPQGIPRGLKNPGKTRGGL 

GWWKKGFLANWLSKKPRRKKGPS 

FPPLVL*FQGPRALPVPRNPHPKLG 

ASSQSPSPWWGKRPKPKSPGNGTS 

WLPPK 


4671 


10168 


A 


4970 


298 


954 

• 


QVQGHEDFLGARNTTLCSSFSCPGP 

GILGAEILETVGWCEKVCMLRAEK 

GSPHCFVIPGPEPCSPRNPNLAGAGP 

ESKPWWVEAKQKP*SGLLLPLVVFS 

VPRS*NCEPGVGERSGRG\HLGFLQP 

GYP*PHQGFWEILQGQLSRLFPNSSL 

PPH/MPLKPQQKSHSSHKQKGRGKN 

EEKTLCQVICRQRMGLVP*QHPTPC 

GAPPSPHHPQTPPKQVPYL 


4672 


10169 


A 


4971 


4 


410 


PIERPHELKHRLPHVQKLVEDVGDG 

VIPAALEEGQAGWSHGFLVFLVEIK 

SAEGP/PGPADSRVRGVRPQRSQSA 

GPA*RAGRQDGVCRSLGQGRGGGR 

ATSLVLHPPGYPGCWFSVGVPSLPQ 

YTGIRSSSPRTRG 


4673 


10170 


A 


4972 


148 


268 


LQPR*PLTCAPPPCPVQTQTHPISVS 
QTLLGLEFCCSLSL 


4674 


10171 


A 


4973 


397 


1449 


RSHPSGTGRRTSRl .F.SWFLGVSCKK 

SKVREGPLGPA* ♦ AG*RG VRPQRSQ 

SAGPA*RAGKRQDGG/SPEPRAGVG 

GEVGTQSP/GPSGASGYPGMLVSKP 

VGGTSASWLPAGCPIPS*LS*QRSQG 

SPSSCLIGHLLALWAAFGLGVTSLP 

QYTGIRSSSPTA*ATVQGDSGHKGG 

TGGTGLGRGRNTQPDAACGRGHRS 

SPTR/RPHGKPNGNTGCAEGGQARS 

LLPKLAPKLPGWPVSVPVAVGVPGD 

FGWRQAQYQSSLWDLSSPRNTLGR 

SATSAGPAPPALLGAGSGRSSGTSP 

AAPGCSSRCHCWASAPAGVSGGPGX 

GRGAEAPPSPTLAQRGSPPG\AAIFP 

PACGIPP 


4675 


10172 


A 


4974 

- 


2 


637 


ARAKEV*DLYTERTK/PLLKEIKEDR 

NKWKHTSCLWLyU.NIVKMSILCKL 

VHRI^AITIKI/PCWLCLAEIDKLILK/ 

nWKFK/RSRVAKTVLKKKRKVRRL 

TLSNFKTYYFRVTVIKIEWLWQKD 

KYIDQWNRIKSLEINSYICGLLIFYK 

SAKTIS*ENSVSWYLX)NWIPTCERM 

KIAPYIIYKKnaWIKDLNmArrVKL 

IKENIGPGARL 


4676 


10173 


A 


4975 


254 


590 


KARYILPDLMIGLDFFFFFLGETKFP 

FAPQPGGHQGDLG*LKLTPPRDFP/C 

LTPPRSGNYRLGPPPPLNFFVF*KKR 

GGPHVGQTGFELLT*KDPPPLASQR 

AEITGGTHHA 


4677 


10174 


A 


4976 


103 


378 


CFLYSICRGADTQRRFKLSDLSINST 

GNHNPLS*YTFMRN\AKQPVN*YHR 
CTETFSLTRMELLVSV 


4678 


10175 


A 


4977 


2 


327 


RQCLALWPRLECSGVDAHHSLHLL 

GSSDPPTSAS*VAGTTGMHHHAQLI/ 

LFWVLIDTG'CYVAQTGLEPLNSGH 



662 



wo 01/79449 



PCTAJS01/086S6 



(SCQID [SEQID 
NO: of NO: of 
pnclco-tidc I peptide 
iseqBencc iscqaciice 



Me 

tbo 
d 



4679 



10176 



4680 



10177 



S£Q n> NOTINDeteoOdc 
iol^ay llooitioDof 
09/n0»160 InrstcodoQ 
for peptide 
sequtoce 



4978 



19 



4979 



NQdcotidc 
locatios of last 
eodon for last 
amino aekl of 
peptide 
sequence 



1009 



358 



Amino acid sequence ( X^nknown; *=Stop 
codoo; /»pofisibJe ondeotide delcfioo; ^possible 
Dttdeotide insertion) 



PPTSASQSAGllGLRHRAQPCVFQSS 
QKRGPELF 



KTTQQ(XJN1JFSSAHET\FTNTDHIL 

GHETSFDN4F*HIQVI*STFLYHNVIK 

LEAmSRKISGKCP>nvlWKLNNTVLS 

NmOINFLDNKQNETIKI/RAETNELE 

NR/RTEKIN*TKM*FFEMINTIDKSL 

AR*SRGKRHKIXISGMTNVVSHCVS 

LPTLRLFQSCFDYILTTLHFLINF/QN 

RFNNLYKMIRGY*QLYKN*FDKLH 

EMKNFL*/RY*LPILTQEEI/Sra-NSPl 

YILKffiIVVLNLPTr«:TYW*TLKF/EE 

MIPlVHRLFQKQETLPNPFYEVSrrPI 

PKI/QD/D*TKENFRPISL\VDAKIPSK 

NLSNYICSRLNNASHPQRSTDPNLQ 

NF 



STSNAYHSNSLHQQIKEKKNHTILSI 
DAEKAFYKIQEPLLArrL*NKNSGN/ 
FLNNfLMTTY* *PKVNVILIGNTIPY» 

YFAFLLP*KLRTRQSRLSSLFNIVLK 
NPANVTVISINIKRK 



4681 



10178 



4980 



341 



4682 



10179 



4981 



FFETESNSVAQAGVQWHDLGSLQP 

PSPGVSSNSPASASRVAGITGACPNV 

QLISVGFLFFVFWFFFETESLSVAQA 

TGVQWVRSWAYCNLRLPGSGRFLC 

LCLPSSWGLQGVR 



658 



1001 



4683 



10180 



49^ 



53 



4684 



10181 



4983 



66 



394 



516 



LILSARPPKGEKGSFLLAEFSSYFHS 

GLFSSARSFFFFFFFFETESHCVAQA 

GVQWLDLGSLQPPPPG\SSNSPASAS 

QVAGTTGVCHHAQLIFVLLVETGF 

HHVGQAGLELLTS 



PQQSGFWFIYFSKQGCPFFVNILNIC 
SFVLFFFFETESCSVAQAGVQWHDL 
GSLQPPPPGNSSDSPASASRVAGITG 

ACHQTWLIFVFLVDMGFRHVGQAS 
LKLLTSGFKKWVT 



HFYQFFPHFSGRMDLWSSLLCHFF 

AmQFVTFVFLLYFIFVVYILSV*LD 

PMRKQT*LISG*ASI*YRYV*LQNL 

YVLKLYITPLSL*AHVUYL/CYLKS 

ESHSVTQAGVQSHNLSSLPPRFK*FP 

CLSLPNG*DYRNVPPHPANFCIS 



4685 



10182 



4984 



324 



HENRl^YElSmMWKLlWIFLNKL 

WVKErrSRLQKYFECSENKTTTYQK 

L*DAK\KMNQCQGYLWVFMALSA* 

ISKRKRLLINYLSFYLSKLEK»EPTK 

PKASSRKVV 



4686 



10183 



4985 



108 



277 



ARVIRRANFCIFGKDRVSPCCPG/W/ 

SPELPGLKRSPSLSLPKCWDYP*AT 

APGQHPYS 



4687 



10184 



4986 



29 



454 



4688 



10185 



4987 



116 



424 



4689 



10186 



4988 



1217 



PPTTCTPACQGLSGAAMKSLVLLLC 

LAQLWGWHSAPHGPGLIYRQPNCD 

DPETEEAALVAIDYINQNLPWGYK 

HTLNQIDEVKVWPQQPSGELFEIEID 

TLETTCHVLDPTPVARCSVRQLKEH 
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wo 01/79449 



PCT/US01/086S6 



SEQID 
NO: of 
DBdetMide 
sequence 


SEQID 
NO: of 
peptide 
seqneoce 


Me 
tho 
d 


SEQID NO: 

inUSSN 

09/770,160 


Nadcotidc 
locatkm of 
first codoo 
for peptide 
sequcacc 


Nodeotide 
locatioDoflast 
codoo for last 
amino acid of 
peptide 
sequence 


Amino add scqncncc ( X«4Jnknown; ^^Stop 
codoo; /^possible nacteotidc ddetion; V^possiblc 
Bttcleotide iosertido) 












• 


AVEGDCDFQLLKLDGKFSWYAKC 

D\SSQDSAEDVRKVCQDCPLLAPLN\ 

DTRVAHAEKAALAAFNAQNNGSVN 

FQLEEISR\AQLVPL\PPS\TYV\EFTV 

SG\TDCVAK\EATEAAKCN\LLAEKA 

IMAFVKATLK*ESLGGGRRLQLTCT 

VF\QTQPCDLHSPNPEGANEAVPTP 

VV\DP\DAPPSPPLG\APG\LPP\AGSP 

PELPCFYWAAPPG\HQ\LHR\AHY\D 

LRVHTFHGVWVFIGGHPSGRKCSHP 

PGKHGTVGSSLVFWCCCCLGPWP 

SIVPGVRIRHFKVLG 


4690 


10187 


A 


4989 


1 


443 


KKFVIPDFEEFTGHVGRIFEDVKELT 

GGKVAAYIPQLAKSNPDLWGVSLC 

TVDGQRHSVGHTKIPFCLQSCVKPL 

TYAISISTLG/DYVHKFVGKEPSGLR 

YNKLSLNEEGIPHNPMVNAGAIVVS 

SLIKMDCNKAEKFDFVLQHLNKK 


4691 


10188 


A 


4990 


3 


217 


ATKRKKKMKDKDKANKLLEAMGTS 
KTNEEDKRRGLDKRTPDQAAFEKM 
QEKRDFSRHLDTLTEHYDIPKVHH 


4692 


10189 


A 


4991 


3 


475 


AASTESGMVAYYQVQKGPLKLKG 

VAKLGVTKyRVRPEGPRDSVFIPLKP 

FLGTPGPDPPTRRLLMFFSRKKKKK 

DKDKAK\LLEAMGT\SKKN\EEEKR 

RGL\DKRTPAQAAFEKMQEKRHME 

RILMKA\SKTHKQRVEDFNRHLGTL 

\TEHY\DIPKV\TWTK 


4693 


10190 


A 


4992 


783 


5158 


PDKSGRRRDVEGGVCCFLSLLRNSR 

YLLSTHILERGKKASLCHPGWNAL 

VPSPLTAASASWVQVILLPLSLPSG 

WDYSLLHLEELTGESPTSERAFNYH 

PTTCLRRKILQDSEHTASTRGPMTL 

DRPGEGATMLKTFTVLLFCIRMSLG 

MTSIVMDPQPELWIESNYPQAPWE 

NITLWCRSPSRISSKFLLLKDKTQMT 

WERPSHKTFQVSFLIGALTESNAGL 

YRCCYWKETGWSKPSKVLELEAPG 

QLPKPIFWlQAETPALPGCNVNILeH 

GWLQDLVFMLFKEGYAEPVDYQV 

PTGTMAIFSIDNLTPEDEGVYICRTH 

I\QILP\TLWSEPSNPLKLWAGLYPK 

PTLTAHPGPIMAPGESLNLRCQGPiY 

GNOTALMRVEDLEKSFYHKKTIKN 

EANFFFQSLKIQDTGHYLCFYYDAS 

YRGSLLSDVLKJWVTDTFPKTWLL 

ARPSAWQMGQNVSLRCRGPVDG 

VGLALYKKGEDKPLQFLDATSIDD 

NTSFFLNNVTYSDTGIYSCHYLLTW 

KTSIRMPSHNTVELMVVDKPPKPSL 

SAWPSTVFIOXjKAITLQCRVSHPVL 

EFSLEWEERETFQRFSVNGDFnSNV 

IXjKGTQTYSCSYRVETHPNMWSHR 

SEPLICLMGPAGYLTWNYVLNEAIR 

LSLIMQLVALLLWLWIRWKCRRL 

RIREAWLLGTAQGVTNfLFIVTALLC 

CGLCNGVLIEETEIVMPTPKPELWA 

ETNFPLAPWKNLTLWCRSPSGSTKE 



664 



wo 01/79449 PCTAJS0iy08656 



SEQID 
NO: of 
DDclccMidc 
sequence 


|S£Q ID 
NO: of 
1 peptide 
Isequesce 


Mf 
the 
d 


SEQIBNO: 
09/770,160 


INDdcotide 
lloeatioo of 
Ifirst codoD 
[for peptide 
Iscqoesce 


Nucleotide 
location of last 
eodoD for last 
- amioo add of 
peptide 
sequence 


Amino add seqaence ( XatlokoonrB; *=^top 
codon; ^Mssiblc nodcolide ddetion; ^possible 
nodeotide insertion) 












• 


FVLLKDGTGWIATRPASEQVRAAFP 

LGALTQSHTGSYHCHSWEEMAVSE 

PSEALELVGTDILPKPVISASPTIRGQ 

ELQLRCKGWLAGMGFALYKEGEQ 

EPVQQLGAVGREAFFTIQRMEDKD 

EGNYSCRTHTEKLPFKWSEPSEPLE 

LVIKEMYPKPFFKTWASPWTPGAR 

VTFNCSTPHQHMSFILyKDGSEIASS 

DRSWASPGASAAHFLIISVGIGDGG 

WSCRYYDFSIWSEPSDPVELWTE 

FYPKPTLLAQPGPWFFGKSVILRC 

QGTFQGMRFALLQEGAHVPLQFRS 

VSGNSADFLLHTVGAEDSGNYSCIY 

YETTMSNRGSYLSMPL^fIWVTDTF 

PKPWLFAEPSSWPMGQNVTLWCR 

GPVHGVGYILHKEGEATSMQLWGS 

TSNDGAFPITNISGTSMGRYSCCYH 

PDWTSSIKIQPSNTLELLVTGLLPKP 

SLLAQPGPMVAPGENMTLQCQGEL 

PDSTFVLLKEGAQEPLEQQRPSGYR 

ADFWMPAVRGEDSGIYSCVYYLDS 

TPFAASNHSDSLEIWVTDKPPKPSLS 

AWPSTMFKLGKDITLQCRGPLPGVE 

FVLEHDGEEAPQQFSEDGDFVINNV 

EGKGIGNYSCSYRLQAYPDIWSEPS 

DPLELVGAAGPVAQECTVGNIVRSS 

LIWWVALGWLAIEWKKWPRLR 

TRGSETDGRDQTIALEECNQEGEPG 

TPANSPSSTSQRISVELPVPI | 


4694 


10191 


A 


4993 


1 


369 


GTFQLPKPIFWIEAETPALPGCNVNI 
LOHGWLQDLVFMLFKEGYAKPVD 
YQVPTG\TMAIFSIDNLTPE\DEGVYI 
CRTH1QMLPTLW\SEPSNPL\KLWA 1 
GGCGLWLLASGNCCPRYHGWLS | 


4695 


10192 


A 


4994 


183 


429 


ISIKSMKUSDYKYCIYIYRYHRDVI 

RLGIIDIYSVLHFTSAQYTFFSSLHGT 

LTTRDNILGHKT\LNKFKRIEIRQYL 
FSDQ 1 


"4696 


10193 


A 


4995 


2 


270 


TSGCLQGSCOTGPPGAVGRASRSR 
PSTRPPSRARPLGSPGCSARAQDAA 
DLPLPPPPPPCCSPSSAGCRCSLGCF 
RRCPLRSSRRSRF | 






A 


4yyo 1 


1 


428 


npclserqgcceklplersstpqds 
aghpvt/hahcslpspvdlcplllat 
hr1scwhcqdevqggto\sadtgd 
lealsllaghgdtdghiildvpdga 

FYPQRTKAGlDHLHQKlLKIIEQrnE 1 
HEARDDNAPDYPKLANN | 


4698 


10195 


A 


4997 


131 


412 


RKWLia.LPCSFFSSJKMYAETFSPC7| 
CIRVCIHVCVYTCVYTCVCIHVCSC 
PCA^GQASALKSVSLCQLHCILVLTP 
MLTLRFDKKFFTQDSHFI | 


4699 


10196 

* 


A 


4998 


2 


175 


KFTWICmCfiPHIAll'WXn 1 

TLPNFKTYYKAAVTETVWYWHKD 
SGLDHFVLL | 


4700 


10197 


A 


4999 


2 


175 


KFTWNHKGPRIARNNLEKEN\KVEG 
FTLPNFKSYYKAAV IHl VWYWHK 
DSGLDHFVLL J 
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SEQID 
NO: of 
nadco-tide 
scqacDCC 


SEQID 
NO: of 
peptide 
sequence 


Me 

tfao 
d 


SEQID NO: 

i'dUSSN 

09/770460 


Nodcotidc 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
locatton ofbst 
codon for last 
amino add of 
peptide 
sequence 


Amino add sequence ( X^nknown; *^top 
codon; A^^possiUe nucleotide deletion; V^^MKsible 
nudeodde inscrtioa) 


4701 


10198 


A 


5000 


1 


909 


MVLEVSVSDRDAVWRLWRAPIGES 

QQRSLGFWSKVLPYSADNYFPFER 

QLLACYWALLETDRLTVGHQVTLQ 

PELPIMNWVLSDPSSHKVGHVHQH 

SIIKWKWYIRDQTRAGPEGTTTPVIT 

Q/WDAHEQSGLSGRDG\KGQRFVLT 

GVDTYSGYWFAYPAHNASAKTSIY 

GFTECLIHCHGIPHSIASE)QGTLFTA 

KEVWQWAHAHGIHWSYHIPHHPIA 

AGLIEWWNGLLKSQLQCQLGDNTL 

QGWGKDLQKAMYSLNQRLIYSTVS 

PISRIHGSRNQRVEVEVAPLTITLSD 
PLAKFFFLLP 


4702 


10199 


A 


5001 


1 


1014 




4703 


10200 


A 


5002 


349 


718 


AGPEGTTTAECP/I/CQQQRPILSLRY 

GTISWG/DQSATWWQVDYIRTLLS 

WKWQSASAKTTIHGLTKCLIHHDIP 

HSIASD*GTCFMAKEVWQWYCFSH 

SQDSRVQESRGGIGSCTTHHHPCSF 

PN 


4704 


10201 


A 


5003 


1 


558 




4705 


10202 


A 


5004 


1 


2205 


MGAVFEALWQYSPELPKASVMVQ 

EASKAIGQCQSSAAKLRRSGKESVT 

EPWARVLGALEMAARLYKVTSGH 

CHGIHTPSWRCLCFSTGGKERHAH 

DLPHVTAQSQGHQGQGKISRTALK 

EPTVHKVTASLSPWATSPPQPMLP 

SDFPPLSEEINPMLPEATVIASPKEIA 

RQDNVDSPQEPPPTPQFSSRPITRLK 

SQWAPRGPECVIGIDILSSWQNPHIG 

SLTGRVRAIMVGKAKWKPLELPLP 

RKIVNQKQYHILGGTVEISATIKDLK 

DTEAVTPTTSPFNSPIWPVQKTDGS 

WRMTVDYCKLNQWTPIAAAVPD 

V/VSLLEQINTSPGTWFEWSPK\KAL 

QQVQAAVQAALPFGPYDPADPMVL 

EVSVADRDAIWSLWNAAIGESQRR 

PLGFWSKALLSSADNYSPFERQLLA 

SYWALVETERLTVGHQVT1.RPELPI 

MNWVLSDPSSHKVSGAQQRSnKLK 

WYIHDWVRAGPEGTTTSVITQWAH 

EQSGHGGRDGGHAWAQQHGLPLT 

KADLATATARIHRSRNQGVKVEVA 

PLTITPSDPLAKFLLUSATSTSLEVT 

VPEGEMLPPRDTTKIATFGTQTGFL 

ALQLADGLLWDLVIIPGKGKPSRDL 

VESPSPYSTYEGIDGWPDEPAPTAT 

KPPVMPAPALPPDTRSGSKAPTVPT 

PYPQMEHHQVQLASNNSNTEALGH 

LSPQSSWVQTPGQNSGPAIPNHLGK 

DMISPPQMAPAGVKWESQKY 


4706 


10203 


A 


5005 


155 


531 


GNLWSVDLRPGTPLRQNFRGTIRQQ 

UQDiriTK'idii/^orvrDi i iDonx/ic/2\/¥% 
tioivr 1 NJMrli^o\/l rl^il'Kl^ I OoiJ VU 

I^iaXKJT(S«GS<XVCTIDLANAFFS 
IPVHKA/HQKQFAFSWQW IKIVLPR 
LTWLQPC*VPha.PAAETNTEPSNGT 


4707 


10204 


A 


5006 


1 


518 


MTVDYCKLNQVVIPIAAAVSDWS 
LLEQIhrrSPGTWYAAIDLANAFFSIP 
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PCTAJS01/086S6 



SEQID 
NO: of 
ODcleo-tide 
scqocDcc 


SEQID 
NO: of 
peptide 
seqaeocc 


Me 
tbo 
d 


SEQ ID NO: 

inUSSN 
09mOJ60 


iNadcotidc 
llocatioo of 
IfirstcodoD 
Ifor peptide 
IscqoeDce 


Nucleotide 
location of last 
codoD for last 
amino acid of 
peptide 
scqacoce 


Amino add sequence ( X^Unknoim; *^top 
codoo; /^possible oodeotide ddetion; V=posdble 
nodcolide inscrtioii) 














VHKAQQKQFAFSWQCjQQYlFrVLl' 

QWYINSPALCHNLIRRDLDCFSLPL 

DITLVHYIDDIMLIGSTIKWWHSS/ 

DSIIKWKWYVHDWARAGPEGTTN 

GLAG*SGTCKKHEWKTGDKGIRGR 

G 


470S 


10205 


A 


5007 


1 


2592 


MVRKAKWKPLQLPLPRKIVNQKQH 

RIPGGTVEISAITKDLKDAGVVIFrT 

SPFNSPIWSVQKTDGCWRMTVDYC 

liXTQVMTPIAAVVPDVVSLLKQINT 

YPGTCK\FLGVQWCGACRD1/PSKV 

KDiaLHIAPPTTKKEAQHLVGLFG 

FWREHIPHLGVLLQPMYQVTRKAA 

SFEWGLEQEKALQQVQAAVQAALP 

FGPYDSADPTVLEMSVADRVAVWS 

LWQAPIGESQWRPLGLWSKALPFS 

ADNYSPFERRLLACYWALMETEGL 

TMGHQVTMQPELPIMNWVLSDPSR 

HKVGHAQQHSIIKLKAVYICDQARA 

VPEGTa*LNKEVAQMP/MGTTRKW 

TAAALQSLSGISLKDSGEGKSSQWT 

ELQAVHLWHFAWKEKWPGTWKK 

HDWKTGDNEIWGRGIWMDCSEWS 

KTVKJFVSHAHEPSGHGGRDGGYA 

WAQEHELSFTKADLATGIVECPICQ 

QQRPTLSPRYGTIPQGQTFILTGINT 

YSIYGFAYPAHNASAKmRGLTECL 

mHHGIPHS/IVSD*GTHFTAKDV\ET 

RIHRPRNQGVEVEVAPLTITRSDTL 

AKFLLPVPTTFRSANLEVLLLEGGT 

LPPGDPTTIPLNWKLRLPRGHFGLPL 

PLSQQAKKGVSVLAGVTDLDYQDE 

FSLLLHNRVTAAFPSLLHSSFAYLD 

NMIEKANKCHVEGVDHVSDPAQRR 

ECDRHTGSSCHLLRGPPQLQSQLVS 

GPRSPKSDSGESCLAWDPTFKAEVS 

PLAQGSPRNSVQEPSPRTGSPKSLLG 

ALIALWPSWYLSSDPDPQGSNSR>JL 

EISACQKYLSPAFGNSDYSTAEDFN 

SDYTLKSPENSIGYARLEKHRRLYG 

GDGGDGGGDDVRGGKRGDDSASR 

KGVTERV 


4709 


10206 


A 


5008 


1 


942 


MVGKAKWKPLELPLPRKIVNQKQH 

HIPEGIAEIAATIKDLKDAGVVIPTTS 

PFNSPIWPVQKTDGSWRMTVDYCK 

LNQ WTPI AAA VPD WSFI .F.RTNTSL 

GTWYAAIDLANAFFSIPVHKVHQKP 

FAFSWQG/QQY'rFrVLPQDYINSLA 

L*HNLIWRDLDYF\LLLQDITLVHYI 

DDIMIJGSNDHKVGGAQQHSIIKWK 

LYIHDQAQTGPEGTTTSVIAQWAHE 

QSGPGSRDGGYAWAQQHGLPLTK 

ADLATrrAECPVCOCX^RPn ^NpRYfi 

TIPSLPLTKALTLQLKKCSSGPIVILM 
EFTGLAMFPIILKQLD 


4710 


10207 


A 


5009 


1 


1795 


MRKCGKPQFKLGQTNKANSRIQEE 
LIHSKSLIEQEGEKPVQFSAFHRMW 
QPADSQCDIIDSADIWADPLVRHREI 
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S£QU> 
NO: of 
nodeo-tide 
scqnence 


ISEQID 
NO: of 
1 peptide 
Iseqacoce 


Ml 
d 


HSEQIONO: 
JloUSSN 
09/770460 


INnclcotidc 
llootioD of 
Inmcodon 
Ifor peptide 
IscqocDcc 


Nucleotide 
location of last 
codoD for last 
: amino acid of 
peptide 
scqDcsce 


Amino add scqnence ( X'^'Unknoira; *aStop 
codoo; /=possiMe nodeotidc ddetibn; V=possibte 
ottdcolide inscrtioD) 




1 








- 


ITGSGGINRRRTRGGRGRGGEAAGG 

AENCGSREERERAGVGTAVTQLQN 

LNTIGnGSRGGRGQVAAINHQRQG 

GHSYCKGQQKQNSNQNSVTHVEL 

WHWLINHSVPRSEIDRKPTTFLLNL 

YKQKTSRDLWPFTR\rrLHRGKRND 

QTFQGLLDTGSELMLIPEDTKHHCG 

PPVKVEAYGGQVINGVLAQIQLTV 

GPVGSGTHPWIYPVPECnGIGILSS 

WQNPHIGSLTSRKTDGSWRNfTVHY 

HKLNQMVTPIAAAIPDWSLLEQVN 

TSPGSWYAAroij\NAFFFIPVHKAH 

QKQFAFSWQGQQYTFTVLPQGETL 

VNFSLPQDITLFHYIDDIMQIGSSDQ 

EVA>rrLDLLPRKSTTPSG/LYGFWR 

QHIS/HLGLLLTPIY*VTQKAA/SFEW 

GLEQEKALQQVQATVQASLPLGVY 

DPADPMVIEM/SLSDPSSHKVGCAQ 

QHSIIKWKRYVCDQA*ASPEGTS*L 

YCTSFIMEKEEVC/LSLEQTLTLDMG 

LPILHAMLLWIHLWIHGLPYPSSWY 

STQQCL 


4711 


10208 


A 


5010 


3 


169 


DPQPFTRVTVHWGKGNDQTFRGLL 

DTGSELTLIPGDPKHHYGPPVKVGX 
AYGAQLL 


4712 


10209 


A 


son 


.1 


562 




4713 j 


10210 


A 


5012 


' 3 


591 


DPADPMVLEVSEADRDAWPISESQ 1 

QRPLGFWSKALPSSANNYSFFKRQL 

LACYWVLVEIEHLTMGHQVTMRFE 

LPIINCVLSDPCSHKVGHAQQHSIIK 

WRWYIHDWAEGTSKLHEEVAQIPM 

VSTPSLPQPAPMASWEVPYDQLTEE 

EKTRAWFTDGSARHAGATQKWTA 

VALQPLSGTSLQDSSEEKSSQWTCI 


4714 1 


10211 


A 


5013 1 


2 


586 1 




4715 1 


10212 


A 


5014 1 


3 


514 1 




4716 


10213 


A 

1 


5015 


1 


994 


MVRKAKWKPLQLPLPRKIVNQKQH 

RIPGGTVEISAITKDLKDAGWIPTT 

SPFNSPIWSVQKTIXjCWRMTVDYC 

KLTQVMTPIAAWPDWSLLKQINT 

YPGTCK\FLGVQWCGACRDI/PSKV 

KDKLLHLAPPTTKKEAQHLVGLFG 

FWREHIPHLGVLLQPMYQVTRKAA 

SFEWGLEQEKALQQVQAAVQAALP 

FGPYDSADPTVLEMSVADRVAVWS 

LWQAPIGESQWRPLGLWSKALPFS 

ADNYSPFERRLLACYWALMETEGL 

TMGHQVTMQPELPnV!NWVLSDPSR 

HKVGHAQQHSIIKLKWYICDQARA 

VPEGTa»LNKEVAQMPM | 


4717 


10214 


A 


5016 


1 


643 


MVGKAKWia>LELPLPRKIVNQKQH 
HIPEGlAEIAATlKDLKDAGVVIPTrS 

PFNSPiWPVOKTnn^wRMTvr^vpK' 1 

lnqwtpiaaavpdwsfleeintsl 
gtwyaaidlanaffsipvhkvhqkp 

FAFSWQG/QQY'l'FiVLPQDYINSLA 

l*hnliwrdldyfu.llqditlvhyi 
ddimugsndhkvggaqqhsukwk 
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wo 01/79449 



PCTAJSOl/08656 



SRO ID 
NO: Of 
Dudeo-tidc 
sequence 


CE>0 ID 
NO: of 
peptide 
sequence 


ITIC 

tbo 
d 


<iFO in NO* 

idUSSN 
09^770460 


nmcicoiiuc 
locatiooof 
first codon 
for peptide 
sequence 


i^J m — ^» -m - 

piDcieotiae 
locattoo of last 
codOD for last 
amino add of 
peptide 
sequence 


Amino acid scqncnee ( X^HinRnown; *^^top 
codon; A^possible nucleotide deletion; V>possible 
nucleotide insertion) 














LYIHDQAQTGPEGT 


4718 


10215 


A 


5017 


3 


1074 


VTASLSPWATSPPQPMLPSDFPPLS 

EEINPMLPEATVIASPKEIARQDNVD 

SPQEPPPTPQFSSRPITRLKSQWAPR 

GPECVIGIDILSSWQNPHIGSLTGRV 

RAIMVGKAKWKPLELPLPRKIVNQ 

KQYHILGGTVEISATIKDLKDTEAV 

TPTTSPFNSPIWPVQKTDGSWRMTV 

DYCKLNQWTPIAAAVPDVATSLLE 

QINTSPGTWFEWSPKMCALQQVQAA 

VI^AAL.rruPYDPADPMVLEVSVAD 

RDAIWSLWNAAIGESQRRPLGFWS 

KALLSSADNYSPFERQLLASYWAL 

VETERLTVGHQVTLRPELPIMNWV 

LSDPSSHKVSGAQQRSnKLKWYIH 

DWVRAGPEGT 


4719 


10216 


A 


5018 


1 


1482 


MAPNSRVQELVLGQVAVICQGLLS 

LQPRTEGYTVGFLTFEVLDLTGSSA 

CRWPIVGLHSVnLLDKVTKEKDEL 

RDSNSWLQKQILSLKFSKTALSESU 

SCRQRAEIVENQTQGLIMRPLAFHR 

GNCIGERGMTILFRGYWTEPTLIPED 

PKHHCSPPVKVRAYEDGSWKMTV 

DYHKLNQVMIPVTAAVPDWSLLE 

KINTSPALFHNLVQRNLDCFSLPQDI 

TLVHYVDDIMLIGSSEQEVANTLDL 

LVRRLCAKGWEINLTKIQGPSSLVK 

FLGVQWCGASQDIPSKVKNKLLHL 

ALKilKKEAQCLVGLFGFWKQLIPH 

LATPIIPQRAHEQSGHGGRNGGYTW 

AQQHGLPLTKADLATATAECPICQQ 

yKbNUA/PKYGTIPVRGIXJPATWWQ 

VI/T VOr^l^oWKO\^\^l* VlrflKlL/i To 

AYGFAYPTCNASAKTITHSLTACLI 

HRHGIPHSIASDQGSHFTAKEVQQW 

AHAHGEHWSYHVPYYPEATGLIEW 


4720 


10217 


A 


5019 


1 


1494 




4721 


10218 


A 


5020 


101 


304 




4722 


10219 


A 


5021 


1 


1912 


MTVDYCKLNQVVIPIAAAVSDVVS 

LLEQINTSPGTWYAAIDLANAFFSIP 

VHKAQQKQFAFSWQGQQYTFTVLP 

QWYINSPALCHNLIRRDLDCFSLPL 

DITLVHYIDDIMLIGVPRQLLACYAV 

ALVKrHHLTOHQVTMRPELPIMNW 

VLFDPSSHKVGCAQQHSnKWKWY 

VHDWARAGPEGTTTPVISQWPHEQ 

CGHGGRDGGYAWAQQCRLPLTKA 

DLNTATAKRPICQQQRPTLSPQYGT 

IPQGDQPATWWWVDYMGSLPSWK 

GQRFVLTGIDTYSGYGFAYPACNAS 

AKTAICGLTECLIHHHDIPHSIASDQ 

GTHFMAKEVRQWAHDHGIHWSYH 
VSHHPEAAGLIEWWNGLLKSOLOC 

QLGDNTWQGWGKVLQKWYALN 

QHPIYGTVSPIAKIHRSRNQGLEVAP 

LTITPRDPLAKFLLPFPATLQSAGLE 

VLVPEEGTLPPGDTTVDPLNWKLRLP 

PRHFGLLLPLNQQAKKGVTVLAGV 
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wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: of 
nndco-tide 
scqoeocc 


SEQID 
NO: of 
peptide 
scqneocc 


Me 
tbo 
d 


SEQID NO: 

ioUSSN 

09mO,160 


Nndeotide 

locatioo of 
first codoo 
for peptide 
scqucnec 


Nndeotide 
location of last 
codoo for last 
amino add of 
peptide 
sequence 


Amino add scqoeocc ( XsUnknovn; ^^-Stop 
eodon; /=possibIe ottdcotide ddetion; V»posable 
oodeotide insertion) * 














TDLDYKDEITLLLHNGGKEEYAWN 

KPEALVPKGWFPPGDTITVlLSLSW 

KLRLPSGHVGLLMPLSQQVQKGVT 

VLAGVIDPGHTSAASLVLRSCVWS 

GSDTIVSPGSQDFRLGINDTTGFFVF 
PD 


4723 


10220 


A 


5022 


3 


835 

• 


DLWPFrRVTVH/WGKANDQTFQGL 

LDTGSELTLIPGYPKRHCCPPVKVR 

VYGGQTDGSWRNfTVGYHKLNQVV 

TPJAAAVPDWSLLEQINTPPSTWVY 

GQVAAFAPPTTKKEAQRLVGLFDF 

GGNTLLIWVYYSGPLSSDLKGCQFE 

wDPEQERLCKAFSAHSQWFGCQGL 

GRSVDWKIDDKKLGKRMRMDLSE 

LGKNREEYWYPVQQAKKGVKVLA 

X^IXJTIKMKSVYYFTMEKTCQRQ 

ATTAELEPEKNVIGVDETVEGQSYH 

SSKQKDIPFQGEK 


4724 


10221 


A 


5023 

• 


2 


1300 


DLWPFTRVTLHRGKRNDQTFQGLL 

DTGSELMLIPEDTKHHCGPPVKVEA 

YGGQVINGVLAQIQLTVGPVGSGT 

HPWIYPVPECIIGIGILSSWQNPHIG 

SLTSRKTDGSWRMTVHYHKLNQM 

VTPIAAAIPDVVSLLEQVNTSPGSW 

YAAIDLANAFFFIPVHKAHQKQFAF 

SWQGQQY'l Fl" VLHQGYINSPALYH 

NLIWRDLDRFSLPQDITLIHYIDDMT 

LIGSSEQDVANTLDLL/SDLSRGGF* 

♦SSG*DDPFCGHHSASFPSHPCNRP 

MGP*TK*PWGQGWRLRMGSATCn> 

THQG*PGYGHC*VPNLPAAETNTKP 

SIWHHSSG*SASYQAAG*LYWTSFI 

MERAEVRP/TWSTCLLWIWVCLSCT 

QCFCQDYHLWTHGMPYPLSRYSAQ 

HCL*PRHSLYS*RSVAVGSCSWNSL 

VLPCSPSS*SSWI 


4725. 


10222 


A 


5024 


2 


790 


PRGRNRRRKTFQERRMTLNESPEKI 

GKWIECYGHPPASKLVEnriHTVFV 

EDKLSICIRSFNKKADGSWRMTVD 

YCKLNQWTAIAAAIPDWSLLEQI 

NTSPDTWYAAIDLANALFSIPVHKG 

YINSLALCHhTvIWRELDCFSLPRDT 

TLVHYIDDIMLIGSSVQEVENKLDL 

LVKDKLLHLAPPTTKEEVQHMVGL 

FGFWRQHIPHLGVLHQPIYRVIRKA 

A/SFEWGPEQEKALQQVQAAVGGK 

QSENNLGHQRSPGLWFS 


4726 


10223 


A 


5025 


281 


1461 


VRVLSPVEKELKLWKNTHKLLSYP 
TVGAAVTQLQNLTAMGVIGSHGAR 
GQWALNRQRQGDLQPFTRVTVH 
WGKG/NMQIFGGLLDTGSELTLIPG 

Urrs^riTW^xjrr V V \Jt\ I VJVJv^ V IIN vJ V Lf 

AQVQITVGPQTHPWISPVPECnGID 
ILSSWQNPHIGSLTGIMVGKAKWK 
QLELPLPRKIVNQKPYCIPGGTVEIS 
ATIKDLKDAG W U-Tl^LFNSPI WPV 
QKTDGSWRMTVGYRRLNQWTPIA 
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PCTAJS01/08dS6 



SEQID 
NO: of 
oodco-tide 
scqncBCC 


SEQID 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SEQID NO: 

inllSSN 

09/77«»»I60 


Nndcotidc 
location of 
first codon 
for peptide 
sequence 


Nodeotide 
locatioo of last 
codoD for last 
anuDo add of 
peptide 
seqneoce 


Amino add sequence ( X«Unkoown; *=€top 
codon; A>possible nucleotide ddction; V=possible 
Dudeotidc insertion) 














AAVPDWSLLEQINTSPGTWYAAID 

MANAFFSiPVHKAHQKQFAFTWQG 

QQYAFTVLPQGYINSPALCHNLIWR 

DPDCFLLLQNITLLVHYVDDIMLIGS 

SEQEVANALDLLVFSDHLAIKWVM 

HSSIASSSGSGICVIRLKKVLKAQ 


4727 


10224 


A 


5026 


1 


3179 


NfAEDKEEQVPSYTDGSRQRENEED 

TRVKTPDKTIRSHETYSLPREQYGG 

NYAHDSIISHQVPPTTCGNYGSTIQD 

EIWVGDHSGYAOIFVPVPRSLNSDIS 

YFGVGGKQAVFFVGQSARMISKPA 

DSQDVHELVLSKEDFEKKEKNKEAI 

YSGYIRNRKDDYDNHTGIDLVGTn 

ATIKGSNEEDTDTPLFIGKVRTLEFP 

FVNGSAEIMLMPSNQQHKTDEKGR 

ANLGVFSVFAPRGEHTLQVKAIYN 

KSIIEGPIIKLMILPDPEKPVRLNVKY 

DKDASFLAGGLFTAPPLPAQLMSSL 

SCAWIIESVLNSWRKGCNKLKNQR 

ALHKKQDRGKLPEDRELQHTKKQT 

NWAGLLIPAMNNNVDMTARKLQR 

DLQPFTSVTVHCRKGNDQTFGGPL 

DAGSELTLIPGDPKHHCGPPVKVGA 

YGGQVINGVLAXHPUWLVQKTDGS 

/WRMTVDYCKLNQWIPIAAAVSD 

WSLLEQINTSPGTWYAAIDLANAF 

FSIPVHKAQQKQFAFSWQGQQYTF 

TVLPQWYINSPALCHNLIRRDLDCF 

SLPLDITLVHYIDDIMLIGSSEQEVA 

NTLDLFVRHLRARGWEINPTKIQGP 

STSVKFLGFQWCGACQAIPSKMRD 

KLLHLVPPTTKKEAQCLXQLLACY/ 

WALVETEHLTISHQVTMRPELPIMN 

WVLFDPSSHKVGCAQQHSUKWKW 

YYHDWARAGPEGTT/HPCHFPMAP 

*TMWPWWQGWRLCMGSAM*TST 

H*G*PEYSHR»APNLPTAETNTEPSI 

WHHSSG*STSYLWG*LYGISSIMER 

AEVCPHWNRYLLWIWVCLSCMQC 

FCQDCHLWTHGMPYPPS*YPTQHC 

L*PRHSLYG*RSAAVGS*SWNSLVL 

PCFPSS*SSWIDRMVEWPFEVnTVS 

TR*QYLAGLGQSSPEGRVCSESASNI 

WYCFSHSQDSQVQESRARSGTTHH 

HP*GSTSKIFASFSCNITVCWPRGLS 

SRGRNAATRRHNDSnCLEVKIATQT 

LWAPPTFKSTG*EGSYSVGWGD*PG 

L*R*NHSPTP*WR*GRVCMEYRRSI 

RASLNITMPYD*GQWETTTAQARSS 


4728 


1022S 


A 


5027 


2 


1284 


CHCGPPA^KVEAYGSQVLKGVLAQ 

VQLTVGPVGPRTHPWBFPVPECnGI 

DMLSSRQNPHTGSLTGRVWTIMVR 

JsJViv W fvrLbLrLrKJsJ V N V^Ky Y H IPE 

GIVEISATIKDLKDAGWIPTTSPFNS 
PIWPVQKTDGSWRMTVGYCKLNQ 
WTPIAAAVPDWSLLEQINTPPGT 
WYAAIDLANDFFPIPVHKAHQKQF 
AFR WQGRQY 1 Fl VLPQGRWEINMT 
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wo 01/79449 PCTAJSOl/08656 



ISEQID 
NO: of 

{sequence 


jSEQID 
NO: of 
Ipcpttdc 
|scqnencc 


|M( 
d 


(fSEQlDNO: 
09/770460 


INodcotidc 
llocatioD of 
tfirst codon 
{for peptidi 
Iscquence 


> INodcotide 
' llocatioQof last 
1 Icodoo for last 
\ iamiiio add of 
peptide 
|scqacocc 


Amino add scqncDce ( X^Unknoiro; •^Stop 1 
codon; /^possible nodeotide ddetioo; V-possIbIc 
nndeotidc InscrtioD) 














KIQGPSTSVKFLGVQWCGACQDIPS 

KVKDKLIJILVPPTIKKEAQCLVGLF 

GFWRQHIPHLGMPLQPIYRVTQMA 

/\ar ii w UoVtiV^tKAL,v^QAO\QA A VQA 

ALPLGP/HKDPADPLVLEVSVSDRD 

AVWRLWQASI/GHKVGHAQQHSUK 

WKWYIRDWARADPEGTTKGQGQR 

RWWQLAERQDSRDREAAIGERQET 
AVGKTARDGEAVCD | 


4729 


10226 


A 


5028 


422 


1252 


TTLFSVQIFQWRQLENLYFREKKFS 

VEVHDPRRASVTRRTFGHSGIAVHT 

WYACPALIKSIWAMAISQHQFYLD 

RKQSKSKIHAARSLSEIAI\DLTRTRT 

LENSKLANMGSKGKIISGSSGSLLSS 

vjauAKRHCILLPGSQESDSSQSAKK 

dmlaalksrqeAleetlrqrleel 

kjklclreaeltgklpveypldpgee 

ppivrrrigp\afkldeqkilpkgeea 

ELERLEREFAIQSQITEADRRLASDP 
NVSKKLKKQRKTKYINAVKKLQVY | 


4730 


10227 

• 


A 


5029 

i 


1 


1 Af\I\ 


RHEERl'ICilLTSEGLASDTSLICVIED 1 
rrI7^AL^SRSSSEGKlQ^fLDSFLLSL | 
GFLVTEKTVNHLLQQEERPCMDTL 
DCG/LQVAISEALCRLTIKKSRDELV 
HKWFDDEVIAEAFKEIKDREFETDS 

ivKrJLIN 1 


4731 


10228 


A 


5030 1 


1 


612 




4732 


10229 


A 


5031 


64 


323 


LFPTLWLLDLLGTVEEILPSLSENIS 
V WUMKX/5 VFQuVISLKEKLvSTSPD 1 
Cr VrKoJHM V V oLLKbTCLYIFTSGNT 1 
TfiMIDFPWK' A 1 


4733 


10230 


A 


5032 


287 


508 


YYSIFLIYYYYYFLRWSFALVAQAV 
VQWCDLGSLQPLSPGFKRFS\PSALS 
SWDYRHEQPRPANFIFLVETGFL 


4734 


10231 


A 


5033 1 


] 


3627 




1 4735 1 


10232 


A 


5034 


3 


3613 




4736 


10233 


A 


5035 


353 


406 

■ 


MLHLQGlULMIVLYSCCRELIHSFLk 
DSKSMPNCWGESDGPVTGARHPSW 
EEEEDGGVWNTTGSQGSASSHNSA 
SWGQGGKKQMK/CSLKKE 


4737 

{ 


10234 


A 


5036 


1 


514 


ECKDCXiKSFTVSSSLTEHARIHTGE" 
fwr I Eri^ivyuvjIvAr 1 OKSuLTKHMRT 
n I UJ&RJr I JD^KJUUUIvA YNKV YLLNE 

HVKTHTEEKPFTCTVCRKSFRNSSC 
LNKHINHIHTGIKPYECKDCGKTFTV 
SSSLTEHIRTHTGEKPYECKVCGKA 
FTTSSHLIVHIRTHTGEKPYICK 


4738 


10235 


A 


5037 


1 


3222 




4739 


10236 


A 


5038 


1 


4267 


MGPWAWKLRWTVALLLAAAGTA 

VGDRCERNEFQCQDGKCISYKWVC 

DGSAECQDGSDESQETCLSVTCKSG 

DFSCGGRVNRCIPOFWRCDGOVE>C 

DNGSDEQGCPPKTCSQDEFRCHDG 

KCISRQFVCDSDRDCLDGSDEASCP 

VLTCGPASFQCNSSTCIPQLWACDN 

DPDCEDGSDEWPQRCRGLYVFQGD 

SSPCSAFEFHCLSGECIHSSWRCDG 
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PCTAJSOl/08656 



SEQID 
NO: of 
ondeo-lide 
sequence 


SEQID 
NO: of 
peptide 
scqncDce 


Me 
tbo 
d 


SEQID NO: 

inUS^ 

09/770460 


Nndeotide 
location of 
first codon 
for peptide 
scqueocc 


Noclcotide 
locatioo of last 
codoo for last 
amino add of 
peptide 
sequence 


Amino add scqnence ( X^Unknoirn; ^=Stop 
codon; A^posaUc nncteotidc ddction; V=possible 
nucleotide Insertion) 














GPDCKDKSDEENCAVATCRPDEFQ 

CSDGNCIHGSRQCDREYDCKDMSD 

EVGCVNVTLCEGPNKFKCHSGECnr 

LDKVCNMARDCRDWSDEPIKECGT 

NECLDNNGGCSHVCNDLKIGYECL 

CPDGFQLVAQRRCEDIDECQDPDTC 

SQLCVNLEGGYKCQCEEGFQLDPH 

TKACKAVGSIAYUTTNRHEVRKM 

TLDRSEYTSLIPNLRNVVALDTEVA 

SNRIYWSDLSQRMICSTQLDRAHGV 

SSYDTVISRDIQAPDGLAVDWraSNI 

YWTDSVLGTVSVADTKGVKRKTLF 

RENGSKPRAIWDPVHGFMYWTD 

WGTPAKIKKGGLNGVDIYSLVTENI 

QWPNGITLDLLSGRLYWVDSKLHSI 

SSIDVNGGNRKTILEDEKRLAHPFSL 

AVFEDKVFWTDIINEAIFSANRLTGS 

DVNLLAENLLSPEDMVLFHNLTQP 

RGVNWCERTTLSNGGCQYLCLPAP 

QINPHSPKFTCACPDGMLLARDMRS 

CLTEAEAAVATQETSTVRLKWPD 

KTVRWCAVSEHEATKCQSFRDHM 

KSVIPSDGPSVACVKKASYLDCIRAI 

AANEADAVTLDAGLVYDAYLAPN 

NLKPWAEFYGSKEDPQTFYYAVA 

WKKDSGFQMNQLRGKKSCHTGL 

GRSAGWNIPIGLLYCDLPEPRKPLE 

KAVANFFSGSCAPCADGTDFPQLC 

QLCPGCGCSTLNQYFGYSGAFKCL 

KDGAGDVAFVKHSTIFENLANKAD 

RDQYELLCLDNTRKPVDEYKDCHL 

AQVPSHTWARSMGGKEDLIWELL 

NQAQEHFGKDKSKEFQLFSSPHGK 

DLLFKDSAHGFLKVPQRMDAKMY 

LGYEYVTAIRNLREGTCPEAPTDEC 

KPVKWCALSHHERLKCDEWSVNS 

VGKIECVSAETTEDCIAKIMNGEAD 

AMSLDGGFVYIAGKCGLVPVLAEN 

YNKSDNCEDTPEAGXYFAVAWKK 

SASDLTWDNLKGKKSCHTAVGRTA 

GWNIPMGLLYNKINHCRFDEFFSEG 

CAPGSKKDSSLCKLXCMGSGLNLCE 

PNNKRGDTTGYTGAF\RCLVEKGD 

VAFC*KHQTVPTGTLGGEKNPDPW 

A\KDLNEKDY\ELLCLGWVPGKPV\ 

EEYAMCHLARAPNHRCGSHGKDK 

EACVHK\ILRSTASHLFG\SNVTD\CS 

GNFWLVRS\ETKDLL\FRDDTVC/LW 

AKLHDRNTYEKYLGEEYVKAVGN 

LRKCSTSSLLEAcrihKRP 


4740 


10237 


A 


5039 


2 , 


342 
• 


LSRVVLSAAATAAPSLRNAA/FLGP 
GVLQATRTFHTGQPHLVPVPPLPEY 

UOlv VKYuLirctir JrvJi^i'T rlv 

PYVLGTCLILYALSKEIYVISAKIKI* 

ALSCSAFELFRDHF 


4741 


10238 


A 


5040 


53 


940 


DCYLDVSLTMLSRWXLSAAATAPT 
IIMKNAAFLGPGVLQATRTFHT\GQP 
HLCPMY\PIIPEYG\GKVRYG\LIPE\E 
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PCTAJS01/086S6 



SEQID 
NO: of 
Dodeo-tidc 
scqacocc 


SEQID 
NO: of 
pqi>ddc 
scqacocc 


Me 
tbo 
d 


SCQIDNO: 

inlJSSN 

09/770460 


Nodcotide 
location of 
first codon 
for peptide 
scqococt 


Nucleotide 
locatioD of last 
codoo for last 
amino add of 
peptide 
sequence 


Amino acsd seqaencc ( X^liokDOwn; *^top 
codon; /=possibte nucleotide ddetlon; V-posslUe 
Dodeotide inscrtioo) 














FFQFLY/PLKTGVNTDPNVPPETWG 

LNLVTVLFQRKYMVEFRRRGPSLA 

L1KY*GGKWVYGNLKKYGSPLVAG 

LWLD*TPMEQKLGPT*EE/ARQGGF 

PSQH1QN\AIDYGRSLYQALVQKRH 

YLFXDVQRNNIAMALEVTYRERLYR 

VYKXEVKNRLDYHISVQNHDAVRN 

GTTNSLLNWWEVKHVRAKLFPPQA 

RKEDILPKWHCRPIKLLAKEGSKAQ 

AQLW 


4742 


10239 


A 


5041 


2 


205 


APVTSW/IQPKDGSCPFSESTKTISLY 
ISSEQQFHLPRPSESDDFIEDTADMLX 
VSFSGYSSAPKNQEQ 


4743 


V AO it A 

10240 


A 


5042 


1 


360 


SPCLSERQFCCEKLPLQRSSRPQDSA 

GQPVT/HAHCSLASTVDLCPPLLAT 

HRISCWHCQDEVHGGRD\SVDKGD 

LEALSLPAGHGDTOGPISLDVPDGA 

PDPQRTKAAIDHLHHKILKSTE 


4744 


10241 


A 


5043 


106 


396 




4745 


10242 


A 


5044 


77 


4026 




4746 


10243 


A 


5045 


1 


344 


LDFIQTMLQWGWSVAVPV/IPWI 

AIPLVPLGIIFIFLRRYFLETSRDVKR 

LESTTRSPVFSHLSSSLQGLWTIRAY 

KAEERCQELFDAHQDLHSGLSISGN 

GFKGQDLLLFLA 


4747 


10244 


A 


5047 


3 


378 


ERDGALTLPLTPGLPSPPPLPP/HTSS 

QAHYRLSAFGQQFLFNLTANAGFIA 

PLFTVTLLGTPGWQTKFYSEEEAE 

LKHCTYKGYVNTNSEHTAVISLCSG 

MLGTFRSHDGDYFIEPLQSMDEQE 


4748 


10245 


A 


5049 


2 


278 


FVNHGCSQXTLHFVFKVGNRFQTAR 
FYRDVLGMKVQAGADRGWRARLE 
PAPEPALAEGGENGCWNLSRRVS 
DLRPCAVFSFRSVASCRWGS 


4749 


10246 


A 


5050 


1 

* 


1539 


MRLTPFSLSTGNSFRYSRRLKKNIFG 

TAPALRVSEMSLRPSSRIFPCFSRNG 

LDFTIVITLAQPPVPGISFIVAKPRLF 

PGAGSAGCGLLERLFLSLLLGTGLR 

WCLRGCFPGARFCSTTSPEGHTTFT 

GLRRSARTQRLAQGPKPGPPAATV 

ARQTSRVSPAPPCSLRPGLRHESAPS 

GIGDVTARGALRGLGCTVRVTAAC 

GGNHGCSCyLCLHFVFKVGNRLQT 

AAFHIGTSMGMKVQQHEEFEEG\CK 

AAVCNGP\YDG\KWSKTMVG/YLGP 

EDDHFVAELTYNYGWGDYKLGNND 

FMGMTLANSSQAVSNARKXLEWPLT 

EVAEGVF\ET\EAPGGYKFYLQNRSL 

PQSDPVLKVTLAVSDLQKXSLNYWC 

NLLGMKIYEKDEEKQRALLGYAGL 

TSVSLELQG\VKGGVDHAAARGRI\ 

Ar oCr i^KJiiLr JL/i^xnLlLMKKiiN (^KIL 

TPLVSLDTPGKATVQWILADPDGH 

EICFVGDEAFRELSKMDPEGSKLLD 

DAMAADKSDEWFAKHNKPKASG 


4750 


10247 


A 


5051 


21 


223 


HPGSRGCSEPRSGHCTPAWGTKVK 
TORLNKNKTKQKKEVKDCMSSTPL 
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PCT/US01/086S6 



SEQID 
NO: of 
DDclco-tidc 
scqncocc 


SEQID 
NO: of 
peptide 
scqacoce 


Mc 

tho 
d 


SCQ ID NO: 

inliSSN 

09/770460 


Nucleotide 
location of 
first codoa 
for peptide 
sequcDCc 


Nadcotlde 
locatioo of last 
codoo for hist 
amino add of 
peptide 
sequence 


Amino add sequence ( X«Unlaiown; *^top 
eodon; A>possible nucleotide deletion; \=^>ossible 
nucleotide Insertion) 














AHPPGVWCEWRGLIPSSSP 


4751 


10248 


B 


5052 


64 


543 


RGWKRDREKRDDQDDVSSVRSEG 

GNIRGSFRGRGRGRGRGRGRGRGK 

PRLNFDYSYGYQEHGERTDQPFQTE 

LNTSMMYYYDDGTGVQVYPVEEA 

LLKEYIKRQIEYYFSVENLERDFFLR 

GKMDEQGFLPISLIAGFQRVQALTT 

NLNLILPPLKDSTE* 


4752 


10249 


A 


5053 


1 


567 


AAATSAGA/PGRAVAGAGAGTQRA 

PGGCPREAPGAAPGXHKARGPGGPF 

GGEPPPPPPP/LVAVAAVAAGSAGR 

GRPGRWAAGPAEKRQPPLLPPKGN 

PWTKKPPQHLSPDTTGPPPPPLETLE 

AEFGSLKIIKAGKLKTKKSNKASDF 

SDMENWPTPSELVNTGFQSVLSQG 

NKKPPNRKEKEEKGEREEQ 


4753 


10250 


A 


5054 


3 

• 


763 


SGRPHPVIRESSPSSSLALGGQLGRG 

RPSGRAAPGRANPSAPAGGPAREGP 

EFGSLKIIKAGKLKTKKSNKASDFS 

DMENWPTPSELVNTWISERPQPRK\ 

KKPQNRKEKEEKVEKRSNSDSKEN 

RETKLNGPGENRQ/STDEAQSSNQR 

KRANKHKWVPLHLDWRSESQERP 

GSRNSSRCQPEANKPTHNNRRNDT 

RSW/ESEIEKKE/HDQDDVSSVRSEG 

GNNSRGSFRGRGRGRGRGRGRGRG 

NPRLNFDYSSC 


4754 


10251 


A 


5055 


1 


372 


RHEQGISFLETESTFMTDQLVDALT 

TWQNKTKVGLLWSAXAHIRFKPTLS 

QQQKSPEQHETVLDGNLIIRYDVDR 

AISGGSIQTREALIKILDDUPRDQFN 

LIVFSTEATQWRPSLVPASAEN 


4755 


10252 


A 


5056 


1 


1021 

• 


AQAQYSAAVAKGKSAGLVKATGR 

NMEQFQVSVSVAPNAKllFELVYEE 

LLKRRLGVYELLLKVRPQQLVKHL 

QMDMFEPQGISFLETESTFMTNQL 

VDALTTWQNKTKAHIRFKPTLSQQ 

QKSPEQQETVLDGNLIIRYDVDRAIS 

GGSIQIENGYFYHYFAPEGLTTMPK 

NWFVIDKSGSMSGRKIQQTOEALI 

KILDDLSPRDQFNLIVF\STE\ATQWR 

PSLVPASAENVNKARSFAAGIQALG 

GTNINDAMLMAVQLLDSSNQEERL 

PEGSVXSLIILLTDGDPTVGETNPRSl 

QNNVREAVSGRYSLFCLGFGFDVS 

YAFLEKLALDNGGLGRG 


4756 


10253 


A 


5057 


570 


831 


HGNYRNVCILLGLFYPHFVGEKKIH 
IGFFLFFPAIDLKSGSGKVYQGPAKG 
AADTTIIl^DEYFVMEVVLGKLDPQK 
AFFSGRLKAEG 


4757 


10254 


A 


5058 


1 


2229 


MGSPLRFDGRWLVTGAGAGLGRA 

YALAFAERGALVWNDLGGDFKG 

VGKG SLAADKV VEEIRRRGGKAVA 

NYDSVEEGEKWKTALDAFGRIDV 

WNNAGILRDRSFARISDEDWDHH 

RVHLRGSFQVTRAAWEHMKKQKY 

GRIIMTSSASGIYGNFGQANYSAAK 

IXjLLGIJVNSLAIEGRKSNIHCNTIAP 
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wo 01/79449 



PCTAJSOl/08656 



SEQID 
NO: of 
nodeo-tidc 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SCQWNO: 

inUSSN 

09/770460 


Nndcotide 
tocatkNi of 
fiist COdOD 
Tor peptide 
sequence 


Nucleotide 
location of htst 
codon for last 
araiao add of 
peptide 
sequence 


Anuoo add sequence ( X=Unknown; *^top 
codon; A^possaUe nndeotide deletion; V>possibie 
nudeotide insertion) 














NAGSRMTQTVMPEDLVEALKPEYV 

APLVLWLCHESCEENGGLFEVGAG 

WIGKLRWERTLGAIVRQICNHPMTP 

EAVKANWKKICDFENASKPQSIQES 

TGSIIEVLSKIDSEGGVSANHTSRAT 

STATSGFAGAIGQKLPPFSYAYTELE 

AIMYALGVGASIKDPKDLKFIYEGS 

SDFSCLPTFGVnGQKSMMGGGLAEI 

PGLSINFAKVLHGEQYLELYKPLPR 

AGKLKCEAWADVLDKGSGWnM 

DVYSYSBKELICHNQFSLFLVGSGG 

FGGKRTSDKYKVAVAIPNRPPDAV 

LTDTTSLNQAALYRLSGDWNPLHID 

PNFASLAGFDKPILHGLCTFGFSARR 

VLQQFADNDVSRFKAIKARFAKPV 

YPGQTLQTENfWKEGNRIHFQTKW 

QETGDJVISNAYVDLAPTVSGTQAKT 

PSEGGK\LQITFVFEEUGP\RL1CDIGP 

V\VVK\KVNAVFEWHITKGGNIGAK 

WTIDLKSGSGKVYQGPVAKGAADT 

TIH/ILSDEDF/LWEWLGQA*PSRKA 

FFSG\RLEGQEGNIMLS\QKLQMIL\K 

PVAKL 


4758 


10255 


A 


5059 


1 


7449 




4759 


10256 


A 


5060 


1 


7458 


MTDSKPITKLSKSEANLIPSQEPFPAS 

DNSGETPQRNGEGHTL/HQDTQPGR 

ASLPQRPQR\SGRRRNSLPPSHQKPP 

RNPLSSSDAAPSPELQANGTGTQGL 

EATDTNGLSSSARPQGQQAGSPSKE 

DKKQANIKRQLMTNFILGSFDDYSS 

DEDSVAGSSRESTRKGSRASLGALS 

LEAYLTTELLALDFGIFGIRGSLVFA 

GYPLTLLHTYRQGSNTSSLVFTGLG 

SGFIELLGCPLRPQQKAAVQRPSMS 

GLHLVKRGREHKKLDLHRDFTVAS 

PAEFVTRFGGDRVIEKVLIANNGIA 

AVKCMRSIRRWAYEMFRNERAIRF 

VVMVTPEDLKANAEYIKMADHYV 

PVPGGPNNNNYANVELIVDIAKRIP 

VQAVWAGWGHASENPKLPELLCK 

NGVAFLGPPSEAMWALGDKIASTV 

VAQTLQVPTLPWSGSGLTVEWTED 

DLQQGKRISVPEDVYDKGCVKDVD 

EGLEAAERIGFPLMKASEGGGGKG 

IRKAESAEDFPILFRQVQSEIPGSPIF 

LMKLAQHARHLBVQILADQYGNA 

VSLFGRDCSIQRRHQKIVEEAPATIA 

PLAIFEFMEQCAIRLAKTVGYVSAG 

TVEYLYSQDGSFHFLELNPRLQVEH 

PCTEMIADVNLPAAQLQGFKPSSGT 

VQELNFRSSKNVWGYFSVAATGGL 

HEFADSQFGHCFSWGENREEAISN 

MWALKELSIRGDFRTTVEYLINLL 

ETESFQNNDIDTGWLDYLIAEKVQA 

EKPDIMLGVVCGALNVADAMFRTC 

MTDFLHSLERGQVLPADSLLNLVD 

VELIYGGVKYILKVARQSLTMFVLl 

MNGCHIEIDAPIRLNDGGLLLSYNG 



676 



wo 01/79449 



PCT/US01/086S6 



SEQID 
NO: of 
Dodco-tidc 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Me 
tfio 
d 


SEQID NO: 

idUSSN 

09/77IM60 


Nodeotide 
location of 
first codon 
for peptide 
scqoence 


INDdeotide 
llocatioo of last 
Icodoo for last 
lamioo add oi 
1 peptide 
(scqoeocc 


Amino add scqoence ( X^oknowa; *=Stop 
codon; /^possible noeleotidc ddetion; V=po»iU« 
Bodeotide insertion) 














NSriTYMKEEVDSYRITIGNKTCVF 

EKENDPTVLRSPSAGKLTQYTVEDG 

GHVEAGSSYAEMEVMKMINfTLNV 

QERGRVKYIKRPGAVLEAGCWAR 

LELDDPSKVHPAEPFTGELPAQQTL 

PILGEKLHQVFHSVLENLTNVMSGF 

CLPEPVFSKLKEWVQKLMMTLRH 

PSLPLLELQEIMTSVAGRIPAPVEKS 

VRRVMAQYASNTTSVLCQFPSQQIA 

mDCHAATLQRKADREVFFINTQSI 

VQLVQSLGTEQDLVFYEKEKRNQSl 

LGFEPVNSRHVSHVPETHRYKESHY 

DKCVINLREQFKPDMSQVLDCIFSH 

AQVAKKNQLVIMLIDELCGPDPSLS 

DELISILNELTQLSKSEHCKVALRAR 

QILIASHLPSYELRHNQVESIFLSAID 

NfYGHQFCPENLKKLILSETTIFDVLP 

TFFYHANKWCMASLEVYVRRGYI 

AYELNSLQHRQLPDGTCWEFQFM 

LPSSHPNRMTVPISITNPDLLRHSTE 

LFMDSGFSPLCQRMGAMVAFRRFE 

DFTRhTFDEVISCFANVPKDTPLFSEA 

RTSLYSEDDCKSLREEPIHELNVSIQ 

CADHLEDEALVPBLRTFVQSKKNIL 

VDYGLRRTTFLIAQEFAEDRIYRHLE 

PALAFQLELNRMRNFDLTAVPCAN 

HKMHLYLGAAKVKEGVEVTDHRF 

FIRAIIRHSDLITKEASFEYLQNEGER 

LLUEAMDELEVAFNNTSVRTDCNHI 

FLNFVPTVIMDPFKIEESVRYMVMR 

YGSRLWKLRVUJAEVKINmQTTTG 

SAVPIRLHTNESGYYLDISLYKEVT 

DSRSGNIMFHSFGNKQGPQHGMLIN 

TPYVTKDLLQAKRFQAQTLGTTYIY 

DFPEMFRQASPAAQTRVHVHNVQA 

LFKLWGSPDKYPKDBLTYTELVLDS 

QGQLVEMNRLPGGNEVGMVAFKM 

RFKTQEYPEGRDVIVIGNDrrFRIGS 

FGPGEDLLYLRASEMARAEGIPKIY 

VAANSGARIGMAEEIKHMFHVAW 

VDPEDPHKKKKTVAFSAGNWIRSL 

TKVFFKGFKYLYLTPQDYTRISSLN 

SVHCKHIEEGGESRYMITDnGKDD 

GLGVEhfLRGSGMIAGESSLAYEEIV 

nSLVTCRAIGIGAYLVRLGQRVIQV 

ENSHIILTGASALNKWEPCTVQDIA 

NHWSKQVLGREVYTSNNQLGGV 

QIMHYNGVSHITVPDDFEGVYTILE 

WLSYMPKDNHSPVPIITPTDPIDREI 

EFLPSRAPYDPRWMLAGRPHFTLK 

GTWQSGFFDHGSFKEIMAPWAQTV 

VTGRARLGGIPVGVIAVBTRTVEVA 

VPADPANLDSEAKIIQQAGQVWFPD 

SAYKTAQAVKDFNREKLPLMIFAN 

WRGFSGGMKDMYDQVLKFGAYTV 

DGLRQYKQPILIYIPPYAELRGGSW 

WIDATINPLCIEMYADKESRGGVL 

EPEGTVEIKFRKKDLIKSMRRIDPAY 
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SEQID 
NO: of 
miclco-tide 
sequence 


SEQID 
NO: of 
peptide 
seqnciice 


Me 
tbo 
d 


SEQIONO: 

ioUSSN 

09/770460 


Nucleotide 
localion of 
fint codoo 
for peptide 
sequence 


Nndeotide 
locatioii of last 
codoa for last 
amiooacidof 
peptide 

sequence 


Amino add seqaenee ( Xi^Unknovra; *sStop 
codon; /^possible nudcodde deletion; >Fpa8slble 
nndeotide lasertioa) 














KKLMEQLGEPDLSDKDRKDLEGRL 

KAREDLLLPIYHQVAVQFADFHDTP 

GRMLEKGVISDILEWKTARTFLYW 

RLRRLLLEDQVKQEILQASGELSHV 

HIQSMLRRWFVETEGAVKAYLWD 

NNQVWQWLEQHWQAGDGPRSTI 

RENITYLKHDSVLKTIRGLVEENPE 

VAVDCVIYLSQHISPAERAQWHLL 

STMDSPAST 


4760 


10257 


A 


5061 


6 


906 


EQPALLPRYRSGIRGYMKTWLDLL 

RRYLRVESTIFSKARDADANTSGMV 

GGVRSLSFTSVWWLSPPAHYDKCV 

INLREQFKPDMSQVLDCBFSHAQVA 

KKNQLVIMLIDELCGPDPSLSDELISI 

LNELTQLSKSEHCKVALRARQILIAS 

HLPSYELRHNQVESIFLSAIDMYGH 

QFCPENUOail^ETTIFDVLPTFFY 

HANKWCMASLEVYVRRGYIAYEL 

NSLQHRQLPDGTCWEFQFMLPSSH 

PNRMTVPISITNPDLLRHSTELFMDS 

GFSPLCQRMGAMVAFRRFEDFT 


4761 


10258 

• 


A 


5062 


2 


560 


APRLDVSFSQIIHRDIKPENILVSQSG 

ITKLCDFGFARTLAAPGDIYTDYVA 

TR*PVDIWALGCMDEMATGNPYLP 

SSSDLDLLHKIVLKVGNLSPHLQNIF 

SKSPIFAGWLPQVQHPKNARKKYP 

KLNGLLADIVHAWLQIDPADRISSS 

DLLHHEYFTRDCF1*KFMPELKA»L 

LQEAKSQF 


4762 


10259 


A 


5063 


1 


573 




4763 


10260 


A 


5064 


2 


791 


NLVNLIEVFRQKKKIHLVFEFIDHTV 

LDELQHYCHGLESKRLRKYLFQILR 

AIDYLHSlWnVDIWALGCMIIEMA 

TGNPYLPSSSDLDLLHKIVLKVGNL 

SPHLQNIFSKSPIFAGWLPQVQHPK 

NARKKYPKLNGLLADIVHEIEKEKK 

PKEIKVRVIKVKGGRGDISEPKKKE 

YEGGLGQQDANENVHPTSPDTKLV 

TIEPPNPINPSTNCNGLKENPHCGGS 

VTMPPn^TNSNLMAANLSSNLFSP 

QCEVSCNREEP 


4764 


10261 


A 


5065 


3 

• 


524 


TYGPASRGICRVSLGRPRWENAAT 

WKLAAMASIRLQGLHKPVYHALSD 

CGDHWIMNTRHIAFSGNKWEQKV 

YSSHTGYPGGFRQVTAAQLHLRDP 

VAIVKLAIYGMLQ/NNLHRRTMME 

RLHLFPDEYIPEDILKNLVEELPQPR 

KIPKRLDEYTQEEIDAFPRLWTPPED 
YRL 


4765 


10262 


A 


5066 


1 


250 


YSSHTGYPGGFRQVTAAQLHLRDP 
VAIVKLAIYGMLPKNLHRRTMMER 
LHLFPDET*RLSAIRE*ELQKITVK*L 
KLSSDEFL 


4766 


10263 


A 


5067 


129 


796 


MGKCSHLANFAAUSIRLQGLHKPV 

\YHAPE*L/CGDHVV1MNTRHICIF/H 

GNKWGTKSILFRILAYPGWSLDKVT 

SLAPAFTLRRSQW/CNL*NLAIYGIP 

AKKTFTRRTIDWKGLH\LFPDELYS 



678 
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PCTAJS01/086S6 



S£QID 
NO: of 
pBcleo-dde 
scqucocc 



SEQID 
NO: of 
peptide 
seqoeQce 



4767 



4768 
4769 



4770 



4771 



10264 



10265 



IQ266 



10267 



10268 



MclSEQIDNO: 
tbo ioUSSN 
d 109/770,160 



A 5068 



Nndeottde [Nadcotide 
location of loeatkm of last 
first codOD Icodoo for lasl 
for peptide | a mi no add of 
seqocDce (peptide 
sequence 



15 



350 



A I 5069 



1 



2175 



A 5070 



86 



A 5071 



583 



A 5072 



844 



4515 



Amino add seqaence ( X^nluowD; *^^top 
codoo; /Bspoa^Me nndeotide ddetioo; >Fposnbie 
nodeotidc insertfam) 



RKIFLKKFS*EELPSTTEKYLNVLDE 
YTTRRNRRLFKlVDSTLXnGYKRIRI 
AENNSEVIETFLLMSFSNLQDGVKQ 
LLQFEHLFLCAESLWGKVRKV 



GPGSAITVGPQPL/RAQRNHRLPVPS 
PGLSIVMGLRPVPSPGPTGLPGHRQ 
SSEMRPREAGSLRSSGEKGLPAPVP 
RPQQSDMTKRTLPRDTPDTPRCPPQ 
HCPWSRVRGQPQ 



KNYRGTMS/KTKNGITCQKWSSTSP 
RRPR 



LLLLLFLKSGHGEPLDYYVYAQGA 
SLFSVTNKHLGAGSTEECASQCVED 
KEFTCGAFQYHSKEQQCAIMAENK 
KSSIIIRMRDWLFEK^MYLSECQTG 
NGKNYRGTMSKTKNGITCSKMGVP 
LFPHRPRFSPATHPSEGLNRNPDNDA 
QGPWCYTTD\PEQRYDYCDIPECEG 
QEWALGKCFHFCSSPVKINLL 



TVKAPGYSHSHPGALLDLEVGDPN 
GTNAQLIKCFLLPLCPSFPLCPEECM 
HCSGENYDGKISKTMSGLECQAWD 
SQSPHAHGYIPSKFPNKNLKKNYCR 
N PDRE LRPWCFTTDPNKRWELCDIP 
RCTTPPPSSGFTYQCLKGTGENYRG 
NVAVTVSGHTCQHWSAQTPHTHN 
RTPENEPCKNLDENYCRNPDGKRA 
PWCHTTNSQVRWEYCKIPSCDSSPV 
STEQLAPTAPPELTPWQDCYHGDG 
QSYRGTSSTTTTGKKCQSWSSMTP 
HRHQKTPENYPNAGLTMNYCRNPD 
ADKGPWCFTTDPSVRWEYCNLKKC 
SGTEASWAPPPWLLPDVETPSEE 

ix:mfgngkgyrgkrattvtgtpc 

QDWAAQEPHRHSIFTPETNPRAGLE 
KNATECGGASTELCSTSLCAFTML 
MDYEGQGEPLDDYVNTQGASLFSV 
TKKQLGAGSIEECAAKCEEGXEEFTC 
RAF\QYHSKEQQCVIMAENRKSSMn 
RMRDWLFEKKVXYLSECKTGNGK 

nyrgtmsktkngitcqkwsstsphv 
rprfspathpsegleenycrnpdnd 
pqgpmcyttvdpekrydy\cdil\ec 
♦rrecmafavggklltgkbfprtms 
wdwecq\awglfrsphg\hgyipsk 
fpnknlkknycrnpdrelrpwcft 
tdpnkrwelcdiprcttpppssgfty 
qclkgtgenyrgnvavtvsghtcq 
hwsaqtphthnrtpenfpcknlde 

KYCTO^IXjKRAPWCHTTNSQVRW 

eyckipscdsspvsteqlaptappel 
tpwqdcyhgdgqsyrgtsstttt 
gkkcqswssmtphrhqktpenypn 

AGLTMNYCRNPDADKGPWCFTTOP 
SVRWEYCNLKKCSGTEASWAPPP 

vvllpdvetpseedcmfgngkgyr 
gkrattvtgtpcqdwaaqephrhs 
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S£QID 

NO: of 

seqacocc 


SEQID 
NO: of 
peptide 
scqncocc 


Me 
tbo 
d 


SEQID NO: 
09/770460 


Nucleotide 
locatioD of 
first codoD 
for peptide 
sequence 


Nucleotide 
iocatioQ of last 
codon for last 
amino add of 
peptide 
sequence 


Amino add sequence ( X=llnkoown; *^top 
codon; ^=possIbk nodcofidc ddctioo; V=pQssibIe 
nudcotide insertion) 












* 


IFTPETNPRAGLEKNYCRNPDGDVG 

GPWCYTTNPRKLYDYCDVPQCAAP 

SFDCGKPQVEPKKCPGRWGGCVA 

HPHSWPWQVSLRTRFGMHFCGGTL 

ISPEWVLTAAHCLEKSPRPSSYKVIL 

GAHQEVNLEPHVQEIEVSRLFLEPT 

RKDIALLKLSSPAVITDKVIPACLPS 

PNYWADRTECFVTGWGETQGTFG 

AGLLKEAQLPVIENKVCNRYEFLNG 

RVQSTELCAGHLAGGTDSCQGDSG 

GPLVCFEKbKYBLQGVTSWGLGCA 

RPNKPGVYVRVSRFVTWBEGVMRN 

N 


4772 


10269 


A 


5073 


9 


141 


FYRLSIXIFKCDWFTMEKRVNKLEER 
YRDMAEENLKKDISISLKLL 


4773 


10270 


A 


5074 


3 


360 


QTKPKESRKRIIIMFRTVEFNETENRI 

ESSSSSSSSSVFSSSSSSYKCLARLTK/ 

RKK/EKIQinVRSERKEIITNYRIKRrr 

KGYYELLYANQLYHLMKCPKFLER 

HKLLKLTQEETKSGV 


4774 


10271 


A 


5076 


1 


245 


AAAYYYYTAARRRQKGERRKKRK 
EEER\KEEKKKRKKKEKKKRRRRG 
GRRTKKEEKKEKEKKRRIKKEKKK 
KKKKKKKWSM 


4775 


10272 


A 


5077 


68 


246 


SMAFLTTIEEnrALKFIQNHKRPQIAV 

ia>II^KNRAESrn.FNSKIHYMPTVI 

KPLRVTST 


4776 


10273 


A 


5078 


3 


364 


TSIVAAQMFNVITVMQVRISPQHMT 

SMWPIMVCELSQTFTQLEEDVKDK 

VESLRSTNKVNRTKVSVTDANGPS 

VGYIPQSELMMYLSACKFLDAALSIP 

HYKIPLFKIYRWAFIPEVDTE 


4777 


10274 


A 


5079 


2 


1315 


GKDAKILCSNPNTGEVLYELPTNTQ 

RCFDIQWCPRNPAVLSAASFAGRIS 

VYSIMGGSTDGLRQKQVDKLSSSFG 

NLDPFGTGQPLPPLQIPQQTAQHSrV 

LPLKKPPKWIRRPVGASFSFGGKLV 

TFVE?*4VRMPSHQGAEQQQQQHHVFI 

SQWTEKEFLSRSDQLQQAVQSQGF 

INYRQKKIDASQTELEKNVWPFLPV 

TFEDDSRGKYLELLGYRKEDLGKTK 

DCFGL/GTKWMEPMWLLKTLTKYH 

nNHEPAG*PPVTNAAATASSSSTTA 

KPVFlPrOTSSRWTALPWRTATSWS 

NRHAP1FFTAQY*RCPRGSYWKYLP 

ACAVrCfNKKNY QETYSR' APHSKD 

HI»GSYSALPFFSNRPSNQEEAR*CQ 

QTFGVSV**T*GTDTFTNNHQWFTQ 

HCKEH*NSKLLRRIDHAYPHS*HQQ 


4778 


10275 


A 


5080 


18 


3600 








A 








olls^r I r r or v^Uolvvj JvrioL* V o V lOrv^iN 
GWhnDPPALNRWKKKKMPENFMPP 
VPITSPIMNPLGDPQSQMLQQQPSAX 
PVPLS 


4780 


10277 


A 


5082 


352 


4060 


DYSRRYILRMKLKEVDRTAMQAW 
SPAQNHPIYLATGTSAQQLDATFST 
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SEQID 
NO: of 
Dodeo-tidc 
sequence 


SEQID 
NO: of 
peptide 
scqaenec 


Me 

ttM> 

d 


SEQID NO: 

ioUSSN 

09/77tM60 


Nneleotidc 
locatioB of 
first codoo 
for peptide 
sequence 


tNodeolide 
lloeatioa of last 
leodoD riHT Ust 
lamioo odd of 
1 peptide 
(sequence 


lAmino add sequence ( X=Unluunva; *=^top 
Icodmi; A=passfble andeotide ddetioD; V=possibie 
loodcotide insertion) 














NASLEIFELDLSDPSLDMKSCATFSS 
SHRYHKLIWGPYKMDSKGDVSGVL 
IAGGENGNIILYDPSKIIAGDKEWI 
AQNDKHTGPVRALDVNIFQTNLVA 
SGANESEryiWDLNNFATPMTPGAK 
TQPPEDISCIAWNRQVQHILASASPS 
GRATVWDUUCNEPIIKVSDHSNRM 
HCSGLAWHPDVATQMVLASEDDR 
LPVIQMWDLRFASSPLRVLENHAR 
GILAIAWSMADPELLLSCGKDAKIL 
CSNPNTGEVLYELPTNTQWCFDIQ 
WCPRNPAVLSAASFDGRISVYSIMG 
GSTDGLRQKQVDKLSSSFGNLDPFG 
TGQPLPPLQIPQQTAQHSIVLPLKKP 
PKWIRRPVGASFSFGGKLVTFENVR 
MPSHQGAEQQQQQHHVFISQWTE 
KEFLSRSDQLQQAVQSQGFINYCQK 
KIDASQTEFEKNVWSFLKVNFEDDS 
RGKYLELLGYRKEDLGKKIALALN 
KVDGANVALKDSDQVAQSDGEESP 
AAEEQLLGEHIKEEKEESEFLPSSGG 
TFNISVSGDIDGLITQALLTGNFESA 
1 VDLCLHDNRMADAIILAIAGGQELL 
ARTQKKYFAKSQSKrrRLITAWMK 
NWKEIVESCDLKNWREALAAVLTY 
AKPDEFSALCDLLGTRLENEGDSLL 
QTQACLCYICAGNVEKLVACWTKA 
QDGSHPLSLQDLDBKWILRKAVQL 
TQAMDTSTVGVLLAAKMSQYANL 
LAAQGSIAAALAFLPDNTNQPNIMQ 
LRDRLCRAQGEPVAGHESPKIPYEK 
QQLPKGRPGPVAGHHQMPRVQTQ 
QYYPHGENPPPPGHMHGNVNPNA 
AGQLPTSPGHMHTQVPPYPQPQPY 
QPAQPYPFGTGGSAMYRPQQPVAP 
FTSNAYPNTPYISSASSYTGQSQLYA 
AQHQASSPTSSPATSFPPPPSSGASF 
QHGGPGAPPSSSAYALPPGTTGTLP 
AASELPASQRTGPQNGXWNDPPALD 
\KWKKiCKMPENF\MPPVPITSPIMN 
RLGDPQSQMLQQQF\SAFVPLSSQSS 
FPQPHLPGGXQPFPWGYSKPFGFKQ 
GMA 1 IFh'QSPNIEGAPGAPIGXNTFQ 
HVQS\LPTKKITKKPI\PD\EHLILKTT 
FEDLIQRCLSSATDPQTKRKLDDAS 
KRLEFLYDKLRVDRTFSPTITSGLHNI 
AKolU 1 KN Y onuL i MHTHIVSTSNFS 

etsafmpvlkwltOanklgv 


4781 


10278 


A 


5084 


121 


419 


dixfttpkagrrqeitfciraelnkv 
evqetiqkisekrswlfniinkiarll 

iKLlQKlUJXQINTViWDKGDri 1 YPT 

eiqktlrdyyehlyacrvenlq 


4782 


10279 


A 


5085 


1 

A 1 


279 


AAY IFFSSAHRLCSRIXDLRLSHKTS 
LNKFKKIVIIPGIFCDQNGIQPEINSG 
RKMRRVSNVWKLNNIL 


4783 


10280 


A 


5086 


1 


279 


TMDSNRslTVXDQLDLXTDIYRTLHLTS 
AAYTFFSSAHRLCSRIVDLRLSHKTS 



681 



wo 01/79449 



PCTAJS01/086S6 



SEQlD 
ri%ji or 
DDdco-Cide 
sequcDce 


SEQID 
vnji oi 
peptide 
scqoence 


Me 

[DO 

d 


SEQID NO: 

ID USKIri 

09/770460 


Nndeotide 
locaDoo of 
first codoD 
for peptide 
scqoence 


Nodeotide 
lociboa of list 
codon for last 
amino acMl of 
peptide 
scqneocc 


Amino add sequence ( X=Unluiown; *=Stop 1 
codon; A-possiUc nndeotide ddetion; \Fp08dble 
nndcctfide Insertion) 














LNKFKKIVIIPGIFCDQNGIQPEINSG 
RKMRRVSNVWKLNNIL 


4784 


10281 


A 


5087 

* 


1 


1915 


MAILPLLLCLLPLAPASSPPQSATPS 

PCPRRCRCQTQSLPLSVLCPGAGLL 

FVPPSLNDRRAAELRLADNFIASVRR 

RDIANMTGLLHLSLSRNTIRHVAA 

GAFADLRALRALHLDGNRLTSLGE 

GQLRGLVNLRHLILSNNQLAALAA 

GALDDCAETLEDLDLSYNNLEQLP 

WEALGRLGVNVNTLGLDHNLLASV 

PAGAFSP\LHKlJUa.DMTSNRLTTIP 

PDPLFSRLPLLARPRGSPASALVLAF 

GGNPLHCNCELVWLRRLAREDDLE 

ACASPPALGGRYFWAVGEEEFVCE 

PPWTHRSPPLAVPAGRPAALRCRA 

VGDPEPRVRWVSPQGRLLGNSSRA 

RAFPNGTLELLVTEPGDGGIFTCIAA 

NAAGEATAAVELTVGPPPPPQLANS 

TSCDPP/PGRGLPDALTPPSAASASA 

KVADTGPPTDRGVQVXTEHGATAA 

LVQWPDQRPIPGIRMYQIQYXNSSA 

DDILVYRMIPAESRSFLLTDLASGRT 

YDLCVLAVYEDSATGLTATRPVGC 

ARFSTEP\SLRPCGAPHAPFLGGTMII 

ALGGVIVASAa.VFIFVLL^4RYKVHG 

GQPPGKAKIPAPVSSVCSQTN\GAL 

GFTPTPAPPAPEPAALRAHTWQLD 

CRALGARPRTCGTLARRPPL | 


4785 


10282 


A 


5088 


1387 


1567 


GKNLLPLFFFFFFFETVSQSVAQAG 

VQWRHLGSPKPLPPVGSSDSPASVSQ 

AAETTGTCHH 


4786 


10283 


A 


5089 


96 


408 


SPRKRKTRHSTNPPLECHVGWVMD 

SRDHGPGTSSVSTSNASPSEGAPLA 

GRYGCTPH\SFPKFQNPSHELLKEN 

GFTQQVYHKYRRRCLSERKRLGIG 

QSQEMNT 


4787 


10284 


A 


5090 


390 


665 


PLNIHYCFLGGKYLVFGFSVAANKT 
SGAP\GNSPVSAIRAFGDAHPDLVT\ 
PGTFMPYCSMAHAQLCFHGHRDAV 
KFFVAVPGQVISPQSSSS | 


4788 


10285 


A 


5091 


185 


386 


WEASKKKPRGAQISNAITTYKYLPK 

VGVMCNYQTEALYKPIQTGKIGHPV 

FFQKPPLLGDGQNYDTPP 


4789 


10286 


A 


5093 


3 


330 


GTGLKARKSASSLPETFPTRTRHGE 
AALPLSPTWKMTGPVGNPNDPRQR 
SMSLLTAVSGQPHFQDSALSQASSS 
PDLLyLHLSPR\SCPGRVQETLKATD 
RPPRCPAGCG 1 


4790 


10287 


A 


5094 


2 


349 


PRVRKSPGPNGFTANFYQTFKELISI 
LLKLFSSSSSLKKGENPPNSFYGAIIP 
RIPNPNMDLPSSSPT/RPVSGRNMEA 
KIFTKFLAGHFKQSFGREIHHDQREF 
IPGIQGGFNIGN | 


4791 


10288 


A 


5095 


2 


353 


PRVRKSPGPNGFTANFYQTFKELISI 
LLKLFSSSSSLASSSSSSSSSSSSSSSS 
SSPPNMDLPSSSPT/RPVSGRNIEAKI 
FTKFLPGHFQQSFGRVTHLDQRELI 
LGNQGGSTICKS | 



682 



wo 01/79449 



PCTAJS01/086S6 



S£QU> 
NO: of 
DDdeo-tidc 
scqntDCc 


SEQID 
NOtof 
peptide 
sequeoce 


Me 
tbo 
d 


SEQ 10 NO: 

inUSSN 

09/770»160 


Nucleotide 
location of 
first codoo 
Tor peptide 
sequence 


Nucleotide 
iocatioBof last 
codon for last 
amino acid of 
peptide 
seqoeDce 


Amino add scqoeoce ( X<==UnkDowi); *^top 
codoo; /=possil)le nocleotide ddetioo; \F=possible 
BodeiMidc iosertioD) 


4792 


10289 


A 


5096 


1 


262 


RGRAGGEPLPATTGAAPPPGRRLH/ 
RQLPDRRGLASN4PREEKASLNEPG 
GPGRGRRRGSVQLHGEGGPRGGEE 
GTGREEWNEKAEFTL 


4793 


10290 


A 


5097 


116 


177 


LGEHGVYSGVGTGGRLSS*KKGKP 
WFK»KKLKGGPIPI*RDPRGFSRFSV 


4794 


10291 


C 


5098 


231 


347 


MGLGPHLKFFYLKHGLPFFKELNPL 
KVKIWPRNPWKKI* 


4795 


10292 


A 


5099 


518 


931 


ATRHSMLSCIIYTYT^lKHTHTHVn 

YryTYTYIHTHIYTYTYICIHTfflHIYl 

YIYIHTHFFFFFFFFETESRSVTQAGV 

QWHDLGSLQAASWGHA/DSPASTS 

QAAGTTGAHHHAQ/LIFFFFVFLVET 

GPHRASQDS 


4796 


10293 


A 


5100 


2 


1109 


DAEMLVMAPRTVLLLLSAALALTE 

TWAGSHSMRYFDTAMSRPGRGEPR 

FISVGYVDDTQFVRFDSDAASPREE 

PRAPWIEQEGPEYWDRNTQIFKTNT 

QTDRESLRNLRGYYNQSEAGSHTl, 

QSMYGCDVGPDGRLLRGHNQYAY 

DGKDYIALNEDLRSWTAADTAAQI 

TQRKWEAARVAEQDRAYLEGTCV 

EWLRRYLENGKDTLERADPPKTHV 

THHPISDHEATLRCWALGFYPAEIT 

LTWQRDGEDQTQDTELVETRPAGD 

RTFQKWAAVWPSGEEQRYTCHVQ 

HEGLPKPLTLRWEPSSQSTVPIVGIV 

AGLAVLWTVAWAWAAVMCRR 

KSSGGKGGSYSQAASSDSAQGSDV 

SLTA*KA 


4797 


10294 


A 


5101 


3 

• 


1145 


SDSPQTPRMRVMAPRTLILLLSGAL 

ALTETWACSHSMRYFYTAVSRPGR 

GEPRFIAVGYVDDTQFVRFDSDAAS 

PRGEPRAP\WVEQEGPEYWDRETQ 

KYKRQAQTDRVSLRNLRGYYNQSE 

AGSHTLQWMYGCDLGPDGRLLRG 

YDQSAYDGKDYIALNEHLRSCTAA 

DTAAQITQRKWEAARAAEQQRAYL 

EGTCVEWLRRYLENGKETLQRAEH 

PKTHVTHHLVSDHEATLRCWALGF 

YPAEITLTWQRDGEDQTQDTELVET 

RPAGDGTFQKWAAVWPSGEEQRY 

TCHVQHEGLPEPLTLRWEPSSQPTIP 

IVGIVSGPAVLAVLAVLAVLAVLGA 

WAAVIHRRKSSGGKGGSCSQAAS 

SNSAQGSDESLIACKA 


4798 


10295 


A 


5102 


3 


242 


GFWAPRVCKDIDKWHLSEPEALWF 
GEGGSPGGCRWXGGWLCQGKNRA 
AGGVGAEGACLGLLSATGLLWMT 
GLQEPREPQV 


4799 


10296 


A 


5103 


1 


138 


FPLIPKPGKDPFN/ENFRPIFLMAKN 
AKILKKILANLIFQPLKKIL 


4800 


10297 


A 


5104 


59 


337 


IPYPALPFTSVEAPNSHVKAVMKTS 

VLLSWEIPENYNSAMPFKILYDDGK 

MVEEVDGRATQKLIVILVNPEKSYSF 

ELTYRGNCAGGLELMVT 


4801 


10298 


A 


5105 


54 


226 


TKAETENLNRPVT/EIKSVI/NSLPTK 



683 



wo 01/79449 



PCTAJSOl/08656 



SEQID 
NO: in 
Docko-tide 
seqacDCC 


S£QID 
NO: 01 
peptide 
scqscace 


Me 
too 
d 


SEQID NO: 

ID USiSMM 

09/770460 


Nndeotidc 
locatioD of 
first codoB 
for peptide 
sequence 


Nodcotide 
locatioii of last 
codoD for last 
amino acid of 
peptide 
sequence 


Amino add scqnence ( X<=IJntaiowii; *=^top 
codon; ^=possiDlc oodeotidc ddedon; V^posribk 
nucleotide insertioD) 














KSPGIJ3GFIAKFPQTYKREIIPilXK 
LLQKLKW 


4802 


10299 


A 


5106 


2 


265 


ETVKLLEENI/GQKLFDIGLGSDFLDI 
TPKAQETKJNKWDFIKLKSFCTVKE 
TDCMKRQSVEWEKILVSHVSDKWH 
SKIQGIYTTQYQ 


4803 


10300 


A 


5107 


1 


296 


GREKEEGESGEDWGRVXGREKEGG 

EGREEEGEGGREEEGEGGRKEEGE 

GGREEEGEGGREEEGEGGREEEGE/ 

GREEEGEGGRQEEGEGGRRREGRG 

GRS 


4804 


10301 


A 


5108 


1 


253 




4805 


10302 


A 


5109 


190 


472 




4806 


10303 


A 


5110 


1 


314 


HNVVPHVFMLQKEITKKNSTFRVHI 
KAVFYN/HDIYCMPPLLNYRKTFDV 
IVIDPPWQSKSVKRSNRYSYLSPLQI 
KQIPIPKLAAPNCLLVTWLTNTQKH 
LRFIK 


4807 


10304 


A 


5111 


3 


362 


FFFFFETESLSVPQAGVQ*HDLSSLQ 
PP/PPGFTPFSCLSLPSSWDYRCPPPR 
PA/NIFFVFLVETGFHHVSQDGLDLL 
T/S/GDPPASASQSAGITGVSHRARPP 
PPQFFIQLPLYNIHTLEGR 


4808 


10305 


A 


5112 


3 

* * 


385 


FFFETESRSVAQAGGQWHDLSSLQ 

APTPGFTPFSCLSLPSSWDYRCPPPC 

PANFFVFLVETGFHHVSRDGLDFLT 

S\DPPTSASQSVGITGVSHCARARPF 

FKKKKKKKTSILSSSSLFSHKQRSFG 

F 


4809 


10306 


A 


5113 


1 


390 


SKAVKV/YRLITRNSYEREMFDKAS 

LKLGLDKAVLQSMSGRDGNITGIQ 

QFSKKEIEDVLRKGAYAAIMEEDDE 

GSKFCEEDIDQELLRRTTTITIESEGK 

GSTFAKASFVASGNRTDISLDDPNF 

WQKWA 


4810 


10307 


A 


5114 


2 


214 


GRVDIERAllLVQTGQQALEPAWRL 

RRAPYPCHTSDLFLNNVGFFFPUM 

MLTWMVSVASMVRPLVSQQE 


4811 


10308 


A 


5115 


30 


379 
» 


KRSVNSPGRALSELCVSTELGFLRC 
VSWCSLSQEYFLFTTLLYPGl/LPF 
ACLLSSSPVFFVFRCSVPLFFCFLFC 
VSLCLPFLGFFHVLFFHRLLPIVFSF 
MEGFYWAWCLVFFCL 


4812 


10309 


A 


5116 


1 


304 


GTRETVGLGDTNLAHQCSRLTMVN 

NDNHSEAYNNLAVLEMRKGHVQQ 

ARALLQTASALSPHMYETVDFNFATI 

CDMTGYLHRSYVDAQKSEAALSEH 

VDTQH 


4813 


10310 


A 


5117 


119 


264 




4814 


10311 


A 


5118 


720 


2798 


VYWPHSFLGCPSNYPLYLGAETRQ 

GGRARPPFLPLSFPPRFPRPNSPFQN 

VLETQRISYSFPLLADTSNTRATSGH 

AQQPAPILPLREVAGAEDIIRVHVPF 

SLSDLSQIAKRLGSFSSDPDTYIKEF 

KYLTQSYELTWHDLYIILSSTLLPEK 

KERVWLAAQAHANDLHRQDPTKPI 

GAAAVPLEEPPWKYQPTDPGRASR 



684 



wo 01/79449 



PCTAJS01/086S6 



SEQID 

DodttMide 
seqncncc 


SEQID 
NO: Of 
peptide 
sequence 


Me 
tho 
d 


SEQID NO: 

inUSSN 

09/77IMM 


Nucleotide 
locatioo of 
first codon 
for peptide 
seqneocc 


Nucleotide 
location of last 
codooforbst 
amino add of 
peptide 
sequence 


Amino add sequence ( X=Unknown; *=Stop 
codon; A=posslble nucleotide ddction; V=possible 
nadeotidc Inscrtioo) 














NHMITCLIAGLNKAAHKAVNFEKL 

KEISQRADENPAEFLSRFTEALQKY 

TRVDPTSREEnVLNNHFISQSAPNI 

QHKLKXAEDGPQTPQQDLLNLTFK 

VFNNREEQIKLDKAQRDCAKYQLL 

AVAIHQPSHSTQGHKKPNGSNPPGP 

CFKCSKEVTYLGVQLSPGAQAMTP 

AQATLINSLPLPSSKNEBLSFLRLEGF 

FRIWlPNFALLAQPLYEAAKGPL>ffi 

PLSPIHNILPSFCKLQTALITAPALSL 

PDLSQPFVLYTTKNQGIALGVLGQQ 

KGNPPSFDPVAYLCKQLDNTVKGQ 

PTCLKASSAVAVLPLESKKLTFGQS 

TTIHSPHNLQDLLSSWALSSLSPSQI 

QSLYALFIKNPEFSLAKSAPLNLASL 

LPISSSPPTHSCTDILDHLQPQFPNISS 

KPLTNPDDQLFIDDSSSRAPGSPKIV 

GYAWTLNHVIEAKPLPPETSSQKA 

ELNALTRALTLSKDKQHWLISEPVQ 

RPPPSSVHST 


4815 


10312 


A 


5119 


2 


697 


HGRLLLLLLLLLLPCCEKTTEGEAM 

KEITAGLPVKWWDVLRQASKACV 

VKREFKKAEQLIKHAVYLARDHFG 

SKHPKYSDTLLDYGFYLLNVDNICQ 

SVAIYQAALDIRQSVFGGKNIHVAT 

AHEDLAYSSYVHQYSSGKFDNALF 

HAERAIGUTHILPEDHLLLNASSKRV 

KALILEEIAIDCHNKETEQRLLQEAH 

NDVHLSSLHLASKSYGDLAVWLVH 

MSLLKSY 


4816 


10313 


A 


5120 


3 


277 


EEEAAPPPGRERARGKGGDRPRGG 
NPEHQCGGTPRAEGSSTA/A/PPTCT 
SSSRTPASTVGPEPCGAGSAATAPG 
PELSGQNQMGRGPPVEDTE 


4817 


10314 


A 


5121 


1 


337 


GTSSCVREWQAMGKKKVLVKVH 
LKDKFVIDVDKNISISDVTPSSLWL 
RNDSYTLHKILPNKVHSLVSLMMV 
NTVPY/STNKllVSLDGPMVTILFSD 
KLSFTAPQLYIFTG 


4818 


IQ315 


A 


5122 


2 


302 


ARGLPFFTRNDFSVWTIA/RNKCVG 
LELSKTTMPIAFIQPLIFLHRITEYME 
HVYLIHRAFCQPQPLERMQVGLKG 
ARQEFVMKVMPLACLATQSWGPR 
HL 


4819 


10316 


A 


5123 


.3 


346 


HENWKKLLPCSSKAGLSVLLKADR 

LFHTSYHSQAVHIRPVCRNARCTSIS 

WELRQTLSVVFDAFITGQGKKDWS 

LFyRMFSRTLTEPCPLASESRVYVDI 

TTYNQDNETLEVHPPP 


4820 

« 


10317 


A 


5124 


213 


425 


QNSQGKLFSSGCLPFCGSNTKGIILK 
YIQNH/KXPQL\KATLSKKNKAGSIT 
LPDFKIYYKALKPKITWYWH 


4821 


10318 


A 


5125 


1 


356 


GTSTRIIFYRDGVSEGQRQQGLHHE 

MLAIREACIKLQKDYQPGITFIWH 

NIHHTRLLCSDKNHPLGKRGNSPTG 

SNCGTKITHPTEFDFYLRRHAGIQG 

TSRPSYYHVLWDVDNRFFS 


4822 


10319 


A 


5126 


1 


238 


HMHSHHMHSHTPHA/HHTOHMHS 
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wo 01/79449 



PCTAJSOl/08656 



S£QID 
NO: Of 

sequence 


SEQID 
NO: of 

sequence 


Me 
tbo 


SEQID NO: 

ioUSSN 

09/770J60 


Nodcotidc 
location or 

fiRt mdon 

for peptide 
seqneocc 


Nndeotidc 
locatioo oflast 

Mwinn fffir lASt 

amino add of 

peptide 

seqnence 


Ainloo add sequence ( XsUnknowo; *^top 
eodon; #=pQssible nndeotidc ddction; \Fpossiblc 
niidcotide insertion) 














HHMHSHTHHMHSHHMHSHAPHAL 
TPHACTHTHHMHSHHMHSHHMHA 
LTPHACTHTPH 


4823 


10320 


A 


5127 


180 


405 


IWGEQDTFHSMAKWIIHLNVNHKT 
VKLLDDNIG/IKRGDLGA^NEFLGT 
TPKAQSMEETIDKLDFIKMKNFCSV 

KDG 


4824 


10321 


A 


5128 


61 


85 


PS*NYPP*KGITFGPLNKK 


4825 

• 


10322 


A 


5129 


3 


2004 


RRRRRPASPPAGLALAPRSPSASPEP 

RBGETLSPSMQREEGFNTKNfADGP 

DEYDTEAGCVPLLHPEEIKPQSHYN 

HGYGEPLGRKTHIDDYSTWDIVKA 

TQYGIYERCRELVEAGYDVRQPDK 

ENVTLLHWAAINNRIDLVKYYISKG 

AIVDQLGGDLNSTPLHWATRQGHL 

SMWQLMKYGADPSLIDGEGCSCI 

HLAAQFGHTSrVAYLIAKGQDVDM 

ME)QNGMTPLMWAAYRTHSVDPTR 

LLLTFNVSVNLGDKYHKNTALHWA 

VLAGNTVTVISLLLEAGANVDAQNI 

KGESAPDLAKQRKIVWIINHLQEAR 

PAKGYDNPSLPRKLKADKEFRQKV 

MLGTPFLVIWLVGFIADLNIDSWLI 

KGLMYGGVWATVQFLSKSFFDHS 

MHSALPU51YIJ\TKFWMYVTWFF 

WFWNDLNFLFIHLPFLANSVALFYN 

FGKSWKSDPGIIKATEEQKKKTIVE 

LAETGSLDLSIFCSTCLIRKPVRSKH 

CGVCNRCIAKFDHHCPWVGNCVG 

AGNHRYFMGYLFFLLFMICWMIYG 

CISYWGLHCETTYTKDGFWTYITQI 

ATCSPWMFWMFLNSVFHFMWVAV 

LLMCQMYQISCLGITTNERMNARR 

YKHFKV rri^IESPFNHGCVRNIIDF 

FEFRCCGLFRPVIVDWTRQYTIEYD 

QISGSGYQLV 


4826 


10323 


A 


5130 


3 


144 


HEKYHKNXTALHWAVLAGNTTVIS 
LLLEAGANVDAQNIKAILRCHMAL 


4827 


10324 


A 


5131 


148 


325 


RQGKECKIHCKKKLSPGIRSYPVEN/ 
F/VDTMYDYLQPAYYKLNDLTNAD 
PCAVRYLLFDQN 


4828 


10325 


A 


5132 


175 


405 


NILNSQFSTFLNDYVEFFWFKIFNFI 
iniF*DRVSICCPGWSIMVQSWLTAA 
LTFGRR*SSNLSLPSSWDYRRVP 


4829 


10326 


A 


5133 


14 


26 


YSPHEVGWKGRNREKMFCSEINW 
FPDSVCQEMGFHHVAPAGLELMSS 
SDSPASASQSAGITSVSHHSCLYTSK 
GVE*FTGIIFSS 


4830 


10327 


A 


5134 


177 


454 


PLLERAKIGPRPEKPMETRQGWGPF 
SPKVPGQKKFWG*LAPIPSPGMHPN 
PILGPMV*EGGP*PPGILGPP*PYGKP 

Lr • KKRCjoNUOr Y 


4831 


10328 


A 


5135 


3 


92 


NAWRTATEEWWTEDWNEDCSEP* 
HFTYVl 


4832 


10329 


A 


5136 


1 


442 


PLIMNSIKSFSDHAQCGRNEFDRQED 

DIHLVTLCVTELNDREENENHFPVI 

YGIAVNKTAEIYRASFQDRGPEEQL 
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wo 01/79449 



PCTAJSOl/08656 



SEQJD 
NO: of 
nndto-tide 
scqocDCC 



S£Q ID 
NO: of 
peptide 
scqBcocc 



Me 

tfao 



^EQIONO: 
ioUSSN 
09/77IUW 



Nacleotide 
looitloD of 

fim COdOD 
for peptide 
scqoencc 



Nadeotide 
locatioo of last 
codoo for last 
amino add of 
peptide 
seqoence 



Amino add seqoence ( X^^nkooirn; *^lop 
codon; A^possMe nodeotide deletioD; ^pposdMe 
DDdeotide insertioD) 



RAARTLAGGPMISIYDAETEQLRIXG 
PYSWTPFPHVDFWXLHQDDKQIFEN 
LSTSPLAEPPHFVEHIRSYLD 



4833 



10330 



5137 



177 



566 



EPFWSLSYLSLRRGGRNVRLCRLSA 
LVFCQFKAMLLTLTAGNNKTAEIY 
RASFQDRGPEEQLRAARTLAGGPMI 
SIYDAKTEQLRIGPYSWTPFPHVDF 
WLHQNDKQILKGRVYRLGKS*ISAP 
WFPHL 



4834 



10331 



5138 



981 



PLLVEGR*VRLPQSAGDLVRAHPPL 
EERARLLRGQSVQQVGPQGLLYVQ 
QRELAVTSPKDGSISILGSDDATTCH 
IVVlJWHrrGNGATCLTHCDGTDTKA 
EVPLIMNSIKSFSDHAQCGRLEVHL 
VGGFSD\DRQLSQKST\HHFLIEFDR 
QEDDIHLVTLCVTELNDREENENXH 
FPVIYG1/AV1LLSLTAVNIKTAEIYR\ 
ASFQRSGVREEQA/LRAARKL*AGG 
PMISVIYDAETEITS**DPYFLGHPFP 
HVGF\WL\HQD\DKQILDESFHFRPL 
AE\PPHF\VEHIRSTLMVF*ICNTPSPA 
VhTTLFPGNKALLYKKNEDGLWEKIS 
SPGS 



4835 



10332 



5139 



405 



AYVTVCNQCGRESKLLSKFYELEL 
N1QGHKQLTDCISEFLKEEKL*GDN 
RYFCENCQSKQNATRKIRLLSLPCT 
LNLQLMRFVFDRQTGHTKKLNTYI 
GFSEILDMEPYVEHKVW*PTSLNSM 
LSLKLGGMCMLT 



4836 



10333 



5142 



204 



ETGFCHWQAGLKLLGSSDLPASAP 

QSAGITGMCHCAQPTXVSVASKVF 

KGSHKD*ILT*GYANKGA 



4837 



10334 



5143 



360 



QQLTVLVAHLGVTLMDQRGYHWL 

LKSLMtQYQGLLYENP*ITLEIVNTL 

NPGTLLPNESVPGSALHCRVDWHE 

MLSIQRDLTDHTLRDSDDBYFIDRSG 

FILGGDPLSGVCSSDFGLST 



4838 



10335 



5144 



36 



380 



FVALMGHKMSHNKFKIEIIRSMFSN 

HNRSQ*SK»IKEIYKCGN*HTSK*»M 

H*GKKSLAKLENNEMNENESTT*Q 

NLWDAAKTALNEQFML^MPILKKG 

♦MSQINKPTFHLKTIK 



4839 



10336 



5145 



362 



4840 



10337 



ELNLPAPELPRKRTENLFLQLAEYV 

AHSLNVTS*YVCEGTrMGD*WPWE 

TQELEPTDPVPDIIPVQKAQTSNFW 

VLKTSINGQYCIPRKGKDFnPVGRL 

N^LGQKLYKSITGTQGQSPG 



5146 



428 



MFLLWINLHILFVF*FKLFSWS*AIF 

L*FLF*FMSESENIYYAEIGinTIVVT 

LKSLHATYCINPSSHCYKVYLVLSY 

LYCnVNFDIYFLLLCVPFCYFSLIlSL 

SPLFLLIYMIFLYIHFILLLFVIFYTFIP 

FSFY 



4841 



10338 



5147 



361 



TLFQL*DLRKQRLEDLSTLIPRIYPG 
WKCRTOFLLMKKSQIVIAGWYRRY 
AQHKRNQPTKSTVLVLQSYIRGRK 
ARKILRELKHQKRCTEAVTTIAAY 
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PCTAJS01/086S6 



5£Q ID 
NO: of 
Dodeo-tide 
scqncBtt 


SJEQIO 
NO: of 
peptide 
seqaence 


Me 
ttio 
d 


SEQ ID NO: 
09/770tl60 


Nodcotidc 
locaiioD of 
first codon 
for peptide 
scqaeocc 


Nodcotide 
locatioD of last 
codoo for last 
amioo acid of 
peptide 
sequence 


Amino acid scqncncc ( X«UofciiowD; 

codon; A=possU)le nodcotide ddctlon; V^possiMc 

Dndeotide Insertion) 














WHGTHALTETERLKEEARRKH 


4o42 


1033^ 


A' 

A 




1 




VHLTADDKVnAGLWSrVNAQDAV 

GETLGRLQGVYPWIQRJFFGSFGNLS 

SASAIWNPKVTAHGKNVLTSLVD 

AITHLVDLMGTFAQLRELH*DKLYE 

DPENLHTLGHVLVTVLVIHFGT*FT 

AEVQASWLMMDTERANAL 


4843 


10340 V 


A 


At\ 

5149 


24 


452 


APSPDAMG/HSLWGKVNVEDAGGE 

TLGRLLWYPWTQRFFDSFGNLSSA 

SAIMGNPKVKAHGKKVLTSLGDAI 

KHLDDLKGTFAQLSELHCDKLHVD 

PENFiaLGNVLVTVLAIHFGKEFTP 

EVQASWQKMVTGVASALSSRYH 


4844 


10341 


A 


5150 

- 


38 

• 


501 


APSPDA\MGHFTEEDKATI\TSLWGK 

NVNVEVDAGGETLGRLLVVYPWTQR 

FFD\SFGNLSSASAI\MGNP\KVKAH 

GKKVLTiSLGDAIKHLDXDLKGXTFA 

QA*SELH\CDK\LHVDPENFKAPGG 

NVAGDPFLAIPFSAKEFHPLKVARL 

SwAERWVTW 


4845 


10342 


A 


5151 


2 


198 


KVRPPPLKKTFDSVDYRVLSEVDFE 
ERFAELPEFRPEDDLSSFS*PFLSPPP 
CMSTALAHGDFSL 


4846 


10343 


A 


5152 


1 


119 


DIMTGPHDEVAAKNIQLTNEIQTLE 

TE*HEATKEFQVLS 


4847 


10344 


A 


5153 


3 


83 


RMVLRLMPLSTDEALCFHAMFQPF 
LDMIHEAQQAMDIHFHSPDFQHPPT 
EF1REGDDDRTVLREMHHI*TG*LR 
VKWRCEEWR*! 


4848 


10345 


A 


5154 


2 


370 


GAARLDERTKEGSDDEDSG*GARA 
ELEGNKEGESEGQYKAKGERSAWS 
KLRTEIRQKAEESIDGIKVDDPS^IS 
MKATY 1 1 MKIS'RQIRKIRQREKKN 
TAKGEGQERQNKNLSHKRHDISC 




1UJ40 


A 

A 




106 


A A 

344 


RPCQQMQINvIHPINRMDKKHVnPI 
DTSDKI*HPFM1QTLNTLCI**MYLSI 
IKA1YDPYTAD1ILTG*TFNAFFSTI 


4850 


10347 


A 


5156 


198 


474 




4851 


10348 


A 


5157 


1 


131 


PQEVPQSFGPPGDKAGC*GAGKMS 
PRERGGFLKCAEGGHPAPA 


4852 


10349 


A 


5158 


104 


440 


FSKIYHFLLCCCFVLSKNCPILLHFL 

KryiJj\LGNINISYFYSYHSKTLATG 

LKLTDDSQmSHGTSGSRFKCLLLS 

KAVLMSSLPAVyS*LLKLLDVREVS 

NMVHDTLGIL 






A 

A 


51D9 


*> 
2 


393 


EVWPRGLMGYVTVTEPSAVLVVRG 

VRDRLVITYPHEHHALTSSRLYLLM 

Lr VOUroOoOoNUoPDb'OLLLr RN 

DQAHIDLFVCFSVTLSCFFLFLSLCEL 

LWNAKQAMDQRQEQRRHLQEMTK 

MARRPF 


4854 




A 








LPKCWDYRHEPPLLFPLWRAIGNIY 


4855 

M 


10352 


A 


5161 


142 


399 


HLLTYSEMFLGGVRYFLQSTLPADL 
SKHAYLYAP*LRLFA*RYTSAFTEW 
THSANKTVCLMPKLYELTYVGIDTL 
ATPVIKRYYCS 
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wo 01/79449 



PCTAJSOl/08656 



SEQID 

NO: of 

oDcteo-tide 

scqoeocc 


SEQID 
NO: of 
peptide 
seqocDce 


Me 
tbo 
d 


SEQID NO: 

ioUSSN 

09/nO,160 


Nocieotide 
location of 
first codoo 
for peptide 
scqDcoce 


Nodcotidc 
locatioa of list 
codoo for list 
amino add of 
peptide 
seqocnce 


Amino add seqocnce ( XsUnknown; *^top 
codon; A=possil>lc nndeotide ddetion; V=possible 
nodcotidc insciHon) 

* 


All's A 




A 

A 




*> 


410 


HEG*PTFSSILHPHPGAWAQLQ*PSQ 

ATTALFTLISVA*QQAGCSPQPGAG 

NTPPPPPNSGTLTPSPACAHWAQC* 

ANKDEFSVPGPQCLWPR*GPSYTAS 

LFQALRARPSQMTRVPQAPPPTGPG 

PWSPCANTN 


4857 


10354 


A 


5163 


168 


435 


UAQ*N*FLKNNFQ*TI»K*>JKTILFTr 
RSK**I*QKQQKNLYLEKYKTLLKEI 
KDLNKWKNISCSWIGTLSIDKLVTL 
SKLNYRA^NVI 


453 o 


IU333 


A 


5164 


2 


427 


QIFRYLIMEKEQEHTYRGFKTVNR 

WTDAYDYAQHYSEASVASKDVSV 

W*FHDYLGMSRHPDVLQA*QETLQ 

RHGAGSGGSRNLSGTRNCHVELEH 

ELADLHLKDSSLIFSFCFIANDCTLF 

TLAKILPGREIHSDACQHAFM 


4859 


10356 


A 


5165 


11 


1232 


MAGAATGSRTPGRSELVEGCGWRC 

PEHGDRVAELFCRRCRRCVCALCP 

VLGAHRGHPVGLALEAAVHVQKLS 

QECLKQLAIKKQQHIDNITQIEDATC 

KLKANAESSKTWLKGKFTELRLLL 

DEEEALAKKFIDKNTQLTLQVYREQ 

ADSCREQLDIMNDLSNRVWSISQEP 

DPVQRLQAYTATEQEMQQQMSLG 

ELCHPVPLSFEPVKSFFKGLVEAVES 

TLQTPLDIRLKESINCQLSDPSSTKP 

GTLLKTSPSPERSLLLKYARTPTLDP 

DTMHARLR\MSADRLTVRCGLLGS\ 

LGPVPVLRFDALWQVLARDCFATG 

RHYXWBVDVQEAGAGWWVGAAY 

ASLRRRGASAAARLGCNRQSWCLK 

RYDLEYWAFHDGQRSACGPATTST 

GSASSWTTRPASSPSTT 


4860 


10357 


A 


5166 


115 


447 


MSSWARLCESPWWYF*HVLFVCL 

HKLRALISQQFLTGINCQLSDPSSTK 

PGTLLKTSPSPERSLLLKCKTPGSGD 

RVETVEMVGCWVEEDHGNGGPSFF 

LIRIYLFIYLF 


too I 




A 

A 


5167 


1 


423 


ADMKAHHLLHSGGMGFSCECSTGF 

VKHS*LIEHIRTHTGEKPFQCPKCDK 

SFRLKAQLLSHHGLLTGDRPFHCPE 

CDKNLRERGHMLRHQRIHRPERPF 

ACGYCGKGFIYKSKLAEHIRVHTKS 

CPAANELDIKKMLHPLV 






A 

A 


DiOo 


ilOt 

481 


908 


EGSQWEAQKALAIQPVPOGAVRVP 

WTTSISSPASffKQSVGKGCDCLR*L 

GDFAPARGEEACECHTEPFRNSRGV 

GGAWARPGYLVLSLLSLQCPDSAC 

NQDLLAYLQRIALYCHQLNICSKVK 

AEVQNLGGELVVSGVSIS 


4863 

* 


10360 


A 


5169 


2 


2799 


EMTAVHAGNINFKWDPKSLEIRTLA 
VERLL£PLVTQVTTLVNTNSKGPSN 

l\J\JvOKol\JvAll V L*AAo V JbV^A 1 r L 

EKGDKIAKESQFLKEELWAVEDV 

RKQGDLMKAAAGEFADDPCSSVKR 

GNMVRAAPALLSANniUXILADMA 

DVYKLLVQLKWEDGILKLRNAGN 

EQDLGNQYKALKPEVDKLNIMAAK 
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SEQW 
NO: of 
Doclco-tide 
scqncBcc 


SEQID 
NO: of 
peptide 
seqacDcc 


Me 
tho 
d 


SEQ ID NO: 

inUSSN 

09/770«160 


Nucleotide 
locatioDof 
first codon 
for peptide 
scqoeocc 


Nndcotide 
iocatioii oflast 
codoD for last 
amino add of 
peptide 
seqaeoce 


Amino add seqaeoce ( X^^Unknown; *^top 
eodoa; /^possible anclcotidc delctioo; V>possible 
nodcotidc inscrtioo) 














RQQELKDVGHRDQMAAARGILQSN 

VPILYTASQACLQHPDVAAYKANR 

DLIYKQLQQAVTGISNAAQATASD 

DASQHQGGGGGELAYALNNFDKQI 

rVDPLSFSEERFRPSLEERLESnSGA 

ALMADSSCTRDDRRERIVAECNAV 

RQACRTCVSEYMGNAGRKERSDAL 

NSAIDKMTKKTRDLRRQLRKAVMD 

HVSDSFLETNVPLLVLIEAAKNGNE 

KEVKEYAQVFREHANKLIEVANLA 

CSISNNEEGVKLVRMSASQLEAGCP 

QVINAATWALAPKPQSKLAQENMD 

LFKEQWEKQVRVLTDAVDDUSIDD 

FLAVSENHILEDVNKCVIALQEKDV 

DGLDRTAGAIRGRAARVIHWrSE 

MDNYEPGVYTEKVLEATKLLSNTV 

MPRFTEQVEAAVEALSSDPAQPMD 

ENEFIDASRLVYDGIRDIRKAVLMIR 

TPEELDDSDFETEDFDVRSETSVQT 

EDDQLIAGQSARAIMAQLPQEQKA 

KIREQVASFQEEKSKLDAEVSKWD 

DSGNDUVIJUCQXMCMIMMEMTDFT 

RGKGPLKNTSDVISAAKKIAEAGSR 

MDKLGRTIADHCPDSACKQGLV\A 

YLQGIALYCHQLNICSKVKAEVQNL 

GGELWSGNCDTCGALQGLKGWPP 

PLCLATHWVDSAMSLIQAAKNLMN 

AVVQTVKASYVASTKYQKSQGMA 

SLNU>AVSMKMKAPEKKPLVKREK 

QDETQTKIKRASQKKHVNPVQALS 

EFKAMDSI 


4864 


10361 


A 


5170 


25 


458 




4865 


ma 


A 


5171 


3 


764 


GPLCIALALQEFGTRRRWACRSLSS 

SGRRSLFRRMGSVKAVKNKAYFKR 

YQVKFRRR\RKGKTDyYAR*RLVIQ 

DK1«YNTPRYRMIV\RVTNRDUCQI 

AYARIEGDMIVCATYAH*LPKYGV 

KVGLTNYAAAYCTGLLLARRLLNR 

RGMDKIYEGQVEVTGDEYNVESID 

GQPGAFTCYLDAGLARTTTGNKVF 

GALKGAVDGGLSIPRSTKRFPGYDS 

ESKEFNAEVHRKHIMGQNVADYM 

RYLMQEDEDAS 






A 




Q 
O 


400 


PLASFDTGDVECALCMRLFYEPDTT 

PCGHTLCLRCL^RCLYHNAKCPLCK 

DGLSQ**ASIKYSYNVIVEELIAKFL 

PEELKEREKLYE*EMEELYNLNNNV 

PILMCTMAYANVTCPLHMFEPCYR 

LMIRIW 






A 




Z 


400 


SLPLASFNTCNVECALCMRLFYEPV 
TTPCGHTFCLKCLERCLDHNAKCPL 
CKDGLSQCLASRKYIKNVIMEELIA 

IfFT PP*f MPUlVifVT VPVTJMPPT CM! "KI 

NNVPIFVCTMAYFl DPCPLHIFEPCY 
RLMIRIC 


4868 


10365 


A 


5174 


1 


216 


AGRTGRPEERAPESKSGSGSESEPSS 
RGGSLRRGGEACGTSDGGPSPF*GS 
SWSFTLLSYLGYYSYLLSTV 
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SEQID 
NO- of 

Dndeo-tidc 
sequence 


SEQID 
Nil- nf 

peptide 
sequence 


Me 
d 


SEQID NO: 

111 U>9l91~ 


Nndeotiile 

■imijou oi 
first codOD 
for peptide 
sequence 


INnclcotide 
lucaiioii 01 use 
codoo for last 
amino add of 
peptide 
sequence 


Amino add seqoeoce ( X's^nlcnimn; *^^top 
coQon; A^pouioie nocKOCioe oeietion; v^possiMc 
nadcotide insertion) 

m 




1/11 JZJZ 


A 


J I ID 


301 


A A^ 

446 


SYFSYIILIIRGNESEGGFFEN*YFCL 
LINGGSWSGEPPRRNSHTFNC 


4870 


10367 


A 


5176 


155 


404 


AAVPSRILKQYSHPNIVRLIGVCTQK 
QPIYIVMELVQGERGALSSR*GAQP 
GQVAALPQEAQQGSSPPAGGDFLTF 
LRTEGAR 


4871 


10368 


A 


5177 


172 


443 


TGMIRGPWTKVGPGAIEKPPVGDK 
VPNGCPKSLGNRQPCF*VLEVNEPY 
VPKKFKAEPFPFHANICPLSEKERQF 
RKQTALVDL*KPKPR 


4o72 


10369 


A 


5178 


3 


428 


PDQTLLCCCAEMGSHCVAQAGLEL 

LGLSDLPILASQSAAITGVGHHACP 

VLGS*RPSQMLCPFPWWLLLSATFY 

LAVPHLLPCLLFQPHSLRCSRSSSSA 

NLPWFSPGAGCLSLLSCMECSSFP 

AKVLVIPFPSERPPCS 


4873 


10370 


A 


5179 


2 


432 


NIVSQNNDLPQTVIWMGDCIISLETR 

IQMQCDWNTSDFCVTPHS*NETEH 

HWEIKCHLVGREENLTXDIVKVKE 

QVFEASQAHLTLLPGTDIFSEAANG 

LSAINSLKWIKTTGNSTLVNFVLIIIC 

LFLAAAFSPEAASASVD 


4874 


10371 


A 


5180 


163 


585 


VEVRAHPKKRQRKKKEKKKSDRYS 

SSSSSSSDSSSSSSDSEDEDKKMCENR 

RKKKKNRSHKSSESSMSETESDSKD 

SLKKKKKSKDGTEKEKDIKGLSKK 

RKMYSEDKPLSSESLSESEYIEEVQA 

KKKKSSEEREKATEK 


4875 


10372 

■ 


A 


5181 


18 


566 


AEQSGEAARGPVAGPLRPSLWPGFP 

RRATVCSVQHHGEAGQSGWPYMN 

PNSNGEIKGSQSQSSGPTIQDYLNRP 

RPTWEEVKEQLEKKKKGSKALAEF 

EEKNE*ELEERTGKTQGEIVKWK*E 

LIQKKDRERKKKRRNLVGSSSDSED 

EDKKQGKRRKKKKNRSHKSSESSM 

SETESDSKDSL 


4876 


10373 


A 


5182 


27 


382 


SVILSFFFFFFYIAWATVRLCLKQTN 

ENNDKRDLTSLKVVRK*TLNLHPSI 

KAMIIRLYFEQLYDNRLANLDENIDI 

FIJ^TXJKLPKLAQEEVKNFSRCVTM 

DYVNNQNL*TNKGPEPDD 


4877 


10374 


A 


5183 


2 


342 


GRSCDPKSVGQTLCVALLSVPLPGD 

PGQRKLPSQNSEEEL*SQKCGPNPM 

CCSFPVFLAGGPGHSRRSTQSRTR*L 

KPQIJ^WRTEKGAPEmGKNIMLQV 

IDERPGSALSCRC 


A91ft 

*rO/0 




A 


Jla4 


*> 
z 


147 


AETGFHHASQDGLDLLTS*STRLGL 
PKCWDYRREPQRPADTWFLKSTT 


4879 


10376 


A 


5185 


8780 


9035 


LALQVHTMTPSKFFnFLVETGFHH 

VSQDGLDLLTF*STRLGLPKCWDYR 

SEPPRPAYFYIFLRRSLSLSPRAGVA 


4880 


10377 


A 


5186 


75 


355 


SNKNPSISCPRTWGECVCQATSRST 
WFLYPMPSYAPIKPTPGDVPGTAPS 
GRPDSTPS* ♦HRLQGTLPKPAPPLLG 
VFPKPLLAPLFPEGPGP 


4881 


10378 


A 


5187 


262 


354 


VWSPPPLTWCLVCQCRYY*PGLLM 
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wo 01/79449 



PCT/US01/086S6 



SEO ID 
NO: of 
nndecMide 
sequence 


SEO ID 
NO: of 
peptide 
sequence 


iTBv 

tbo 
d 


<irr> ID Nr/>* 

inliS^ 

097770460 


nncKORoe 
locatSoD of 
first codon 
for peptide 
sequence 


Nocnonoe 
locatioD of last 
codon for last 
amino add of 
peptide 

aCI|DCuCC 


Amino add nqoeoee ( X^Dkoown; *^top 
codon; A=posaMe nodcotide ddetioa; V^possible 
nodcotidc insertioD) 

* 














MCFILPT 


48S2 


10379 


A 


5188 


1 


104 


ESETLPGGVAHACNPrrLGG*GGRIT 
RSGV*DQP 


4883 


10380 


A 


5189 


1 


144 


RDKVFALSHRLECSGAIIAHYNLQL 
LG*NNHRVSDSPVAGMAGVCHHT 


4884 


10381 


A 


5190 


99 


241 


CFPGAWVRLQLTQASDGPWQCSSS 

QRLHHAPHWTLYLCCAFSPCSPVK 

LRDFESAVNNFEKALERAKLVHNN 

EAQQAUSALDDANKGDRELRKTMY 

VENLKEKSEGEASLYEDRDTREKD 

MRRVRDEPEKWKQWDHSEDEKE 

TDEDDEAFGEALQSPASGKQSVEA 

GKARSDLGAVAKGLSGELGTRSGE 

TGRKLLEAGRRESREIYRRPSGELE 

QRLSGEFSRQEPEELKKLSEVGRRE 

PEELGKTQFGEIGETKKTGNEMEKE 

Y 1i*oHK*K*CjSS VLVLDGDIAQEHG 

GKDGAEQLSDASLGPGSDYSSHKL 

LMGPGSARVARGSIMHHTLSHSTC 

WPSPLALQ 






A 
/\ 








1 VL? EKKIP FFFFETGSCSVPKAGVQ 
WCGHSSLQP*PTGLM 


4886 


10383 


A 


5192 


82 


352 


RVPERVLPRPIPPASCPVSPPASRPL* 

GTPRAAPETRRRPRTARDPRGLRW 

QTQPAAPLLASPGPGVAPVASGAPI 

SRNDFQLCKARMLL 


4887 


10384 


A 


5193 


1 


248 


QKLKKLARHGGACACGHKLLGWL 

RW*DHMSLRGQGCSES*SCRCTPA 

WTTE*DPVYQHICILSL»DFLI*KASS 

NKSoVIYEL 


4888 


10385 


A 


5194 


3 


370 


AQWRVDSDGAPKRIADSATSPKLL 
YVDRWQEILETERTYVQDLKSIV* 
uj LLH^lRUQTriU-.PLGTEERSALFGN I 
QDIYHFNSELLQDLENCENDPVAIA 
ECFVSKSEEFHTYTQYCTNYPR 


4889 


10386 


A 


5195 


28 


183 


YDRKRPVGKEKIGKLDCMKT*NFC 
ASKNTIKEMKRQRTVWEKIFAHYIS 
ERK 


4890 


10387 


A 


5196 


1 


681 


MHPIGIALSKVPVESKEGDIMSHTG " 
GSVPYLDNL>JKASVCRGQSCRVFQ 
VKEMVTQVESENNQEEQKQVRLPE 
SRLTPWEVWHGKEKEERDRLQLK 

SISSQGVNLTVCDCCESFLLTKPVSC 

KHLIKSHSCPALAVAS/CQRPEGYW 

SDCGtRSHSDYADEEDSFVSDSSDQ 

VSSRRTVTHSYAPPQSQPHHRHTQT 
GTTATYL 


4891 


10388 


A 


5197 


1 


2862 


MPGPLGLLCFLALGLLGSAGPSGAA 
PPLCAAPCSCDGDRRVDCSGKGLT 
AVPEGLSAFTQALDISMNNITQLPE 
DAFKNFPFLEELOLAGNDLSFIHPK 

ALSGLKELKVLTLQNNQLKTVPSEA 

IRGLSALQSLRLDANHITSVPEDSFE 

GLVQLRHLWLDDNSLTEVPVHPLS 

NLPTLQALTLALNKISSIPDFAFTNL 

SSLWLHLHNNKIRSLSQHCFDGLD 
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wo 01/79449 



PCT/USOl/08656 



SCQID 
NO: of 
Qodco-tidc 
sequence 



4892 



4893 



4894 



4895 



4896 



4897 



SEQID 
NO: of 
peptide 
sequence 



Me 
tfao 
d 



10389 



10390 



10391 



10392 



10393 



10394 



SEQIDNO: 

idUSSN 

09/770460 



5198 



5199 



5200 



5201 



5203 



5204 



Nndcotidc 
locadoD of 
first codoD 
for peptide 
scqoence 



Naclcotide 
location of last 
codon for last 
ammo add of 
peptide 
scqnencc 



1 



109 



107 



413 



142 



375 



331 



168 



357 



Amino add sequence ( XKJoluMnrn; ^top 
codon; ^=possible nucleotide ddetion; \Fpo8sible 
nodcotide Insertion) 



NLETLDLNYNNLGEFPQAIKALPSL 

KELGFHSNSISVIPDGAFDGNPLLRT 

IHLYDNPLSFVGNSAFHNLSDLHSL 

VIRGASMVQQFPNLTGTVHLESLTL 

TGTKJSSIPNNLCQEQKMLRTLDLS 

YNNIRDLPSFNGCHALEEISLQRNQI 

YQIKEGTFQGLISLRILDVSRNLIHEI 

HSRAFATLGPITNLDVSFNELTSFPT 

EGLNGU^QLiaVGNFKLKEALAAK 

DFVNLRSLSVPYAYQCCAFWGCDS 

YANLNTENNSLQDHSVAQEKGTAD 

AANVTSTLENEEHSQinHCTPSTGA 

FKPCEYLLGSWMIRLTVWFIFLVAL 

FENLLVILTTFASCTSLPSSKLnGLIS 

VSNLFMGIYTGILTFLDAVSWGRFA 

EFGIWWETGSGCKVAGFLAVFSSES 

AIFLLMLATVERSLSAKDIMKNGKS 

NHLKQFRVAALLAFLGATVAGCFP 

LFHRGEYSASPLCLPFPTGETPSLGF 

TVTLV\LLNSLAFLLMAVIYTKLYC 

NLEKEDLSENSQSSMIKHVAWLDFT 

NCIFFCPVAFFSFAPLITAISISPEIMK 

SVTLIFFPLPACLNPVLYVFFNPKFK 

EDWKLLKRRVTKKSGSVSVSISSQG 

GCLEQDFYYDCGMYSHLQGNLTVC 

DCCESXFLLTKPVSCKHLIKSHSCPA 

LAVASCQRPEGYWSDCGTQSAHSD 

YADEEVDSFVSDSSDQ\VQACGR\AC 

FYQ\SRGFP\LVRYAYNLPRVKD 



VDFFFFLRRSLATVAQAGVQWRDL 

GSLQAPPPGFTPFSCLSLPSSWDYRR 

PPPRPANFFVFFFF**RWGFTVLAR 

MISIS*PRDPPTSASQSAGITGVSDRT 

RLDFIOmCKYCGKKDIMYRKVYTS 

UQLTKKSLIH 



RKMFGNGRARSGVIVLPCGKGYQS 
**GGQAVGSGSASCLPLSLCTFP 



GEATMNPSHEAEVVCDVPTWWPP 

VSTR*MGGRE*RKERAEKGRGKGG 

MEKEGAGERRGKEKNGDSRERGRE 

GKSVTDNST*GAAAGLPQSPCPIQA 

RGVQSPRPQAMSRGEPEYSGIGGW 

GSGEA 



PLYCSPGASYMTLTALGPTQTQVPE 
QRLFVTCILCQEEQEVKVESRAMVL 
AAFVQRSSVLSKNRCKFI*DPGKS 



FFLDSTLKA*AIKAKINKWNDVKLK 
SFFKTKEnNKM*QPMVWENIFANH 
LSDKG 



DLRWYSSFLWMCCIPGAKWHPING 
SSCVMMGMIKYDFTGHWIVKfflGL 
AADLDSFYEYLLKSYILFGE*DDL* 
MFNAAYQSIQ 



4898 



10395 



5205 



376 



CQSQVPTDHGGQPPGSHPGWKPGP 

DLPPRFPDPEPSRPGN*GLLGPALCP 

SDLYAFGPQGISVNQGLPQWRPGW 

GHPWRLPEPDS*APAIPQPLAEPVL 

WGWGGQRPRVPQQLPTAERCCSDF 
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wo 01/79449 PCTAJS01/086S6 



SEOID 
NO: of 
nodeo-tidc 
seqoracc 


SEQID 
NO: of 
peptide 
sequence 


Me 
tiiO 
d 


SEO ID NO- 
in VSSN 
09/770,160 


ucicoiluC 

focatmo of 
first codoD 
for peptide 
sequence 


niicicoDoc 
location of last 
eodoo for last 
aoiino acid of 
peptide 


AniDv Bcio sequence \ A^unKnown^ ^^top 
codon; /^possible nocleotide delelibn; Impossible 
nncieotidc insertion) 














S 


4899 


10396 


A 


5206 


1 


262 


QNIFLHLFFCSFTAQKYPMVHLLQK 

SDNSFNQELLKSMVKSIKMNDVYG 

PMSQILETLhfKCPHFKRQR*VLLLD 
EYIVLLGRFILFA 


4900 


10397 


A 


5207 


2 


296 


NGTHASYGAFYLEYSLLAEFTLW 
KHKLPGVYVQPSYRSALMWVGVL 
SMWEGG*RQGLVRSTVGLGGAVLS 

RC 


4901 


10398 


A 


5208 


30 


280 


FYYAFKEEIIPVLYSLFQKIETGGILL 
NSALLLIPKST^YRRPYKKGKLNYR 

rfWor V JNIIN VKJJ^INlULi/\rNV^il^l\.I^JISjKi 

TYYS 


4902 


10399 


A 


5209 


1 


277 


NFSSLLIHGRMHTGEKPYECKNCGK 
AFTSAKSLQNHGRTHTG*KPCECKQ 
CGKAFICSSSCQRHEETHSVNMHSV 

tL»lr J-.jRJrlKlvK V vilvO r L»K 


4903 


10400 


A 


5210 


220 


585 


EILVRSLRQDPLRSRRGKRHTGRRW 
DGSGWRATGARE*RRESRGWEME 
AREAGRRKPASERRKGSGRRAGDF 
LtirA 1 KoKofclNJi VK ILAKNOKr *AS 


4904 


10401 


A 


5211 


1 


291 


sfletlu>rlgcsdaimahcsi^llg1 
ymrschlslps*dyrptpsrlansff 

juiiiuur Jr 1 1^ w AiJi^\^irfl^OJUlvvor 

swgltgvshhaqpffpyyly 


4905 


10402 


A 


5212 


228 


379 




4906 


10403 


A 


5213 


317 


534 


ATKEN*INWDLIK*NKQKPFASKDT 
TKQAKRQHIEWEKKWNPIYDKAP 
VSRIKNLLKLNNKNTNNLIVKKK 


4907 


10404 


A 

r\. 




'1 




JO j/rirlJ 1 vAs^v/rlLKj WNODNMLE 1 
l^oAINIVlJr W r JvVJ WIvV 1 KJvJLHjXnAovj 1 | 

tllealdcilpptrptdkplrlplqd 
vykiggigtvpvgrvetgvlkpgm 
vvtfapvnv i'levksvemhheaqk 

AK 


4908 


10405 


A 


5215 


1 


1254 




4909 


10406 


A 


5216 


33 


1472 


klplkakmgkekthinivvighvds 
gkstitghliykcggidkrtiekfek 
eaaemgkgsfkyawvldklkaer 

ERGITroiSLWKt'Kl'SKYYVTnDAPG 

hrdfiknmitgtsqadvcavlivaa 

gfvefe\agi\skngqtrehallayt 

lgvkquvgvnkmdsteppysvqkr 

yeeivkegstyikkigyyvpotlafep 

isgwngddmlepsanmpwfkgwk 

vtrkdgnasgvttllealdcilpptr 

ptdkalrlplqdvykiggigtvpwg 

\rvetgvijcpg\mgvtf\ap\vnvyn 

gk*ksvemhhe/al*sealswgtnv 

glolsrnvsvkdv\rrgnfagdsk\ 

ndppmea\agftaaqviilnhp\sqkn 

arhmpleldchtahiackfaelke 

kidrrsgkkledgpkflksgdaaiv 

divsgvkpmcvesfsdypplgrfavr 

dmrqtvavgvncavdkkaagagk 
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wo 01/79449 



PCTAJSOl/08656 



SEQID 
NO: of 
nodeo-tide 
sequence 


S£Q1I> 
NO: of 
peptide 
sequeoce 


Me 
tfao 
d 


ISEQ ID NO: 
09/770,160 


Nucleotide 
locatiOD of 
first codon 
Tor peptide 
scqoeoce 


Nncleotldc 
locatioo of last 
codoo for test 
amino tddof 
peptide 
seqDcnce 


AmiDO add scqDcncc ( X«i)BkiiowD; ^top 
codon; ^==possSbit nodeotide dddioii; HKssible 
nodcotide ioscrtioD) 














VTKSAQKAQKAK 






A 

A 




1 /o 


566 


KGGATCPESPQDRKRRGNLDMEKL 

YSENEGMASNHGKMENE*QPQDQR 

KPQVTLYSGRQEVRKRGKDRKQGQ 

NRR*GNV*RIKGKPESEGEAKEGKS 

EREGESEMEGGSEREGKPEIEGKPE 

SEGEPLE 


4911 


10408 


A 


5218 


27 


336 


TNPVQQ1LVPIWTSTRLPDTHEDKA 
FSAPQIEDRGTPGLGSRGPALGPSPT 
PDCAG*WAAGPGPAESHPRAPKPT 
AGMSPGVARLSSPGSGSQGSWQNQ 
ERP 


4912 


10409 


A 


5219 


2 


454 


HFNMRDPLTDCPYNKVYKNLKEFS 

QNGENFCKQVTSVLQQRANLEISY 

AKGLQKLASKLSKALQNTRKSCVS 

SAWAWASEGMKSTADLHQKLGKA 

lELEAIKPTYQVLNVQEKKRKSLDN 

EVEKTANLVISNWNQQIKAKKKLM 

VSTQET*STADLHQKLGKAIELEAIK 

PTYQVLNVQEKKRKSLDNEVEKTA 

NLVISNWNQQIKAKKKLMVSTQET 


4913 


10410 


A 


5220 


26 


130 


TTWKYQYKNLERNQKEITELKSTIA 

EIEN1TRGI*R*FEQTKE*INELEDKI 

MEIFKDKR*KKGEKSLRGLWPPSRD 

KEACMPWKLQTEEKKKGAERLSEE 

IMAESFSNLLADMNINS*ELKSnAEI 

ENITRGI 


4914 


10411 


A 


5221 


48 


394 


SPSMCGSLDPPTLPQTWLQVPSMLT 

HPCPPPPPHCPPLAHPPSSLLPSTHIY 

H**HLSPPYPNPGTQEGHSGVRLRA 

TDVASPSVLGQFPSYSISVPREGHA 

ATVAAKGPLECRA 


4915 

• 


10412 


A 


5222. 


3 


726 


EQEVDYDPKEFNAETFTFHADICTL 

SEKERQIKKQTALVELVKHKPKAT 

KEQLKAVMDDFAAFVEKCCKADD 

EMPADLPSLAADFVESKDVCKNYA 

EAKDVFLGMFLYEYARRHPDYSW 

LLLRLAKTYKITLEKCCAAADPHEC 

YAKVFDEFKPLVEEPQNLDCQNCEL 

FEQLGEYKFQNALLVRYTKKVPQV 

STPTLVEVSRNLRKVGSKCCKHPEA 

KRMPCAEDYLS\WLNQLCVLH/EK 

TPVSDRVTKCCTESLVNRRPCFSAL 

EVDETYVPKEFNAETFTFHADICTL 

SEKERQIKKQTALVELVKHKPKAT 

KEQLKAVMDDFAAFVEKCCKADD 

EMPADLPSLAADFVESKDVCKNYA 

EAKDVFLGMFLYEYARRHPDYSW 

LLLRLAKTYHTl'LEKCCAAADPHEC 

YAKVFDEFKPLVEEPQNLIKQNCEL 

FEQLGEYKFQNALLVRYTKKVPQV 

STPTLVEVSRNLRKVGSKCCKHPEA 

l\JUVirV/\iiL> I LfOKO r E.r V V A 


4916 


10413 


A 


5223 


4274 


5256 


HTLFGDKLCTVATLRETYGEMADC 

CAKQEPERNECFLQHKDDNPNLPR 

LVRPEVDVMCTAFHDNGETFLKK* 

VIRCL*FKIKKHGVTP*ANTL*KLP* 

QKYFQH*DLEVLL**FFKEVVFDTT 
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wo 01/79449 



PCT/US01/086S6 



ISEQID 
InO: of 
nndco-tide 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Me 
tfao 
d 


SEQ ID NO: 

iollSSN 

09/770,160 


Nodcotide 
locatiooor 
first codoD 
Tor peptide 
sequence 


Nndeotide 
locatiooor last 
codoo Tor last 
amloo add of 
peptide 
seqaeoce 


Amino add scqncncc ( X»UnkBOtro; *^^p 
codon; A^possiUe nndeotide ddetion; V->possiUe 
nndeotide Insertion) 














KFYTAKNMIKDILKFIETGYNLSQK 

FIUDKFFKVFRRYVYMVVIIDFVLV 

SNIILPKJ^hmLCTHTHTHTHLTLFST 

I LIU^URDKT1MCKLSLIG*L\ESLEF 

GGSGENVDYNYFCNIVCYRK/ADCF 

SFLKFRYLYEIARRHPYFYAPELLFF 

AKRYKAAFTECCQAADKAACLLPK 

VLCTRIEiCKSLLSNLILSILWLDLGT 

1 c\/ 
LfOV 


4917 


10414 


A 


5224 


I 


332 


RMPCAEDYLSWLTQLCVLHDKTP 

VSDIVAKCX:SESLVNSQACLSDL*V 

KDAYVPKEFNTETFTFHADICALSE 

TERRIMKQTGLDEFVKHKP*ASDER 

LSAVMDDFAAF 


4918 


1041S 


A 


5225 


7 


564 


TTRAAGREALSPGQGAGGGEGGAE 

PRHTATGHAAGREGRGGRGADQG* 

GWPRGARALHDQAEGRGGLPAGLP 

VQAERPQREPCSGQVGSEPPCHP\A 

TAGGRKVRPAWPAAAGEAGGHSG 

TGRAGAAGGAAVGTGGGAAGPGG 

LPMSGGAGPGGSGAAAPHAAS*VQ 

PAAGAASAATRNRIMPKTT 


4919 


10416 


A 


5226 

i 


132 


917 


PGLFYLGEEQPGPQPAGGPAAGQG 

ATAGAEEAAGCPGGAAAPAVLAG 

GRAGGRSAGWCAGAPGA*PGLFYL 

GEEQPGPQPAGGPAAGQGATAGAE 

EAAGCPGGAAAPAVLAGGRAGGRS 

AGWCAGAPGA*AQP*TTGAAGREA 

LSPGQGAGGGEGGAEPRHTATGHA 

AGREGRGGRGADQG*SLSQATDLW 

TSGPSHKWTDLSLWPYPCCSGCSW 

GQCL*LRAEGRGGLPAGLPVQAERP 

QREPCSGQVGSEPPCHPVSHTPKGP 

VPHCLGASPGLLWLATAGGRKVRP 

AGPAAAGEAGGHSGTGRAGAAGG 

AAVGTGGCQQRWIR 


4920 


10417 

* 


A 


5227 


3 


1245 


AWEFVWHPGGFDRSCPGPQGGEGS 

EGGEGT*EGSGSLALRPRPLSCPRA 

GPGPGPRLA*ASVYPWNQKRVGGL 

WRPQRTPARLCDPHAPEHAWAL*G 

KPGPAGHPAEAA*RQRE*AAGPRGT 

AAAPAGQDRQHHAGPRGRPARGA 

AAAERQRAPEKGEEQPGPQPAGGP 

AAGQGAAAGAEEAAGCPGGAAAP 

AVLAGGRAGGRSAGWCAGAPGA* 

AQP*TTGAAGREALSPGQGAGGGE 

GGAEPRHTATGHAAGREGRGGRG 

ADQG*SI^QTTDLWTSGPSHKWTD 

LbLWPYPCCSuCoWGQCL'LKAEG 

RGGLPAGLPVQAERPQREPCSGQV 

GSEPPCHPVSHTPKGPVPHCLGASP 

KiiA^ WLATAuuKlvVKPAuPAAAGE 

AGGHSGTGRAGAAGGAAVGTnrSfi 

AAGPGGLPM 


4921 


10418 


A 


5228 


612 


795 


PGHSAIGGLVGLSSYDFYEYKEYED 
KPTSPPIAEMNPGYNI*HDLIKSFKM 
LAFICSISS 


4922 


10419 


A 


5229 


1 


345 


SSWSFTLVTQAGVQWHDLGSLQPL 
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wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: of 
DBdeo-tide 
sci)neocc 


SEQlD 
NO: of 
peptide 
seqneoce 


Mc 
d 


SEQID NO: 
> i'dUSSN 
09/771M60 


INodcotide 
llocatioa of 
Icrst codoD 
Ifor peptide 
jscqacocc 


INDdcotide 
llocatioo of last 
IcodoD for last 
lamioo add of 
1 peptide 
Iseqaeote 


1 Amloo add sequence ( X^nknovro; *^^tDp 1 

Icodoo; A^possible ondcotide ddelion; V<pottible 
iDiideotide insertioD) 1 














PSEFKRFSCLSLPSSWDCRRLPPRPA 
NFLYF**RWGFTILTSL\a^Y*PCVS 

PTSASQSAGITGVSDHARLIVGDFN 
TPLLITERSSTQKI | 


4923 


10420 


A 


5230 


1 


1212 


MPKKRQALVEFEDVLGACNAVNY 

AADNQIYlAGHPAFVNYSTSQiaSRP 

GDSDDSRSVNSVLLFTILNPIYSrrTP 

TRLNVFKNDQDTWDYTNPNLSGQG 

DPGSNPNKRQRQPPLLGDHPAEYG 

GPHGGYHSHYHDEGYGPPPPHYEG 

RRMGPPVGEYGPHADSPVIMVYGL 

DQSKMNCDRVFNVFCLYGNVEKV 

KISLKKQSPGGRPMGEEWLNDGYAV 

DRATTHLNNNFMFGQKLNV/CVGA 

QAREGSRGTGERKGGEWGPAEEHS 

EAEVLTHTEMGCGSVSKQPAIMPG 

QSYGLEDGSCSYKDFSESRNNRFST 

PEQAAKNRIQHPSNVLHFFNAPLEV 

TEENFFEICDELGVKRPSSVKVFSGK 

SERSSSGLLEWESKSDALETLGFLN 

HYQMKNPSINLVT 






A 

A 




1 


421 


FDPPGCFFlnuNPFGPFQGNFHFRK 
NGVQAMVEFDSVQSRQAAKASLN 
GADIYSGCCTLKIEYAKPTRLNVFK 
1 NDQDTWDYTNPNLSGQGDPGSNPN 
KRQRGTVISQD*PSLLKNYCTCDFF 
FSCSYICAAHVLCGTFQ | 


4925 


}0472 


A 


5232 


2 


j 1883 


DEQRRRSGAMVKMAAAGGGGGG 

GRYYGGGSEGGRAPKRLKTDNAG 

DQHGGGGGGGGGAGAAGGGGGG 

ENYDDPHKTPASPVVHIRGLIDGW 

EADLVEALQEFGPISYVWMPKKR 

QALVEFEDVLGACNAVNYAADNQI 

YIAGHPAVFVNYSTSQKISRIDE*ND 

YRXSWSVLLFTIVNTINWrrrDVLY 

TMCNPCGPVQRIVIFRKNGVQAMV 

VFDSVQSAQRAKASLNGGDIYSGC 

CTLKIGYAKPTRLNVFKNDQDTWD 

YTNPVNLSGQGDPGSN\PNKRQRQPP 

LLGDHPAEYGGPHGGYHSHYHDEG 

YGPPPPHYEGRRMGPPVGGHRQCP 

SRYGPQYGHPPPPPPPPEYGPHADSP 

VLMVYGLDQSKMNGDRVFNVFCL 

YG\m^E\KVKFMKSKPGAAMVEMA 

IXjYAVDRAITHLNNNFMFGQKLNV 

CVSKQPAIMPGQSYGLEDGSCSYK 

DFSESRNNRFSTPEQAAKNRIQHPS 

NVLHFFNAPLEvrEENFFEICDELG 

VKRPSSVKVFSGKSERSSSGLLEWE 

sksdaletlgflnhyqmk:np\ngpy 

PYTLKLCFSPAQHAFLIRCLGRVPFE 

QENISLSFMPFFGFCFCYLQKILGSP 
FFFFFFFFLKARVEEGFPPP 


4926 


10423 


A 


5233 


2 


337 


dmilaerggvcvmmktqcctfipn 

tsttdgsitralqgltalsneijuw 

sgvndpftgwlek*fskwkgi1asil 

tslaavmgvlelvrccvipclqrlm 

qrlikmaltqts 
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wo 01/79449 



PCTAJS01/086S6 



SEQID 
NO: of 
nndco-tidc 
sequence 


SCQID 
NO: of 
peptide 
sequence 


Me 

tfao 
d 


SEQID NO: 

inUSSN 

09/770460 


Nucleotide 
location of 
limcodon 
for peptide 
sequence 


Nucleotide 
location of last 
codoo for last 
amino acid of 
peptide 
sequence 


Amino add sequence ( X»Unluiown; "^>«top 
codon; /=possble nncicotide deletion; \Fpossible 
oocicotide insertion) 


4927 


10424 


A 


5234 


62 


343 


RQLNRNDPNRNKGKKVGIKQCLRF 
WNNHLTCLIGVSEIEEKKNGAE^IF 
EEIMSKNFPKLiKYINPQIQEA**TPS 
KJN 1 hivl 1 rKH'IiKOR 


4928 


10425 


A 


5235 


1 


359 


TDDDLNWLDHSRTFREQGVDETET 
CLLRRKFSYSDQNVDSRDPVQLNLL 
YVQARDDILNGSHPVSFEKACEFGG 
FQAQIQFGPHVEHKHKPGFLE'MTF 

CFSFFSFLLSSFSFSFLFLS 


4929 


10426 


A 


5236 


2 


264 


SYYPRGEISVPFFNICHFFLSCFYNLS 
RFFCKKSPASPLCFSIKKSPFVKIHL 
VFSLVTSSFLK*FFFYL*FFPESVISF 
GSFSNSD 


4930 


10427 


A 


5237 


3 


246 


LIPRGQGSTVVLPYNPATSIFGNDLN 
EIKMYGHAKTCIWMFMTSSFIIDRT 
RKRQ*CSSVREWINKQ*C1QTMELV 
FGRN 


4931 


10428 


A 


5238 


78 


411 


VLNSPICNCLYPILCSFLFLUYFWC 

FYTFIPVFYLVYHQEIVI*SLTLVFFV 

CWKJNTRLMVH1FILYICL*LSICNS 

VYLLHVHIYLEHFL*HILMVVFFKR 

SDQSS 


4932 


10429 


A 


5239 


2 


175 


TKLDFIGIKGFSSVKDNVKGMRRQA 

TDWEKIFAKETSDKGLLSKIY*KPF 

KLSKQPN 


4933 


10430 


A 


5240 


1 


335 


VTIRGAGIPDESRNVNYSLASFLKR 

WLTLMDRGFIFNLINDYISGFSPKDP 

KVLAEYKFEFLQTICNHEHYIPLNLP 

MAFAKPiCLQRV*DSDLEYSLSDEY 

CKHHFLGGLL 


4934 


10431 


A 


5241 


139 


354 


SPCLPYCCLLCYRYGDGRIMIGFSC 
GH*WISTHTGELGQEIFQARNHKD 
NLTSIAVSQTHIKVATCENNLP 


Ante 

4935 


10432 


A 


A^ 

5242 


2 


332 


ILAGAII*DNEIKLM*IEKEVVKLFLF 

TDDMILCVENSKEHTHSHTQLLGU 

NEFSRASG*KJNVQKLFLYTNNVQS 

ICNElKEPSLCTKASKRIGYLGIHLTK 

EV*DLYSERTKPH*KKNRILRNTFN 

KRSVRLVQ 


4936 


10433 


A 


5243 


137 


290 


GSSDINQTKHVRS*VNRQICSRTTQ 
QSPEDCDFKKDGLVKRCMGTQTRQ 

or 

SL 


4937 


10434 


A 


5244 


1 


363 


LTCSGDKEQIKDKSHVLKGKGNFE 

RETS*KKK*SLPPFDDNVEPNDLYV 

EENICSKSDSERPRSASSSSRSSSSFT 

PSQTRQQGPLKSMMNDLHSDDYEE 

ESDEMEDNGPDFEMGKPVNIR 






A 




2 


376 


VIiLGWCMLPLRTHTEYVKALSYA* 
DK.QLOA*A(jLi)RyirL.WDAN ILoA 
LTASNNTVTTSSI^GNTDSIYRLAM 

NyLV 1 U VoOoWLllvALKV WUrL, 1 CA 
Tl VMl KfiHTDlMfiKAl VFNRDOTnr' 

LSR 


4939 


10436 


A 


5246 


60 


185 




4940 


10437 


A 


5247 


1 


146 


RWRDLGSPQPAGFR*FCCLSLLSSW 
DYRHAPLF*QFYLFILLFCKKYF 


4941 


10438 


A 


5248 


2 


298 


TFFTPFPVAKPNPRGPKTPAPYFSPQ 
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wo 01/79449 



PCTAJSOl/08656 



SEQID 
NO: of 
andeo-tidc 


SEQID 
NO: of 
peptide 
scqnencc 


Me 
tbo 
d 


SEQ ID NO: 

IdUSSN 

09/no,i60 

* 


Nndcotide 
location of 
first codoD 
for peptide 
sequence 


NDdeotide 
locBtSoo of last 
codon for last 
aouDO ackl of 
peptide 
seqtieoce 


Amino add sequence ( X>=Unknown; *"^p 
codon; /=possible nndcotide ddetion; ^ppossilile 
nodeotidc insertion) 














GPQKIYPPKFLGPPFNFPPPLLGKVF 

RAPNPRV*LPPGARPSSSSSLLPGF* 

KIPKPLFY*KKIFPTPQKTKK 


4942 


10439 


A 


5249 


77 


370 


EYS*SVVFLDLMRRQEELRRMF.FT ,H 
NQE 




\t\AAI\ 

lU*HtU 


A 








YSbKoAOLWLNMLhK^LI^HKDTA 

TQIQHVSFMCQVEPPAKKAATLAE 

GDKDNDI*PCFVQRQLREGRQGRA 

ARLWEKWLRWYVEKKAKKTALV 

VKSSIPLDIKPWDNETNIAQLEACM 

Krlv^LJLHjLfV 


4944 


10441 


A 


5251 


1 


359 


KYTLSRLATVPPTLNPAEYNISPDTR 
RAQVEQLAIRAGLK*EYLLQYNNP 
NRRGLIEDPALIRWTYARSANVYPN 
FRPTPKNSLLGALCAFGPLFFWYCV 
F KTDMDRNQKLIREG KLDQ 


4945 


10442 


A 


5252 


3 


349 


SSLATVPANLNPAEYSISPDNRRAQ 
VEQLAIRAGLK* * YLLQYNNPTRIGl 
IKDPALIRWTYARSANVYPNFRPIPK 
NSLLGDLCAYGPLFFWYCVFKPDM 
DRKETLIPEGKLDQ 


4946 


10443 


A 


5254 


1 


415 


V A W '•watt t^T la • T W T ■ ■ ^ « r V T T^ « m^m 

NAVIQVAHPLVQKQ*VDY1HNGFL 

VPVMGPALHKTSVEEMIASTAYLEL 

FLRSISEPALLRTLLRFLLLHRHDTH 

TILDTLVARIGSNSRLCMVSLSLFKT 

LLNLSCEDVLLQLGLRYLVPCNHV 

MLSQKPAVRDVDL 


4947 


10444 


A 


5255 


34 


394 


YRHYTICCIIGFLNTITMMTVSFHKY 

GEYFPGT*DLRDIDAGKC»YYAVNF 

PMRDGIDDESYGHIFKPIISKVMEM 

YQPIAWLQCDAYSLYGDSLDCFNL 

TIIRHSTRLYLI^SYHFTS 


4948 


10445 


A 


5256 


178 


417 


ILVPPAGGKGPNL1*WNPGPPGARG 
FPGLTPPRGGKKGRAQPPPENLVF* 
EKTGFFIVQRuGLKPPPGPPKGGE'R 
GGPP 


4949 


10446 


A 


5257 


749 


1049 


DGSSLLGPRPGGKGPNQTKGNPRPP 

G*RESPPHPPPRRGKKRMAQPPQLI 

WDFSSSSGFPL*QGGGINPHPDPPKG 

OKJvKOJbrrlir 1 J OjroJvJ<.OKJvv^rO 


4950 


10447 


A 


5258 


1 


359 


LFPKVNLSPVTPAKDTGLTAAPQEP 

KAPKASPVQHALPSSLSVPHTAILV 

TGAQLCGPAVNLSQIKDTACKSLLG 

LEEKKHAEAPAAENPHGGPGDSSA 

PY**GDAPKGHAIRAVEVPD 






A 

A 




1 
I 


AA 1 

441 


FrFLNRVLlX.! rQAOVQWCDriGSLQ 

PRSLGLK*PSHFSLPSS*DYRCAPPH 
LANFYIFYKDRWGFTMLPRLVWEL 
LGSSDLSILDSQSAGITGVRHHTWA 
NFFNFLCVSGIN*RNFYNKFTSWGS 
HPNSQYYSGISWGQSTNILLGY 


4952 


1044Q 


A 




1 
1 




NQRPGGSMPLGTAFILFQMKTLSLV 

RRGINQDN*HWRQEDPLIPISPGFPS 

RIPPLKSEMSLPLSTDGSETTIRTQSP 

FDEIYMAHDASGLRLPDSPPPPAAP 

GRDPAPSGQRAPGKLRGQCQLKSE 
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PCTAJSOl/08656 



SEQID 
NO: of 
nodco-tide 
seqaeocc 


SEQID 
NO: of 
peptide 
scqncoce 


Me 
tbo 
d 


SEQID NO: 

inUSSN 

09/770,160 


Nucleotide 
location of 

first codoD 
for peptide 
scqoeoce 


Nucleotide 

lnffltWin nf 

codon for last 
amino sctd of 
peptide 
seqoence 


Amino add sequence ( X=4JBknomi; *«^top 
rouuUi /^^^jusaioic □uocodoc imciiiiii, v-^iiussiine 

Dodcotide insertion) 














RESRKEERQRSKPGEAAALGGVAC 
TFHLKSRS 


4953 


10450 


A 


5261 


1486 


1695 


GKSCRPVNIYFILFSSFLRRSFALVA 
QAGVQWCDLGSLQPPPPGFK*FSCL 

oLfoo W 1/ Y K I r P LCF AN r L- 


4954 


10451 


A 


5262 


1 


334 


RRFVSQETGNLY1AKVE*SDVGNYT 

CWn^riVmHKVLGPPTPLILRNDG 

VMGEYEPKIEVQFPETVPTAKGATV 

JU^cCFAIajNFVFTiIWRRADGKFIA 

RKARRHEGCEM 


4955 


10452 


A 


5263 


78 


313 


KVTYIQKNVYSKCTAGWVFTQRAR 
VGSREPFPAAPSPGPHGGDPPSPPQL 
G*PLSPLPQPAPVRLPSPVMMSERIL 
PF 


4956 


10453 


A 


5264 


3 


320 


IFSQENL*YSDGSDILGLLALQAEEN 

LGMVMIFTLVTAVQEKLNEIVDQIK 

TSSSSSSSSSSSSAEEAEKQLFHGTP 

VTIENVLNWESQGWRRQTFLGKILE 

KEKG 


4957 


10454 


A 


5265 

- 


3 

• 


941 


APPRCLGDLWARARATMTDYGEE 

QRNELEALESIYPDSFTVVDCTLIQPS 

♦QLVFQ1MINGLS*YHILLQ*CFT*QG 

PC*VLSENPP\SFnTVTSEAG\ENDES 

IHIKLLSCVLAVQTTLKFTYSEKYPD 

EAPLYEIFLPGKILEDNNDVSDILKLL 

\ALQAEENLGMVMIFTLVTAVHERI 

NV\LVDH1ITRCEVEMKL*DKEAEE 

AVKQLFHGTPV'llENFLNWKA/RSF 

DAELLE1KKKRMKEEEHAGLDKK\S 

GKQLFETDHNLDTSDIQFLEDAGNN 

VXEVDESLFQEMDDLELEDDEDDPD 

YNPADPESDSAD 


4958 


10455 


A 


5266 


I 


332 


LKKHKSTRVP*NVKSGK*NFSPPFKI 

RPWAQKRAKKKGAREKKAD*EKG 

EFGKLSSSSRFRPGKKV*G*PKGFQR 

NFEKKPVKSQGPVNMGVIPAFEKKP 

RIPPVAKIPI 






A 




3 


375 


SASPQTLQQSLPRSIAPKPLTVRJLPM 

NQIVTSVTIAANMPSNIGAPLISSMG 

TTMDGSAPSTQVSPSVQTQQHQMQ 

LSSSSSSSSSQMQQMQQQQLQQHQ 

MHQQIQQQMQQQHFQHHMQ*HLQ 

Q 


4960 


10457 


A 


5268 


1 


360 


KGAPKHGQAPLGDPPRAVGGQEH* 
GPARGRGPGPREPGSGQTSSPWVH 

1PAPSSHRPLSSPTPNPFP*SSYEGSP 


4961 


10458 


A 


5269 


1 


181 


KKKPQTWEKLV*GLF*KKRNPGWG 

QRVPPVTPPLWGVKKRGGVFFRGL 

KPPLKPRENPFF 


4962 


10459 


A 


5270 




10R 

1 vO 


Oni IN V JTIVLIN V V ^L^\jr\3\^ V 1 ^vl W 

DQGLLVMCE 


4963 


10460 


A 


5271 


1 


336 


EFLGAVGFCRLWIPNFAVLAKPLYG 
VTK*GDTELFKWGSQQQ*AFHELK 
EKLMSAPALGLPDLTKPFTLYVSER 
EKMAIGVLIQMVGPWPRPVAYLSK 
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wo 01/79449 PCTAJSOl/08656 



SEQID 
NO: of 
Dodco-tide 
scqacoce 


SEQID 
NO: of 
peptide 
sequence 


Me 
tfao 
d 


SEQ ID NO: 

ioUSSN 

09/770460 


Nodcotide 
location of 
first codon 
for peptide 
seqncoce 


Nodeotlde 
locatioooflast 
codOD for last 
amiio add of 
peptide 
seqaencc 


Amino aad sequence ( XBUnknown; *^top 
codon; /^possible nucleotide ddetion; V=possible 
nndcotide insertion) 














ELDGVSKARSEGCE 


4964 


10461 


A 


5272 


1 


118 


TEVRHGKLDSSKWIPIRGN*NIYNP 
HCLSYKLEHGSDQEIPSDWYPFATV 


4965 


10462 


A 


5274 


2 


327 


SCLVLVLLCVEYLFPYLHFQSICVFT 
GEVSFLQAAYSWVMGFFVFLFILIH 
Sir L^LL, WuLr loLHL WLSLTCEDLF 
LLFFSRCLIYUCFVFLLFMSFLILWR 

LLVF 


4966 


10463 


A 


5275 


171 


331 


LKTSFRTKTCT*MLTASLFV1AKTW 
KQPRCPS VGE' L5NL* YVQTMECYS 


ilCWCT 




15 


JZ, /O 


o3 


332 


MO KKlJ N KV A Y M N FlAMAJvSRG PIQ 

SSGPTIQDYLNRPRPTWEEVKEQLE 
KKKKGSKALAEFEEKMNEhfWKKE 
LEKHREKJLLSGX* 


4yoo 




A 

A 


DZi / 


76 


138 




4969 


10466 


A 


5278 


1 


1050 




4970 


10467 


C 


5279 


146 


433 


MKKKSNERWDQVYKILKGKSLRPG 
FPRCATVRAIQHHGEAGQSGGLYEP 
NSNGEIKGSNPVFRANNTGLSESTK 
AYLGRSKRATRKEKERLQGFG* 


4971 


10468 


A 


5280 


27 


264 


NPWHQSLLCRAFCGVLILILPVLALL 
TRLSFGELTLYNNHFIYIFKAFFKFI* 
VFKWTGDNMFFIKGDMDSLAFGGG 

G 


4972 


10469 


A 


5281 


135 


358 


VHSPVL^LISTIPTSRLKFLKETGHGT 
PMEEIPEEELSEDVEQIDHADRELRR 
GQNLRCKGIHRLPTHIQVGQN 


4973 


1 Ail '7A 

10470 


A 


5282 


15 


196 


KGKIVKLDFIK1*nFFSAKDPVNY*K 
DNYRLRKMTANHISDKEFVSKTYK 
ECLKLNLKKF 


4974 


10471 


A 


5283 


307 


383 


YF*VSLATLCVYFLLDEGNILTATK 

VFTSMSLFNILRIPLFELPTVISAWQ 

TKISLGR 


4975 


10472 


A 


5284 


3 


267 


nVRPYLLKKKTGTIVEERVNAPGW 
NEDDDVSVSDESELPTSTTLKAFEK 
STMEQLVEKACFRDYHRLGL*TLSG 
SCCRS*P*SRRVQ 


4976 


10473 


A 


5285 


1 


260 


TAVPSAASMTSTRAASASSVHVPVS 

At ^a/^oa ai*a a occkA/^fY*ffn^ a a a 

ALGAGSAATAASEEMQTIPQATAA 
KYPRTIHPESSTSASRSLGT/nSSHF 
VSHKCSFHKSG 


4977 


10474 


A 


5286 


60 


292 


VTNFLIFHMRIISKYISIFLTVFFFVSQ 

IVLLFKHSYFSYLELWKMQK\RDSK 

NAT*KRAL*RFHEKSFHEGCMCIKS 




104/3 


A 

A 


5287 


738 . 


1152 


KGRV WS W CSRKKTr CbFGSFSSSDA 

LTSYITTAAIPTVTAVGGASATAVPS 

AASMTSTRAASASSVHVPVSALGA 

GSAATAASEEMSDKELITCTRQLKR 

DGCFGQYTNQPGTGNMGKKQPRIT 


4979 


10476 


A 


5288 


3 


555 


RKRTFCSFGSFSSSDALTSYITHCCQ 

SPPAAV^LASATAVPSAASNTTSTRA 

ASASSVHVPVSALGAGSAATAASEE 

MYVPRWTSAQQKAGRTITARITGR 

CDFASKNRISSSLAIMGVSPPHELSC 
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SEQID 
NO: of 
DDclco-tide 
scqacoce 


SEQlD 
NO: of 
peptide 
scqnencc 


Mc 

tho 
d 


SEQID NO: 
09mO,t60 


Nucleotide 
locatioo of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amiooaddof 

peptide 
scqocDce 


Amino add sequence ( X^Untmowo; *=Stop 
codon; ^-possible nncteotide deletion; >FpossiUe 
nucleotide insertion) 














CGKTSSQSTYQTHSLiCQLPAKYPRT 
HSIPESSTLSLPRSLGTQISSHPVSHK 
CSFP 


4980 


10477 


A 


5289 


94 


323 


VIGYRN1RCTILTSTITSSLS1L*LNH* 
PETRLSE*AGV*DKGLWAQMMWL 
MDHIFKYTNFGiv SLVHGDr r IRQ 


4981 


10478 


A 


5290 


2 


319 


MVLVTLDDKYAVAALWGKVKVDE 

VDGEALGRLMWYPWTQRFWES* 

GDLSPPDADMGNPKVKVHGNKVL 

GAVSNGQAHVDNLKGTFATVSEM 

HCDKLHVAQEPEVL 


49o2 


10479 


A 


5291 


1 


159 


RDLQHFPSSVAM*DQTQNDIASTSN 
HESILQGIKGQSQL*EEVQLME*APV 
DC 


4983 


1 /\AOf\ 

10480 


A 


5292 


187 


282 


LRSY*CLLLMISFTRNANLFRLHGT 

HTDTFKCLEYEKCFNCNSDLIVHHR 

rNMDHNPHQTSA*DSGLLLGMHF 


4984 


10481 


A 


5293 


1 


156 


SGGVDEQMMREKEELMLWLQDYE 
EKIKKAEREL*EQIKREMKKNQKRK 
REKK 


4985 


10482 


A 


5294 


179 


322 


NKVGGLTLPNCKTYYKATIIKTVW 
YWRKKRQIGQ*NRIESPE1DPHKY 


4986 


10483 


A 


5295 


2 


395 


RDRESDRDGQRRERERRTRKWSRS 

RSHYRSPSRCRTKSKSSSFGRIDRDS 

YSPR*KGRWANDGWRCPRGNDRY 

RKNDPEKQNENARKEKNDIHLDAD 

DPNSADKHRNDCPNWITEPJNCGPD 

PRTRNPEKL 


4987 


10484 


A 


A^ 

5296 


3 


228 


HELPHPGLGLKRGCWVLEVAEHW 

LGKALLILLPYRFKRNILAMDDKTG 

MTRNPHFSHNNWIPTFFSTQYFWIIF 

KVRWPRLKD 11 DLRELAPNCLADR 

LSRHRCNIWQFMQGIRPLVLNFGSC 

T*PSFQPQQLYTNLFQHPVFLDHL 


4988 


10485 


A 


5297 


61 


360 


YVSNSKCSNHRK*SLSSSSSSERESS 
FVPQVELHGRDLG*LQLWLPGFGK 
FPGLTPLRNGDDGPRPQPPANLGLL 
VKTGFSPVAHLGVNLGTLGDCPAL 
P 


4989 


10486 


A 


5298 


124 


351 


EREFRFVPQVELHDRDLGSLHPGTP 
GLRKFSGLTLPRSGDNGPGPPPPVN 
LGFLEETGFSHVAHFGLNFGT*GDC 
P 




10457 


A 

A 


5300 


3 


O AO 

388 


HERHERHEGALSQDALLRISIPLDSN 

MRPEKCRRFVHPQRQLLHLNGTFP 

NTSDADMEPCVDGWVHDnSFSSTI 

VTE*DLVCDSQSLTSVAKCAFMTG* 

TADGFLGAHLSHRVRASSNVCMGG 

SIVC 


4991 


10488 


C 


5301 


47 


269 


MPPLIQSGMSSRTKTRTSSPCWNVH 
PAPEQYEAPDKDFMIVALDCSAAW 

DD A W\/\/T'll/CQll/r'DfVMJVnr*l A \/D\/ 
rKAW V V 1 Wc>oWCf%^xtlJHlJlAVt^V 

HA* 


4992 


10489 


A 


5302 


1 


253 


NfVTQ/HPEQYEAPDKDFMIVAL/DL 
LSGLAEGLGGHVEQL/VARSNIMTL 
LFQCN!/QAEFMPILGTNLNPEF/ISVC 

NNATWAIGEICMQW 
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SEQW 
NO: of 
Dudeo-tide 
seqocBce 


SEQW 
NO: of 
peptide 
scqneocc 


Me 

tbo 
d 


SEQW NO: 

IdUSSN 

09/mi60 


Nucleotide 
locttioo of 
Grst eodon 
for prptidc 
scqneocc 


Nodeoddc 
locatioaofbst 
eodon for last 
amino scid of 
peptide 
scqncoce 


Amino aeid scqoenee ( X<=l/nknown; *^^p 
eodon; Aspossible nndcotide deletion; >Fpossil>le 
noclcotldc Insertion) 


4993 


10490 


A 


5304 


229 


2984 


PCPCQNFLRCSTSFNFSLPCAMDWQ 

PDEQGLQQVLQLLKDSQSPNTA'ra 

RJVRDKLKQLNQFPDFNNYLIFVLT 

RLKSEDEPTRSLSGLILKNNVKAHY 

QSFPPPVADFIKQECLNNIGDASSLI 

RATlGILirnASKGELQMWPELLPQ 

LCNLLNSEDYNTCEGAFGALQKICE 

DSSELLDSDALNRPLNIMIPKFLQFF 

KHCSPmSHAIGCVNQFIMDRAQA 

LMDNIDTFIEHLFALAVDDDPEVRK 

NVCRALVMLLEVRIDRUPHMHSIIQ 

YMLQRTQDHDENVALEACEFWLTL 

AEQPICKEVLASHLVQLIPILVNGM 

KYSEIDIDLLKGDVEEDEAVPDSEQD 

IKPRFHKSRTVTLPHEAERPDGSED 

AEDDDDDDALSDWNLRKCSAAAL 

DVLANVFREELLPHLLPLLKGLLFH 

PEWWKESGILVLGAIAEGCM(JGM 

VPYLPELIPHLIQCLSDKKALVRSIA 

CWTLSRYAHWWSQPPDMHLKPL 

MTELLKRILDGNKKVQEAACIAFAT 

LEEKACTELVPYLSYILDTLVFAFG 

KYQHKNLLBLYDAIGTLADSVGHHL 

NQPEYTQKLMPPLIQKWNELKDED 

KDLFPLLECLSSVATALQSGFLPYC 

EPVYQCCVTLVQKVTLAQAMMYTQ 

HPEQYEAPDKDFMIVALDLFSGLAE 

GLGGHVEQLVARSNIMTLLFQCMQ 

DSMPEVRQSSFAFLGDFTKACSSHV 

KPCIAEFMPILGTNLNPEFISVCNNA 

TWAIGEICMQMGAEMQPYVQMVL 

NNLVEIINRFNTPKTLLENTGRLTSP 

SAIPAITIGRLGYVCPQEVAPMLQQF 

IRPWCTSLRNIQDNEEKDSAFRGIC 

MMIGVNPGGWQDFILFCDAVASW 

VSPKDDLRDMFYKILHGFKDQVGE 

DNWQQFSEQFPPLLKERLAAFYGV 


4994 


10491 


A 


5305 


47 


411 




4995 


10492 


A 


5306 


20 


1020 


LSLTSRMRFAELVKGRLQAITDKRK 

IQEEISQKR\RKLGEDKPKA\QPLKT 

KAL\REKW\LPRWNPASGKEQEEM 

KKQNQQDPAPRSQVPRTKYPSGLR 

KRSQDLEKAELQISTKEEAILKKLKS 

IERTTEDIIRSVKVEREERAEFhSIEDI 

YANIPDLPKSYIPSRLRKEINEEKED 

DEQNRKALYAMEIKVEKDLKTGES 

TVLSSBPLPSDYFNVTGIKVYDEGQK 

SVYAVSSNHSAAYNGTOGLAPVEV 

EELLRQALERNSKSPTEYHEPVYAN 

PFYRPTTPQRETVTPGPNFQERITIK 

TNGLGIGVNESIHNMGNGLSEERGN 

NFNHISPl 


4yyo 


10493 


A 

A 


5307- 


1 


95 


GTRTFLRTYLSEIARRHPEFYAPELL 
♦FAKR 


4997 


10494 


A 


5308 


I 


338 


GTSLSA*GLNIDGQLGLGHTEDIPY 
YTPCRSLFG*PIQQVACGWHVT1ML 
TEHGQALLCGCNSIVQLAGPHGHL 
RRVGT*TIELRRENAVHIGAALMPH 
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SEQID 
NO: of 
nndco-tidc 
sequence 


SEQID 
NO: or 
peptide 
sequence 


Me 
tbo 
d 


SCQIONO: 

inUSSN 

09/770,160 


Nodeotidc 
location of 
first codoD 
Tor peptide 
sequence 


Nadcotide 
location of last 
codon Tor last 
amino add of 
peptide 
scqoence 


A.mino add scqneDCc ( X^nknonro; *=Stop 
codon; /=pos^c nodtcodde ddetioo; V=possible 
□ndcotidc insertion) 














VALTTSRSIFQCR 


4998 


10495 


A 


5309 


3 


472 


VltFAKTCVADESAENCDKSLHTLF 

GDKLCTVATLRETYGEMADCCAK 

QEPERNECFLQHKDDNPNLPRLVRP 

EVDVMCTAFHDNEETFLKKYLYEI 

ARRHPYFYAPELLFFAK/RLDELRD 

EGKASSAKQRLKCASLQKFGERAF 

KAWARLSQRFP 


4999 


10496 


A 


5310 

• 


12835 


13995 


TIPIESDIFPSIFYLYLSSLAYADTYE 

ALSRFY*iaCKLINLLLSLN»ATHFPK 

1MPWQVELKAKFN*LFR\KCFLPST 

NPLLCRWR*YDEWNIATS*LIPAKC 

SLFYLLC*TVSCLAENT*LLFFRLLV 

RYTKKVPQVSTPTLVEVSRNLGKVS 

SKCCKHPEAKRMPCAEDYVSL*KHI 

IN***KNFPFRYC*CYLS*AEGS>rVC 

VCMFCACVCACTCVYV*YWQSRPR 

G»* FFFFF*DGVSLCCPG WSAWPSR 

LTATSASQVQAILLPQPPK*LGLQV 

HATMPG*FFVFLVENFQLHLF*ISAL 

LPVL*LSVVLNQLCVLHEKTPVSDR 

VTKCCTESLVNRRPCFSALEVDETY 

WKEFNAETFTFHADICTLSEKERQI 

KKQT 


5000 


10497 


A 


5311 


1 


349 


GTSKKLANKWYNVGLCICLFDITK 

LEDAYVFPGDGASHTKVHFRCVEC 

HPFLHEILTGKIKGCSPEGAHHPLR* 

HPDFPLFSRPPAFLSPSQYILSPREIL 

VHPSILKFRTRRPY 


5001 


10498 


A 


5312 


1 


410 


lEHGIVTNWDDMEKIWHHTFYNEL 

RVAPEEHPVLLTEAPLNPKANREK 

MT/QGSVPLPAFPP*SLQIMFHJFNTP 

AMYVAIQAVLSLYASGRTTGIVMD 

SGIX5VTHTVPIYEGYALPHA1LRMD 

LAGRDLTDYLMKIL 


5002 


10499 


A 


5313 


216 


390 


GSADARAPPVLSPVIFCPS*FLTGRP 

LQGVMVGMGQKDSYVGDEAQSKR 

GILTLKYPIEHGIVTNWDDMEKIWH 

H 1 F YNELRVAPEEHPVLLTEAPLNP 

KANREKMTQVRLGRRPCSSRPFPSH 

FLPILISDGSSPAGRHGGHGPEGLLR 

GRRGPEQAWHPDPEVPH 


5003 


10500 


A 


5314 


4 


1254 


HAHAKLGTRAASSRTLFFRQLRRR 

VSLPVAMEEEIAALVIDNGSGMCK 

AGFAGGDAVPRAXVFPSIVGRPRHQG 

VMVG\MGQK\DSYVGDEAQSKRGI 

LTLKYPIEHGIVTN\WDDMEKIWHH 

TFYN\ELRV\APEE\HPVL\LTEAPLEP 

QGQTREKMTQ\IMt'KlFNTP\AMYR 

GreRAVLSL*\ASGR\TrGHCHGTLG 

DGVTHTVPIYGGLPHCSTPFLRLGP 

GLARDLTDYLMKILT*SEGYSKJ"rH 

GPSGKFVRDAKEKLCYVALDREQE 

MATAASSSSLEKSYELPDGQVmG 

NERFRCPEALFQPSFLGMESCGIHET 

TFNSIMKCDVDIRKDLYANTVLSGG 

TTMYPGIADRMQKEITALAPSTMKI 

KllAPPERKYSVWIGGSILASLSTFQ | 
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SEQ ID 
NO: of 
naclecMldc 
scqoenct 


SEQ ID 
NO: of 
peptide 
sequence 


Mc 
ttio 
d 


SEQ ID NO: 
idUSSN 

09/nMfio 


Nucleotide 
locatioo of 
first codoo 
Tor peptide 
sequence 


Nucleotide 
locatioo of last 
codOD for last 
amioo acid of 
peptide 
scqnence 


AoQioo add sequence ( X«=UoknowD; *=Stop 
codoo; AspossiMe nucleotide ddetioa; \=possible 
Dodeotide Insertion) 














QMWISKQEYDESGPSIVHRKCF 






A 




279 


418 


VEHSISNKENFLGQGTGCHACNLNT 
LGGRGGRITWRSGV*DQLDQH 


5005 


10502 


c 


5316 


274 


530 


MPCAEDYLSWLNQLCVLHEKTPV" 

SDRVTKCCTESLVNRRPCFSALEVD 

ETYVPKEFNAETITTHADICTLSEKE 
XQIXKQTALV* 


5006 

• 


10503 


A 


5317 


2 


736 


RLAKTYETILEKCCAAADPHECYA 

KVFDEFKPLVEEPQNLIKQNCELFE 

QLGEYKFQNALLVRYTKKVP/SWL 

LLRLAKTYETTLEKCCAAAHPHEC 

YAKVFDEFKPLVEEPQNLIKQNCEL 

FEQLGEYKFQNALLVRYTKKVPQV 

STPTLVEVSRNLGKVGSKCCKHPEA 

KRMPCAEDYLSWLNQLCVLHEKT 

PVSDRVTKCCTESLVNRRPCFSALE 

VDETYVPKEFNAETFTFHADICTLS 


5007 


10504 


B 


5318 


120 


1070 


MPADLPSLAADFVESKDVCKNYAE 

AKDVFLGMFLYEYARRHPDYSWL 

LLRLAKTYETTLEKCCAAADPHEC 

YAKVFDEFKPLVEEPQNLIKQNFHT 

ECCHGDLLECADDRADLAKYICEN 

QDSISSKLKECCEKPLLEKSHCIAEV 

ENDEMPADLPSLAADFVESKDVCK 

NYAEAKDVFLGMFLYEYARRHPDY 

SWLLLRLAKTY E ITLEKCCAAADP 

HECYAKVFDEFKPLVEEPQNLIKQN 

CELFEQLGEYKFQNALLVRYTKKV 

PQVSTPTLVEVSRKPRKSGQQML* 


5008 


10505 


A 


5319 


2 


668 




5009 


10506 


C 


5320 


246 


365 


MDDFAAFXXXCCXXDXKGDLLXR 
RKVKNLLLQVQLPLGF* 


5(110 


10507 


C 


5321 


261 


656 


MPCAEDYLSWLNQLCVLHEKTPV 

SDR\nrKCCTESLVNRRPCFSALEVD 

ETYVPKEFNAETFTFHADICTLSEKE 

RQIKKQTALVELVKHKPKATKEQL 

KAVXDDFXAFVEKCCKGDXKGELL 

XRRXVXNLL* 


5011 


1050S 


c 


5322 


158 


607 


MLCQSVGSKCCKHPEAKRMPCAED 

YLSWLNQLCVLHEKTPVSDRVTK 

CCTESLVNRRPCFSALEVDETYVPK 

EFNAETFTFHADICTLSEKERQIKKQ 

TALVELVKHKPKATKEQLKAVXDD 

FXAFVEKCCKGDXKGELLXRRXVX 

NLL» 








5323 


158 


532 


MLCQSVPCAEDYLSWLNQLCVLH 

EKTPVSDRVTKCCTESLVNRRPCFS 

ALEVDETYVPKEFNAETFTFHADIC 

TLSEKERQIKKQTALVELVKHKPKA 

TKEQLKAVMDDFAAFVEKCCKAD 

XKG* 


5013 


10510 

• 


A 




7 




DADi T>ci A A r\i?\n7cvr^\/r'vxfv A t A 
f/vL/l^roLAAL/r V colvL; V UKN Y At A 

KDVFLGMFLYEYARRHPDYSWLL 
LRLAKTYEITLEKCCAAADPHECY 
AKVFDEFKPLVEEPQNLKQNCELF 
EQLGEYKFQNALLVRYTKKVPQVS 

IPILVEVSRNLGKA^CCTESLVNRR 
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SEQID 
NO: of 
Dodeo-tide 
seqoeiicc 


SEQID 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SEQ ID NO: 

inUSa^ 

09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
locatioo of last 
codon for last 
amino add of 
peptide 
sequence 


Amino add sequence ( X=Unboowo; *=5top 
codon; /^possible nucleotide ddetioo; V=possible 
ondeotidc insertion) 














PCFSALEVDETYVPKEFNAETFTFH 
ADICTLSEKERQIKKQTALVELVKH 
KPKATKEQLKAVMDDFAAFVEKCC 
KADDKETCFAEEG^KLGAASQAAL 

GLY 


5014 


10511 


A 


5325 


1 


588 




5015 


10512 


A 


5326 


364 


1356 


TGDHAFQLWKSMKHTFQVSTPTLV 

EVSRNLGKVGSKCCKHPEAKRMPC 

AEDYLSWLNQLCVLHEKTPVSDR 

VTKCCTESLVNRRPCFSALEVDETY 

VPKEFNAETFTFHADICnLSEKERQl 

KKQTALVELVKHKPKATKEQLKA V 

MDDFAAFVEKCCKADDEMPADLPS 

LAADFVESKDVCKNYAEAKDVFLG 

MFLYEYARRHPDYSVVLLLRLAKT 

YETTLEKCCAAADPHECYAKVFDE 

FKPLVEEPQNLIKQNCELFEQLGEY 

KFQNALLVRYTKKVPQVS^l'Fl'LVE 

VSRNLGKVGSKCCKHPEAKRMPCA 

EDYLSVVLNQLCVLHEKTPVSDRV 

TKCCTESLVNRRPCFSALEYDETYV 

PSVNSNSCRGL1CKPRKSGQQML*TS 

♦SKKNALXSEDYLSWLNQLCVLHE 

KTPVSDRVTKCCTESLVNKGDHAFQ 

LWKSMKHTFPKSiyYAETFTFHADI 

CTLSEKERQIKKQTALVELVKHKPIC 

ATKEQLKAVMDDFAAFVEKCCKA 

DDEMPADLPSLAADFVESKDVCKN 

YAEAKDVFLGMFLYEYARRHPDYS 

WLLLRLAKTYETTLEKCCAAADP 

HECYAKVFDEFKPLVEEPQNLIKQN 

CELFEQLGEYKFQNALLVRYTKKV 

PQVSTPTLVEA^LKKPRKSGQQ^4L♦ 

TS*SKKNALCRRLSIPWS*TSYVCC 

MRKRQ»VTESP1SRMLGKVGSICCCK 

HPEAKRMPCAEDYLSWLNQLCVL 

HEKTPVSDRVTKCCTESLVNRRPCF 

SALEVDETYVPKEFNAETFTFHADI 

CTLSEKERQIKKQTALVELVKHKPK 

ATKEQLKAVMDDFAAFVEKCCKA 

DDEMPADLPSLAADFVESKDVCKN 

YAEAKDVFLGMFLYEYARRHPDYS 

WLLLRLAKTYETl'LEKCCAAADP 

HECYAKVFDEFKPLVEEPQNLIKQN 

CELFEQLGEYKFQNALLVRYTKKV 

PQVSTPTLVEVSRNLGKVGSKCCK 

HPEAKRMPCAEDYLSRGPEPVMCV 

A 


5016 


10513 


A 


5327 

• 


1468 


1946 


LHISWEGEPIDYSWLLLRLAKTYE 

TTLEKCCAAADPHECYAKVFDEFK 

PLVEEPQNLIKQNCELFEQLGEYKF 

QNALLVRYTKKVPQVS'lFl LVEVS 

RNLRKVGSKCCKHPEAKRMPCAED 

YLSVVLNQLCVLHEKRQ*VTESPNA 

AQNPW*TGDHAFQLWKSMKHTFP 

KSLMLKHSPSMQIYENQDSISSKLK 

ECCEKPLLEKSHCL\EVENDEMPAD 

LPSLAADFVESKDVCKNYAEAKDV 



706 
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PCT/USOl/08656 



S£QID 
NChof 
nndeo-tide 
sequence 


SCQID 
NO: of 
peptide 
seqncoce 


Me 
tbo 
d 


SEQ ID NO: 

ioUSSN 

09/770,160 


INocltotide 
llocatloQ of 
Iflrstcodon 
Iror peptide 
Iseqaence 


Nnclcotide 
locatioiioflast 
codon Tor last 
amino add of 
peptide 
5eqBcnce 


AmiDo add seqacoce ( X^Unknown; *=StDp 
codon; /^^posalile nodcotide ddetion; \=possib)c 
nodeotide InsertioB) 














FLGMFLYEYARRHPDYSWLLLRL 

AKTYbTlLEKCCAAADPHECYAKV 

FDEFKPLVEEPQNUKQNCELFEQL 

GEYKFQNALLVRYTKKVPQVSTPT 

LVEVSRN/LRKSGQLR*I*TSCGRAS 

EFNQTKL*AF*AAWRVQIPECAISSL 

HQESTPSVNSNSCRGLKKPRKSGQH 

TKKVPQVSTPTLVEVSRNLGKVGS 

KCCKHPEAKRMPCAEDYLSWLNQ 

LCVLHE\KTPVSDRVTKCCTESLGG 

TGRPCFSSSGKSMETYVPVKGFNAVE 

TFTFPGSFCT/LSWEGEPIDYSVVLL 

LRLAKTYBTrLEKCCAAADPHECY 

AKVFDEFKPLVEEPQNLIKQNCELF 

EQLGEYKFQNALLVRYTKKVPQVS 

TPTLVEVSRNLGKVGSKCCKHPEA 

KRMPCAEDYLSWLNQLCVLHEKT 

PVSDRVTKCCTESLVNRRPVC 


5017 


10514 


A 


5328 


1 


2063 


MKKVKERDSFIMEDLGAEGLKSSA 

YSRGVFRRDAHKSEVAHRFKDLGE 

ENFKALVUAFAQYLQQCPFEDHVK 

LVNEVTEFAKTCVADESAENCDKS 

LHTLFGDKLCTVATLRETYGEMAD 

CCAKQEPERNECFLQHKDDNPNLP 

RLVRPEVDVMCTAFHDNEETFLKK 

YLYEIARRHPYFYAPELLFFAKRYK 

AAFTECCQAADKAACLLPKLDELR 

DEGKASSAKQRLKCASLQKFGERA 

FKAWAVARLSQRFPKAEFAEVSKL 

VTDLTKVHTECCHGDLLECADDRA 

DLAKYICENQDSISSKLKECCEKPLL 

EKSHCIAEVENDEMPADLPSLAADF 

VESKDVCKNYAEAKDVFLGMFLYE 

YARRHPDYSWLLLRLAKTYETTLE 

KCCAAADPHECYAKVFDEFKPLVE 

EPQNLIKQNCELFVEQLGKYKFQNA 

AISSVTPKKVPQVSTQLLTPTLVEVS 

K/NTLGKVGSKCCKHPESKKKCPVA 

EVNYLS\WLNQLC\LLHEKTVPVSDR 

VTKIAAQEPLWNRRPVCFSALEVR* 

NIPFPKEVNAXKmXFHADICTLSVEK 

ERQIVRKQTALVELVETQAPRQQKE 

QLKAAnLWDDFAAFVmAAKAVbD 

KETCFAEETiSGNGAKKAlFLVNDE 

FILMSLTLIQNHRTYSSLPPCLYDSK 

KLLFHYLASIYPFVPPQDACKGVSE 

L 


5018 


10515 


A 


5329 


1 


339 


RRRRKKNEKRKRQRKIKDEKSRKN 

SLRVEMRETWRQREKQKEEDREKR 

KGQQEKERRKREIEEKEST*CEQME 

IGKTKKVNIHCRWQTQLKLKFHLFS 

LFSIKMSLSSFSTRA 


jOIV 


10516 


A 


5330 


2 


189 


ARGGDAGDAFDGFGFGDDPSD*LS 
SCHIDVHRYLFSALCDCYTFYFVHl 
RVFLLSMRLADTA 


5020 


10517 


A 


5331 


3 


346 


HELETFP^CHNMPLLFYRDRLSASD 
MLQVRKVMDHVYESIITLNNESQST 

SSSNNEHPGGQERSLARA 
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SEQID 

NChof 

ondMMide 


S£QU> 
NO: of 
pqittdc 
scqneDtt 


Me 
tbo 
d 


SEQ ID NO: 

inUSSN 

09/770»IC0 


Nodcotide 
location of 
first codoo 
Tor peptide 
sequence 


Nodeotidc 
location or last 
codon Tor last 
amino add or 
peptide 
scqncnce 


Amino add seqaoice ( X^nknown; *=StDp 
codon; A=possible nodeotide deletion; V=possiblc 
nndeotide insertion) 


5021 


10518 


A 


5332 


2 


442 


VFMDADTLVLANIDDLFDREELSA 

APDPGWPDCFNSGVFVYQPSVETY 

NQLLHLASEQGGDQGILNTFFSSWA 

TTDIRKHLPFIYNLSSISIYSYLPAI*S 

EDVSGAISHLVPLGGDSQAMAQAV 

LVFLGKEPGRGTEWGNKGPRA 


5022 


10519 


A 


5333 


1 


292 


VLANIDDLLTREEMSAAQTQGWPD 
C/FNSGVFVYQPSVETAT^QLLHLAS 
EQGSFDGGDQGILN1>1'SSWATTDI 
RICHLPFIYNLSSISIYSYLPVLPE 


5023 


10520 


A 


5334 


81 


1163 


VTNLRLPRPPAHFVITMTDQAFVTL 

TTNDAYAKGALVLGSSLKQHRTTR 

RLVVLATPQVSDSMRKVLETVFDE 

VIMVDVLDSGDSAHLTLMKRPELG 

VTLTKLHCWSVLTQYSKCVFMDAD 

TL\VLAN1DD\LFDRE\ELSAAP\DPG 

G\PDCFNSG\VF\VYQPSV\ETYNQLL 

HLAS\EQGSFDGG\DQGILNTFF*QL 

GQQQDIRKHLAFMYNLSNISIYSYLP 

AFKVFGASAKWHFLGXRVKPWNY 

TY\DPKTKSVK\SEAHDPNMTHPEFL 

1\LWVGTSFTTNVLPLL\QQFGPWSK 

DTVCSYVNWGRCLQGAISHLSLGEM 

PANMAQPFWSSEERKERWEQGQAD 

YMGADSFDNIKRKLDTYLQ 


5024 


10521 


A 


5335 


1 


241 


GTSNSEHALDDRSTAQCRVQMQVV 
QQL*LQLAKDKERLQAMMTHLHV . 
KSTEPKAAPQPLNLVSSVTLSKSAL 
EAYALELT 


5025 


10522 


A 


5336 


13 


229 


ACPRSPPPDPRLGCCFPPPPAVC*AP 

AGPHPDGTTSLECTPAPHPSCEPVS 

VQQKPEPSALYGTGFPFGLQS 


5026 


10523 


A 


5337 


1 


341 


GLGSGTSSSSVKSSISPKRVARWSFS 

SRVCPVCPSSALSV*DSRSP*ASKSS 

SNASGSPFCRVKKLLSCELQSKADS 

FSSSSAVSRDRLSSSSSMLSRGQL^Q 

ETSKEAQMPR 


5027 


10524 


A 


5338 


3 


168 




5028 


10525 


B 


5339 


978 


1502 


MSNLTLVCISTKHTPGISRAKEKKK 

GTSRLPTSLCQRRVGLTEEKSCSPEL 

QQKFRSETITCEELVGLMNKFVEDT 

KKGVHQKEGWPSSAYGVTKIGVTV 

LSRIHARKLSEQRKGDKILLNACCP 

GWVRTDMAGPKATKSPEEGAETPV 

YLALLPPDAEGPHGQFVSEKRVEQ 
W* 


5029 


10526 


A 


5340 


3 


239 


HEAKSSPNLVKAIILQIQEATQIPRRI 

NKNKSTLRHIRIEFLKTKDKEKSLRT 

PREIYYL*GNKISITVNLESESMGT 


5030 


10527 


A 


5341 


3 


322 


HEAKSSPNLVKAIILQIQEATQIPRRI 

NKNKSTLRHIRIEFLKTKDKEKSLRT 

PREIYYL*GNKISITVNLSSETMEAR 

KKWHI^QMIIEKNCXJPTILHPAKLS 

FK 


5031 


10528 


A 


5342 


4 


351 


VGRGRQSHLSHSHPPTDPKGQQASP 
GWNPGVRMLPGLKWLPQPPAASLS 
♦VPSSPTQQTSAGHLLSMSHEALTW 
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SEQiD 
NO: Of 
DDdco-tide 
scqnciicc 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tfao 
d 


SEQ ID NO: 
inUSSN 


Nndeotide 
locatioDof 
first codoD 
for peptide 
sequence 


Nndeotide 
locatioo of last 
codoo for last 
amino acid of 
peptide 
scqoeoce 


Amino add sequence ( X«l)nknovrn; *=^top 
codoo; /=possible nndeotide deletion; V=possible 
nndeotide insertioo) 














VDRATGLAGNGEACVSGTQRHPGL 
SLAPPGCAPSPSSRAARA 


5032 


10529 


A 


5343 


3 


163 


HEEQPEGLSPNLDRFLGDRHCNQFS 
SRD*PIFLARCSHEYSGRHPRLADSI 
LL 


5033 


10530 


A 


5344 


112 


362 


EREQRFTGLNDVHYLPIMYIWGCA 
IFIT*V*RGWSSPTKCRSTDTYCVNP 
STRLHAYMAPRHKLHSHCAERDPD 
QFTLLRHC 


5034 


10531 


B 


5345 


85 


206 


XFSDPEVKKETRPALGSTVLLAPFL 
HEHEPPSAEVLPGSWRX* 


5035 


10532 


A 


5346 


142 


653 


GFWHQRILGASDQAHLLLPHKQDG 

SADGARRVLACARGQGDLRLLRLH 

LAAVPLQLPGGLRRRAVHVHGGGC 

QQDGGAESWS/PSPSSPRGPRTLHR 

VEKVXPGAPVTPLPVAFSCNPDHGIE 

DPAFP*PAAGPR*LQEGPCGGSRAS 

RAPTPTSTRSCCTECLRNSLILIC 


5036 


10533 


A 


5347 


261 


538 


GSRSRLLFSPRGPRTYPAWKRSTGA 
PVTPSPIAFSCNPDHGIEDPAFP*PAA 
GPR*LQEGPCGGSRASRAPTFrSTRS 
CCTKCLRNFLILIC 


5037 


10534 


A 


5348 


7 


264 


FQKJSALPQRSDYTHNTPHTDPARV 
SYKHAGANHTHIHTPMTNVSrnYP 
PHAYLHTHTQKTPPHIYSTHAP*1*L 
FISTYAHTKN 


5038 


10535 


A 


5349 


208 


713 


SVKMVRYSLDPENPTKSCKSRGSVN 

LRVHFKNTRETAQAIKGMHIXRKATV 

KYLKDVTLQKQCVPFRRYNGGI\GR 

CAQAKHWGWTQGR\WP*RVLNSL 

VIEHIQVNKAPKMRRRTYRAHGRIN 

PYMSSPCHIEMILTEKEQIVPKPEEE 

VAQKKKISQKKLKKQKLMARE 


5039 

■ 


10536 


C 


5350 


286 


591 


MVRLFNLNPEKRQRKSWQIRGFQS 

SCFTLGTLVKLAQAIKGMHIRKATE 

VSERWSLYRNSVYHSDGNNGGVG 

RRAQAKQWGLGHKYGGPKKECLN 

FLLHML* 


5040 


10537 


A 


5351 


1 


305 


GTSIYNVLYEVPLPPPGRSLKFSGVY 
GPUCQRPSTNELPLFDFPVKEVFELL 
GVDNVYQLFTWALLQKYILLYVQR 
♦CNVTKALELSNLLLFHICDIKLV 


5041 


10538 


A 


5352 


15 


234 


LSCPDQVHPHSLVPYPEPRRATASV 
PETSGPPFPHPRRPYATTPPALGHNP 
HA*LSSSFAGSRYKLGEMLHI 


5042 


10539 


A 


5353 


3 


257 


HEVKYKNPAQ^QWHRLGPDAHVPE 
EFRYHKQLIQSQLFLHYHLSQTFTL 
QESADLQNAFLNSGQCILNKPLKFA 
DLHSDFMKTI 


5043 


10540 


A 


5354 


3 


334 


IIKFIWNPKRA*IAEAILSKKN1AGG1 
TLPDFRLYNKAA^I*TA WYWHKNR • 
HIDQWNRILNPEIKSHTYSQRIFDKI 
DKNIH'GKDTLFNKWCWERWIAIC 
RRIKLDSLV 


5044 


10541 


A 


5355 


1 


119 


QKSRW*TPPNSYMKVNVPEKSRNG 
ETSLRTKIAVCQYYM 


5045 


10542 


A 


5356 


3 


349 


HEPANADFAFRFYYLIASETPGKNIF 
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S£QU> 
NO: of 
nndeo-tide 
sequence 


SEQW 
NO: or 
peptide 
sequence 


Me 
tho 
d 


SEQiDNO: 

ioUSSN 

09/770,160 


NDclcotide 
localioDor 
first codoD 
for peptide 
scqncBcc 


jNocleolide 
llocjition of last 
IcodoD for last 
1 amino acid of 
(peptide 
IseqacDcc 


Araino add scqueoce ( X^KJokDovm; *^=Stop 
codon; /=possil)le oucleotide ddetion; V^possiblc 
Dndcofide inserfion) 














FSPPRFPAAYAMLSLGACSHSRSQIL 
EGLGFNLTELSESDARRRCRQ*VGT 
LDLTGHGLQTRGGQGPWPRARPSR 

GGDAAAGSARLPPR 


5046 


10543 


A 


5357 


1 


499 




5047 

• 


10544 


B 


5358 


66 


641 


MASKINTKALQSPKRPRSPGSNSKV 

PEIEVTVEGPNNNNPQTSAVRTPTQ 

TNGSNVPFKPRGREFSFEAWNAKIT 

DLKQKVENLFNEKCGEALGLKQAV 

KVPFALFESFPEDFYVEGLPEGVPFR 

RPSTFGIPRLEKILRNKAKIKFIIKKP 

EMFETAIKESTSSKSPPRKINSSPNV 

NTTASGVEDLNUQ* 


5048 


10545 


A 


5359 


2 


306 


ARGVCGGCRCLGFCGSVVGDLMY* 

NSFDCFKKVLRY*GFFGLYWGLIP» 

LIWFAPEQAJYLTDNVFVRDKFT*R 

DGSDSLSAEVLAGGCALGSLVIVTN 

SL 


5049 


10546 


A 


5360 


3 


120 


HEGKEPDIPLYETVQTVGPSHARTY 
TVASHSEGR^TIC 


5050 


10547 


A 


5361 


2 


366 


SLPASDRPPISSPLATSGTIFSAISCF 

WDLPAPFLWLAPSCQPTMSSQIRQN 

YSTDVEAAVNSLVNLYLQASYTYL 

SVLQDIKKPAEDEWGKTPDAMKAA 

MALEKKLNQALLDLHALGSART 


5051 


10548 


A 


5362 


1 


108 




5052 


10549 


A 


5363 


2 , 


536 


ARAARDWKNYSTDVEAAVNSLVN 

LYLQASYTYLSLGFYFDRDDVALE 

GVSHFFRELAEEKREGYERLLKMQ 

NQRGGRA\LFQDIKKPAEDEWGKTP 

DAMKXAAMALEKKLNQALLDLHAL 

GSARTDPHLVCDFLEPHFIDEEVKLI 

KKMGDHLSNLHRAGWPRRLGLGE 

YLFERLTLKHD 


5053 


10550 


A 


5364 


3 


331 


HEQYPGSISISLTDLGCPDMPVUAR* 

TAAADESLVPTRJLMLQLADYGPVI 

YSLVI^VCLTAAFTLAQQHSKMEIY 

ADIIGSEDTTNEDYRSIALYFEREMR 

YLQAAKF 


5054 


10551 


A 


5365 


3 


52 


HEQSWKAENEAFTLADLKQLPELN 
PPVLMPRGNVGTPLRVFLELIRACR 
LPPRITTQLHFQIPKIGYSLRYCNVPF 
EYEDSDTAVQE*LT 


5055 


10552 


A 


5366 


3 


323 


STFFFFFLRQSLALVAQAGLRTVQW 

RNLGSLQAPPPGFTPFSCLSLPSSWD 

YRRPPPRLAXNFFFFFFFVFLAETGFH 

CVLARMVSIS*PRDQPASASQSAGrr 

GVSD 


5056 


10553 


A 


5367 


3 


337 


HERHEDTLTLKERNRGNKGILDDID 

DHNIIIYHLPDA*SEEYEYFKEQTTL 

LRASIPFSVGGSNQLIEAIGKMVRGR 

LYPWSDVKVENPQHNDFNIKIJTML 

ITHMHDLQDV 


5057 


10554 


A 


5368 


16 


313 


SHSVTQAGVQCWHRLHAQLIFLYF 
LVETGFHRVSQDGLYLLTS*SARLG 
LPKCWDYRRDDHAWPVQFFFKCST 
PRPQAILDFAFTSHELCLGSMRLLKS 
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SEQID 
NO: of 
nndeo-tidc 
scqococt 


SEQIO 
NO: of 
peptide 
scqocnce 

• 


Mc 
tbo 
d 


S£Q U> NO: 

ioUSSN 

09/nO,160 


Nnclcotidc 
locitioo of 
first codoD 
for peptide 
scqncnee 


Nucleotide 
locatloo of last 
codon for last 
amino add of 
peptide 
seqacnce 


Amino add seqoence ( X^Unknown; *==^top 
codon; A^^possiUe andeotide deletion; V^possible 
nudcotidc insertion) 


5058 


10555 


A 


5369 


1665 


1787 


FFVLLVETGFHRVSQDGLDLLTS*S 1 
AHLGLPKCWDYRHEPP 


5059 


10556 


A 


5370 


1431 


1553 


FFVLLVETGFHRVSQDGLDLLTS^S 
AHLGLPKCWDYRHEPP | 




10557 


A 


5371 


1740 


1862 


FFVLLVETGFHRVSQDGLDLLTS*S 
AHLGLPKCWDYRHEPP 


5061 


10558 


A 


5372 


1173 


1295 


FFVLLVETGFHRVSQDGLDLLTS*S 
AHLGLPKCWDYRHEPP 


5062 


10559 


A 


5373 


1027 


1149 


FFVLLVETGFHRVSQDGLDLLTS*S 
AHLGLPKCWDYRHEPP | 


5063 


10560 


A 


5374 


2250 


2372 


FFVLLVETGFHRVSQDGLDLLTS^S 
AHLGLPKCWDYRHEPP | 


5064 


10561 


A 


5375 


934 


1092 


FFVFLVETGFHRVSQDGLDLLTS*S 
ARLSLPKCWDYRREPPCPPRIYILTR 
SR 1 


5065 


10562 


A 


5376 


2588 


2824 


VAGTIGACHHAQLIFVFLVETGFHH 
VGQDGLDLLTS*STHLGLPKCWDS 
RREPLRPASPWFQRTSAPVMADLT 
PTVS 1 


5066 


10563 


A 


5377 


935 


1138 


RRGFTIV1FHHVSQGGLDLLTS*SARL 
GLPKCWDYRREPLCPAWKDY*CKL 
QDEVISQQGLKVSWLIH | 


5067 


10564 


B 


5378 


79 


1551 


MSEVTKNSLEKILPQLKCHFTWNLF 

KEDSVSRDLEDRVCNQIEFLNTEFK 

ATMYNLLAYIKHLDGNNEAALECL 

RQAEELIQQEHADQAEIRSLVTWGN 

YAWVYYHLGRLSDAQJYVDKVKQ 

TCKKFSNPYSIEYSELDCEEGWTQL 

KCGRNERAKVCFEKALEEKPNNPE 

FSSGLAIAMYHLDNHPEKQFSTDVL 

KQAIELSPDNQYVKVLLGLKLQKM 

NKEAEGEQFVEEALEKSPCQTDVLR 

SAAKFYRRKGDLDKAIELFQRVLES 

TPNNGYLYHQIGCCYKAKVRQMQ 

NTGESEASGNKEMIEALKQYAMDY 

SNKALEKGLNPLNAYSDLAEFLETE 

CYQTPFNKEVPDAEKQQSHQRYCN 

LQKYNGKSEDTAVQHGLEGLSISK 

KSTDKEEIKDQPQNVSENLLPQNAP 

NYWYLQGLIHKQNGDLLQAAKCY 

EKELGRLLRDAPSGIGSIFLSASELE 

DGSEEMGQGAVSSSPRELLSNSEQL 

N* 


5068 


10565 


A 


5379 


925 


1127 


FFVFLVETGFHRVSQDGLDLLTL*S 

THLGLPKCWDYRREPLRPATFSSYQ 

RNNPDLILNDTIMPNIK 


5069 


10566 


A 


5380 


438 


815 


TRPSFSFNPLTLFFFFLRRSLALSPRL 

ECSGAISAHCKLRLLGSSHSPTSASR 

VAGTTSARHHAWLMFFFVFLVETG 

FHLVSQDSLDLLTS*SAPLGLPKCW 

DYRHEPPRPAHLHFLNFFLFSYT 


5070 


10567 


A 


5381 


7944 


10115 


KQCNYGHNLKTCSNFFFFWRWSLAi 

PSPRLECNGAISAHCKLRPPGFTPFS 

CLSLPSSWDYRRSPPRAANFFVFLV 

ETGFHQVSQDGLDLLTL*SARLGLP 

KCWDYRREPPCPESALIF 


5071 


10568 


A 


5382 


1 


211 


LKTSEKWRNRQDKSNKGSKKAEKR | 
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SEQID 

nndeo-tide 
sequence 


SEQlD 
NO: of 

nmfiffe 
sequence 


Me 
ttio 

u 


ISEQ ID NO: 
toUSSN 


Nucleotide 
loeatiooof 

uf9t moon 
fiMT peptide 
sequence 


Nucleotide 
location (rf'last 
cooon lor asu 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=UnluiOTni; *=^top 1 
codoo; /^possible nndcotide deletion; >Fpossible 
nucieoKnie insertion) i 














RATHADRNREAARIRRKTYTNERK 
HYEHHRTAGKDQDERATEDSRE*S 
RE 


5072 


10569 


A 


5383 


2 


373 


ARECHHLCKINYMDLVKEFMTLNA 

SAPLRSSFSDTMIRLPALTYPLFPAL 

ATCAGYSDKA*SSISYVLHNSALWR 

ASGPTDHRDAPA*A*LESRRSTLRIC 

ELRTLYSLIKSTASNFDPIKLFS 


5073 


10570 

• 


A 

• 


5384 


112 


913 


DFLSMPNRRGGVSLPPTPP*PPFSVT 

HTIFSVSFSFHWLKGSFLRRQFSYCF 

YGMVLVPFPSHPPLSLSAPSKCLRIP 

PLPWGWVTAPRLRSHPSVTGRAVL 

ERKPSVRG*AGSLNTQARDTPPQLP 

ERPPEG*ALFPPFPYSMAPPSQLKPT 

LKITAVRS*ASGGATGLGGWSPLGL 

P* EQGLRPTATLTQTSGIALNPRSLT 

PAPQLRLSCPPHFALTTRAVPGGPQ 

PLAWGPEPGTPPAQPRPSPDSAQSH 

TVYRRESILFFIL 


5074 


10571 


A 


5385 


2 


345 


SFWLLCGSSCSDLRSCQVLKCTRNI 
PYSLVPTASCEHLHGPCIYRPCSVQS 
VLTCTAAQATNILSAQSLLSGPTTQ* 
WGLTYPCLLVGAADLTPPTTPPPPT 
PAPPHLPSTPPP 1 


5075 


10572 


B 


5386 


36 


340 


MFLDEYARRHPDYSWLLLRLAKT 
YETTLEKCCAAADPHECYAKVFDE 
FKPLVEEPQNLIKQNCELFEQLGEY 

KFQNALLVRYTKKNALCRRLSIRGP 
EPVI* 


5076 


10573 


A 


5387 


3 


182 




5077 


10574 


C 


5388 


602 


877 


METTLRRKCCARLQILHGMAMPKV 
FRWNFKPLVGRSLRNLNPNKIVEAF 
WSQLGRSYKFPGMRYLVSFTPKES 
YPKCSNFPTLCRRVFKET* 


5078 


10575 


A 


5389 


1 


404 


GTRNDKMEPGLEQGTIPRLDSVTSS 
ECFASSGFHEDRSLSDVEEQEDSDG 
FYKEPI'mEDLlSYSFQVAIGMESLS 
SRLCIHRDLEARNFHLSGNYCDTSL 
EF*IENYDIYL**FN1YSPTKLKPEDT 
RLLKET 1 


5079 


10576 


A 


5390 


110 


424 


LSLLQREREGHLNGSPSFMLKCSGF 
YRLA*GVCV*VSFVL»Y*HILIYSML 
TVLILCrVTT^NMLISGIYTDYAYFYIC 
YIYYYCYIF*FILLCFYELMTIFFGLI 


5080 


10577 


A 


5391 


2 


361 


ARETVKRIQYPIPLEGRLGLKPLIES 
LI*DGLLELCMSPYTTPILLVK*SDW 
*Y*LVEDLQAINQTVQTTHPWPNP 
YTELSKIPYDHQWFTEIDLKDAFWA 
CPLAEDS»DIKJFEWARA | 


5081 


10578 


A 


5392 


3 


335 


QSQSWWRQKGVSRAGAGPIHPQGL 

LFGFS*GDLGPLGTLGEQGLIGQRG 

EPGLEGDSGPMGPDGLKGVRGDPG 

PDGEHGEKGQEGLMGEDGPPGPPG 

AAGVRGLHGKSGY 


5082 


10579 


A 


5393 


61 


497 




5083 


10580 


A 


5394 


16 


951 


RRPKIRDKFWGSV/KKLAHSEASPVl 
SGASKRAKKQINVYVGKGSS/QGK | 
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ISEQID 
NO: of 
Inodco-tide 
IscqucQcc 


ISEQU) 
NO: of 
Ipqitidc 
1 sequence 


IMc 
tho 
d 


> SEQIDNO: 
09/77CM60 


Noclcotide 
location of 
first codon 
for peptide 
seqoeoce 


Notlcotide 
locatioQoflast 
codoo for last 
amino acid of 
peptide 
seqnenec 


AniJoo acid sequence ( X=Ualaiown; *=6top 
codon; A=possible nucleotide deletion; V^possible 
nneleofide insertion) 




1 








• 


MWWVKJCLDRDTVFALVNYIFFKG 

KWERPFEVKDTEEEDFHVDQATTV 

KVPMMKRLGMFNIQHCKKLSSWV 

LLMKYLGNATAIFFLPDEGKLQHLE 

N\ELTHD\IVTKFLEVNEDRRSASLHL 

PKl^lTGTYDLK\TVLGQ\LGrnCVFS 

NGAD\LSGVTEEAPLKLSKAVH*GC 

A*PSTEERGLKLAGGHVF*EGHYPC 

FIPPRGSSFNKPFVFLNGFEQN/SPSF 

PLFMGEKWVNPTPKITGLSLLNPSP 

PSLGPLPGMTLKKGLSWK 


.5084 


1 10581 


A 


5395 


2 


306 


GFDHVAQAGLEPLGSSDLPPSASQS 
AGITGMSHHTQPAYILKISFTTLPFIIR 
SLS*VPFVFSINfyTCSSFNFSPCGESVF 
STOLLNNEYLLIDWWLHFUY 


5085 


10582 


A 


5396 


1 


375 




5086 


10583 


A 


5397 


162 


426 




5087 


10584 


A 


5398 


140 


1 426 




5088 


10585 


A 


5399 


158 


705 


PSEKNKNNLLLGWYVRHLPNLLD 

ETQIFSYFSQFG\PVTRFRLSR\NKRT 

GN\SKGYAF\LEFESEDVCQNSCLKQ 

WNNYLFGGKTLG/QCHFMPPEKVH 

KXNSF1CDWDFPFKQPSYPSVKRV*S 

ESDT^iTKA/DGMEERFKKKERLLRK 

KLAKKGIDYDFPSLILQKTESISKTN 

RQTSTKGQVFT 


5089 


10586 


A 


5400 


2 1 


388 


FLFFFFEMESRSVAQAGVQWCDLG 

SLQPPPP\GLSDSPALASSVSWITDV 

RHHLWLIFVFLVETGFRHVGQASLK 

LPTSGDLPTLASQSAGITGVSHYAW 

LIFVFLVETEFHHVGQAGLELLAPS 

DPPA 


5090 


10587 


C 


5401 


197 


415 


MLLYVGLEPHHTHMLSLWPPRLMF 

PSVFFFFFFFFFLRQGLALLPRLECS 

GAILAHCNLHLLGSGDSLASAF* 


1 5091 j 


10588 


A 


5402 


671 


986 


KGVLFFFFFKTES\HSVAQAGV\QW 

CTLGSLQPP/PSRGSSDSPASASRVA 

GIRGYHHHARLIFVFLVETGFHYVG 

QAGLELPTSGDSPASASQSAGVTGV 

SHQCPA 


5092 


10589 


A 


5403 


65 


921 




1 5093 1 


10590 1 


A 


5404 


213 


442 




1 5094 1 


10591 


A 


5405 


1 


1506 




5095 


10592 


A 


5406 


1 


286 


DRLIYIPFPDEKSLVPILKANLGKSP\ 
VPKDLDLEFLDLYPWGCGRLPRRG 
NQGCAHSLLHSPAGHACYSLTLDR 
GFLLQKSKPKAVKLPRFSFG 


1 5096 1 


10593 


A 


5407 


2 


158 




5097 


10594 


A 


5408 


1 


9064 


MLARAARGTGALLLRGSLLASGRA 

PRRASSGLPRNTWLFVPQQEAWV 

VERMGRFHRILEPGLNILIPVLDRIR 

YVQSLKEIVINWEQSAVTLDNVTL 

QIDGVLYLRIMDPYKASYGVEDPEY 

AVTQLAQTTMRSELGKLSLDKVFR 

ERESLNASIVDAINQAADCWGIRCL 

RYEIKDIHVPPRVKESMQMQVEAE 

RRKRATVLESEGTRESAINVAEGKK 
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PCTAJS01/086S6 



SEQID 
NO: or 
nocf co-tide 
sequence 


SEQID 
NO: of 
peptide 
scqneoce 


Me 
tbo 
d 


SEQID NO: 
09/770,160 


Nucleotide 
locttkm of 
first codon 
for peptide 
scc|Deoce 


Nucleotide 
location of last 
codoa for last 
amino add of 
peptide 
sequence 


Amino add sequence ( X'^^Un known; *^top 
codon; A'^possiblc nndcotide deletion; V=possible 
oBdcotide insertion) 














QAQILASEAEKAEQINQAAGEASAV 

LAKAKAKAEAIRILAAALTQHNGD 

AAASLTVAEQYVSAFSKLAKDSNTl 

LLPSNPGDVTSMVAQAMGVYGALT 

KAPVPGTPDSLSSGSSRDVQGTDAS 

LDEELDRVKMTWSPVPNFQLLNIPS 

NWGQPHAPGQTSTCVPADGDGATD 

GPLCLAHASLCCQVAGAAAAALPG 

AUGGAVGWARIPLRLRSLSTGMQ 

KASVLLFLAWVCFLFYAGIALFTSG 

FLLTRLELTNHSSCQEPPGPGSLPW 

GSQGKPGACWMASRFSRWLVUD 

ALRFDFAQPQHSHVPREPPVSLPFL 

GKLSSLQRILEIQPHHARLYRSQVDP 

KillMQRLKALTTGSLPTFIDAGSN 

FASHAP/EDNLIKQLTSAGRRWFM 

GDDTWKDLFPGAFSKAFFFPSFNVR 

DLDTVDNGILEHLYPTMDSGEWDV 

LIAHFLGVDHCGHKHGPHHPEMAK 

KLSQMDQVIQGLVERLENDTLLW 

AGDHGMTTNGDHGGDSELEVSAA 

LFLYSPTAVFPSTPPEEPEVIPQVSLV 

PTLALLLGLPIPFGNIGEVMAELFSG 

GEDSQPHSSALAQASALHLNAQQV 

SRFLHTYSAATQDLQAKELHQLQN 

LFSKASADYQWLLQSPKGAEATLP 

TVIAELQQFLRGARAMCIESWARFS 

LVRMAGGTALLAASCFICLLASQW 

AISPGFPFCPLLLTPVAWGLVGAIAY 

AGLLGTIELKLDLVLLGAVAAVSSF 

LPFLWKAWAGWGSKRPLATLFPIP 

GPVLLLLLFRLAVFFSDSFWAEAR 

ATPFLLGSFILLLWQLHWEGQLLP 

PKLLTMPRLGTSATTNPPRHNGAY 

ALRLGIGLLLCTRLAGLFHRCPEETP 

VCHSSPWLSPLASMVGGRAKNLW 

YGACVAALVALLAAVRLWLRRYG 

NLKSPEPPMLFVRWGLPLMALGTA 

AYWALASGADEAPPRLRVLVSGAS 

MVLPRAVAGLAASGLALLLWKPVT 

VLVKAGAGAPRTRTVLTPFSGPPTS 

QADLDYWPQIYRHMQEEFRGRLE 

RTKSQGPLTVAAYQLGSVYSAAMV 

TALTLLAFPLLLLHAERISLVFLLLF 

LQSFmJnJJVAGIPVTTPGKYLSSD 

SLKDNSDSQGLRKRQQPPGNEADA 

RVRPEEEEEPLMEMRLRDAPQHFY 

AALLQLGLKYLnLGIQILACALAAS 

ILRRHLMVWKVFAPKFIFEAVGFIV 

SSVGLLLGIALVMRVDGAVLLSSAS 

TERHCQQTTRGRKPTLVSVLVLDSE 

QRKDGRLRSALVSSYRFLETPSAGA 

ELFRPASATMSRQTTSVGSSCLDLW 

REKNDRLVRQAKVAQNSGLTLRRQ 

QLAQDALEGLRGLLHSLQGLPAAV 

PVLPLELTVTCNFIILRASLAQGFTE 

DQAQDIQRSLERVLETQEQQGPRLE 

QGLRELWDSVLRASCLLPELLSALH 
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PCTAJSOl/08656 



SEQID 
NO: Of 
nodco-tide 


SEQlD 
NO: of 
peptide- 
scqococe 


Me 
tbo 
d 


SEQID NO: 

inUSSN 

09/770^60 


Nadeotide 
locatiooor 
first codoD 
for peptide 
sequence 


Nadeotide 
locattoooflaist 
codon for last 
amiDo add of 
peptide 
scqnence 


Amino acid sequence ( X-UokDOwa; *=Stop 
codon; /^possible nndeofide ddetioo; V=possible 
Dodtotide insertioo) 














RLVGLQAALWLSADRLGDLALLLE 

TLNGSQSGASKDLLLLLKTWSPPAE 

ELDAPLTLQDAQGLKDVLLTAFAY 

RQGLQELITGNPDKALSSLHEAASG 

LCPRPVLVQVYTALGSCHRKMGNP 

QRALLYLVAALKEGSAWGFPLLEA 

SRLYQQLGDTTAELESLELLVEALN 

VPCSSKAPQFUEVELLLPPPDLASP 

LHCGTQSQTKHILASRCLQTGRAGD 

AAEHYLDLLALLLDSSEPRVGPCMP 

EVFLEAAVALIQAGRAQDALTLCEE 

LLSRTSSLLPKMSRLWEDARKGTKE 

LPYCPLWVSATHLLQGQAWVQLG 

AQKVAISEFSRCLELLFRATPEEKEQ 

GAAFNCEQGCKSDAALQQLRAAAL 

ISRGLEWVASGQDTKALQDFLLSV 

QMCPVSAKRLRPSFESSLPLPLPLPL 

PPRGSGASVVRPTPRCRPRPARLAP 

LERTSGPGQVFRPTPPGRRPGALGR 

QSAVRPTTRRKPLVPGESRPREPEA 

PAGPEEDJKVQRLGNLPKITIKQWH 

MWNSDPMGLnEFLLLTTLLSKGDD 

LSTAILKQKNRPNRLIVDEAINEDNS 

WSLSQPKMDELQLFRGDTVLLKG 

KKRREAVCIVLSDDTCSDEKIRMNR 

VVRNNLRVRLGDVISIQPCPDVKYG 

KRIHVLPIDDTVEGITGNLFEVYLKP 

YFLEAYRPIRKGDIFLVRGGMRAVE 

FKWETDPSPYCIVAPDTVIHCEGEP 

IKREDEEESLNEVGYDDIGGCRKQL 

AQIKEMVELPLRHPALFKAIGVKPP 

RGILLYGPPGTGKTLIARAVANETG 

AFFFLINGPEIMSKLAGESESNLRKA 

FEEAEKNAPAIIFIDELDAIAPKREKT 

HGEVERRIVSQLLTLMDGLKQRAH 

VIVMAATNRPNSIDPALRRFGRFDR 

EVDIGffDATGRLElLQIHTKNMKLA 

DDVDLEQVANETHGHVGADLAAL 

CSEAALQAIRKKMDLIDLEDETIDA 

EVMNSLAVTMDDFRVRTTPVPQW 

ALSQSNPSALRETWEVPQVTWEDI 

GGLEDVKRELQELVQYPVEHPDKF 

LKFGMTPSKGVLFYGPPGCGKTLL 

AKAIANECQANFISIKGPELLTMWF 

GESEANVREIFDKARQAAPCVLFFD 

ELDSIAKARGGNIGDGGGAADRVIN 

QILTEMDGMSTKiChn^GATORPDI 

IDPAILRPGRLDQLIYIPLPDEKSRVA 

ILKANLRKSPVAKAGARSWADVXD 

LGVPGLKMTNGFSGS*P*QEILPACF 

AKlAmiEShmEVKKAKNREEGKT 

NPIKPMGRYE*WIDPVP\EIR\RDSLL 

KEAQSFCAPFLFSDNDJR\KY\EMFA 

QTLSQ/ESRGFGSFRFPSGNQGGAGP 

SQGSGGGTGGSVYTEDNDDDLYG 


5098 


10595 


A 


5409 


96 


299 




5099 


10596 


A 


5410 


174 


324 




5100 


10597 


A 


5411 


74 


242 
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PCTAJS01/086S6 



S£QID 
NO: of 
oocleo-lide 
sequence 


SEQID 
NO: Of 
peptide 
scqaence 


Mc 
tho 
d 


SEQ ID NO: 

inUSSN 

09/77IU60 


Naclcotide 
locatioB of 
first codOD 
for peptide 
sequence 


Nucleotide 
locatiooof last 
codoo for last 
amino add of 
peptide 
sequence 


Amino add sequence ( X=4JnIuMywn; *=^tnp 
codon; A^possable nucleotide ddetioo; \F=possible 
nndcotide InsertioB) 

■ 


5101 


10598 

• 


A 


5412 


129 


899 


AAPGLGRGGGAAAGGGAVCPGTE 

RPCAMAYAYLFKYIIIGRTTGVG*N 

PCPNALQFTD/KRGFQPSAMTLTIGV 

EFGA\RMITIDGKQIKL\QIWDTAGQ 

ESFRSMTRSYYRGAAGALLVYDITRX 

*DTFNH\LTrWVLEDARQHSNSNM\V 

IMLIGVNKSD\LESRREVKKE^GEA 

FA\REHGLIFM\ETSAKTGFQCRKEG 

ILFhnAKEILLKKFPRKGVFLTFN*W 

RANGH/nCLGPQPAAYPIATOAGQS 

GVGQQAGGGCC 


5102 


10599 


A 


5413 


1 


408 


MQLKIUVNPGPRRAPVRETVMLLLC 

WGVPPGRPYKVDTESALLYQGPHN 

TLFGYSWLHSHGANRXWGAPTAN 

WLANASVINPGAIYRCRIGKNPGQT 

CEQLQLGSPNGEPCGKTCLEERDNQ 

WLGVTLSRQPGENG 


5103 


10600 


C 


5414 


1 


1026 


MGLGIYLDQYTRQKGQDPVAELKQ 

LIPLVVSL^APNLEMPLLKKKTTNPS 

TFLKSLSGGLNLFNFPFVETYTVEE 

VKVHPRNNTGGYNPEEEEDETASE 

NCFPWNVDGDLMEVASEVHIRRVQ 

KKEYVEENKIPRNPTYKGCEGPLQE 

NYKPLLNKKEDTNKWKNIPCSWIG 

RTDTVKMAILPKHDRVAEQRWGA 

LVKQRASQCPRCRGGRSGPPGTAT 

ASPSPGRRPFGAVIAPRFPSHALSSW 

YAGCNAEKSEVNAFPGTQGMRFIS 

AASYKDWVQVLQQKDVSRNMGTK 

ARMMPLGSSGGCHTIRTEVTQDSE 

GQLAAVTTTGYTWGLEPPKVSD* 


5104 


10601 


A 


5415 


1 


681 




5105 


10602 


A 


5416 


1 


779 


MNNGRNYRCQNLVDKGVGENRGP 

ADNRMLVAHQCSREEKLKEPDEQV 

TPAVCQQDSLAMERLGRSPTAEEK 

VPETTTRFWAPGVEAPGDDAERRR 

REASGPATRHSPLPTAGUAPKAGS 

AKVQLSILKPSKLDKCSHKTSHTKS 

SYHYFLHYPVSSTVQPVAAAATPSY 

ALIGSSLWPVNERGRQEESRTCIIDQ 

SAWHVGRAEIRKLLPYCSTQGGLK 

YSDVTSGMVKDPPDVL/DRQKCLD 

ALAALIOIAKWSSEIRF 


5106 


10603 


A 


5417 


1 


1274 


MEMRRYEEDMYWRRMEEEQHHW 

DDRRRMPDGGYPHGPPGPLGLLGV 

RPGMPPQPQGPAPLRRPDSSDDRYV 

MTKHATIYFTEEELQAVQKIVSITER 

ALKLVSDSLSEHEKNKNKEGDDKK 

EGGKDRALKGVLRVGVFAKGLLLR 

GDRNVNLVLLCSEKPSKTLLSRIAE 

NLPKQLAFISPEKYDIKCAVSEAAII 

LNSCVEPKMQVTITLTSPIIREENMR 

EGDVTSGMVKDPPDVLDRQKCLDA 

LAALRHAKWFQARANGLQSCVniR 

ILRDLCQRVP\TWS\DFPSWAMELLV 

EKA1SSAS\SPQSPGDAL\RRVF\ECIS 

SGV1LK\GSPG\LLDPCEKDPFDTLG 

QQ*PD\QQR\EDITSSAQFA\LRLLAR | 
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PCT/US01/086S6 



S£QID 
NO: of 
nndco-tide 
scqncnce 


SCQID 
NO: of 

sequence 


Me 
the 
d 


SEQIDNO: 

inUSSN 

09/770,160 


Nucleotide 
locatioo of 
first codon 
for peptide 
seqacDce 


Nndcotide 
locatioo of last 

mdnn fnr lfi<tf 

amino add of 

peptide 

seqoeoce 


Amino acid sequence ( X^'Uaknown; *=Stop 
codoo; /"poasMt onclcotidc deletion; ^Fpossible 
nndcotide inseftioii) 














RQIHKVLGMDPLPQMS\QRFN\IHNH 

QDR\RRDSDGVDGFEAEGKKDKKD 

YDNF 


5107 


10604 


A 


5418 


« ^ ^ 

144 


522 


VDLLRAAGRQWQGPLRPRPSGRR* 

SARRA/LGKTTYCTDPAKFISVLWT 

YLATMLHVELPHMNLLSTMDLBEH 

YGKLAFNLDYYTEVLDLS^LLDHL 

AS/VPFLTAYRQVTEKLVQLIEDYIL 

RCFIHP 


5108 


10605 


A 


5419 


1 


2437 


MAVPGEAEEEATVYLVVSGBPSVLR 

SAHLRSYFSQFREERGGGFLCFHYR 

HRPERAPPQAAPNSALlKi'DPAAEG 

QLLSQTSATDVRPLSTRDSTPIQTRT 

CCCVISVRGLAQAQRLIRMYSGRR 

WLDSHGTWLPGRCLIRRLRLPTEAS 

GLGSFPFKTRKELQSWKAENEAFTL 

ADLKQLPELNPPVLMPRGNVGTPL 

RVFLELIRACRLPPRIITQLQLQFPKT 

GSSRRYGNVPFEYEDSETVEQEELV 

YTAEGEEIPQGTYLADIPASPCGEPE 

EEVGKEEEEESHSDEDDDRGEEWE 

RHEALHEDVTGQERTTEQLFEEEIE 

LKWEKGGSGLVFYTDAQFWQEEE 

GDFDEQTADDWDVDMSVYYDRDG 

GDKDARDSVQMRLEQRLRDGQED 

GSVIERQVGTFERHTKGIGRKVh4ER 

QGWAEGQGLGCRCSGVPEALDSDG 

QHPRCKRGLGYHGEKLQPFGQLKR 

PRRNGLGLISTIYDEPLPQDQTESLL 

RRQPPTSMKFRTDMAFAVIGPPGSG 

KTTYCLGMSEFLRALGRRVAWNL 

DPANEGLPYECAVDVGELVGLGDV 

MDALRLGPNGGLLYCMEYLEANL 

DWLRAKLDPLRGHYFLFDCPGQVE 

LCTHHGALRSIFSQMAQWDLRLTA 

VHLVDSHYCTDPAKFISVLCTSLAT 

MLHVELPHINLLSKMDLIEHYGKLA 

FNL\DYYTEVLDLSYLL*PPGLLTLS 

SATTRPASIEEA/MCKLIEDYVNLVSF 

IPLNIQDKESIQRVLQAVDKANGYC 

rGAQcQRSlJiAMMbAAMCjADrHFS 






A 
/\ 




z 


/O 




SI in 


JUOV/ 


A 
I\ 


I 








Dill 


1 vDUO 


A 




*> 


J io 


, — _ 


5112 


10609 


A 


5423 


460 


672 




5113 


10610 


A 


5424 


357 


795 




5114 


10611 


A 


5425 


310 


478 




5115 


10612 


A 


5426 


1 


399 


• 


5116 


10613 


A 


5427 


2 


390 




5117 


10614 


A 


5428 


3 


392 


GGKJIVGDATEKDASKKSDSNP\LTE 

ILKCPTKVVLLRNM VG AO b VDEDL 

EVETKEECEK\YGKVGKCVI\FEIPG 

APDDEAVRDFLEFERVBSAIKAWD 

LNGRYFGGRWKACFYNLDKFRVL 

DLAEQV 


5118 


10615 


A 


5429 


837 


1005 
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PCTAJSO 1/08656 



SEQID 
NO: of 
nadcD-tide 


SEQID 
NO: of 
peptide 


Me 
tfao 
d 


SEQID NO: 

inUSa^ 

09/770,160 


Nacleotide 
locatioa of 
GrstcodoD 

ffur nmHfl^ 

scqocnce 


Nucleotide 
locatioa of last 
codon for last 
aiuiDO acio 01 
peptide 
seqocner 


Amino acid sequence ( X^oknown; *^top 1 
codon; ^^possible nucleotide deleHoo; V»possible 
nucleotide insertion) 1 


5 J 19 


10616 


A 


5430 


174 


247 




5120 


10617 


A 


5431 


1 


360 




5121 


10618 


A 


5432 


1 


382 





5122 


10619 


A 


5433 


338 


442 




5123 


10620 


A 


5434 


1 


140 




5124 


10621 


A 


5435 


3 


339 


PINFESVGPTYRGSSCLAVWPEFLG 
MSVAFVPDWLRGKAEVNQETIQRXL 
LE*NDQLIRCI\LEYQNKARGMECVQ 
YQHVLHRNLAYLATIADAQSQPALS 
KAMGIIFQKQ 


5125 


10622 


A 


5437 


157 


371 




5126 


10623 


A 


5438 


150 


284 




5127 


10624 


A 

• 


5439 


84 


901 


ARKSVRMASSRMTRRDPLTNKVAL 

VTASTDGIGFAIARRLAQDRAHVW 

SSRKQQNVDQ\AVATL\QGEGLSVT 

GTVCHVGKAEDRGAAWWPPAVKL 

HGGIDILVSNAAVNPFFGSIMDVTE 

EV\WDKTLDI\NVKGPKP*MTKAVV 

PEMEKRGGGSWVIVSSIAAFSPSPG 

FSPYNVSKTALLGLAQT\LP1EL\APR 

NIRV\NCLAPG\LIKTSnSRMLW\MD 

KEKEESMKETLRMRRLGEPEDCAGI 

VSFLCSEDASYITGETVWGVGGTPS 

RL 


5128 


10625 


A 


5440 


2 


468 




5129 


10626 


A 


5441 


63 


219 




5130 


10627 


A 


5442 


3 


558 




5131 


10628 


A 


5443 


7 


909 


dqcevcrnsevrpaacpghsgspa 

qgpprpfrmkaavltlaVlfltgsq 

arhfwqqdeppqspwdrvkdlat 

vyvdvlkdsgrdyvsqfegsalgk 

qlnliclldnwdsvtstfnsklreql 

gpvtqefwdnleketeglrqemsk 

dleevkakvqpyl\ddfqkkw\qee 

MELYRQKVEPLRAELOEGAROKLH 

ELQEKLSPLGEEMRDRARAXHVDAL 

RTHLAPYSGELRQRLGARXLGALRE 

NGGARMGQYHA\QATEHLSTLSEK 

AKPALEDLRQGLLPVLESFKVSFLS 

ALEEYTKKLNTQ 


5132 


10629 


A 


S444 


3 


195 




5133 


10630 


A 


5445 


189 


263 


PPGSHLGHPANAPSH*GPYPGLHS 


5134 


10631 


A 


5446 


1905 


2052 




5135 


10632 


A 


5447 


1903 


2050 




5136 


10633 


A 


5448 


1 


115 




5137 


10634 


A 


5449 


1 


402 


GKTSKLEFSIYLAPHSTTAAIEPYNSI 
LTTHTTLEHYDWAFMAYNGAIYDI 
CRRNLDIGRTTYTNLNTLIGQIESSIT 
. ASLRFDGALNGDLT*FQTNLVPYPR 
IHFPLATYAPVISAEKAYHEQLSVA 
EITNAC 


5138 


10635 


B 


5450 


81 


319 


XWEPYNSILTTHTTLEHSDCAFMV 
DNEAIYDICRRNLDIERPTYTNLNRL 
IGQIVSSITASLRFDGALNVDLTEFQ 
TNL* 


5139 


10636 


A 


5451 


1 


422 


GKKSKLEFSIYPAPQVSTAWEPYN 
SILTTHTILEHSDCAFMVDNEAIYDI | 
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SEQID 
NO: of 
anclco-tidc 
scqnenee 


SEQID 
NO: of 
peptide 
seqncoce 


Me 
tfoo 
d 


S£Q 10 NO: 

ioUSSN 

09/770,160 


Nndcotide 
locatioa or 
first codoD 
for peptide 
seqnencc 


Nucleotide 
locatloo of last 
codon Tor last 
amino acid or 
peptide 
sequence 


Amino add sequence ( X=Unkoown; *=5top 1 
codoo; /=possib!e oodeotide ddetion; >r=possib!e 
nudeotide insertioD) 














CRRNLDIERATYTNLNRIIGQIVSSIT 
ASLRFDGALNVDLTEFQimVPyPR 
MHLPLGTYAPVICAEK/AYHETAFV 

QKTTCLG*PSQQMW | 


5140 


10637 

• 


A 


5452 


771 


1640 


ALQLHPHHPHHPWSTLIVPFMVDN 

EAIYDICRRNLDIERPTYTNLNRVIR 

A/QMGPSITASLRFDGA\LNV\DLTEF 

QTNPGAPTPRIHLP/LWPTYAPVHLL 

AGGKPYHGTAFL*AGGFTNGLVLE 

ARPTQMGGNVDPW\HGVNYMGLL 

AWLYRGDVGFPKIDNGWPLPTTKN 

QAQHSSFVDW/CGPTGLSRFGHSTY 

QPSTWPGLETWAKV\QRAV\CML\ 

SNTTAIAE\A*ARLDHKFDLMYAKR 

AFWHWYVGEGMKEGEFSEAREDM 

AALEKDYEEVGVDSVEGEGEEEGE 

BY 


5141 


10638 


A 


5453 


89 


435 




5142 


10639 


A 


5454 


2 


287 


TNEIEPEEN*HTKARNFRRFVTAINN 
TPRNIRED/GDHLLHHWIALLADCPI 
TAHNIYEDVALIKDHTLDNSLIRELQ 

TLQEFNITLETALVKGIDI | 


5143 


10640 


B 


5455 


218 


3940 


MSGGGGGGGSAPSRFADYFVICGL 

DTETGLEPDELSALCQYIQASKARD 

GASPFISSTTEGENFEQTPLRRTFKS 

KVLARYPENVEWNPFDQDAVGML 

CMPKGLAFKTQADPREPQFHAFIIT 

REDGSRTFGFALTFYEEVTSKQICSA 

MQTLYHMHNAEYDVLHAPPADDR 

DQSSMEDGEDTPVTKLQRFNSYDIS 

RDTLYVSKCICLITPMSFMKACRSV 

LQQLHQAVTSPQPPPLPLESYIYNVL 

YEVPLPPPGRSLKFSGVYGPnCQRP 

STNELPLFDFPVKEVFELLGVENVF 

QLFTCALLEFQILLYSQHYQRLMTV 

AETITALMFPFQWQHVYVPILPASL 

LHFLDAPVPYLMGLHSNGLDDRSK 

LELPQEANLCFVDIDNHnELPEDLP 

QFFNKLEFVQEVSEILMAFGIPPEGN 

LHCSESASKLKRLRASELVSDKRNG 

NIAGSPLHSYELLKENETIARLQALV 

KRTGVSLEKLEVREDPSSNKDLKV 

QCDEEELRJYQLNIQIREVFANRFTQ 

MFADYEVFVIQPSQDKESWFTNRE 

QMQNFDKASFLSDQPEPYLPFLSRF 

I^TQNfFASFIDNKIMCHDDDDKDP 

VLRVFDSRVDKIRLLNVRTPTLRTS 

NIYQKCTTVDEAEKAIELRLAKIDHT 

AIHPHLLDMKIGQGKYEPGFFPKLQ 

SDVLSTGPASNKWTKRNAPAQWRR 

KDRQKQHTEHLRLDNDQREKYIQE 

ARTMGSTIRQPKLSNLSPSVIAQTN 

WKFVEGLLKECRNKTKRMLVEKM 

GREAVELGHGEVNITGVEENTLIAS 

LCDLLERIWSHGLQVKQGKSALWS 

HLLHYQDNRQRKLTSGSLSTSGILL 

DSERRKSDASSLMPPLRISLIQDMR 

HIQNIGEIKTDVGKARAWVRLSME | 
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SEQW ISEQID 
NO: of NO: of 
ooclco-tide Ipcpdde 
IscqncDcc Iscqncsee 



Me SEQIDNO: 
tbo [in USSN 
Id |09/770,160 



Nndeotide 
location of 
firsreodoo 
for peptide 
sequence 



Noclcotide 
location of last 
codon for last 
amino acid of 
peptide 
seqoence 



Amino add scqncoce ( X=UnkDOwn; *==Stop 
codoo; A=possiblc nucleotide ddetion; V»possible 
oodeotidc insertion) 



KKLLSRHLKQLLSDHELTKKLYKR 

YAFLRCDDEKEQFLYHLLSFNAVD 

YFCFTNVFTTILIPYHILIVPSKKLGG 

SMFTANPWICISGELGETQIMQIPRN 

VLENITFECQNLGKLtTVQIGHDNS 

GLYAKWLVEYVMVRNEITGHTYKF 

PCGRWLGKGMDDGSLERILVGELL 

TSQPEVDERPCRTPPLQQSPSVIRRL 

VTJSPNNKPKLNTGQIQESIGEAVNG 

rVKHFHKPEKERGSLTLLLCGECGL 

VSALEQAFQHGFKSPRLFKNVFIWD 

FLEKAQTYYETLEKNEVVPEENWH 

TRARNFCRFVTAINNTPRNIGQGWQ 

VSDAGVLGEPEITSYTTGICPAG* 



5144 



10641 



A 5456 



238 



406 



5145 



10642 



A 5457 



204 



5146 
5147 



10643 
10644 



A 5458 



431 



A 5459 



225 



5148 
5149 



10645 



A 5460 



321 



10646 Ar5461 



1 



1257 



MSHRKFSAPRHGSLGFLPRKRSSRH 

RGKVKSFPKDDPSKPVHLTAFLGY 

KAGMTHIVREVDRPGSKVNKKEW 

EAVnVETPPMVVVGlVGYVETPRG 

LRTFKTVFAEHISDECKRRFYKNWH 

KSKKKAFTKYCKKWQDEDGKKQL 

EKDFSSMKKYCQVIRVIAHTQMRL 

LPLRQKKUHLMGDQVERGALWPE 

KADW\ARER\LEQQVPVNQVF\GQD 

EMIDVIG\VTQGQKAYKGV\TSRWH 

TQESCPRKDPTEGLRK\VACIRAW\H 

PARVAFSVARA\GQ\KGYHHRTEIN 

K\K1YKIGQGYLIKGG\KL1KNNASTV 

DYDL/SLDKS1NPSGWAFVHLW*K* 

PNDFVML\KG\CVVGTKK\RVLTLR 

KSFAGCRRKRRGFGEELTLSSIDTTS 

KF\GHGRFQTMEEKKAFMG\PLKKD 

RIAKEEGA 



5150 



10647 A 5462 



5151 



10648 



A 5463 



5152 



10649 A| 5464 



114 



456 



76 



951 



CWNSGEVRWPLPPPPPRFVARRKM 

ADLEEQLSDEEKVRIFVLKFFIHAPPG 

EINEGFNDVRLLLNNDNLLREGAA 

HAFAQYNLDQFTPLKIEGVYEDQVLI 

TEHGRLGEMGKFL\DPKN\RICFKF* 

SL*GRRATDPKDPC\EV\ENAVESWR 

TSVETALRAYVKEHYPEWESGTVY 

GQKNRWDSQTIIACIVESHQFQAKNF 

WNGRWRSEWKFTTTPSTTQVVGXIL 

KIQVHYYEDGNVQLVSHKDIQDSL 

TVSNEVQTAKEFIKIVEAAENEYQT 

AISEhryQTMSDTTFKALRRQLPVTR 

TKIDWNKILSYKIGKEMQNA 



5153 
5154 



10650 



A 5465 



553 



10651 



B 5466 



26 



384 



MHHEALSEALPGDNVGFNVKNVSV 
KDVRRGNVAGDSKNDPPMEAAGF 
TAQVIILNHPGQISAGYALYWIAIVD 
MVPGKPMCYESFSDYPPLGRFAVR 
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SFO in 
NO: of 
OQcleo-tide 
scqococc 


^Fn in 

NO. Of 
peptide 
seqococe 


tho 
d 


SFO in Nn* 
09/770460 


1^ UvlCvUllC 

tocatioD of 
first codoD 
for peptide 
scqaencc 


iNucicouue 
location of last 
codoo for last 
amioo add of 
peptide 
scqoence 


AuDluO BCIU SCtincncC \ J\r*\J D HDUlTUf '^9wp 

codoo; A=possible oodeotide delctiOD; V"possiblc 
oadcotide iosertioo) 














DMRQTVAVGVIKAVDKKAAGLAS* 


5155 


10652 


A 


5467 


1 


1254 




5156 


10653 


A 


5468 


1 


1386 




5157 


10654 


A 


5469 


33 


1653 

1 


KLPLKAKMGKEKTHINIWIGHVDS 

GKSTTTGHLIYKCGGIDKRTIEKFEK 

EAAEMGKGSFKYAWVLDKLKAER 

ERGITIDISLWKFETSKYYVTIIDAPG 

HRDFIKNM1TGTSQAD\CAVL\1VAA 

GVGEFEAGMSKNGQTREHALLAYT 

LGVKQVLIVXGVNKMDSTEPPYSQK 

RYEEIVKEVSTYIKKIGYYXPDTLAF 

EPISGWNGDDMLEPSANMPWFKG 

WKVTRKIX3VNAS\GTTLLEAL\DC\rL 

PPTRPT\DKPLR\LPLQ\DVYKIGGIG\ 

TVPVG\RVETGVLKPG\MGVTF\APS 

QRLQREVKICPKMHHEAFE*SSFLG 

DNVGF\NVKNVSCQGCSVRGNV*H 

GDSKVNDPPMEA/SLGFTAQVmLNH 

PGPNKAPG*CPWYWDCHTAH\IAC 

KVCLSLKEKI*F/DRSW*KSLEDGP*I 

L\j oUO LI AO li W L. 1 W V r vjv^ A-r C V r liK. 

VSIKSSWTKKAAGSWAKVTKXSAQ 

KSSERLKWNIIPNTCHPTLYQVWEE 

RSQELFGSIGHLSLSSKRLVNDNNA 

S 


5158 


10655 


A 


5470 


2 


4966 




5159 


10656 


A 


5471 


2 


4821 


RWPRRARLLRRGRGGGGVESLPHF 

GAPVPRARLQLTARRGHAGLRARM 

REAAAALVPPPAFAVTPAAAMFEPP 

PPPPPPPPPPEPETESEPECCLAARQE 

GTLGDSACKSPESDLEDFSDETNTE 

NLYGTSPPSTPRQMKRMSTKHQKN 

NVGRPASRSNLKEKMNAPNQPPHK 

DTGKTVENVEEYSYKQEKKIRAAL 

RTTERDHKKNVQCSFMLDSVGGSL 

PKKSIPDVDLNKPYLSLGCSNAKLP 

VSVPMPIARPARQTSRTDCPADRLK 

FFETLRLLLKLTSVSKKKDREQRGQ 

ENTSGFWL>iRSNELIWLELQAWHA 

GRTINDQDFFLYTARQAIPDIINEILT 

FKVDYGSFAFVRDRAGFNGTSVEG 

QCKATPGTKIVGYSTHHEHLQRQR 

VSFEQVKRIMELLEYBEALYPSLQAL 

QKDYEKYAAKDFQDRVQALCLWL 

NITKDLNQKLRIMGTVLGIKNLSDI 

GWPVFEEPSPRPSKGNEPEYEGDDT 

EGELKELESSTDESEEEQISDPRVPEI 

RQPIDNSFDIQSRDCISKKLERLESE 

DDSLGWGAPDWSTEAGFSRHCLTSI 

YRPFVDKALKQMGLRKLILRLHKL 

MDGSLQRARIALVKNDRPVEFSEFP 

DPMWGSDYVOLSRTPPSSEEKCSA 

VSWEELKAMDLPSFEPAFLVLCRVL 

LNVIHECLKLRLEQRPAGEPSLLSIK 

QLVRECKEVLKGGLLMKQYYQFM 

LQEVLEDLEKPDCNIDAFEEDLHKM 

LMVYFDYMRSWIQMLQQLPQASHS 
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ISEQU) 
NO: or 
Innclco-tMe 
IscqDCiKe 


ISEQID 
NO: of 
Ipcplide 
Iscqneocc 


TmI 

Itbc 
d 


^ISEQID NO: 
09/770460 


INocleotidc 
llocatkmof 
1 first codoD 
Ifor pcptidi 
Iscqaciicc 


' 1 Naclcotlde 
' j location or last 
1 Icodoo Tor last 
Maminoaddof 

Ipcptidc 

jseqneoce 


Amino add seqacncc ( X^Uoknown; *=Stop 
codoo; /^possible oodcotidc deletion; V=pQssibIe 
Docleotide inscrtioD) 




• 1 








1 

1 « 


LKNLLEEEWNFTKEITHYIRGGEAQ 

AGKLFCDIAGMLVLKSTGSFLEFGLQ 

ESCAEFWTSADDSSASDEIIRSVIEJS 

RALKELFHEARERASKALGFAKML 

RKDLEIAAEFRLSAPVRDLLDVLKS 

KQYVKVQJPGhENLQMFVPDTLAE 

EKSIILQLLNAAAGKDCSKDSDDVL 

IDAYLLLTKHGDRARDSEDSWGTW 

EAQPVKWPQVETVDTLRSMQVDN 

LLLWMQSAHLTIQRKAFQQSIEGL 

MTLCQEQTSSQPVUKALQQLKND 

ALELCNRISNAIDRVDHMFTSEFDA 

EVDESESVTLQQYYREAMIQGYNF 

GFEYHKEWRLMSGEFRQiaGDKYI 

SFARKWMNYVLTKCESGRGTRPR 

WATQGFDFLQAIEPAFISALPEDDFL 

SLQALMNECIGHVIGKPHSPVTGLY 

LAIHRNSPRPMKVPRCHSDPPNPHLI 

IPTPEGFRGSSVPENDRLASIAAELQ 

FRSLSRHSSPTCERDEPAYPRGDSSG 

STRRSWELRTLISQSKDTASKLGPIE 

AIQKSVRLFEEKRYRH4RRKNI1GQ 

VCDTPKSYDNVMHVGLRKVTFKW 

QRGNKIGEGQYGKVYTCISVDTGEL 

MAMKEIRFQPNDHKTIKETADELKI 

FEGIKHPNLVRYFGVELHREEMYIF 

MEYCDEGTLEEVSRLGLQEHVIRLY 

SKQIITAINVLHEHGIVHRDIKGANIF 

LTSSGLIKLGDFGCSVKLKNNAQTM 

PGEVNSTLGTAAYMAPEVITRAKG 

EGHGRAADIWSLGCWIEMVTGKR 

PWHEYEHNFQIMYKVGMGHKPPIP 

ERLSPEGKDFLSHCLESDPKMRWT 

ASQLLDHSFVKVCTDEE 


1 5160 1 


10657 


A 


5472 


3 


425 1 




1 5161 1 


10658 


A 


5473 


1 


234 1 




1 5162 1 


10659 I 


A 


5474 


3 


260 1 




1 5163 


10660 T 


A 


5475 


3255 


3467 


LNKNLGLIFFFFFFFFFETASRSVm 

LEYSGSILAHCELRLPGSRHSPWSA 

TWEAEAGELPEPRRQRLR 


5164 


10661 


A 


5476 


1 


4497 




5165 


10662 


A 


5477 


2 


891 




5166 


10663 


A 


5478 


1 


9786 1 




5167 

1 


10664 


A 


5479 


27 


13959 


VPFSVAAAEEPAQPARAARPRPGRS" 

PGAAPPQLAMDPPRPAl .! . ALLALPA 

LLLLLLAGARAEEEMLENVSLVCPK 

DATRFKHLRKYTYNYEAESSSGVP 

GTADSRSATRINCKVELEVPQLCSFI 

LKTSQCILKEVYGFNPEGKALLKKT 

KNSEEFAAAMSRYELKLAIPEGKQV 

FLYPEKDEFTYILNIKRGDSALLVPP 

ETEEAKQVLFLDTVYGNCSTHFTV 

KTRKGNVATEISTERDLGQCDRFKP 

IRTGISPLALIKGMTRPLSTUSSSQS 

CQYTLDAKRKHVAEAICKEQHLFL 

PFSYKNKYGMVAQVTQTLKLEDTP 

KmSRFFGEGTKKMGLAFESTKSTS 

PPKQAEAVLKTVQELKKLTISEQNI 
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SEQID [SEQID IMe 

NO: of NO: of tfao 

DDclco-tidt Ipcpdile Id 
(scqoeace Isequence 



ISEQIDNO: INudeotide INadeotide lAmino add sequence ( X^^UDknown; *«Stop 
ia USSN llocation of llocatioD of last codon; /^possible ondeotidc ddeOon; V^possible 
|09/770»I60 Iflrst codon IcodOD for last jiiudcotide insertioo) 
Iror peptide jamioo add of 
|seqaence Ipeptide 
scqiieoce 



QRANLFNK1.VTELRGLSDEAVTSLL 
PQLIEVSSPITLQALVQCGQPQCSTH 
lUJWUCRVHANPLUDVVTYLVALI 
PEPSAQQLREIFNMARDQRSRATLY 
ALSHAVNNYHKTNPTGTQELLDIA 
WLMEQIQDDCTGDEDYTYLILRVl 
GNMGQTMEQLTPELKSSILKCVQST 
KPSLMIQKAAIQALRKMEPKDKDQ 
EVLLQTFLDDASPGDKRLAAYLML 
MRSPSQADINKIVQILPWEQNEQVK 
NFVASHIANILNSEELDIQDLKKLVK 
EVLKESQLPTVMDFRKFSRNYQLY 
KSVSIPSLDPASAKIEGNLIFDPNNY 
LPKESMLKTTLTAFGFASADLIEIGL 
EGKGFEPTLEALFGKQGFFPDSVNK 
ALYWVNGQVPDGVSKVLVDHFGY 
TKDDKHEQDMVNGIMLSVEKLIKD 
LKSKEVPEARAYLRILGEELGFASL 
HDLQLLGKLLLMGARTLQGIPQMI 
GEVIRKGSKNDFFLHYIFA4ENAFEL 
PTGAGLQLQISSSGVIAPGAKAGVK 
LEVANMQAELVAKPSVSVEFVTNM 
GIIIPDFARSGVQMNTNFFHESGLEA 
HVALKPGKLKFDPSPKRPVKLLSGG 
NTLHLVSTIKTEVIPPLIENRQSWSV 
CKQVFPGLNYCTSGAYSNASSTDSA 
SYYPLTGDTRLELELRPTGEIEQYSV 
SATYELQREDRALVDTLKFVTQAE 
GAKQTEATMTFKYNRQSNfTLSSEV 
QIPDFDVDLGTILRVNDESTEGKTS 
YRLTLDIQNKKITEVALMGHLSCDT 
KEERKDCGVISIPRLQAEARSEILAH 
WSPAKLLLQMDSSATAYGSTVSKR 
VAWHYDEEKDEFEWNTGTNVDTKK 
MTSNFPVDLSDYPKSLHA4YANRLL 
DHRVPQTDMTFRHVGSKLIVAMSS 
WLQKASGSLPYTQTLQDHLNSLKE 
FNLQNMGLPDFHIPENLFLKSDGRV 
KYTLNKNSLKIEIPLPFGGKSSRDLK 
MLETVRTPALHFKSVGFHLPSREFQ 
VPTFTIPKLYQLQVPLLGVLDLSTN 
VYSNLYNWSASYSGGNTSTDHFSL 
RARYHMKADSVVDLLSYNVQGSG 
ETTYDHKNTFTLSCDGSLRHKFLDS 
NIKFSHVEKLGNNPVSKGLLIFDASS 
SWGPQMSASVHLDSKKKQHLFVKE 
VKIDGQFRVSSFYAKGTYGLSCQRD 
PNTGRLNGESNLRFNSSYLQGTNQI 
TGRYEDGTLSLTSTSDLQSGIIKNTA 
SLKYENYELTLKSDTNGKYKNFAT 
SNKMDMTFSKQNALLRSEYQADYE 
SLRFFSLLSGSLNSHGLELNADILGT 
DKINSGAHKATLRIGQDGISTSATT 
NLKCSLLVLENELNAELGLSGASM 
KLTTNGRFREHNAKFSLDGKAALT 
ELSLGSAYQAMILGVDSKNIFNFKV 
SQEGLKLSNDMMGSYAEMKFDHT 
NSLNIAGLSLDFSSKLDNIYSSDKFY 
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StQW 
NO: of 

sequence 


S£QU> 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SEQIDNO: 
inUSSN 

o9mo«i$o 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codoo for last 
amino acid of 
peptide 
sequence 


Amino add sequence ( XaUnhnown; *^"Stop 
codon; A^possible nucleotide deletion; >Fpossible 
nucleotide insertion) 














KQTVNLQLQPYSLVTTLNSDLKYN 

ALDLTNNGKLRLEPLKLHVAGNLK 

GAYQNNEIKHIYAISSAALSASYKA 

DTVAKVQGVEFSHRLNTDIAGLAS 

AIDMST^IYNSDSLHFSNVFRSV^4AP 

FTMTIDAHTNGNGKLALWGEHTGQ 

LYSKFLLKAEPLAFTFSHDYKGSTS 

HHLVSRKSISAALEHKVSALLTPAE 

QTGTWKLKTQFNNNEYSQDLDAY 

NTKDKIGVELTGRTLADLTLLDSPI 

KVPLLLSEPrwnDALEMRDAVEKPQ 

EFTIVAP/KYDKNQDVHSINLPFFET 

LQEYFERNRQTIIWLENVQRNLKH 

INIDQFVRKYRAALGKLPQQANDY 

LNSFNWERQVSHAKEKLTALTKKY 

RITENDIQIALDDAKINFNEKLSQLQ 

TYMIQFDQYIKDSYDLHDLKIAIANl 

IDEIIEKLKSLDEHYHIRVNLVKTM 

DLHLFIENIDFNKSGSSTASWIQNVD 

TKYQIRIQIQEKLQQLKRHIQNIDIQ 

HLAGKLKQHIEABDVRVLLDQLGTT 

ISFERINDVLEHVKHFVINLIGDFEV 

AEKINAFRAKVHELIERYEVDQQIQ 

VLMDKLVELAHQYKLKETIQKLSN 

VLQQVKIKDYFEKLVGFIDDAVKK 

LNB15FKTFIEDVNKFLDMLIKKLKS 

FDYHQFVDETNDKIREVTQRLNGEI 

QALELPQKAEALKLFLEETKATVA 

VYLESLQDTKITLIINWLQEALSSAS 

LAHMKAKFRETLEDTRDRMYQMDI 

QQELQRYLSLVGQVYSTLVTYISD 

WWTLAAKNLTDFAEQYSIQDWAK 

RMKALVEQGFTVPEIKTILGTMPAF 

EVSLQALQKATFQTPDFIVPLTDLRI 

PSVQINFKDLKNIKIPSRFSTPEFTIL 

NTFHIPSrnDFVEMKVKIIRTIDQML 

NSELQWPVPDIYLRDLKVEDIPLARI 

TLPDFRLPEIAIPEFIIPTLNLM)FQVP 

DLHIPEFQLPHISHTIEVPTFGKLYSI 

LKIQSPLFTLDANADIGNGTTSANE 

AGIAASITAKGESKLEVLNFDFQAN 

AQLSNPKINPLALKESVKFSSKYLR 

TEHGSEMLFFGNAIEGKSNTVASLH 

TEKNTLEl^GVrVKlNNQLTLDSN 

TKYFHKLNIPKLDFSSQADLRNEIKT 

LLKAGHIAWTSSGKGSWKWACPRF 

SDEGTHESQISFTIEGPLTSFGLSNKI 

NSKHLRVNQNLVYESGSLNFSKLEI 

QSQVDSQHVGHSVLTAKGMALFGE 

GKAEFTGRHDAHLNGKVIGTLKNS 

LFFSAQPFEITASTNNEGNLKVRFPL 

RLTGKIDFLNNYALFLSPSAQQASW 

QVSARFNQYKYNQNFSAGNNENIM 

EAHVGINGEANLDFLNIPLTIPEMRL 

PYTinTPPLKDFSLWEKTGLKEFLK 

1TKQSFDLSVKAQYKKNKHRHSIT 

NPLAVLCEFISQSDCSFDRHFEKKRN 

NALDFVTKSYNETKIKFDKYKAEKS 
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S£QID 
NO: of 
nodeo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ 10 NO: 

inCiSSN 

09/770,160 


Nndcotide 
location of 
Grst codoo 
for peptide 
scqacocc 


Nucleotide 
locatioa of last 
codoo for last 
amino add of 
peptide 
sequence 


Amino add sequence ( X^Unknown; *^top 
codoo; A=possible nudeoiide ddetion; V^MBsible 
oodeotide insertion) 












• 


HDELPRTFQIPGYTVPVVNVEVSPF 

TIEMSAFGYVFPKAVSMPSFSILGSD 

VRVPSYTLILPSLELPVLHVPRNLKL 

SLPDFKELCnSHIFIPAMGNITYDFS 

FKSSVITLNTNAELFNQSDIVAHLLS 

SSSSVIDALQYKLEGTTRLTRKRGL 

KLATALSLSNKFVEGSHNSTVSLTT 

KNMEVSVA ri-lKAQIPILRMNFKQE 

LNGMTKSKPTVSSSMEFKYDFNSSM 

LYSTAKGAVDHKLSLESLTSYFSIES 

STKGDVKGSVLSREYSGTIASEANT 

YLNSKSTRSSVKLQGTSKIDDIWNL 

EVKENFAGEATLQRIYSLWEHSTKN 

HLQLEGLFFTNGEHTSKATLELSPW 

QMSALVQVHASQPSSFHDFPDLGQ 

EVALNANTICNQKIRWKNEVRIHSG 

SFQSQVELSNDQEKAHLDIAGSLEG 

HLRFLKNIILPVYDKSLWDFLKLDV 

TTSIGRRQHLRVSTAFVYTKNPNGY 

SFSIPVKVLADKFHPGLKLNDLNSV 

LVMPTFHVPFTDLQVPSCKLDFREI 

QIYKKLRTSSFALNLPTLPEVKFPEV 

DVLTKYSQPEDSLIPFFEITVPESQLT 

VSQFTLPKSVSDGIAALDLNAVANK 

lADFELPniVPEQTIEIPSIKFSVPAGI 

AIPSFQALTARFEVDSPVYNATWSA 

SLKNKADYVETVLDSTCSSTVQFLE 

YELNVLGTHKIEDGTLASKTKGTFA 

HRDFSAEYEEDGKYEGLQEWEGKA 

HLNIKSPAFTDLHLRYQKDKKGIST 

SAASPAVGTVGMDMDEDDDFSKW 

NFYYSPQSSPDKKLTIFKTELRVRES 

DEETQIKVNWEEEAASGLLTSLKDN 

VPKATGVLYDYVNKYHWEHTGLT 

LREVSSKLRRNLQDHAEWVYQGAI 

REIDDIDERFQKGASGTTGTYQEWK 

DKAQNLYQELLTQEGQASFQGLKD 

NVFDGLVRVTQEFHMKVKHLIDSLI 

DFLNFPRFQFPGKPGr/TREELCTMF 

IREVGTVLSQVYSKVHNGSEILFSYF 

QDLVITLPFELRKHKLIDVISMYREL 

LKDLSKEAQEVFKAIQSLKTTEVLR 

NLQDLLQHFQLDEDNIKQLKEMKFT 

YLINYIQDEINTIFNDYIPYVFKLLKE 

NLCLNLHKFNEHQNELQEASQELQ 

Q1HQYIMALREEYFG\PSGVGWTVK 

YYEGEEKIVSLIKNLLVALKDFHSE 

YIVSASNF\TSQLSSQVEQFLHRNIQ 

EYLSILTDPDGKGKEKIAELSATAQ 

ONXYHTFLDYTSREFNWKICLAIOPn 
SLNPYMKLAPGELYYHPLIFLKEIFN 
LFFFSNLNFSHRHRKNCKLPILIKPY 
SEPALQ 


5168 


10665 


A 


5480 


2 


316 




5169 


10666 


A 


5481 


2 


401 




5170 


10667 


A 


5482 


126 


415 
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SCQID 
NO: of 
oDdto-tide 
sequence 


SEO ID 
NO: of 
peptide 
seqaence 


Me 
tlio 
d 


SEO ID NO: 

iuVSSN 

09/77(U60 


Nodeotide 
location of 
first codoo 
for peptide 
sequence 


location oflast 
codon for last 
amino add of 
peptide 

sequeocc 


AUllDO SCIU sequence ^ A^UulUKPWUy "~Sk3lUp 

codoo; A^possiUe nodeotide ddetioo; V=»pQ8sible 
nodeotide insertion) 


5171 


10668 


A 


5483 


3 


499 




5172 


10669 


A 


5484 


1 


241 

mm W M 




5173 


10670 


A 


5485 


12 


308 




5174 


10671 


B 


5486 


394 


565 


MSAEERLRSSGVLSQKVIAHSLGFD 
iCHGNRLGRGKGYYDAYLKRCLQH 

QEVKPYTLALAFKEQICLQVPVNEN 
DMK* 


5175 


10672 


B 


5487 


674 


807 


SKRlSIFLSMQDEIETEEnKDIFQRGK 
ICFLPSVRVPEQSHGYGLGFDKHGN 
RLGRGKGYYDAYLKRCLQHQEVK 
PYTLALAFKEQICLQVPVNENDIK* 


5176 


10673 


A 


5488 


113 


339 




5177 


10674 


A 


5490 


9 




PI FPFPPMPQPQVAOAnvAu/r'nf ci 
r j^r rrr civicojs^ yjw^jwj v \^ w s^mJlaj 

SLQPPPPVGLSDSPALASSVSWITDV 

RHHLWLIFVFLVETGFRHVGQASLK 

LIFVFLVETEFHHVGQAGLELLAPS 
DPPA 


5178 


10675 


C 


5491 


197 


415 


MLLYVGLEPHHTHMLSLWPPRLMF 
PSVFFFFFFFFFLRQGLALLPRLECS 

<^AIT AHPMT HI I rSQ^nCI AQAP* 


5179 


10676 

■ 


A 


5492 


768 


1081 


rwvj V i-»rrrrrjv I Co\riov/v\^/\vi vxv^w 

GIRGVHHHARLIFVFLVETGFHYVG 
QAGLELPTSGDSPASASQSAGVTGV 
SHOCPA 


5180 


10677 


A 


5494 


305 


477 




5181 


10678 


A 


5495 


1 


903 


- 


5182 


10679 


A 


5496 


111 


295 


KPATSVPVIVCVCSSAKPEI PI CPAT 

YTEHHAGOPHWWYHAAR/DLVSW 

K*QISQRGEINPH 


5183 


10680 


A 


5497 


1 


505 




5184 


10681 


A 


5498 


3 


345 




5185 


10682 


A 


5499 


1 


1416 




5186 


10683 


A 


5500 


618 


707 




5187 


10684 


C 


5501 


1729 


2511 


MDIASThTTSNKSDTNMEQVPATND 

TIKRLESKLLKNQAKQQSESGRLSL 

GASRGSSVESLPPTSEGKRMSADMS 

EIEARIAATTGNGQPRRRSIQDLTVT 

GTEPGQVSSRSSSPSVRMITTSGPTS 

MAYLTLDHOLOPI .APrPM<?KFSM A 

WEOHCKMAOEYMKVOTEIALLLO 

RKQELVAELDQDEKDQQNTSRLVQ 

EHKKLLDENKSLSTYYQQCKKQLE 

VIRSQQQKRQGTS* 


5188 


10685 


A 


5502 


1 


3489 




5189 


10686 


A 


5503 


1 


246 




5190 


10687 


A 


5504 


40 


.124 


N VPQFTAKAPCKHEKCLNTNSPDLF 
EAC*DNIDQTAVSLTAPKTGKRK*R 
NKVOLS**POFTAKAPCKHEKCLNT 
NSPDLFEAC 


5191 


10688 


A 


5505 


156 


1001 


GIQQFGQYCLNMLQINQLLSKIKLA 
NPKEKTAMYLVNELARFNRVQPQY 
KLLD*RGPAHSKMFSVQLSLGEQT 
WESEGSSIKKAQQAVGNKALTESTL 
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SEQID ISEQID 
NO: of NO: of 
oudco-tfde (peptide 
Iseqnence Iseqaencc 



Me 
tlio 
d 



SEQID NO: 

inUSSN 

09/770,160 



Nucleotide 
location or 
first codon 
ror peptide 
sequence 



Nucleotide 
location of last 
codoo for last 
amino add of 
peptide 
sequence 



Amino acid sequence ( X»l)nknown; *=Scop 
codon; /^possible nucleotide deletion; >Fpossible 
nucleotide insertion) 



PKPI»KPPKSNVNKNPCK:riTTVEL>l 

GLAMKRGRAGHPQAIRSKAIPK**S 

♦LQLSSHV*SEVSVFPIPKIFYVQLTV 

GNNEFFGEGKTRQAARHNAAMKA 

LQALQNEPI/LRKISSGMVNQERIW 

MMTK/HANKSEISLYFEIALKRNMP 

VSFEVDCESGPPHMKSFVTRVSVGE 

FSAEGEGNSKK 



5192 
5193 



10689 



5506 



175 



411 



10690 



5507 



198 



381 



5194 



10691 



5508 



137 



346 



5195 



10692 



5510 



136 



5196 



10693 



5511 



673 



5197 
5198 



10694 



5512 



257 



10695 



5513 



1 



712 



PRKT/PPAPH\DGDRKELPRTKLLPP 
API\STD*SQHADRGTEP/GPIRPSIEP 
I GPPVQFGTSDKDSDLRLWGDSLIA 
EKELPASVTEAIPVSRDWQLLGSGA 
ASAEPQSKNLDSGHCVPEHSSSGQR 
LYPEVFYGSAGPSSSQISGGAMDFNH 
LAFGSGQGRHLEKGPPDGQRSLGPE 
GTRSLGCPHPAEGVPLAPYPRGLYI 
DYKY/MKGERGGRGGVLGLGPHFP 
SSPFPWSPVPGAVC 



5199 



10696 



5514 



322 



5200 



10697 



5515 



6470 



MSDRSGPTAKGKDGKKYSSLNLFD 

TYKGKSLEIQKPAWAPRHGLQSLG 

KVAIARR/MRPPANLPSLKAENKGN 

DPNVSLVPKDGTGWASKQEQSDPK 

SSDASTAQPPESQPLPASQTPASNQP 

KRPPAAPENTPLVPSGVKSWAQAS 

VTHGAHGDGGRASSLLSRFSREEFP 

TLQAAGDQDKAAKERESAEQSSGP 

GPSLRPQNSTTWRDGGGRGPDELE 

GPDSKLHHGHDPRGGLQPSGPPQFP 

PYRGMMPPFMYPPYLPFPPPYGPQG 

PYRYPTPDGPSRFPRVAGPRGSGPP 

MRLVEPVGRPSILKEDNLKEFDQLD 

QENDDGWAGAHEEVDYTEKLKFS 

DEEDGRDSDEEGAEGHRDSQSASG 

EERPPEADGKKGNSPNSEPPTPKTA 

WAETSRPPETEPGPPAPKPPLPPGDY 

PDRGGPPCKPPAPEDEDBAWRQRR 

KQSSSEISLAVERARRRREEEERRM 

QEERRAACAEKLKRLDEKFGAPDK 

RLKAEPAAPPAAPSTPAPPPAVPKE 

LPAPPAPPPASAPTPETEPEEPAQAP 

PAQSTPTPGVAAAPTLVSGGGSTSS 

TSSGSFEASPVEPQLPSKEGPEPPEE 

VPPPTTPPVPKVEPKGDGIGPTRQPP 

SQGLGYPKYQKSLPPKFQRQQQEQ 

LLKQQQQHQWQQHQQGSAPPTPVP 

PSPPQPVTLGAVPAPQAPPPPPKALY 

PGALGRPPPMPPMNFDPRWMMCPP 

YVDPRLLQGRPPLEFYPPGVHPSGL 

VPRERSDSLGLSSEPFDRHAPAMLR 

ERGTPPVDPKLAWVGDVFTATPAE 
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SEQID 
NO. of 
nndeo-tidc 
seqaence 


|SEQD> 
NO: of 
1 peptide 
Iscqocacc 


Mc 
thfl 
d 


ilSEQIDNO: 
inUSSN 
09m0,160 


iNncleotide 
llocatioQ of 
1 first codon 
Iror peptide 
IseqDencc 


Nudrotide 
locatioo of last 
codon for last 
amino add of 
peptide 
seqoeoce 


Amino add sequence ( X^Unknowo; *^top | 
codon; /»nM>ssible oodeotide ddetion; V=possible 
nudcotide insertion) 










1 


- 


PRPLTSPLRQAADEDDKGMRSETPP 

VPPPPPYLASYPGFPENGAPGPPISR 

FPLEEPGPRPLPWPPGSDEVAKIQTP 

PPKKEPPKEETAQLTGPEAGRIOLPA 

SRSGAGPPPPRRESRTETRWGPRPG 

SSRRGIPPEEPGAPPRRAGPIKKPPPP 

TKVEELPPKPLEQGDETPKPPKPDPL 

faTKGKLGGPKETPPNGNLSPAPRL 

RRDYSYERVGPTSCRGRGRGEYFA 

RGRGFRGTYGGRGRGG/RSEFRSYR 

EFRGDDGRGGGTGGPNHPPAPRGR 

HASETRSEGSEYEEIPKRCRQRGSET 

GSETHESDLAPSDKEAPTPKEGTLT 

Q/VPLAPPPPGAPPVSPVAPARFTC/RG 

GRRVFTPR/GVPSRRGRGGGR/PPPQ 

VCPGWSPPAKSLAPKKPPTGPLPPS 

KEPLKEKLIPGPLSPVARGGSNGGS 

NVGMEDGERPRRRRHGRAQQQDK 

PPRFRRLKQERENAARGSEGKPSLT 

LPASAPGPEEALTTVTVAPAPPRAA 

AKSPDLSNQNSDQANEEWETASESS 

DFTSERRGDKEAPPPVLLTPKAVGT 

PGGGGGGAVPGISAMSRGDLSQRA 

KDLSKRSFSSQRPGMERQNRRPGPG 

GKAGSSGSSSGGGGGGPGGRTGPG 

RGDKRSWPSPKNRSRPPEERPPGLP 

LPPPPPSSSAVFRLDQVIHSNPAGIQ 

QALAQLSSRQGSVTAPGGHPRHKP 

GPPQAPQGPSPRPPTRYEPQRVNSG 

LSSDPHFEEPGPMVRGVGGTPRDSA 

GVSPFPPKRRERPPRKPELLQEESLP 

PPHSSGFLGSKPEGPGPQAESRDTG 

TEALTPHIWNRLHTATSRKSYRPTS 

MEPWMEPLSPFEDVAGTEMSQSDS 

GVDLSGDSQVSSGPCSQRSSPDGGL 

KGAAEGPPKRPGGSSPLNAVPCEGP 

PGSEPPRRPPPAPHDGDRKELPREQP 

LPPGPIGTERSQRTDRGTEPGPIRPS 

HRPGPPVQFGTSDKDSDLRLWGDS 

LKAEKELTASVTEAIPVSRDWELLP 

SAAASAEPQSKNLDSGHCVPEPSSS 

GQRLYPEVFYGSAGPSSSQISGG\A 

MDSQLHPNSGG/FRPGTPSLHPYRS 

QPLYLPPGPAPPSALLSGVALKGQF 

LDFSTMQATELGKLPAGGVLYPPPS 

FLYSPAFCPSPLPDTSLLQVRQDLPS 

PSDFYSTPLQPGGQSGFLPSGAPAQ 

QMLLPMWDSQLPVWNFGSLPPAPP 

PAPPPLSLLPVGPALQPPSFWRPQS 

SPSTGVLVP*LARPFPVYP\GRTELHVP 

VNIKPFRDFNQKLSSNLGGPGSSRTP 

P\TGRRPSSLRSFSGLNSRLQSQRLS 

NLTSGVF\RNQAASTFYQAGLPHPD 

ALRWIPKPWERTG\RPPR\DGPSRR\ 

AEEP\GSRGDKEPVGLPPPR 


5201 


10698 


A 


5516 


2 


119 




5202 


10699 


A 


5517 


1 


325 


FFFFF*DRVSLLLPKLECNGnSAHC 
NLRLPGSSDSPASASSSFFllHVAPLP | * 
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5EQ10 
NO: of 
nudco-tidc 
sequence 


SEQ ID 
NO: of 
peptide 
seqaeocc 


Me 
tho 
d 


S£QIDNO: 

inUSSN 

09/770,160 


Nucleotide 
location of 
first codoD 
for pcptiac 
sequence 


Nodeotide 
locatioQof last 
codoD for last 
amiDoacidof 
peptide 
sequence 


AmiQO add seqoeoee ( X«4inknowo; •=Stop 1 
codoo; ^=pos$ible Dodeotidc deletion; V=possible 
nodeotide insertion) 














QLRHY*IFYDGTRSLYAG*YSQNLU 

YSAPRQPQYHFXDMNKDLDSIQRSY 
TKI 1 


5203 


10700 


A 


5518 


228 


481 


QFFKNTIFF*DRVSLLLPKLECNSA1S 
AHHNLCLPGSSDSPASASRVAGITG 
TCHHTRLL\FVFLVETGFYHVSQSG 
LELLTSGD | 


S204 


10701 


A 


5519 


175 


431 


LIVKMPFLK*SWKIF*MSK**VMLIH 
♦GFVFLFVC\FF*DRVSLLLPRLECN 

GPISAHRNLHLPDSSDSPASAYIKGF 
VRQLSHEE ( 


5205 


10702 


A 


5520 


257 


453 


TKGGGYTQRTAIQFILnYLFIY*E>G 

VSLLLPRLE*NGAISAHCNLHLPGSS 
DSQKKTKKNFCTQ | 


5206 


10703 


A 


5521 


277 


1230 


ISFHLSTFGAPSFFFFFEMEFSLLLPR 

LECNGAISAHRNLRLPGSSDSPASAS 

PVGWDYRHVHPRSANFVFFFSRDG 

VSPCWSGLVSNSRPQMIPPSRPPKV 

LDTGLATMPGLCLANFCGRNRVSL 

MCPSWSPELKQSTCLSLPKCWDYR 

RAAVPGLFILFFLRHRCPTLTQDEV 
OWCDHSSLOPSTPEIKHPPASASO^^ 1 

WDQRHAPLHLANFYFYF*FFETES\ 
HSVT\RLECSGAILAHCNLCLPGSSY 
SPAPAS*VAGTTGAH/RRLANFFVFL 
VEMGFHHVRQVDARSLDLVICLPR 
PPKVLGLQDVSHHRPAYF .| 


5207 


10704 


A 


5522 


1 


467 


FFFLF*EGVSLLLPRLECSGAISA/HC 
NLHLPGSSDSPASASOFDniTn VR Y 

HAWLILA^VEIGFHHVGQADLKP 
♦PQVIHPPLFFFFLRQSFALVAQAGV 
QWCDLSSLQTPPPRVQGILLAQPPE 
YLVAGFTGMRHHTRLFFFFAFLVET 
GFHPC 1 


5208 


10705 


A 


5523 


293 


681 


OGTIUGLCPFDITPAJVDILLAFWHV 1 

R\CPRPTVSCFCKKVVLLV*NFFFFF 

FFF\ETESCSVTRLECSGVILAHCNL 

RLPGSSDSHASASRVAETTGVRHHA 

WPIFVFLVETRFHHVGQAGLELLTS 
GD 


5209 


10706 


A 


5524 


274 


321 




5210 


10707 


A 


5525 


2 


733 




5211 


1070S 


A 


5527 


1 


3555 


MHYVLNSSSMETFVGEQNYEGSSR 

LCVCKRTREADDPSARDSVCEGVR 

ARFNICGINQIVLKCPIWGCENPAQ 

MGCPPVGKADRCGLLANSATCEKG 

MFCHADLVGriFiVFPSHPRCKTTA 

SAKLACQQDVDLDRQSLSSIDKNPS 

ERGQSQLSNPTDDSWKGRPYANQK 

LFASLLIKCWQLELIQTIDNIVFYPA 

TSKKEDAEHMVAAQQDTLDADIHl 

ETEDQGMYKYMSSQHLFKLLDCLQ 

ESHSFSKAFNSNYEQRTVLWRAGF 

KGKSKPNLLKQETSSLACCLRILFR 

MYVDENRRDSWEEIQQRLLTVCSE 

ALAY Fli VNSESHREA WTSLLLLLL 

TKTLKINDEKFKAHASMYYPYLCEI | 
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rSEQ ID SEQ ID 
NO: of NO: of 
[nodco-tidc jpqitidc 
|scqtscDCC Iscqaence 



Me 
tfao 



SEQ ID NO: 

inUSSN 

09/770»160 



NQdeotide 
location of 
first Godon 
for peptide 
sequence 



Nndeotide 
locatioo of last 
codon for last 
amino add of 
peptide 
IscqaeDcc 



Amino add sequence ( X=4lnkiiown; *«^top 
codoo; ^^possible nudeotide ddetioo; V=pQ8Sible 
audcotide insertion) 



5212 
5213 



10709 
10710 



5528 



5529 



4611 



58 



3051 



MQFDLIPELRAVLRKFFLRIGVVYKI 

WIPEEPSQARCRAILPGFECEAERRQ 

ERWPATVRGWGSLLRFCIPTSSYN 

KCLLNMYCVPDPIAMELSDANLQT 

LTEYLKKTLDPDPAIRRPAEKFLESV 

EGNQNYPLLLLTLLEKSQDNVnCVC 

ASVTFKNYIKRNWRIVEDEPNKICE 

ADRVAIKANIVHLMLSSPEQIQKQL 

SDAISIIGREDFPQKWPDLLTEMVN 

RFQSGDFHVINGVLRTAHSLFKRYR 

HEFKSNELWTEIKLVLDAFALPLTN 

LFKICDNAALYAQKYDEEFQRYLPR 

FVTAIWNLLVTTGQEVKYDLLVSN 

AIQFLASVCERPHYKNLFEDQNTLT 

SICEKVIVPNMEFRAADEEAFEDNS 

EEYIRRDLEGSDJDTRRRAACDLVR 

GLCKFFEGPVTGIFSGYVNSMLQEY 

AKNPSVNWKHKDAAIYLVTSLASK 

AQTQKHGlTQANELVNLTEFFVlSfHI 

LPDLKSANAIMRSFSLLQEAIIPYIPT 

LITQLTQKLLAVSKNPSKPHFNHYM 

FEAICLSIRTTCKAMPAAWNFEEAL 

FLVFTEILQNDV/PSESVDQYRKQIFI 

LLFQRLQNSKTTKFIKSK*NHLDVL 

QK**KK\MFGMVLEKIIIPEIQKVSG 

NVEKKICAVGITKLLTECPPMMDTE 

YTKLWTPI.LQSL1GLFELPEDDTIPD 

EEHFIDIEDTPGYQTAFSQLAFAGK 

KEHDPVGQMVNNPKIHLAQSLHKL 

STACPGRSCGSSPVEDGVCIGAPRSP 

TASVCFPSLVGSINGPAPAPPPPTVR 

TTSSGWHCGGACARKARRGPSGRS 

ALSRLDRSGPS 



CQLRSAAGVPSSVSVSPRDPIAMEL 

SDANLQTLTEYLKKTLDPDPAIRRP 

AEKFLESVEGNQNYPLLLLTLLEKS 

QD>fVlKVCASVTFKNYIKRN\WRIV 

EDEPNKICEADRVAIKANIVHLMLS 

SPEQ1Q\KQ\LSDA1SI\IGREDFPQ\KW 

PDLVLTEMWNRFQSGDFHVINGVLR 

TAHSLFKRY\RHEFK\SNE\LWTEUK 

LVLDAFALP\LTYLF\KATIELCSTVH 

ANDASALRILFSSLIUSKLFYSLNFQ 

DLPEFFNEDNMETWMNNFHTLLTLD 

NKLLQTDDEEEAGLLELLKSQICDN 

AALYAQKYDEEFQRYLPRFVTAIW 

NLLVTTGQEVKYDLLVSNAIQFLAS 

VCERPHYKNLFEDQNTLTSICEKVI 

VPNMEFRAADEEAFEDNSEEYIRRD 

LEGSDIDTRRRAACDLVRGLCKFFE 

GPVTGIFSGYVNSMLQEYAiCNPSV 

NWKHKDAAIYLVTSLASKAQTQKH 

GITQANELVNLTEFFVNHILPDLKSA 

NVNEFPVLKADGIKYIMJFRNQVPK 

EHLLVSIPLLINHLQAGSIWHTYAA 

HALERLFTMRGPNNATLFTAAEIAP 

FVEILLTNLFKALTLPGSSENEYIMK 
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SEQID 
NO: of 
audeo-tide 
sequence 


SEQlD 
NO: of 
peptide 
seqaence 


Me 
tbo 
d 


SEQ ID NO: 

inUSSN 

09/770,160 


Nocleotide 
location of 
first codoo 
for peptide 
seqoeoce 


Nucleotide 
location of last 
codOD for last 
amino acid of 
peptide 
sequence 


Amino add seqaence ( X°Unknomi; *^top 
codon; /^possible ondeotide ddction; V=possiblc 
oudeotide ioseition) 














AIMRSFSLLQEAIIPYIPTLITQLTQK 

LLAVSKNPSKPHFNHYMFEAICLSIR 

ITCKANPAAWNFEEALFLVFTEILQ 

NDVQEFEPYWQVMSLLLETHKNDI 

PSSYMALFPHLLQPVLWERTGNIPA 

LVRLLQAFLERGSNTIASAAADKIP 

GLLGVFQKLIASKANDHQGFYLLNS 

IIEHMPPESVDQYRKQIFILLFQRLQ 

NSKTTKFIKSFLVFINLYCIKYGALA 

LQEIFDGIQPKMFGMVLEKIIIPEIQK 

DTEYnCLWTPLLOSLIGLFELPEDD 

TIPDEEHFIDIEDTPGYOTAFSOLAF 

AGKKEHDPVGQMVNNPKIHLAQSL 

HMLSTACPGRVPSMVSTSLNAEAL 

QYLQGYLQAASVTLL 


5214 


10711 


A 


5530 


1 


396 




5215 


10712 


A 


5531 


1 


1095 




5216 


10713 


A 


5532 


1 


1077 




5217 


10714 


A 


5533 


1 


986 




5218 


10715 


B 


5534 


214 


975 


MEVKTKARELRDECTSLSSRFDQLE 

ERVLVMENQMNQMKQEEKFREKRl 

KRNEQSLQEIWDYVKRPNLRVIGVP 

ESDGENGTKLENTLQDIIQENFPNL 

ARKANIQIQETQRMPQRYSSRRATP 

WGPIFNlLKEKNFOPRISYPAKLSFT<5 
EGEIKSFTDKQMLRDFVrrRPALKE 
LLKEALNMERNNQYQHCKNMPNC 
KDHPG* 


5219 


10716 


A 


5535 


3 


1135 




5220 


10717 


A 


5536 


1 


,1023 




5221 


10718 


A 


5537 


2 


2747 


LHLWGQGTDKQKDSSNLCRLKCPC 

LTALKRAWLPARSWRSENGQTAS 

SKGKLTTRKDIYTCNPSVHHHHQRP 

KVDKTTKMGKKQNRKTGNSKKQS 

ASPPPKERSASPPPKERSSSPATEQS 

WREN/DLFDFDELRAEGFKRSNYSE 

LWEDIQTKGKEVENFEKNLEECITRI 

TNTEKCLKELMELKTKARELCEEC 

RSLRSRCDQLEERVSAMEDEVKMN 

EMNEMKREGKFREKRIKRNEQSLQ 

EIWDYYKRPNLRLTGVPESDGENG 

TiaEhrrLQDIIQENFPNLARQANVQI 

QEIQRTPQRYSSRRATPRHIIVRFTK 

VEMKERILRAAREKGRVTLKGKPIR 

LTADLSAETLQARREWGPIFNILKE 

KNFQPRISCPAKLSFISEGEIKYFTDK 

QMLRDFWTTKPALQELLKEALNME 

RNNRSPSSSPATEQSW^4ENDFDELR 

EEGFRRSNYSELREDIQTKGKEVEN 

FEKNLEECITRIThnrEKCLKELMELK 

TKARELREECRSLRSRCDQLEERVS 

AMEDEMNEMKREGKFREKRDCRNE 

QSLQEIWDYVKRPNLRLIGVPESDV 

ENGTKLENTLQDIIQENFPNLARQA 

NVQIQEIQRTPHRFSSRRATTONLIV 
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SEQID 
NO: of 
audco-tide 
sequence 


SEQlD 
NO: of 
peptide 
seqaence 


Me 
tho 
d 


SEQID NO: 
09^70,160 


Nadcotide 
location of 
first codoo 
for peptide 
sequence 


Nucleotide 
locatioo of last 
codoD for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( XeUnknown; *«^top 
codon; ^'possible oodeotide deletion; V=possiblc 
nacieotide insertion) 














RFTKVEMKEKMLRAAREKGRVTH 

KGKPIRLTADLLAET1.QARREWGPI 

FNlLKEKNFQPRISYPAKLSnSEGEI 

KYFTEKQMLRDFVTTSPALEELLKE 

ALNMERNNRTTRQKVNKDIQELNS 

ALHQADLIDISRTLHPKSTEYTFFSA 

PHHTYSKIDHIVGSKALLSKCKRTEI 

rnCCLSDHSAIKLELRIKKLTQNCTT 

TWKLNNLLLNDYWVQNEMKAEIK 

MFFENNENKDTTYQNLWDTFKAV 

CRGKFIALNAHKRKQKRSKTDTLTS 

QLKELEKEEKHIQKLAEGKK 


5222 


10719 


A 


5538 


99 


432 




5223 


10720 


A 


5539 


100 


732 




5224 


10721 


A 


5540 


242 


1300 


NPRRSGHSLEAKLRDSSYSELLRDIL 

QFCHEAVHMEALDELYEALAETLM 

AKESTQGHRSYLLPSGGSVTLSEST 

AJISHGTTGLVTWDATLYLAEWAIE 

NPAAFTNRTVLELGSGAGLTGLAIC 

KDVPPPGIHLQRTCHSRVLEQLRGN 

VPSVNGLSLEADITAKLDSPRVTVAQ 

LDWDVATVHQLSAFQPDWIAADV 

LYCPEAIMSLVGVLRRLAACREDQ 

RAPEVYVAFTVRNPETCOLJFTTELA 

PSTCEGVLSLSHLTDKDIRTHRGOA 

TLELLQTAARPPGSRASTIHPSLPMP 

RASAPAPPEHSPSWQPCAQMHPQQ 

PLPAHRDTDNPVPVHVGQPVNYRA 

NKQAST 


5225 


10722 


A 


5541 


3 


167 




5226 


10723 


A 


5542 


2 


378 




5227 


10724 


A 


5543 


3 


359 




5228 


10725 


A 


5544 


15 


347 




5229 


10726 


B 


5545 


141 


371 


DFGYFYGSSYVAAPDSSRTPGLSRS 
RDGLLVAKLDLNLCQQVNDVWNF 
KMTGRYEMYARELAEAVKSNYSPT 
IVKE* 


5230 


10727 


A 


5546 


1 


1154 


MAGAEWKSLEECLEKHLPLPDLQE 

VKRVLYGKELRKLDLPREAFEAAS 

REDFELQGYAFEAAHEQLRRPRTVH 

VGLVQNRIPLPANAPVAEQVSALHR 

RIKAIVEVAAMCGVIOTCFQEAWTM 

PFAFCTREKLPWTEFAESAEDGPTT 

RFCQKLAKNHDNfVVVSPlLERDSE 

HGDVLWNTAWISNSGAVLGKTRK 

NHIPRVGDFNESTYYMEGNLGHPV 

FQTQFGRIAVNICYGRHHPLNWLM 

YSINGAEIIFNPSATIGALSESLWPIE 

ARhAAAlANHCFTCAINRVGTBHFP 

NEFTSGDGKKAHQDFGYFYGSSYV 

AAPDSSRTPGLSRSRDGLLVAKLDL 

NLCQQVNDVWKFKITGRYEMYAR 

ELAEAVKSNYSmVKE 


5231 


10728 


A 


5547 


424 


604 




5232 


10729 


A 


5548 


52 


318 




5233 


10730 


A 


5549 


3 


148 




5234 


10731 


A 


5550 


258 


458 
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SEQID 
NO: of 
andco-tide 
scqncoce 


SEQID 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


S£Q ID NO: 

inllSSN 

09/770,160 


Nudcotidt 
locatioD of 
first codoo 
for peptide 
scqneacc 


Nucleotide 
location of last 
codoo for last 
amino add of 
peptide 
sequence 


Amino add sequence ( X'^Uokoowo; *»Stop 
codon; ^^possiUc nodeotide ddction; V=possible 
nudeotide insertioo) 


5235 


10732 


A 


5551 


1 


217 




5236 


10733 


A 


5552 


246 


361 




5237 


10734 


C 


5553 


69 


254 


MDHLYNXXXXXXXXXXXXXXXX 

XXXXXXXXXEIQFXXXXERERNKN 

PFPAGDDIISRGVGQ* 


5238 


10735 


A 


5554 


32 


169 


NPVPPYPLCPALVFFLLLIYLLIY*PS 
PLLRMSAPAGKGFLFLSL 


5239 


10736 


A 


5555 


417 


490 




5240 


10737 


A 


5556 


2 


121 




5241 


10738 


A 


5557 


69 


398 




5242 


10739 


A 


5558 


2 


732 


GRVPSQCGWIRMRSRSCREDQKPG 

MDDQRDLISNNEQLSMLGRRPGAP 

ESKCSRGCPLHSAFSILVTLLLWQA 

INAY\FLYH*HGRLDKLTVTPQNLQ 

LENL\RMKLP\KPPKPVSKMRMATP 

LLVMQALPMGALPQGPMQNATKYG 

NMTEDHVMHLLQNADPLKVYPPL 

KGSl^PENLRHLK^^MtTlDWICVFES 

WMHHWLLFEMSRHSLEQKPTDAPP 

KESLELEDPSSGLGVTKQDLGPVPM 


5243 


10740 


A 


5559 


2 


359 




5244 


10741 


A 


5560 


2444 


2755 


DYYYFFEMESCSVAQAGVQWRDL 

GSLQPPPPVSSRDSSASASRVAGTTG 

MHH/HNQLSFVFLVKMGFHHVGQA 

DFELLTSSDLPVSASQSAGITGVSHR 

ARPLSS 


5245 


10742 


A 


5561 


1724 


1941 


AHLLYEWIFFFFFFFEMESHSVAQA 
GVLWRDLSSLQAPPPGNSQSDSPAS 
ASWVAGITGACHHARHEWNFKC 


5246 


10743 


A 


5562 


2 


362 




5247 


10744 


A 


5563 


138 


236 




5248 


10745 


A 


5564 


1 


278 




5249 


10746 


A 


5565 


80 


591 


RGCKREGLSMSSLIRRVISTAKAPG 

AUGPPTVOAVLWDRTHLHFRDOIG 

HGPLPSWTSLCPGGVAGRSLNKLL 

KNMGEIPESLPGCDF\TNWKTTCSS 

GLDINDLQLLFNEILQTVFSRSNFPA 

RAAYPSWLLLPQKGSRIVEIEAWAIQ 

GPLTTAFILSGDPCCWWDC 


5250 


10747 


A 


5566 


141 


340 


■ 


5251 


10748 


A 


5567 


209 


386 




5252 


10749 


A 


5568 


I 


346 




5253 


10750 


A 


5569 


160 


391 




5254 


10751 


A 


5570 


101 


332 




5255 


10752 


A 


5571 


500 


752 




5256 


10753 


A 


5572 


2 


82 




5257 


10754 


A 


5573 


3 


165 




5258 


10755 


A 


5574 


1 


219 




5259 


10756 


A 


5575 


1 


327 




5260 


10757 


A 


5576 


2 


160 




5261 


10758 


A 


5577 


1 


189 


QQLRHPDLHLQRRSQAQQHQGGQ 

DS*AQMLCRVPTVPSTTCGRTVSLP 

LPPKTQGHPHDLPDP 


5262 


10759 


A 


5578 


2 


224 




5263 


10760 


A 


5579 


1 


1392 




5264 


10761 


A 


5580 


1 


1272 


PGCGRPRAFSLNIADIEEKRGFTSHF 
VRQTPSPSPNNL*YLIYRRYRQFHA 
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SEQID 
NO. of 
nodeo-tfde 
sequence 


SEQlD 
NO: of 
pepddc 
seqoeocc 


Me 
tbo 
d 


SEQ ID NO: 
09/770,160 


Nndeotide 
locatioD of 
first codon 
for peptide 
sequence 


Nndeotide 
iocatioooflast 
codon for last 
amino add of 
peptide 
sequence 


Am loo add sequence ( X^Uoluiomi; *<^top 1 
codon; /^possible ondeotlde ddetion; \Fpossible 
nndeotide insertion) 














LQSKLEERFGPDSKSSALACTLPTLP 

GRRPLPSCCCRAAVRIPALNAYMK 

VPVGLATLARGRALPPWDPLQGSG 

CLWSLSTQSQPSVSPDLCAWSLVR* 

PRQALGARVLDVRIFFYQSPYDSEQ 

VPQALRRLRPRTRKV*VTSPWAST 

WPEPAAPRAEVTPAPTLARLSHCNF 

KAGDVIFLLSRINKDWLEVSSEVRM 

EVRLKVFVKILKDFPEEDDPTNWLR 

CYYYEDTISTIKSVAWEGGACPAFL 

PSLRPLPLTSPSHGSLSHSKAPSGSQ 

MSHNAVTSHQRPGWPGQPHSPFPH 

PTLKDLLELTR*GAGNGAGELDTLD 

AEGDLVRLLSDEDVALMVRQARGL 

PSQKRLFPWKLHITQKDNYRVYNT 
MP 


5265 


10762 


A 


5581 


437 


728 




5266 


10763 


A 


5582 


570 


1648 

• 


TQPGTGWARLSTCSLGPSPTMAVA 

QQLRAESDFEQLPDDVAISANIADIE 

EKRGFTSHFVFVIEVKTKGGSKYLI 

YRRYRQFHALQSKLEERFGPDSKSS 

ALACTLPTLPAKVYVGVKQEIAEM 

RIPALNAYMKSLLSLPVV/VLMDED 

VRIFFYQSPYDSEQVPQALRRLRPR 

TRKVKSVSPQGNSVDRMAAPRAEA 

LFDFTGNSKLELKFKAGDVIFLLSRI 

NKDWLEGTVRGATGIFPLSFVKILK 

DFPEEDDPTNWLRCYYYEDTISTIK ( 

DIAVEEDLSSTPLLKDLLELTRREFQ 

REDIALNYRDAEGDLVRLLSDEDV 

ALMVRQARGLPSQKRLFPWKLHIT 

QKDNYRWYNTMP | 


5267 


10764 


A 


5583 


1705 


2233 


1 


5268 


10765 


A 


5584 


1 


354 




5269 


10766 


A 


5585 


270 


390 




5270 


10767 


A 


5586 


3 


132 




5271 


10768 


A 


5587 


234 


362 




5272 


10769 


A 


5588 


1 


402 




5273 


10770 


A 


5589 


2 


509 




5274 


10771 


A 


5590 


3 


1607 
• 


SPRPGIPRCFHLVISTEHRRVMTEFG 

LSWVFLVAIFKGVQCEVQLVESGG 

DLVQPGGSLRLSCAASGFTFSSYAM 

HWVRQAPGKGLKYVSGISSNGRRT 

YYANSVKGRFnSRDNSKNTLYLQ 

MGSLRAEDMAVYYCARGGDHIVP 

AAVAPFHMDVWGQGTTVTVSSASP 

TSPKVFPLSLCSTQPDGNWIACLPG 

PGLLPPGATQCDLERKRTGRDRQK 

LPTQPGCLRGPVHHEQPADPAGHT 

VPSRQVRDMPREALHESQPGCDCA 

LPSSLNSTYPISLNSTYPISLMLPPPT 

VTAPTGPSKDLFLGSKATFTCTLPG 

L\RDASGVTFTWDALKVGKSAVQG 

P\*RRDLCG\CYSV\SSVLPGCAEAH 

GTHGEGPSLWHCWPYPESKDPA*PP 

TLFKIRGNTFPGPRFHLL\PPPSEGAG | 

PWNELVTLVTCLGIGLSAPRMLLVC | 
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SEQID 
NO: of 
oadeo-tide 
seqnenee 


SEQID 
NO: of 
peptide 
sequence 


Mc 
tbo 
d 


SEQID NO: 

inUSSN 

09/770,160 


Nncleotidc 
localiDo of 
first codoD 
for peptide 
scqoence 

■ — 


Nucleotide 
locafioj] of last 
eodon for last 
amino acid of 
DcDtide 
scqneoce 


Amino add seqaeoce ( X^Uokoown; *==Stop 1 
codon; h^asskYAt oncleotide ddetion; V^possiUe 
nucleotide Insertion) 

t 1 








• 






WVAGGHRSLLREKY\LTWA\SRQKP 

SQGTITFAVTSILRVAAEDWKKGD 

TFSCMVGHEALPLAFTQKTBDRLAG 

KPTHVNVSVVMAEVDGTCY | 


5275 


10772 


A 


5592 


2 


315 




5276 


10773 


A 


5593 


245 


455 




5277 

• 


10774 

• 


A 


5594 


1 


2863 


MIFPAESSCALPQEGSAGPGSPGSAP 

PSRKRSWSSEEESNQATGTSRWDG 

VSKKAPRHHLSVPCTRPREARQEAE 

DSTSRLSAESGETDQDAGDVGPDPI 

PDSYYGLLGTLPCQEALSHICSLPSE 

VLRHVFAFLPVEDLYWNLSLVCHL 

WREUSDPLFIPAVKKLYHRYLMNEE 

QAVSKVDGILSNCGIEKESDLCVLN 

LIRYTATTKCSPSVDPERVLWSLRD 

HPLLPEAEACVRQHLPDLYAAAGG 

VNIWALVAAWLLSSSVNDIQRLLF 

CLRRPSSTVTMPDV'IKILYCJAVLL 

YAMREKGINISNSKKTIQLTHEQQLI 

LNHKMEPLQWKIMAFAGTGKTST 

LVKYAEKWSQSRFLYVTFNKSIAK 

QAERYFPSNVICKTFHSMAYGHIGR 

KYQSKKKLNLFKLTPFMVNSVLAE 

GKGGFIRAKLVCKTLENFFASADEE 

LTIDHVPIWCKNSQGQRVMVEQSE 

KLNGVLEASRLWDNMRKLGECTEE 

AHQMTHDGYLKLWQLSKPSLASFD 

AIFVDEAQDCTPAIMNIVLSQPCGKl 

FVGDPHQQIYTFRGAVNALFTVPHT 

HVFYLTQSFRFGVEIAYVGATILDV 

CKRVRKKTLVGGNHQSGIRGDAKG 

QVALLSRTNANVFDEAVRVTEGEF 

PSRIHLIGPEEERRKREYPPGLGALE 

GRTQVTGTRKKQAQSESGTRFPPEK 

GELVLLSSHDEGENLVIKDKFIRRW 

VHKEGFSGFKRYVTAAEDKELEAKI 

AWEKYNIRIPELVQRIEKCHIEDLD 

FAEYILGTVHKAKGLEFDTVHVLD 

DFVKVPCARHNLPQLPALR\VEPFS\ 

EDEW\NLLYVAVTRAKKRLIM\TKS 

LENELTLAGEYFLQAELTSNVLKTG 

WR\CCVG\QCNNAIPVDTVLTMKK 

L\PITY*ATGK\ENKGGYLCHSCAEQ 

RIGPLAFLTASPEQVRAMERTVENI 

VLPRHEALLFLVF | 


5278 


10775 


A 


5595 


3 


613 




5279 


10776 


A 


5596 


2 


1419 


PPHLLSSPFVAAPRARATAGAFTLS | 

ASAMQEIAHLQAGQCGNQIGAKFW 

EVISDEHGIDPTGTYHGDSDLQLERI 

NVYYNEATGXGNYVPRAVLVDLEP 

GTMDSVRSGPFGQIFRPDNFVFGQS 

GAGNNWAKGHYTEGAELVDAVLD 

WRKEAESCDCLQGFQLTHSLGGG 

TGSGMGTLLISKIREEFPDRIMNTFS 

WPSVPKCQDTVVEPYNATLSVHQL 

VENTDETYCIDNEALYDICFRTLKL 

TTPTYGDLNHLVSATMSGVTTCLRF 

PGQLNADLRKLAVNMVPFPRLHFF 
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ISEQID 
INOiof 
Inndeo-tide 
IsequeDce 


SEQ ID 
NO: or 
peptide 
sequence 


Mc 
thfl 
d 


; SEQ ID NO: 
1 inUSSN 
09/770460 


INndcotlde 
ilocation of 
Ifirst codOQ 
Ifor peptide 
Iscquence 


j Nucleotide 
Ilocation of last 
IcodoD for last 
lamino add of 
1 peptide 
Iseqneocc 


1 Amino add seqacncc ( X»Un known; *^top 
codon; /^possible nudcotide ddetioo; V»possible 
Inudeotide insertion) 










1 « 




MPAFAPLTSRGSQQYRGLTVPELTQ 

QMFDAKNMMAACDPRHGRYLTVA 

AVFRGRMSMKEVDEQMLSVQSKN 

SSYFVEWIPNNVKTAVCDIPPRGLK 

MAVTFIGNSTAIQELFKRISEQFTAM 

FRRKAFLHWYTGEGMDEMKFIEAE 

ShfMNDLVSEYQQYQDATAEQGEFE 

EEAEEEVA 


5280 


10777 


A 


5603 


1 


384 




5281 


10778 


A 


5604 


185 


700 




5282 


10779 


A 


5605 


1 


1 414 




5283 


10780 


A 


5606 


3 


138 




5284 


10781 


A 


5607 


1 


433 


NNPDFKAGV/MALPTL/LQIQRHDD 

YLVMLKAIRILVQERLTQDAVAKA 

NQTKEGLPVALDKHILGFDTGDAV 

LNEAAQILRLLHIEELRELQTKINEA 

IVAVQAIIHFWHVWKSKCHILGGGS 

PENWVCSRDLPPLLIAFFFNKV 


5285 


10782 


A 


5608 


1 1 


459 




5286 


10783 


A 


5609 


118 


375 


VAWQllFLPVFIAEKYKDLVPDNSK 
TADNATKNAEPLIhfLDVNNPDFKA 
GVMALANLLQIQRHDDYLVMLK\A 
IRILVQERLTQD 


5287 


10784 


A 


5610 


344 


513 




5288 


10785 


A 


5611 


3 


1 116 




5289 


10786 


A 


5612 


1 3 


869 


HEVFSRPRPGEPNREAGTMFRRRLT 

VLDYHNPAGFNCKDETEFKNFIVW 

LEDQklRHYKIEDRGVNLRNIHSSDW 

PK\FFEKY\LRDVNCPFKIQDRQE\AI 

DWLLGFAVRPEYG\DNAEKY\KDLV 

P\DNSK\TADNAPKNAEPWIN\LDVN 

NPDFK\AGVMALG*PAFRFQRHDD\ 

FLVNA*RQFRIWVQE\RL'I\QDA\VA 

KAKSNKKRALPVALAQTHILGFDVT 

GDASSLMKLLEILRIACTYEELRELT 

DQKSTKAIVAVQAIYC*SQRQDHRL 

GKSLEDEHFEDLQLSPLL 


5290 


10787 


A 


5613 


298 


403 




1 5291 * 


10788 


A 


5614 1 


3 


611 




5292 


10789 


A 


5615 


192 


340 1 




5293 


10790 


A 


5616 


187 


361 




5294 


10791 


A 


5617 


187 


385 




1 5295 


10792 


A 


5618 


2 


340 




5296 


10793 


A 


5619 


1 


702 


EKYIQLVRQRALEGALGNTUYKSQ 

TAKGTPQETEGTSSGSKSNVRSGKR 

VPSGRMV/IHSHFPAEVT*E*TRVH 

WIWQS*CQGESWKQPVPFLCHSGS* 

RNALUCLRHDVDALLWQPHSSKQ 

DDMWEHIATTNALGYVQASKRDK 

KFFACAPNYSYAALCECLRRVFIYR 

QPAPMSTVLYNKKGRQAWGQVAK 

QQVASLETNDPNLGIQATVNERLFV 

LTTKNLFLIKVNTEN 


5297 


10794 


A 


5620 


3 


357 




5298 


10795 


A 


5621 


1 1 


1926 




5299 


10796 


A 


5622 


1 


362 


LQTSDEETGFSCLFEYVCAATSFVL 
VCIINNWSCKAD*DTRWTFRIKIGR 
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SEQID 
NO: Of 
iDoclco-cide 
stqaenee 



SEQID 
NO: of 
peptide 
seqaence 



Me 
tbo 
d 



SEQID NO: 



Nadeotidc INudeotide 
locatioo or llotatioD of last 
lirst codon Icodoo for last 
for peptide lamioo add of 
sequence I peptide 
Isequenee 



I Amino add sequence ( X^nknown; *^top 
Icodon; A=possible mideotide ddetion; V=possible 
loodeotide iDsertion) 



T/SWDLLYWRDINTTGWFGATLFL 
LLSLTVFSIVSVTAVIALALLSVnSF 
TIYKGVSHAIPKSDEGHPF 



5300 



10797 



S623 



247 



533 



KSFPGWQTYFSCGWVGCGCLGRGS 
QNASPPASPLPQLPPG*RRSWPLRG 
TACRSWSALSGWAAGLYHPPRMPP 
LMWEAGAGSPGELRGTRIRRER 



5301 



10798 



5624 



5302 



10799 



5625 



128 
12 



667 



3756 



VPRLSRPSPSQSSPTPTTARGSETRP 
RRRRQQLQHHLHPPAMEDLDQSPL 
VSSSDSPPRPQPAFKYQFVREPEDEE 
EEEEEEEEDEDEDLEELEVLERKPA 
AGLSAAPVPTAPAAGAPLMDFGND 
FVPPAPRGPLPAAPPVAPERQPSWD 
PSPVSSTVPAPSPLSAAAVSPSKLPE 
DDEPPARPPPPPPASVSPQAEPVWTP 
PAPAPAAPPSTPAAPKRRGSSGSVD 
ETLFALPAASEPVIRSSAENMDLKE 
QPGNnSAGQEDFPSVLLETAASLPS 
LSPLSAASFKEHEYLGNLSTVLPTE 
GTLQENVSEASKEVSEKAKTLLIDR 
DLTEFSELEYSEMGSSFSVSPKAESA 
VIVANPREEIIVKNKDEEEKLVSNNI 
LHNQQELPTALTKLVkEDEVVSSEK 
AKDSFNEKRVAVEAPMREEYADFK 
PFERVWEVKDSKEDSDMLAAGGKI 
ESNLESKVDKKCFADSLEQTNHEK 
DSESSNDDTSFPSTPEGIKDRSGAYI 
TCAPFNPAATESIATNIFPLLGDPTSE 
NKTDEKKIEEKKAQIVTEKNTSTKT 
SNPFLVAAQDSETDYVTTDNLTKV 
TEEWANMPEGLTPDLVQEACESEL 
NEVTGTKIAYETKMDLVQTSEVMQ 
ESLYPAAQLCPSFEESEATPSPVLPD 
IVMEAPLNSAVPSAGASVIQPSSSPL 
EASSVNYESIKHEPENPPPYEEAMS 
VSLKKVSGIKEEIKEPENINAALQET 
EAPYISIACDLIKETKLSAEPAPDFSD 
YSEMAKVEQPVPDHSELVEDSSPDS 
EPVDLFSDDSIPDVPQKQDETVMLV 
KESLTETSFESMIEYENKEKLSALPP 
EGGKPYLESFKLSLDNTKDTLLPDE 
VSTLSKKEKIPLQMEELSTAVYSND 
DLnSKEAQIRETETFSDSSPIEIIDEF 
PTLISSKTDSFSKLAREYTDLEVSHK 
SEIANAPDGAGSLPCTELPHDLSLK 
NIQPKVEEKISFSDDFSKNGSATSKV 
LLLPPDVSALATQAEIESIVKPKVLV 
KEAEKKLPSDTEKEDRSPSAIFSAEL 
SKTSVVDLLY\WRDIKKT\GWFGA/ 
SAVFLLLS\LTVF\SIVSVTAYIALAL 
LSVTUSFNRIYKGVIQAIQKSVDEGHP 
FRAISGNL/ESCLYLRELGSGRYSNS\ 
ALGSMWNCTVKGNFRAPSFFSWM 
DLVDSL/RSFA\a.MWVFTYVGCLG 
LMVLDTTGFWALNFASSSGSWLIYE 
RHQAQUDHVYLGLANKNVKDAMA 
KIQAKIPG\LKRKAE 
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SEQID 
NOtof 
Qodeo-tide 
sequence 


SEQID 
NO: of 
peptide 
seqaence 


Me 
tfio 
d 


SEQ ID NO: 

inUSSN 

097770,160 


Nucleotide 
locatioQof 
first codon 
Tor peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino add of 
peptide 
seqaence 


Amino add seqnence ( X-Uoknown; **>StDp 
codon; /=possible oudeotide ddetion; V=possibJe 
oudeotide Insertion) 


5303 


10800 


A 


5626 


2 


436 


RROFEEROOEMEHVYELLENKMOL 

LOEESRLAKNEAARMAALVEAEKE 

CNLELSEKLKGVTKNWEDVPGDQV 

KPDQ\YTEALAQRDK*VPSVLFL\RL 

SFAHSQGIOOLSCSLSRT/R0*ELHY 

F*DFMGPQPKTFFSGLNFQWYPL 


5304 


10801 


A 


5627 


3 


309 




5305 


10802 


B 


5628 


454 


645 


MTCKKENFSLKLLIYFLEERMQQK 

YEASREDIYKRNTELKVEVESLKRE 

LQDKKQPSGLKPWA* 


5306 


10803 


A 


5629 


1 


294 




5307 


10804 


A 


5630 


14 


228 




5308 


10805 


A 


5631 


201 


350 




5309 


10806 


A 


5632 


262 


626 


PSARPHCFGLEAMHARSLPCWNCS 
SRRLLILAFS/WGSE/CCTRKPRIIDV ! 
VYNASNNELVRTKTLVKNCIVUDS 
TPYR\QWYESH\YALPLGRKKGAKL 

NAKISSLLEEOFOOOKLL APT A<;r PIf 

QCGRADGYVLEGKELEFYLRKUKA 
RKRQINPCFVFTHGNRGVYCFVPTF 
MLPEYMTVFSAIFPCPAKLIWGGGL 
QPLALTSASYCPETGSPHC 


5310 


10807 


A 


5633 


3 


452 




5311 


10808 


A 


5634 


26 


477 


NSTDSERTHHGARLLPDKTNVKAA 

PT\TKTYFPHFDL\SHG\SAOVKf;A4T 1 

GKKVADALTNAVA>IV\DDMP>j\AL 
SALSDLHAHKLRVDPVNFKLLSHCL 
AGGPWAAHLPRPSSTPGGATPSLEQ 
SSWASC 


5312 


10809 


A 


5635 


1 


147 1 




5313 


10810 


A 


5636 

• 


1 


503 


AAAARAARGTAGPWRSAARLPALP 
ASSLGAAAMAASAICRKOFFICHT IC 

MLRDMTGLPHNRKCFDCDORGPTY 

VNMTVGSFVCTSCSGSLRG*NPPHR 

VKSISMTTFTQQEIEFLQKHGNEVC 

PVPEQAKWASVHASISGSSASSTSS 

TPEVRPLKSLLGDSAPTLHLN 


5314 


10811 


A 


5637 


272 


360 




5315 


10812 


A 


5638 

m 


1 


1934 


WRRRRRLSRLCRLVWPVSPRTTAP 

GPRRAQYSQAAAAGSGAGGARRR 

RAAAAARAARGTAGPRRSAARLPA 

LPASSLGAAAMAASAKRKQEEKHL 

KMLRDMTGLPHNRKCFDCDQRGPT 

YVNMTVGSFVCTSCSGSLRGLNPPH 

lOVGKSISMITFTQQEIEFLQKHGNE 

VCKQIWLGLFDDRSSAIPDFRDPQK 

VKEFLQEKYEKKRWYVPPEQAKW 

ASVHASISGSSASSTSSTPEVKPLKS 

LLGDSAPTLHLNKGTPSQSPWGRS 

QGQQQEKKQFDLLSDLGSDIFAAPA 

PQSTATANFANFAHFNSHAAQNSA 

NADFANFDAFGQSSGSSNFGGFPTA 

SHSPFQPQTTGGSAASVNANFAHFD 

NFPKSSSADFGTFNTSQSHQTASAV 

SKVSTNKAGLQTADKYAALANLDN ( 
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wo 01/79449 



PCTAJSOl/08656 



SEQID 
NO: of 
nndeo-tide 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Me 
tfao 
d 


SEQID NO: 

ioUSSN 

09/770,160 


Nucleotide 
iocatioa of 
first eodon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino add of 
peptide 
sequence 


lAmino add sequence ( X«=Unknown; ^^Stop 
Icodon; >»possibJe nodeolide ddetion; >r=possible 
nodeotide insertion) 








« 






IFSAGQGGDQGSGFGTTGKAPVGSV 

VSVPSQSSASSDKYAALAELDSVFS 

SAATSSNAYl'S'1'SNASSNVFGTVPV 

VASAQTQPASSSVPAPFGRTPSTNPF 

VAAAGPSVASSTNPFOTNARGATA 

ATFGTASMSMPTGFGTPAPYSLPTS 

FSGSFQQPAFPAQAAFPQQTAFSQQ 

PNGAGFAAFGQTKPWTPFGQVAA 

AGVSSNPFMTGAPTGQFPTGSSSTN 

PFL 


5316 


10813 


A 


5639 


1 


307 




5317 


10814 

• 


A 


5640 


957 


3132 


GEEEPLWQGCSAGLPWLPAEPLCK* 

RREKPRFCAAYQRPLCGHAEKQAR 

*PLGPWCSRR\KKKGAEEEKPKRRR 

QEKQAACPFYNHEQMGLLRDEALA 

EVKDMEQLLALGKEARACPYYGSR 

LAIPAAQLWLPYQMLLHAATRQA 

AGIRLQDQWIIDEAHNLIDTrrGMH 

SVEVSGSQLCQAHSQLLQYVERYG 

KRLKAKNLMYLKQILYLLEKFVAV 

LGGNIKQNPNTQSLSQTGTELKTTN 

DFLFQSQIDNINLFKVCVPSAPQMK 

HGHCRLNPiCLVTQISNSDCPRVQRY 

CEKSMISRKLFGFTERYGAVFSSRE 

QPKLAGFQQFLQSLQPRTTEALAAP 

ADESQASTLRPASPLMHIQGFLAAL 

TTANQDGRVILSRQGSLSQSTLKFL 

LLNPAVHFAQWKECRAWIAGGT 

MQPVSDFRQQLLACAGVEAERVVE . 

FSCGHVIPPDNBLPLVICSGISNQPLE 

FTFQKRELPQMMDEVGRILCNLCG 

WPGGWCFFPSYEYLRQVHAHWE 

KGGLLGRLAARKKIFQEPKSAHQV 

EQVLLAYSRCIQACGQERGQVTGA 

LLLSWGGKMSEGINFSDNLGRCV 

VMVGMPFPNIRSAELOEKMAYLDO 

TLPRAPGOAPPGKALVENLCMKAV 

NQSIGRAIRHQKDFASWLLDQRYA 

RPPVLAKLPAWIRARVEVKATFGPA 

lAAVQKFLQWGTSLPLNHLSKLQD 

TFYPNTSNYAKGR 


5318 


10815 


A 


5641 


1 


1668 




5319 


10816 


A 


5642 


947 


2782 


GEEEPLWQGCSAGLPWLPAEPLCK* 

RREKPRFCAAYQRPLCGHAEKQAR\ 

KKKGAEEEKPKRRRQEKQAACPFY 

NHEQMGLLRDEALAEVKDNfEQLL 

ALGKEARACPYYGSRLAIPAAQLV 

VLPYQMLLHAATRQAAGIRLQDQV 

VIIDEAHNLIDTITGMHSVEVSGSQL 

CQAHSQLLQYVERYGKRLKAKNL 

MYLKQILYLLEKFVAVLGGNIKQNP 

NTQSLSQTGTELKTINDFLFQSQIDN 

INLFKVQRYCEKSMISRKLFGFIER 

YGAVFSSREQPKLAGFQQFLQSLQP 

RTTEALAAPADESQASTLRPASPLM 

HIQGFLAALTTANQDGRVILSRQGS 

LSQSTLKFLLLNPAVHFAQWKECR 

AVVL\GGTMQPVSDFRQQLLACAG 
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PCT/USOl/08656 



SEQID 
NO: of 
Ducle(K4ide 
scqaencc 


SEQID 
NO: of 
peptide 
scqoence 


Me 
tbo 
d 


SEQ ID NO: 

inUSSN 

09/770460 


Nndeotide 
location of 
Grst codoD 
for peptide 
sequence 


Nucleotide 
location of last 
codoo for last 
amloo acid of 
peptide 
sequence 


Amino add sequence ( X^Unknown; *<=Stop 
codon; A=:posable nndeotide ddetion; \Fpossible 
nndeotide insertion) 














VEAERXWEF^CGHVIPPDNILPLVI 

CSGISNQPLEFTFQKRELPQMIFQEP 

KSAHQA^QVLLAYSRCIQACGQER 

GOVTGALLLSWGGKMSEGINFSD 

NLGRCWMVGMPFPNIRSAELQEK 

MAYLIX5TLPRAPGQAPPGKALVEN 

LCMKAVNQSIGRAIRHQKDFASW 

LLDQRYARPPVLAKLPAWIRARVE 

VKATFGPAIAAVQKFHREKSASS 


5320 


10817 


A 


5643 


1143 


3233 


GEEEPLWQGCSAGLPWLPAEPLCK* 

RREKPRFCAAYQRPLRGHAEKQARX 

lOCKGAEEEKPKRRRQEKQAACPFY 

NHEQMGLLRDEALAEVKDMEQLL 

ALGKEARACPYYRSRLAIPAAQLV 

VLSYQMLLHAATRQAAGIRLQDQV 

VI1DEAHNLIDTITGMHSVEVSGS\Q 

LCQAHSQLLQYMERYGKRLKAKN 

LMYLKQILYLLEKFVAVLGGNIKQ 

NPNTQSLSQTGTELKTINDFLFQSQI 

DNINLFKVQRYCEKSMISRKLFGFT 

ERYGAVFSSREQPKLAGFQQFLQSL 

QPRTTEALAAPADESQASVPQPASP 

LMHIEGFLAALTTANQDGRVILSRQ 

GSLSQSTLKFLLLNPAVHFAQWKE 

CRAWIAGGTMQPVSDFRQQLLAC 

AGVEAERWEFSCVFGPSLAL'nGH 

VIPPDNILPLVICSGISNQPLEFTFQK 

RELPQMMDEVGRILCNLCGWPGG 

WCFFPSYEYLRQVHAHWEKGGLL 

GRLAARKKIFQEPKSAHQVEQVLL 

AYSRCIQACGQERGQVTGALLLSV 

VGGKMSEGINFSDNLGRCWMVG 

PGOAPPGKALVENLCMKAVNOSin 
RAIRHOKDFASIVLLDORYARPPVL 

AKLPAWIRARVEVKATFGPAIAAY 

QKVSPTFFFLRASPPRDfflSHCLLSA 

QFHREKSASS 


5321 


10818 


A 


5644 


3 


744 




5322 


10819 


A 


5645 


40 


126 




5323 


10820 


C 


5646 


187 


366 


MDERDSHCPYLLSSETTAKGTGLAE 

SAGKEDPVELDSSLEARVRRRRPST 

SMPLTSAPC* 


5324 


10821 


A 


5647 


1 


382 


TADCAKPVPLAWSLDSRYGQWES 

RSSIHA\VTN»ASSSSSSSSSSSVFSR\V 

YPRFIEFIHFDIQSTGQ/RITSR*HPPR/ 

DLRDALF*LNSLIPLVRTSSKSAARR 

RPNGEAPRGTAVPGADPAGGTRPR 


5325 


10822 


A 


5648 


3 


684 


QGPRAALGALFPCWAPGKYVHGV 

RAKHPRATARAPRGSP/LPPHRVSE 

KTIRWVFHRRPAGPADPAPGPSRG 

HRGGAG/EPPTYSTPLMSLHRARLE 

SSSTGSSFPADSAKPVPLAWSLDSR 

*GQWESRSS1HA\VTN*ASSSSSSSSS 

SS\FSR\VYPRFIEFLHFDIQSTGQ/RIT 

SRQHPPR/DLRDALF*LNSRIPLVRTS 

SKSAARRRPVGEAPRGTAAPGADPA 

GGP 1 
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SEQID 
NO: Of 
nocleiMide 

SC(|DCIICC 


SEQlD 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SEQID NO: 

inllSSN 

09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
scqnence 


Nodeotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino add ^eouence ( XMUnknoivii* *t^fnn 
codon; A=possiblc nodeotide deletioQ; V»possible 
oDcleotide insertion) 


5326 


10823 


A 


5649 


2 


331 




5327 


10824 


A 


5650 


3 


340 




5328 


10825 


A 


5651 


1 


94 




5329 


10826 


A 


5652 


2 


496 


ASMGCSSPLLSLLSLLVGAWLKLG 
H*TAGHAG<jAGKGDGALRPGCiRFP 

EAPLPASGMRLOPPAGEVALGAOG 

ASPPCAFNFLLWNLSIQAQLRRVRG 

QGCSWRWLVLAQAIEELLGDPALV 

PTRRQPVGRAAPAPAASSLCCADPA 

GREVTQVVWQVWNSSS 


5330 


10827 


A 


5653 


3 


997 




5331 


10828 


A 


5654 


3 


131 




5332 


10829 


A 


5655 


112 


289 


• 


5333 


10830 


A 


5656 


35 


5228 


LDPLGRMVMGIFANCIFCLKVKYLP 

QQQKKKLQTDIKENGGKFSFSLNPQ 

CTHIILDNADVLSQYQLNSIQKNHV 

HIANPDFIWKSIREKRLLDVKNYDP 

YKPLDITPPPDQKASSSEVKTEGLCP 

DSATEEEDTVELTEFGMQNVEIPHL 

PQDFEVAKYNTLEKVGMEGGQEA 

WVELQCSRDSRDCPFLISSHFLLDD 

GMETRRQFAIKKTSEDASEYFENYI 

EELKKQGFLLREHFTPEATQLASEQ 

LQALLLEEVMNSSTLSQEVSDLVE 

MIWAEALGHLEHMLLKPVNRISLN 

DVSKAEGILLLVKAALKNGETAEQ 

LQKMMTEFYRLIPHKGTMPKEVNL 

GLLAKKADLCQLIRDMVNVCETNL 

SKPNPPSLAKYRALRCKIEHVEQNT 

EEFLRVRKEVLQNHHSKSPVDVLQl 

FRVGRVNETTEFLSKLGNVRPLLHG 

SPVQNIVGILCRGLLLPKWEDRGV 

QRTDVGNLGSGIYFSDSLSTSIKYSH 

PGETDGTRLLLICDVALGKCMDLH 

EKDFSLTEAPPGYDSVHGVSQTASV 

TTDFEDDEFWYKTNQVKMKYIIKF 

SMPGDQIKDFHPSDHTELEEYRPEF 

SNFSKVEDYQLPDAKTSSSTKAGLQ 

DASGNLVPLEDVHIKGRUDTVAQVI 

VFQTYTNKSHVPIEAKYIFPLDDKA 

AVCGFEAFINGKfflVGEIKEKEEAQ 

QEYLEAVTQGHGAYLMSQDAPDVF 

TVSVGl«J>PKAKVLIKrrYlTELSILG 

TVGVFFMPATVAPWQQDKALNEN 

LQDTVEKICIKEIGTKQSFSLTMSIE 

MPYVIEFIFSDTHELKQKRTDCKAVI 

STMEGSSLDSSGFSLfflGLSAAYLPR 

KfWVEKHPEKESEACMLVFQPDLD 

VDLPDLANESEVIICLDCSSSMEGVT 

FLQAKEIALHALSLVGEKQKVNIIQF 

GTGYKELFSYPKHITSNTAAAEFIM 

SATPTMGNTDFWKTLRYLSLLYPA 

RGSRl^lLLVSDGHLQDESLTLQLVK 

RSRPHTRL\FACGIGSTANRHVLRIL 

SQCGAGVFEYFNAKSKHSWRKQIE 

DQMTRLCSPSCHSVSVKWQQLNPD 

APEALQAPAQVPSLFRNDRLLVYGF 

IPHCTQATLCALIQEKEFCTMVSTTE 



741 



WO 01/79449 

[sEQID ^EQ«> 
WO: of lNO:of 
|nocl«Htide [peptide 
seqnence |seqnenee 



PCrAJSOl/08656 

^^^^^^^^^^^^^^^^^^^^^ - "^^"^^^^^^^^^^ ^ tftp 



for peptide lafnioo add of 
[seqnence Ipeptide 



t sequence 



5334 



10831 



705657 



5335 



10832 



€1 5658 



10 
189 



5336 



5337^ 
5338 
5339 



T083rTct56^ 



54 



485 



10834 



10835 
10836 



A I 5660 
0156^ 



451 



5340 



10837 I A| 5663 



679 



5341 h^3r~lBl 5664 



94 



321 



?SSvDFLPYMSWQOg 

ISgtcadwipqsascftgppq 

HPGGFTTRPSAGTFPELDSPQLHFa. 

luSlntnglhsflkqkgiqslgvk 

SiIdliatmlvlqfirtrle^^, 
gSlmkmddpsisrnipw^ 

voASEWVRRTEGQYPSlCPRLELGN 
HYSQG 



XXXXXXXX»OODD00DD0D^ 

§SST?GSmVEDaiTVAAPS 
VFIFPPSX* 



^^^^^ 
^^^^^^ 



wo 01/79449 



PCT/USO 1/08656 



SEQID 
NO: of 
oQcleo-tide 
seqoeDCC 


SEQID 
NO: of 
peptide 
sequence 


Me 
ttio 
d 


seq ID NO: 

inUSSN 

09/770,160 


Nadeoddc 
location of 
first codon 
for peptide 
seqoeacc 


Nucleotide 
location of last 
codoa for last 
amino add of 
peptide 
sequence 


lAmioo add seqncncc ( X=^nknown* *B:StoD 
codoo; /=posdble nudeoiide deletion; V=p05Sible 
ondeotide insertion) 














YX* 


S342 


10839 


A 


5665 


3 


764 


AWLESISPTMRVPAQLLGLLLLWIP 

GSVADIMMTQTPLSLSVSPGQSASIS 

CKSSQSLLHSDGKTHVYWYLQKPG 

QSPQLLIYEVSSRFSGVPDRFSGSGS 

GTDFTLKITRVEAEDVGVYYCQQY 

NSYLLFTFGPGTKVDIKRTVAA\PSV 

FIFPP\SDEQLKSG\TASWCLL\NNFL 

FPVRRAKVQWEGGINALQSGNSQEC 

VmQDSKGSTYSLXSSTLTVSKADY 

EKHKVYACEVTHQGLSSPVTKSFN 

RGEC 


5343 


10840 


A 


5666 


1 


534 


RRPRREPWKPQRSFSSSCYS/ELPDT 

TGEIVLTQSPGTLSLSPGERATLSCR 

ASOSVSNNYLAWYOOKPGOAPRLL 

lYDTSSRATGIPDRFSGSASGTDFTL 

TISRLEPEDFAVYYCQQYGSSPPMY 

TFGQGTKLEIKRTVAAPSVFIFPPSD 

EQLKSGTASWCLLNNFYPREAKV 

QW 


5344 


10841 


A 


5667 


184 


621 


LHECISVLFPISDTTGEIVLTOSPATI 

SLSPGERATLSCRASOSVNNNYLA 

WYQQKPGQPPRLLIYDASNRITGIP 

ARFNSGSGSGTEFTFHHSAACSLKDF 

CSLFTVQQLLINWASDSPLGQGTRL 

GD/IKRTVAAPSVFIFPPSDE 


5345 


10842 


A 


5668 


156 


364 




5346 

* 


10843 


A 


5669 


2 


2143 


SSDGSWWTGFQWREWRQAGRSVN 

SWDNPKQEVRASSKDKSRGSIQEA 

MRMQSSAKLLCSAWTLAYSIAVRT 

LSSDSEGQPPLVIHRQTGSGEDLQQ 

i'KI'ULQLRVLTIRRKTNKQKGHPHQ 

NPISSRRQEITKIRAELKKIETQKPFK 

KINESRSWFFEKINKIDRLLARLIKK 

KIEKNQIDAIKNDKGNITTNPTEIQT 

TIREYYKHLYANKLEHLEEMDKFL 

DIYTLPRLNQEEVESVNRPITGSEIE 

AJINSLPTKKSPGPDRFTAELYQRYK 

EELVPFLLKLFQSIEKEGILPNSFYEA 

SIILISKPGRDTTKKENFRPISLMNID 

AKILNKILANQIQQHIKKLIHHHQV 

GFIPGMQGWFNILKSINVJHHINRTK 

DKNHMIISIEAEKAFDKIQQPFMLKT 

LNKUflTCTYLTYlJamAJYDKPTA 

NIILNGQKLEAFPFKTGTRQGCPLSP 

LLFNIVLEALARAIRQEKEDCGIQLG 

KEDVKLSLFADDMIVYLENPIVSAQ 

NLLKLISNFSEVSGYKINVQKSQAFL 

YTNNRQTESQIMSELPFTIASKRIKY 

LGIQLTRDVKDLFKENYKPLLNEIK 

EDTNKWKNIPCSWIGRINIVKMAIL 

PKTLNQKFSYWFRVNKHYIHQRTFP 

LKETEFNTIATLYNGASP/RTAPKST 

GTNGHQASGLPRF»R1AFCSALVKS 

KRKLYQGYLPGQTDRREEGVSWCP 

GGP 


5347 


10844 


A 


5670 


1 


2781 




5348 


10845 


A 


5671 


1 


2988 





743 



wo 01/79449 
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SEQDO 
NO: of 

seqacnoc 


SEQID 
NO: of 

[IC|HWIC 

scqnence 

• 


M< 

the 

A 
CI 


: SCQIDNO: 


Nucleotide 
locatioa of 
11 nMGOooo 
for peptide 
sequence 


INudeotide 
llocatioQof last 
[codon for last 
lamiBO acid of 
jpeptide 
fsequeDcc 


AiuiDO add scqacocc ( X^nkoown; '^stop 
codoo; A=possible nucleotide ddetioD;V=^)ossible 
nudeolidc lasertioo) 


5349 


10846 


A 


5672 




3516 




5350 


10847 


A 


5673 




2850 




5351 


10848 


A 


5674 




2850 




5352 


10849 


A 


5675 




3087 




5353 


10850 


A 


5676 




3111 




5354 


]0851 


A 


5677 




2742 




5355 


10852 


A 


5678 




3474 




5356 


10853 


B 


5679 


• 


3264 


MGDFNTPLSTLDRSMRQKVNKDTQ 

ELNSALHQADLIDIYRTLHPKSTEYT 

FFSAPHHTYSKTDHIVGSKALLSKC 

KRTEirmCLSDHSAIKLELRIKNLTQ 

NRSTTWKLNNQLLNDYWAHNEMK 

AEIKMFFETNENKDTTYQNLWDTF 

KAVCRGKFIALNAHKRKQERSKIDT 

LTSQLKELEKQEQTHSKASRRQEIT 

KIRAELKEIETQKILQKINESRSWFF 

ERINKIDRPLARLIKJCKREKNQIDAI 

KNDKGDITTDPT1BIQNTIREYYKHL 

Y^>IKl^LEE^IDmJDTYTLPRLN 

QEEVESLNRPITGPEIVAIINSLPTKK 

SPGPDGFTAKFYQRYKEELVPFLLK 

LFQSIEKEGILPNSFYEASULIPKPGR 

DTTKKENFRPISIJ^IDAKILNKILA 

KRIQQHIKKUHHDQVGFIPGMQGW 

FNIHKSINVIQHINRPKDKNHMIISID 

AEKAFDKIQQPFMLKTLNKLGIDGT 

YFKIISAIYDKPTANIILNGQKVEAFP 

LKTGTRQGCPLSPLLFNIVLEVLAR 

AIRQEKEIKGIQLGKEEVKLSLFADD 

MIVYLENPIVSAQNLLKLISNFSKVS 

GYKINVQKSQAFLYTNNRQTESQIM 

SELPFTIASKRIKYLGIQLTRDVKDL 

FKENYKPLLKEIKEDTNKWKNIPCS 

WVGRJNIVKMAILPKVIYRFNAIPIK 

LPM ilFrELEKTTLKFlWNALrnCSI 

LSQKNKAGGITLPDFKLYYKATVT 

KTAWYWYQNRDIDQWNRTEPSEIT 

PHIYNYLIFDKPEKNKQWGKDSLLN 

KWCWENWLAICRKLKLDPFLTPYT 

KINSRWIKDLNVRPKTIKTLEENLGI 

TIQDIGMGKDFMSKTPKAMATKAK 

IDKWDLIKLKSFCTAKQTTIRVNRQ 

PTKWEKIFATYSSDKGLISRIYNELK 

QIYKKKTNNPIKKWAKDMNRHFSK 

EDH'AAiaaiMiafCCSSSLAIREMQIK 

TTMRYHLTPVRMAIIKKSGNNRTW 

EYNILCSLVPLLCSLLWLHLTDHHL 

KEDRTKHLTASDNLEKTELSRWKE 

RALLYEHRVLRPAIDSQHSCAPRRI 

QGHLVCGSDLTGFMDDVAVILIDVS 
PF* 


5357 


10854 


A 


5680 


1 


3780 






1 AO CC 

10855 


A 


5681 


1 


3290 


MGELITPLSTLDRSTRQKVNKDTQE 

LNSALHQGDLIDIYRTLHPKSTEYTF 

FSAPHHTYSKIDHILGSKALLSKCKR 

HEIITNYLSDHSAIKLELRIKNLTQN 

RSTTWKLNNLLLNDYWIHNEMKAE 
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S£Q1D 
NO: of 
DodcfMide 
seqnence 


SEQID 
NO: or 
peptide 
seqococe 


Me 

tbo 
d 


S£Q ID NO: 

inllSSN 

09/770.160 


Nodcotide 
location of 
first codoD 
for peptide 
sequence 


Nodeotidc 
locatioo of last 
codon for last 
amioo add of 
peptide 
sequence 


Aroloo add scqoeoce ( X^^Uoknowo; *=6top 
codoo; A=pos5ible nudcotide ddetion; V^possibk 
ODdeotide insertioD) 








• 






IKMFFETNENKDTTYQNLWDAFKA 

VCRGKFIALNAHKRKQERSKIDTLT 

SQLKELEKQEQTHSKASRRQEITKIR 

AELKEIETQKTLQKINESRSWFFERI 

NKIDRPIARLIKKKREKNQIDTIKND 

KGDIATNPTEIQTTIREYYKHLYAN 

KLENLEEMDKFLDTYTLPRLNQEE 

VESLNRPITGAEIVAIINSLPTKKSPG 

PDGFTAESYQRYKEELVPFLLKLFQ 

SIEKEGILPNSFYEASnLIPKPGRDTT 

KKEfnTlLISLMNIDAKILNKILANRI 

QQHIKKLIHHDQVGFIPGMQGWFNI 

RKSINVIQHINRAKDKNHMnSIDAE 

KAFDKIQQPFMLKTLNKLGIDGTYF 

KIIRAIYDKPTANIILNGQKLEAFPLK 

TGTRQGCPLSPLLFNIVLEVLARAIR 

QEKEIKGIQSGKEEVKLSLFADDMI 

VYLENPIVSDQNLLKLISNFSKVSGY 

KINVQKSQAFLYTNNRQTESQIMSE 

LPFTIASKRIKYLGIQLTRDVKDLFK 

ENYKPLLKEIKEDTNKWKNIPCSW 

VGRISIVKMAILPKVIYRFSAIPIKLP 

MTFFTIELEKTTLKnWNQKRARIAK 

AILSQKNKAGGITLPDFKLYYKATV 

TKTARYWYQNRDIDQWNRTEPSEI 

TPHIYNYLIFDKPEKNKQWGKDSLF 

NKWCWENWLAICRKLKLDPFLTPY 

TKINSRWIKDLNIRPKTIKTLEENLG 

STIQDIGMGKDFMSKTPKAMATKD 

KlDIWDLIKLKSFCTAKH'nmVNGQ 

PTKWEKIFATYSSDKGLISRICNELK 

QIYKKKTNNPIKKWAKDMNRHFSK 

EDIYAAKKHMKKCSSSLAIRQMQIK 

SVMFTTSAAMLSDPWGLRKGLGRF 
MFSCKTrEGNOLEAGAAEOSLYAL 
PKPSDLQT 


5359 


10856 


A 


5682 


1 


3780 




5360 


10857 


A 


5683 


1 


2877 




5361 


10858 


A 


5684 


1 


3126 




5362 


10859 


A 


5685 


3 


3244 




5363 


10860 


A 


5686 


1540 


3288 


SSGLHPWDARLVQYTQINKCNPAY 

KQSQRQKPHYYQLEAFPLKTGTRQ 

QPFMLKT/LYSrVLEVLARAIRQKKE 

IKGIQLGKEEVICLSLFADDMIVYLE 

NPIVSAQNLLKLISNFSKVSGYKINV 

QKSQAFLYTKNRQTESQIMSELPFTI 

ASKillKYLGIQLTRDVKDLFKENYK 

PLLKEIKEDTNKWKNIPCSWVGRIN 

IVKMAlLPKVIYRFNAIPIKLPMTFKr 

ELEKTTLKFIWNOKRARIAKSILSOK 

NKVGGITLPDFKLYYKATVTKTAW 

YWYQNRVIDQWNRKEPSEITPHTY 

NYLIFDKPEKNKQWGKDSLFNKWC 

WENWLAICRKLKLDPFLTPYTFCINS 

RWIKDLNVRPKTIKTLEENLGITIQD 



745 
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PCTAJSOl/08656 



SEQID 
NO: of 
nadeo-tide 
scqnenoc 


SEQ-ID 
NO: of 
peptide 
scqneocc 


Me 
tfao 
d 


SEQ ID NO: 

ioUSSN 

09/770,160 


Nucleotide 
location of 
first eodon 
for peptide 
sequence 


Nucleotide 
location of last 
codoQ for last 
antino add of 
peptide 
seqoence 


Amino add scqoence ( X«=UnknowD; *^op 
codon; ^possible nucleotide ddetioo;\Fpossible 
nndeotidc inscrtioo) 














IGMGKDFMSKTPKAMATKAKIDK 

WDLIKLKSFCTAKETTIRVNRQPTT 

WEKU-ll'YSSDKGUSRIYNELKQIY 

KKKTNNPIKKWVKDMNRHFSKEDI 

YAAKKHMKKCSSSLAIREMQIKTT 

MRYHLTPVRMAIJKKSGNNRCWRG 

CGEIGTLLHCWWDCKLVQPLWKSV 

WRFLRDLELEIPFDPAIPLLGIYPND 

YKSCCYKDTCT 


5364 


10861 


A 


5687 


1182 


3406 

■ 


YQSLAETQPKKENFRPISLMNIDAKI 

LNKILAKRIQQHIKKLIHHDQVGFIP 

GMQGWFNIRKSINVTQHINRAKDK 

NHMIISIDAEKAFDKIQQPFMLKTLN 

KLGIDGTYFKIIRAIYDNPTANIILNG 

QKLEAFPLKTGTRQGCPLSPLLFNIV 

LEVLARAIRQEKEIKGIQLGKEEVK 

LSLFADNMIVYLENPIVSAQ>a.LKLI 

SNFSKVSGYKINVQKSQAFLYTNNR 

QTESQIMSQLPFTIASKR1KYLGIQLT 

RDVKDLFKENYKPLLKEIKEDTNK 

WKNIPCSG\EGRINIVKMAILP/KELE 

KTTLKFIWNQKRAHIAKSILNQKNK 

AGGITLPDFKLYYKATVTKTAWYW 

YQNRDIDQWNRTEPSEITQHIYSYLI 

FDKPEKNKQWGKDSLFNKWCWEN 

WLAICRKLKLDPFLTPYTKINSRWI 

KDLNVRPKTIKTLEENLGmQDIGM 

GKDFMSKTPKAMATKDKIDKWDL 

VKLKSFCTAKETTIRVNRQPTKWEK 

IFATYSSDKGLISRIYNELKQIYKKK 

TNNPKKWAKDMNRHFSKEDIYAA 

KKHNfKKCSSSLAIREMQDCrnviRY 

HLTPVRMAIIKKSGNNRCWRGCGE 

TGTLLHCWWDCKLAOPLWKSVWR 

FLRDLELEIPFDPAIPLLGIYPNDYKS 
CCYKDTCTRMFIAALFTIAKTWNQP 
KCPTIIDWIKKMWHIYTMEYYAAIK 
NDEFVSFVGTWMKLEniLSKLSQEQ 
KTTHRIFSLIGGN 


5365 


10862 


A 


5688 


1 


7578 




5366 

» 


10863 


A 


5689 


16775 


19999 


KMIKGISPPIPQKYKTTIREYYKHLY 

ANKLENLEEMDKFLDTYTLPRLNQ 

EEVESLNRSITGSEIEAIINSLPTKKSP 

GPDGFTAEFYQRYKEELVPFLLKLF 

QSIEKEGILPNSFYESSSILIPKPGRDT 

TKKENFRPISPISLMNroAKn2«ILA 

KRIQQfflKJOMHHDQVGFIPGMQG 

WFNIRKSINVIQHINRAia>KNIlMnS 

roAEKAFDKIQQPFMLKTLNKLGID 

GTYFKURAIYDKPTANIILNGQKLE 

AFPLKTGTRQGCPLSPLLFNIVLEVL 

ARAIRQEKEIKGIQLGKEEVKLSLFA 

DDMIVYVENPIVSAQNLLKLISNFS 

KVSGYKINVQKSQAFLYTNNRQTE . 

SQIMSELPFTIASKRIKYLGIQLTRD 

VKDU^KENYKPLLKEIKEDTNKWK 

NIPCSWVGRIhrrVKMAILPKVIYRF 

NAIPIKLPMPFFTELEKTTLKFIWNQ 
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wo 01/79449 PCT/USOl/08656 



ISEQID 
NO: of 
loadeo-tidc 
Iseqaeoce 


[SEQID 
NO: of 
Ipcptide 
jseqiiCQCc 


M( 
the 
d 


I SEQIDNO: 
i ioUSSN 
09/770,160 


INadcotide 
llocatioo of 
Ifint codon 
{for pqitldc 
Iscqaeiiee 


iNodeotide 
1 location of last 
Icodon for last 
laoiinoaddof 
(peptide 
Iseqnence 


1 Amino add scqueoce ( X=Unkttown; *==Stop 1 
Icodon; A=possible nndeotidc ddetion; V=possible 
jnudcotidc insertion) 














KRARIAKSILRQKNKAGGITLPDFK 

LYYKATVTKTAWYWYQNRDIDQW 

NRTEPSEITPHIYNYLIFHKPEKNKQ 

WGKDSLFNKWCWENWLAICRKLK 

LDPFLTPYTKINSRWIKDLNVRPKTI 1 

KTLEENLGITIQDIGMGKDFMSKTP 

KAMATKDKIDKWDUKLKSFCTAK 

ETTITVNRQPTKWEKIFATySSDKG 

LISRmiELKQIYK\KKTNNPIKKWA 

RDNDmHFSKEDIYAAKKHMKKCSS 

Slj\lREMQIKTTMRYHLTPVRNfAIl 

KKSGNNRSWYFEKINKIDRLLARLI 

KKKREKNQIDAIKNDKGDrJTDPTEI 

QTTTREYYKHLYANKLENLEEMDK 

FLDTYNLPRLKQEEVESLNRPIRGSE 

IVAIINSLPTKKSPGPDGFTAEFYHR 

YKEELVPLLLKLFQSIEKEVILPNSF 

YEASIILIPKPDRDTAKKENFRPISLM 

NIDAK1LNKILA>JRIQQHIKKLIHHD 

QVGFIPGMQGWFNIRKSVNVIQHIN 

RTKDKNHMDSIDAEKSFDKIQQHF 

MLKTLNKLGIDGSYLKIIRATYDKP 1 

TANllLNGOKLEAFPLKTGTRHGCP 
LSPLLFNIVLEVLARAIRQEKEIKGIQ 
LGKEEVKLSLFIDDMIVYLENPUSA 
Q^^LUalSNFSSLRIQNQCTKITSILV 

Ihq 


5367 1 


10864 


A 


5690 1 


1 78 


308 




5368 


10865 


A 


5691 


1 


611 


GASLGGFLAQKFAEYTHKSPRVHSL 

ILCNSFSDTSIFNQTWTANSFWLMP 

AFMUCKIVUSNFSSGPWPMMADA 

IDFMVDRLESLGOSELASRLTLNCO 

NSYVEPMORDIPVTIMNDVFDQSAL 

STEAKEEMVQA\YPNA\RRAHLKTG 

GNFPYLCRSAEGhALMVQIHLLQFH 

GTKYAAIDPSMVSAEELEVQKGSL 

GISQEEQ 


5369 


10866 


A 


5692 


3 


301 




5370 


10867 


A 


5693 


75 


361 1 




1 5371 j 


10868 


A 


5694 


3 


356 




5372 


10869 


A 


5695 


1 


583 


SPLAAKSPPSLHLLE/AFKMTSSSPE 

RHIFGEDRWSEQPQVGTLEEKNDV 

VEALTGSAASRLRGGTSSRRLSSTP 

LPKAKRSLESEMYLEGLGRSHIASP 

SPCPDRMPLPSPTESRHSSSBPPVVSSP 

PEQKVGLYRRQTELQDKSEFSDVD 

KLAFKDNEEFESSFECVDQKQIEEQ 

KEEEKIREQQVKBRRQR | 


5373 


10870 


A 


5696 


306 r 


4412 


RLMMAQSNMFTVADVLSQDELRK 

KLYQTFKDRGILDTLKTQLRNQLIH 

ELMHPVLSGELQPRSISVEGSSLLIG 

ASNSLVADHLQRCGYEYSLSVFFPE 

SGLAKEKVFTMQDLLQLIKINPTSSL 

YKSLVSGSDKENQKGFLMHFLKEL 

AEYHQAKESCNMETQTSSTFNRDS 

LAEKLQLIDDQFADAYPQRIKFESL 

EIKLNEYKREIEEQLRAEMCQKLKF 

FKDTEIAKDCMEAKKKYEKELTMF | 
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PCT/DSOl/08656 



ISEQIJ) 
InO: of 
iDudco-tide 
iseqacnce 


ISEQID 
NO: of 
1 peptide 
Iseqaenee 


Me 
dio 
d 


S£Q ID NO: 

inUSSN 

09mO,I60 


Nitdeotide 
location of 
first eoddn 
Tor peptide 
sequence 


Nadeotide 
location of last 
codon for last 
amino add of 
peptide 
sequence 


Amino add sequence ( X=Cinknown; *^StDp 
codon; A^possiUe nucleotide ddetion;>=passibIe 
nudcotide inscrtioo) 










— I 




QNDFEKACQAKSEALVLREKSTLB 

RIHKHQEIETKEIYAQRQLLLKDMD 

LLRGREAELKQRVEAFELNQKLXJE 

EKHKSITEALRRQEQNIKSFEETYDR 

KLKNELLNFHRLHGVCLALGILI»L 

WQVLEFGGSSPQECFYFLLEPKGQL 

VTAGKGK*NCENVPFGIANPDIMLL 

AVGSQDCA*SLSTKVLTLVGGGQM 

VQVDWK»PSDYHLGLSLLCAV*I*F 

TPLLFVSVETN* KVIAFSK*PYDNTT 

LHFV*LSFGTQFIGSRKGFTGHFMFR 

GYIPGFSIEDFEVYKLSCLAPSGAPV 

P*ISSC1'DNSLSRKMPEELIFSHSDS\ 

RYQLELKDDYIIRTNRLIEDERKNK 

EKAVHLQEELIAINSKKEELNQSVN 

RVKELELELESVKAQSLAITKQNHM 

LNEKVKEMSDYSLLKEEKLELLAQ 

NKLLKQQLEESRNENLRLLNRLAQP 

APELAVFQKELRKAEKAIVVEHEEF 

ESCRQALHKQLQDEIEHSAQLKAQI 

LGYKASVKSLTTQVADLKLQLKQT 

QTALENEVYCNPKQSVIDRSVNGLI 

NGNWPCNGEISGDFLNNPFKQENV 

LARMVASRITNYPTAWVEGSSPDS 

DLEFVANTKARVKELQQEAERLEK 

AFRSYHRRVIKNSAKSPLAAKSPPS 

LHLLEAFKNITSSSPERHIFGEDRW 

SEQPQVGTLKEERNDWEALTGSE 

ASRLRGGTSSRRLSSTPLPKAKRSVL 

ECEMYLEGLGRSHIASPSPCPDRMP 

LPSPTESRHSLSIPPVSSPPEQKVGLY 

RRQTELQDKSEFSDVDKLAFKDNE 

EFESSFEFNSFNYENTLTSKYVAKW 

LCWELHRILLGKGAPSYFGFSSRAP 

VSCPHTALPFFVLVLLLRTHGTIVPH 

AAAGNMPRQLEMGGLSPAGDMSH 

VDAAAAAVPLSYQHPSVDQKQIEE 

QKEEEKIREQQVKERRQREERRQSN 

LQEVLERERRELEKLYQERKMIKF.S 

LKIKIKKELEMENELEMSNOEIKDK 

SAHSENPLEKYMKnOOEODOESAD 

KVPVPWAGQSVGGGHPGLPWLNFL 

GRESVFSIEDKKSSKKMVQEGSLVD 

TLQSSDKVERHCIDPLWRTQQQGTI 

LEAETGPSPDIEPASAFLDLRLPSL 


5374 


10871 


A 


5697 


3 


721 




5375 


10872 


A 


5698 


3 


265 




1 5376 1 


10873 


A 


5699 


2 


216 




5377 


10874 


A 


5700 


3 


268 




1 5378 1 


10875 


A 


5701 . 


2 


465 




5379 


10876 


A 


5702 


1 


196 




1 53S0 1 


10877 


A 


5703 


2 


213 




5381 


10878 


A 


5704 


1 


438 


LQTWGPKQVC/SFFRRGGFEERVLL 
KNIRENGITGALLPCLDESRFENLGV 

sslgerkkllsyiqrlvqihvd™k\ 
vgylagclvhalgekqpelqiserd 

VLCVQUGLCHDLGHGPFSHMFDG 
RFIPLARPEVKWTVCIHTVNSQ 
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SEQID 
NO: of 
Dudco-tidc 
scqococe 



SCQID 
NO: of 
peptide 
sequence 



Me 
tfao 
d 



SEQ ID NO: 

inUSSN 

09/770,160 



Nodeotide 
locatioD of 
Grst codoo 
for peptide 
iscqueQCc 



Nodeotide 
loeatioa of last 
codon for last 
amino add of 
peptide 
iscqaence 



r 



Amino add sequence ( X^HJoluiown; *»^top 
codoa; A=possible ondeotide ddetion; V^possiMe 
nodeotide insertioo) 



5382 



10879 



5705 



1925 



5383 



10880 



5706 



330 



590 



5384 



10881 



5707 



139 



5385 



10882 



5708 



126 



5386 



10883 



A 5709 



157 



5387 



10884 



5710 



85 



489 



EKPLRWDSHLSCMLCWQAGFEAEQ 
KVSGSSRKLAISHALLEMLTPPPAG 
AMIPPPPSLPGPPRPGMMPXAPHMG 
GPPMMPMMGPPPPGMMPVGPAPG 
MRPPMGGHMPMMPGPPVTRPPARP 
MMVPTRPGMTRPDR 



5388 



10885 



5711 



235 



874 



WRRSGFLFCLFVLFLSSMNSASVD 

GHLSGCRLFLFLSPLFRFYCDYCDT/ 

YLSPHDSPSVRQTHCSGKXKHIENV 

KDYYQK\WMEK\QSQSLIVDKTrA\A 

FQQGK1PPTPFSAPPP\AGA\M1PPPPK 

/SFPGPPSPLV*MPKHPHMGGPFPW 

M\PMMGPSFLLGDGWPVG\PASGEL 

RPVPMGVGHYCQLIAWGPPMDVGPS 

CPFH*WCPLGPGMTRPDR 



5389 



10886 



5712 



406 



FRSPADPPVHCDKE*VLEVQREDED 

YHDSAKEKDEEDDSITRLLEVFELEA 

YSLSHNDYDGIKKLLQQLFLKAPVN 

TAELTNFLIQQNHIGSVIKHTDVS*D 

SIDDMDEDEAFGFISLLNLPDRKGT 

QCGEQIQE 



5390 



10887 



5713 



379 



AVERGVPHPFDSPVQRDEEEEKEVD 

TEDDDDDDSDQEKDDEDNALDEEV 

NIEFXEAYSLSYNDYDGlKKLLPQLn 

AAPVNTAKLPDLLIQQNHIGSAIKQ 

TDVSEDSNDDMDEEEASYSIDRLYN 



5391 



10888 



B 



5714 



65 



188 



MWGFRIPADALIQRDEEEEKEVLNE 
DEDDDDSDKEKDEEDRX* 



5392 



10889 



5715 



365 



5393 



10890 



5716 



356 



5394 



10891 



5717 



168 



5395 



10892 



5718 



281 



422 



5396 



10893 



5719 



107 



5397 
5398 



10894 



5720 



291 



10895 



5721 



5399 



1260 



10896 



5722 



122 



390 



WRTAAFWAFTYFLGDIILLTDVVIH 

EDQWIGETVLQSTFSSQLLNLGSYS 

SIQPEEYSSWCEWLQDLLAYVSS 

KHSYLRDLPPRQPQRVNSIDFV\EL\ 

EHLQPDVLVHGSTKELLDFTILTEG 

SAnrSYRGQKQ\KKVMLTV\DQAQG 

QHYALVLWGS WGQPGYPQLQRKK 

GYIWEFKYLFVQCNYTLENLELHTT 

PWSSCECLFDDDIRAITFKAKFQKS 

APSFVKISDLATHLEDKCSGVVLIK 

AQISELAFPITASQKIALNAHSSLKSI 

FSSLPNIVYTGCAKCGLELETDENRI 

YKCK^FSCLPFITSiKKIYYRPALMTAI 

DGRHDVCIRVESKLIEKILLNISADC 

LNRVIVPSSEITYGMVVADLFHSLL 

AVSAEPCVLKIQSLFVLDENSYPLQ 

QDFSLLDFYPDIVKHGANARL 

TFCVRSGLLDFAFPEPWRWGEKWK 
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SEQ ID 
NO: of 
Dudeo-tide 
scqoCDce 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SEQ ID NO: 

ioUSSN 

09/770,160 


Nucleotide 
locatioD or 
first codoo 
for peptide 

aClfllCIIGC 


Nadeotide 
locatioD of last 
codon for last 
amino add of 
pepooe 
sequence 


Amioo add sequence ( X^nfcnowo; *=Stop 
codoo; ^=possible nodeotide ddetion;\Fpossible 
oudeotide Insertion) 














NWPESLEVWVLVLAVPLTHCDLGI 
LCCEDISQVLHVSQQI*PtRPGKR*L 
LGCAEWLSSSASPG 


5400 


10897 


A 


5723 


605 


902 




5401 


10898 


A 


5724 


116 


470 




5402 


10899 


A 


5725 


1 


9786 




5403 


10900 


A 


5726 


10996 

* 


13825 

• 


MLTLRTRRSDGKMKSGFILGLSRAR 

SSFPMTKKRATPGHCRDPLEGHLRF 

LKNIILPVYDKSLWDFLKLDVTTSIG 

RRQHLRVSTAFVYTKNPNGYSFSIP 

VKVLADKFITPGLKLNDLNSVLVM 

PTFHVPFTDLQVPSCKLDFREIQIYK 

KLRTSSFALNLPTLPEVKFPEVDVLT 

KYSQPEDSLIPFFEITVPESQLTVSQF 

TUPKSVSDGIAALDLNAVANKIADF 

ELPTIIVPEQTIErPSfKFSVPAGIVIPS 

FQALTARFEVDSPVYNATWSASLK 

NKADYVETSLDSTCSSTVQFLEYEL 

im.GTHKIEDGTLASKTKGTLAHR 

DFSAEYEEDGKFEGLQEWEGKAHL 

NIKSPAFTDLHLRYQKDKKGISTSA 

ASPAVGTVGMDMDEDDDFSKWNF 

YYSPQSSPDKKLTTFKTELRVRESDE 

ETQIKVNWEEEAASGLLTSLKDNVP 

KATGVLYDYVNKYHWEHTGLTLR 

EVSSKLRRNLQNNAEWVYQGAIRQ 

IDDIDVRFQKAASGTTGTYQEWKD 

KAQNLYQELLTQEGQASFQGLKDN 

VFDGLVRVTQKFHMKVKHLIDSLID 

FLNFPRFQFPGKPGIYTREELCTMFI 

REVGTVLSQVYSKVHNGSEILFSYF 

QDLVTTLPFELRKHKLIDVISMYREL 

LKDLSKEAQEVFKAIQSLKTTEVLR 

NLQDLLQFIFQLIEDNIKQLKEMKFT 

YLINYIQDEINTIFNDYIPYVFKLLKE 

NLCLNLHKFNEFIQNELQEASQELQ 

QIHQYIMALREEYFDPSIVGWTVKY 

YELEEKIVSLIKNLLVALKDFHSEYI 

LSILTDPDGKGKEKIAELSATAOEII 

KSOAIATKKIISDYHOOFRYKLODF 

SDQLSDYYEKFIAESKRLIDLSIQNY 

HTFLIYITELLKKLQSTTVMNPYMK 

LAPGELTUL 


5404 


10901 


A 


5727 


3 


182 




5405 


10902 


A 


5728 


2 


221 




5406 


10903 


A 


5729 


577 


722 




5407 


10904 


A 


5730 


3 


176 




5408 


10905 


A 


5731 


1 


496 


LLGVAPSRAFQEEILR/DRASFHE/RP 
NLFALKHPTSKAECTAEKCYRVTK 

GRGIFPSGSPFKSVTLEDGKTFIPGO 

GNNAYVFPGVALGVIAGGIRHIPDEI 

FLLTAEQIAQEVFEQHLSQGRLYPP 

LSTIRDVSLRIAIKVLDYAYKHNLDS 

YTWPKEAMNVQTV 


5409 


10906 


A 


5732 


228 


448 




5410 


10907 


A 


5733 


3 


1877 


EGEDRGLPRTMGAALGTGTRLAPW 



750 



wo 01/79449 



PCTAJS01/086S6 



SEQ ID 
NChof 
ODcIeo-ddc 
scqoeoce 


SEQ ID 
NO: of 
peptide 
seqaence 


iMc 
Itfao 
Id 


1 SEQ ID NO: 
» inllSSN 
09/770,160 


INocleotide 
llocation of 
IGrst codon 
[for peptide 
Iscquence 


iNDcieotidc 
llocatioo of last 
Icodon for last 
lamiao acid of 
{peptide 
Iscqnence 


Amino add sequence ( X»Uoknowo; *"Stop 
codon; A^^possible nucleotide deletibn; \=possible 
nucleotide Insertion) 












1 t 
1 ■ 


PGRACGALPRWTPTAPAQGCHSKP 

GPARPVPLKKRGYDVTRNPHLNKG 

MAFTLEERLQLGIHGLIPPCFLSQDV 

QLLRIMRYYERQQSDLDKYIILMTL 

QDRNEKLFYRVLTSDVEKFMPIVYT 

PTVGLACQHYGLTFRRPRGLFITIHD 

KGHLATMLNSWPEDNIKAWVTDG 

ERELGLGDLGCYGMGIPVGKLALYT 

ACGGVNPQQCLPVLLDVGTNNEEL 

LRDPLYIGLKHQRVHGKAYDDLLD 

EFMQAVTDKFGINCLIQFEDFANAN 

AFRLLNKYRNKYCMFNDDIQGTAS 

VAVAGILAALRITNNICLSNHVFVFQ 

GAGEAAMGIAHLLVMALEKEGVPK 

AEATRKIWMVDSKGLIVKGRSHLN 

HEKEMFAQD\HPESNSLDEVVRLVK 

PTAIIGVAAIAEA\FTEQILRNMASF\ 

RRAPnFALSNPPRKAECTAVEKCYR 

VTEGPRGFFASG\SPF*GVLIWEMGK 

TFIPGGRGNNA\YVFPG\VATG\VIA\ 

GGIRHIP\DEIFLLDSRAKLPQEVSEQ 

HLXSQGRLYPPLSTrRDVSLRIAIKVL 

DYAYKHNLV\SYYPEPKDKEAFCKI 

PGSYTPDYDSFYTA^SYIWAQGKA 
MNVQTV 


5411 


10908 


A 


5734 


14 


1 304 




5412 


10909 1 


A 


5735 


' ^ 1 


413 




5413 


10910 


A 


5736 




328 




5414 


10911 

t 1 


A 


5737 


■ ^ 1 


472 


VTEFAKTCVADESAENCDKSLHTLF 

GDKLCTVATLRETYGEMADCCAK 

QEPERNECFLQHKDDNPNLPRLVRP 

EVDVMCTAFHDNEETFLKKYLYEI 

ARRHPYFYAPELLFFAK/RLDELRD 

EGKASSAKQRLKCASLQKFGERAF 

KAWARLSQRFP 


5415 


10912 


A 


5738 


1 


2975 


MKWVTFISLLFLFSSAYSRGVFRRT 

PLGPASSLPQSFLLKCLEQVRKIQGD 

GAALQEKLCATYKLCHPEELVLLG 

HSLGIPWAPLSSCPSQALQLAGCLS 

QLHSGLFLYQGLLQALEGISPELGPT 

LDTLQLDVADFATTIWQQMEELGM 

APALQPTQGAMPAFASAFQRRAGG 

VLVASHLQSFLEVSYRVLRHLAQPG 

GGGDAHKSEVAHRFKDLGEENFKA 

LVLIAFAQYLQQCPFEDHVKLVNEV 

TEFAKTCVADESA*/ENCDKSLHTLF 

GDKLCTVATLRETYGEMADCCAK 

QEPERNECFLQHKDDNPNLPRLVRP 

EVDVMCTAFHDNEETFLKKYLYEI 

AR^RHPTCL<U^ELLFFAK^RYKAAFI^ 

ECCQAADKAACL\LPKLDEL\RDEG 

KASiSAKQRLKCASLQKFGRKSFSK 

HGAVARL\SQEVFPKLEFCQEVSQV 

* WTGL* PKFPHGNaCHGRSCFECC 

WMDRyRRDLWPKYILWKIQDFDLP 

S*TGRDCC\EKPLVWGKIPTCICRK 

WEN*WRLPGLDFAFH*ACLIFVWK 

VKGCFGQNYCLRAKDVFPGACFLY 



751 
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PCT/USOl/08656 



SEQID 
NO: of 
Dodeo-tidc 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Imc 

Itlia 
d 


; SEQID NO: 
> idUSSN 
09/770460 


INacleotide 
llocatloD of 
Ifirst codOD 
[for peptide 
Iscquencc 


INudeotide 
llocation of last 
Icodon for last 
larofoo add of 
1 peptide 
IseqacDCc 


Amino add scqncocc ( X=(;nkoowD; *^top 
codon; ^=po$sibIe nudcotide ddetioD; V=po$sible 
nudeotide insertion) 














\DYARRAS*FTLFVPAAEDLPRTYET 

n.EECCAAADPHECYAKVFDEFKPL 

VEEPQNLIKQNCELFEQLGEYKFQN 

AXLLVRYTVKKVFQVSTPTLVEVSRN 

LGKVGSKCCKHPEAKRMPCAEDYL 

SWLNHLCVLHEKTPVSDTVTKCC 

TESFVNTPPCFSALEVDETYVPKHF 

NAETFTFHAHISTLSQKERQIKKQT 

ALVDLVKHKPKATKEQLKAVMDD 

FAAFVEKCCKADDKETCFAEEGKK 

LVAASQAALGLTPLGPASSLPQSFL 

LKCLEQVRKIQGDGAALQEKLCAT 

YKLCHPEELVLLGHSLGIPWAPLSS 

CPSQALQLAGCLSQLHSGLFLYQGL 

LQALEGISPELGPTLDTLQLDVADF 

ATTIWQQMEELGMAPALQPTQGA 

MPAFASAFQRRAGGVLVASHLQSF 

LEVSYRVLRHLAQP 


5416 


10913 


A 


5739 


132 


918 




5417 


10914 


A 


5740 


59 


335 




5418 


10915 


A 


5741 


219 


642 


KGWFLGAFHKL\KTMKHLUXTMiG" 

(7VF*VKSQGVNDN\EEGFFSARGHR 

P\LDKKREEAP\SLRPAPPPISGRWA1 

RASSQPKQLATSKGK*ERKSPWIAG 

KWFSRLDPDLGXWCCSLQGCSVC 

QGGFFLTTRGKGPFQELW 


5419 


10916 


A 


5742 


' 1 


^359 




5420 


10917 


A 


5743 


1 


1 322 




5421 


10918 1 


A 


5744 1 


2 


862 


FVDGKLHGRGSTDDKGPVAGWINA 

LEAYQKTGQEIPVNAARFCLEGMEE 

SGSEGLDELIFARKDTFFKDVDYVC 

ISDNYWLGKKKPCITYGLRGICYFFl 

EVECSNKDLHSGVYGGSVHEAMTD 

LILLMEEHKLYDDIDFDIEEFAKDV 

GAQILLHSHKSHLHLDLLPVWRLL 

GQALFHTAHFPDNIPSSSKDILNfHR 

WRYPSLSLHGIEGAFSGSGAKTVBP 

RKWGKFSIRLVPNMTPEWGEQA 

CGAGTRESMSSLGYPSRAEDDSGLS 
ALPSQPQPFILYAT | 


5422 


10919 


A 


5745 


455 


601 


SLAICGSCPFLKTFTITGVFLSSL^YD 
PSKPALTGRMILSQFVLLNKK 


5423 


10920 


A 


5746 


25 


458 




5424 


10921 


A 


5747 1 


3. 


396 




5425 


10922 


A 


5748 


2 


797 


AGPAALGGAGLCRAADAGLCSAGC 

GFVKWKNKAYFKRYQVKFRRRVR 

KGKT\DYYARKR\LVIQDKNKYNTP 

KYRMIV\RVTNRDIICQIAYA\RIEGD 

MIVCAA*CTPNLPKYGV\KVGLTNY 

AAAY\CTVGLLL\ARRL\LNRFG\MDN 

\1YEGQV\EVTG\DEYNVESIDWSAQ 

GAFVTCY\LDAGLAR\TT\TGNKVFG\ 

ALKGMLWMGGLSIPHSSKRFLGLSI 

PHSTK*ILGYDSENKEFNAEVRRKHI 

MGQKFADDLHCLIEEDENASKK 


5426 


10923 


A 


5749 


172 


333 




5427 


10924 


A 


5750 1 


2 1 


282 


SLSREVQRQMHLVFFSKNKLKAGY | 
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S£Q1D 
NO: of 


SEQID 
NO: of 
peptide 


Mc 
tho 
d 


ISCQIDNO: 
[ijiUSSN 
09/770,160 


INncleotidc 
|/oca0on of 
IGrst eodoD 
iior pcpnoe 
Iseqoeiice 


Nadeotide 
locatioo of last 
codon for last 
anUDOflaa of 
peptide 
seqoeDce 


Amino acid sequence ( X=UnknowD; *=Stop 
codon; /=possib!e nucleotide deletion; \Fpassible 
nucleotide insertion) 














LMSVESSE/CFLEEVG/SQALVAGSY 
MPPSTVLQQIDSA^ANADIINAAKKF 
VS/GQKSMAAGGNLGHTPLVDEL 


5428 


10925 


A 


5751 


813 


998 




5429 


10926 


A 

* 


5752 


1 


1418 


MKLLTRAGSFSRFYSLKVAPKVKA 

TAAPAGAPPQPQDLEFTKLPNGLVI 

ASLENYSPVSRIGLFIKAGSRYEDFS 

NLGTTHLLRLTSSLTTKGASSFKITR 

GIEAVGGKLSVTATRENMAYTVEC 

LRGDVDILMEFLLNVTTAPEFRRWE 

VADLQPQLKIDKAVAFQNPQTHVIE 

NLHAAAYQNALANPLYCPDYRIGK 

VTSEELHYFVQNH>"1 ARMALIGLG 

VSHPVLKQVAEQFLNMRGGLGLSG 

AKANYRGGEIREQNGDSLVHAAFV 

AESAVAGSAEANAFSVLQHGPRVL 

GHHVKSGQQQPPAHLHQ\AVAKA\T 

QQP\FDVSAFNASYSDS\GLFGI\YnS 

QGHOLAGDCIK\AA\YN0VKTIA\OG 

N\LSNTDV\OAAOEPS*KAGlP*WSV 

ESSE\CFVLEEVRVPRALVAGSY\MPP 

VHSSFQQl/DSPKRGWGGAKMPDII 

NGGKRSFVSGPEVQWAASLENLGT 

LHLFV 


5430 


10927 


A 


5753 


150 


355 




5431 


10928 


A 


5754 


2 

I' 


388 


FLFFFFEMESRSVAOAGVOWCDLG 

SLQPPPPVGLSDSPALASSVSWrrov 

RHHLWLIFVFLVETGFRHVGQASLK 

LPTSGDLPTLASQSAGITGVSHYAW 

LIFVFLVETEFHHVGQAGLELLAPS 

DPPA 


5432 


10929 


C 


5755 


197 


415 


MLLYVGLEPHHTHMLSLWPPRLMF 

PSVFFFFFFFFFLRQGLALLPRLECS 

GAILAHCNLHLLGSGDSLASAF* 


5433 


10930 


A 


5756 


764 


1079 


KGVLFFFFFKTES\HSVAQAGV\QW 

CTLGSLQPP/PSRGSSDSPASASRVA 

GIRGVHHHARLIFVFLVETGFHYVG 

QAGLELPTSGDSPASASQSAGVTGV 

SHQCPA 


5434 


10931 


A 


5757 


213 


383 




5435 


10932 


A 


5758 


1 


981 




5436 


10933 


A 


5759 


124 


354 




5437 


10934 


A 

1 


5760 


2 


646 

• 

- 


C»GfflGNHTFKMALNQFSDA«SFAEI 

KHKYLWSEPQNCSATKSNYLRGTG 

PYPPSVDWRKKGNFVSPVKNQGAC 

GSCWTFSTTGALESAIAIATGKMLS 

LAEQQLVDCAQDFNNHGCQGGLPS 

QAFEYILYNKGIMGEDTYPYXQGKD 

GYCK\FQP\GKAIGFVKDV\ANITIYD 

EEAMVEAVALYNPVSFAFEVTQDF 

MMYRTGIYSSTSCHKTPDK 


5438 


10935 


A 


5761 


1 


218 




5439 


10936 


A 


5762 T 


272 


364 




5440 


10937 


A 


5763 


1 


1956 




5441 


10938 


A 


5764 


105 


533 




5442 


10939 


A 


5765 1 


292 


568 




5443 


10940 


a| 


5766 i 


1 


279 
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SEQID 
NO: of 
nodco-tide 

sa|ucDC6 


JSEQU) 
NO: of 
1 peptide 

ISCI|UCIICC 


Mc 

tbo 
d 


i SEQID NO: 
• ioUSSN 
09/nO,l60 


Nodeotidc 
location of 
first codoD 
lor pepnac 
sequence 


iNndeotlde 
[location of last 
IcodoD for last 
|amino aod of 
Inentide 

Iscquence 


Amino add seqoence ( X^nknown: *^tDD 
codon; A^'posable nudeotide ddetioo; V^MBsible 
oodcotide Insertion) 


KAMA 
1 ff 1 


10941 


A 


5767 


3 


352 




5445 


10942 


A 


5768 


375 


485 


TPGLK*FSHLDLLNCWDYRCETVH 
LAEIAQVSEKQI 


5446 


10943 


A 


5769 


3 


22] 




5447 


10944 


A 


5770 


793 


1039 


SFSFTFKMLSGRRETFFFGGRFFWF 
WWFFFFLAGRGSFALVAQAGVQ 
WRDLRSLQPPPRGFRRFFCLSLPGA 
CGPRYLGG 


5448 


10945 


C 


5771 


33 


334 


MSDSGKSSPVAHSILWIWGRDSDA 

YRDKQHILWPKRADCTESYPRVPA 

GGELPTYFLPPENKGLRIHELNSDD 

YSTEEEAQTPDCSITDFTRRHTLSYL 

V* 


5449 


10946 


A 


5772 


194 


593 




5450 


10947 


A 


5773 


I 


877 




5451 


10948 


A 


5774 


2 


352 




5452 


10949 


A 


5775 


3 


726 


EQEVDYDPKEFNAETFTFHADICTL 

SEKERQIKKQTALVELVKHKPKAT 

KEQLKAVMDDFAAFVEKCCKADD 

EMPADLPSLAADFVESKDVCKNYA 

EAKDVFLGMFLYEYARRHPDYSVV 

LLLRLAKTYKriLEKCCAAADPHEC 

YAKVFDEFKPLVEEPQNLIKQNCEL 

FEQLGEYKFQNALLVRYTKKVPQV 

STPTLVEVSRNLRKVGSKCCKHPEA 

KRMPCAEDYLS\VVLNQLCVLH/EK 

TPVSDRVTKCCTESLVNRRPCFSAL 

EVDETYVPKEFNAETFTTHADICTL 

SEKERQIKKQTALVELVKHKPKAT 

KEQLKAVMDDFAAFVEKCCKADD 

EMPADLPSLAADFVESKDVCKNYA 
EAKDVFLGMFLYEYAR RHPr> W 

LLLRLAKTYETTLEKCCAAADPHEC 

YAKVFDEFKPLVEEPQNLIKQNCEL 

FEQLGEYKFQNALLVRYTKKVPQV 

STPTLVEVSRNLRKVGSKCCKHPEA 

KRMPCAEDYLSRGPEPVMCVA 


5453 


10950 


A 


5776 


4274 


5255 


HTLFGDKLCTVATLRETYGEMADC 

CAKQEPERNECFLQHKDDNPNLPR 

LVRPEVDVMCTAFHDNGETFLKK* 

VIRCL*FKIKKHGVTP*ANTI,*KLP* 

QKYFQH*DLEVLL**FFKEVVFDTT 

KFYTAKNMIKPILKFIETGYNLSQK 

FKIDKFFNVFiaiYVYMWIIDFVLV 

SNDLPKFNHLCrHTHTHTHLTLFST 

YLKNDRDKTIMCKLSLIG*L\ESLEF 

GGSGENVDYNYFCNIVCYRK/ADCF 

SFLKFRYLYBIARRHPYFYAPELLFF 

AKRYKAAFTECCQAADKAACLLPK 

VLCTRIEKKSLLSNLILSILWLDLGT 
LSV 


5454 


10951 


A 


5777 


15 


218 




5455 


10952 


A 


5778 


141 


318 




5456 


10953 


A 


5779 


1 


290 


TMSLNRLQEFGTSLVTLDAPHILPE 
GDELLEENQEGCFS*SFLFATNATL 
GPRLWSPWLASGLSLPEACASPKH 

AAQGPHPQKPPRLQPPQHSVCQ 
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SEQID 
NO: of 
oDcleo-tide 
sequence 


SEQID 
NO: of 
peptide 
sequence 


iMe 

leho 

d 


SEQ ID NO: 
in liSSN 
09/770,160 


Nucleotide 
locatioo of 
first eodon 
for peptide 
seqneoce 


Nodcotide 
locatioD of last 
codoo for last 
amino add of 
peptide 
sequence 


Amioo add seqaence (X=UoIu)owd; *"Stop 
codoo; A=possible nucleotide ddction; >Fpossiblc 
Dudeotide inscrtioo) 


5457 


10954 


A 


5780 


2 


643 


GTRLFEQLGEYKFQNALURYTKKV 

PQVSTHILVEVSRNLGKVGSKCCK 

HPESKKECPVQEDYLSRGSWNQLL 

GRPLLFSALGKFDWKHYGFPKRSF 

NCLKTFHLSMAGFMAHFFEEGRRT 

NSRKTNWHLFELVETQGPRQQKRQ 

LKAWMGGFAAFVEKCCKADDKET 

CFAEEGKKLVAASQAALGL 


5458 


10955 


A 


5781 


1 


135 




5459 


10956 


A 


5782 


1 


330 




5460 


10957 


A 


5783 


247 


434 




5461 

■ 


10958 


A 


5784 


140 

• 


2569 

f 


SGSPVLDPSEPQPLAAMHVIKRDGR 

QERVMFDKITSRIQKLCYGLNMDF 

VDPAQITMKVIQGLYSGVTTVELDT 

LAAETAAILTTKHPDYAILAARIAW 

SNLHKETKKVFSDWMEDLYNYINP 

HNGKHSPMVAKSTLNDIVLANKDRL 

NSAIIYDRDFSYNYFGFKTLERSYLL 

KINGKVAERPQHMLMRVSVGIHKE 

DIDAAIETYNLLSERWFTHASPTLFN 

AGTNRPQLSSCFLLSMKDDSIEGIY 

DTLKQCALISKSAGGIGVAVSCIRA 

TGSYIAGTNGNSNGLVPMLRVYNN 

TARYVDQGGNKRPGAFAIYLEPWH 

LDIFEFLDLKKNTGKEEQRARDLFF 

ALWIPDLFMKRVETNQDWSLMCPN 

ECPGLDEVWGEEFEKLYASYEKQG 

RVRKWKAQQLWYAIIESQTETGTP 

YMLYKDSCNRKSNQQNLGTIKCSN 

LCTEIVEYTSKDEVAVCNLASLALN 

MYVTSEHTYDFKKLAEVTKVVVRN 

LNKIIDINYYPVPEACLSNKRHRPIGI 

GVQGLADAnLMRYPFESAEAQLLN 

KQIFETIYYGALEASCDLAKEQGPY 

ETYEGSPVSKGILQYDMWNVTPTD 

LWDWKVLKEKJAKYGIRNSLLIAP 

MPTASTAQILGNNESIEPYTSNIYTR 

RVLSGEFQIVNPHLLKDLTERGLWH 

YKTVWEISOKTVLKMAAERfiAFm 

OSOSLNIHIAEPNYGKLTSMHFYGW 

KQGLKTGMYYLRTRPAANPIQFTL 

NKEKIiCDKEKVSKEEEEKERNTAA 

MVCSLENRDECLMCGS 


5462 


10959 


A 


5785 


1 


161 




5463 


10960 


A 


5786 


2 


170 




5464 


10961 


C 


5787 


219 


398 


MSQESVILFYSVGMSLFLFLFRWT 

NFTFFPLAVICIRASHLLLACPLPSLS 

LPHQPTH* 


5465 


10962 


A 


5788 


2 


472 




5466 


10963 


A 


5789 


3720 


5308 


PLLPFLSPPHLTEVEGQGRMVGTEE 

TWSNCSGAFKPKCSPQPQICLVLAP 

TRELAQQVQQVADDYGKCSRLKST 

CIYGGAPKGPQIRDLERGVEICISTP 

GRLIDFLESGKTNLSRCTYLVLDET 

DKMLDMGSEPQIL*IGDPIRPDRQTL 



i 
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SEQID 
NO: of 
oadco-tidc 
se<]Dcocc 


SEQlO 
NO: of 
peptide 
seqoenee 


Me 
tbo 
d 


SEQID NO: 

iallSSN 

09/770,160 


Nucleotide 
location of 
first codoo 
for peptide 
sequence 


Nndeotidc 
location of last 
codoD for last 
amino acid of 
peptide 
seqneoce 


Amino add sequence ( X»Uoknown; *«5top 
codon; f=possitAt oodeotide ddction; V^iossible 
nadeotlde insertion) 












« 


MWSATWPKEVRQLAEDFLRDYTQI 

NVGNLELSANHNILQIVDVCMESEK 

DHKLIQLMEEIMAEKENKTnFVETK 

RRCDDLTRRMRRDGWPAMCIHGD 

KSQPERDWVLNEFRSGKAPILIATD 

VASRGLDVEDVKFVINYDYPNSSED 

YVHRIGRTARSTNKGTAYTFFTPGN 

LKQARELIKVLEEANQAINPKLMQL 

VDHRGGGGGGGKGGRSRYRTTSSA 

JWPNLMYQDECDRRLRGVKDGGR 

RDSASYRDRSETDRAGYANGSGYG 

SPNSAFGAOAGOYTYGOGTYGAAA 

YGTSSYTAQEYGAGTYGASSTTSTG 

RSSQSSSQQFSGIGRSGCXJPOPLMS 

QQFAQPPGATNMIGYMGQTAYQYP 

PPPPPPPPSRK 


5467 


10964 


A 


5790 


1 


307 




546S 


10965 


A 


5791 


282J 


5781 




5469 


10966 


A 


5792 


1 


981 




5470 


10967 


A 


5793 


99 


1023 


NHKDGEKTEQKNGKL*KSECLSKN 

KAGGITLPDFKLYYKATVTKTAWY 

WYQNRDIDQWNRTEPSEIMPHIYN 

HLIFDKPDKNKKWGNDSLFNKWC 

WENWLAICRKLKLDPFLTPYTKINS 

RWIQDLNIRPKNIKTLEEILGNTIQDI 

GMGKDFKSKTPKAMAIKAKIDKW 

KIFATYSSEKGLISRIYNELOOIYKKK 

TNNPIQKRVKDMNRHFSKEDIYAA 

K\KT*1CNAHHHMKKCSSSPA1REIQI 

KTTMRYHLIPIRMVIIKKSGNKGCW 

RGCGEIGTVLH 


5471 


10968 


A 


5794 


3 


1218 




5472 


10969 


B 


5795 

; 


1 


1098 


MIDKGDfrTDPSElQTTIREYYNYLY 

TNKLENLEEMDKFLDTYTLPRLNQ 

EEVESLNRPTTGSEIEAIMNSLPTKK 

VQDQMDSQPNSTRVLEVLARAIRQ 

EKEIKGIQLGKEEVKLSLFADDMIV 

YLENPIVSARNLLKLIGNFSKVSGY 

KINVQKSQAFLYTNNRQTESQIMSE 

LPFTIASKRIKYLGIQLKRDAOCDLFK 

ENYKPLLKEKEDTNKWKSIPCSWV 

GRIhnMKMAILPKVIYRFNAIPNKLP 

MPFFTELEKTTLKFIWNQKRAHIAK 

SILSQKNKAGGITLPDFKLYYKATV 

TKTAWYWYQNRDIDQWNRTEPSEI 

MPHIYNHLIFDKPDKNKKWGKDSL 

FNKWCWENWQPYVES* 


5473 


10970 


A 


5796 


1 


1245 




5474 


10971 


A 


5797 


1 


96? 


MIVYLENPIVSAQNLLKLIGNFSRVS 

GYKINVQKSQAFLYTNNRQTENQII 

SELPFTIASKRIKYLGIQLTRDVKDL 

FKENYKTLLKEIKEDTKKWKNIPCS 

WVGRINIVKIAILPKVIYRFSAIPIKL 

PMTFFTELEKTTLKFIWNQKRARU 

KSILSQKNKAGGIMLPDFKLYYKAT 

VTKTAWYWYQNRDIDQWNRTEPS 

EIMLHIYKHLIFDKPDiOIKQWGKDS 
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SEQ ID 
NO: of 
Dodco-tide 
scqneacc 


SEQID 
NO: of 
peptide 
sequence 


Me 
tfao 
d 


SEQID NO: 
iaUSSN ' 


Nndeotide 
locatioo of 
first codon 
for peptide 


Nudcotidc 
location oflast 
codoo for last 
amino add of 
pepnoe 
sequence 


Amino add sequence ( X^nknown; *=^top 
codon; A=possiUe nucleotide ddetion; V=possible 
nudeotide insertion) 














LFNKWCWENWLAICRKLKLDPFLT 
PYTKINSRWIKDLNVRPKTIK'n.EeJ 
LGNTIQDIGTGKDFMSKTPKAMAT 
KAKIDKWDL/LRFCTAK*TnRV 


5475 


10972 


B 


5798 


1 


1383 


MGDFNTPLSTLDRSKRQKVKKDIQ 

ELNSALHQVDLIDIYRTPYPKSTEYT 

FFSAQHHTYSKTDHIVGSKELLSKC 

KRTEIITNCLSDHSAIKLELRIKKLTQ 

NRSTTWKLNNLLLNDYWVHNEMK 

AEIKMFFETNENKDTTYQNLRDTLK 

AVCRGKFVALNAHQRKQKISKIDTL 

TSQLKELEKQEQTHSKASRRQEITKl 

RAELKEIETQKTLQKINDSRSWAIR 

QEKEIKGIQLGKEEVQLSLFADDMI 

VHLENPIVSAQNLLKLIGNFSKVSG 

YKINVKKSQAFLYTNNRQTESQIMS 

EFPFTIASKRIKYLGIQLTRDVKDLF 

WVGRINIVKMAILPKVIYRFNAISIK 

1J>MTTFTELGKPTLKLVWNQKRVRI 

AKSILSQKNKAGGIMLPDFKLYYKA 

TVTKTAWYWYQNRDIDQWNRTEP 

SEIMPHITTI* 


5476 


10973 


A 


5799 


1 


1272 


MIISMDAEKAFDKIQQCFMLKTLNK 

LGIDGTYLKKIRAIYDKPTVNIILNG 

QKLEALPLKTGTRQGCPLSPLLFNIV 

LQALARAIRQEKEIKGIQLGKEEVK 

LSLFADDMIVYLENPIVKAQNLLKL 

ISNFSKVSGYKISMQKSQAFLYTNN 

RQIESQJMSELPFTZASKRIKYLGIQL 

TRDVKDLFKENYKPLLNEIKEDKN 

KWKhaPCSWVGRmiVKMAILPKn 

WRQKRAHIAKSILSQKNKAGGIKLP 

DFKLYYKATVTKTAWYWYQNRDI 

DOWNRTEPSEIMLHIHNYLIFDKPD 

KNKKWRKDSLFNKWCWENWLAK 
CRKLKLHPFLTPYTKINSRWIKDLH 
VRPKTIKTLEENLGITIQDKGMGKD 
FMSKTPEALATKANIDKSDLIKLKS 
SCKXErnRVNRQPTEWEKIFAlYSS 


5477 


10974 


A 


5800 


1 


1398 




5478 


10975 


A 


5801 


564 


2444 


LTNQKKSRTRWmSRILPEVQGGAV 

LEVLARAIRQEKVEYKGIQLGKEEV 

KI^IJADDMP/YLENPnSAQNLLKL 

IGNFSKVSGYKINVQKSQAFLYTNN 

RETESQIMSELPFTTASKRIKYLGIQ 

LTRDAOCELFKETYNPLLNEIKEDTT 

KWKNIPCSWVGRINIVKIAILPKVICI 

FNAIPIKLPMTFFTELEKTTLKFIRNQ 

KRARIAKSILSQKNKAGDVTLPDFK 

LYYKATVTKTVWYWYQNRDIDQW 

NRTEPSEIILHIYNHLIFDTPDKNKK 

WGKDSLFNKLCWENWLAICRKLKL 

DPFFTPYTKINSRWIKDLHVRPKTIK 

TLEENLGNTIQDIGIGKDFMTKTQK 

AMATNAEIHKWDLIKLKHFCTAKE 

TTIRVNRQPTKWENIFAIYSSDKRLI 

SRIYKELKHIYKRKTNNPINKWAKD 
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PCT/USOl/08656 



SEQID 
NO: of 
oodeo-tide 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SEQID NO: 

inUSSN 

09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino add of 
peptide 
sequence 


Amino add sequence ( X=Unknown; *^top 
codon; A^^possiblc oudeotide ddetion; V^MSsible 
Dudcotlde insertion) 














MNRHFSKEDIYAANRHMKKCSSSL 

AIREMQKTTMRYHLTPVRMAJIKK 

SGNmCWRGCGENHSQQTITRTKIQ 

TLHVLNHRWELNNENTWTQEGEH 

HTLGPWGWGRGEGQOCISPYSMG 

KASIPHAVLWVFFGLCQNAPNLDW 

SLVSLWWCLLGFTNFFCKEPDCKY 

VRLFRPLGIVFATPPLPPPPPPSSSTS 

S 


5479 


10976 


A 


5802 


1 


2430 




5480 


10977 


A 


5803 


2022 


4573 




.5481 

• 


10978 


A 

- 


5804 


1169 


3077 

■ 


VHCRFWDLALCQMSRLQKSPLLFNI 

VLEVLAKAIKQEKEIKGIQLGKEEV 

KLSLFADDMIVYLENPIVSAQNLLIL 

QLISNFSKVSGYKINVQKSQAFLYT 

hlNRQTESQMRSELPFTVATKRlKYL 

GIQLTRDVKDLFKENYKLLLNEIKE 

DTNKWKNIPRSWVGGRINLVKMAI 

LPKYIYRFNAIPIKLPMTKFTHLEKTT 

LKFIWNQKRALIAKSSLSQKNKTGG 

ITLPDFKLYYKATVTKTSWYWYQN 

RDIDQWNRTEPSEIMPHIYNYLIFDK 

PDKNKK\WGKDSLFNKWFWENCL 

AICRKLKLDPFLVTNYTKINSRWIKD 

LNFRPKTIKTLEDNLGNTIQDIGMG 

KDFMSLP/KTPEAMATKAKIDKWD 

LIKVLKSFCTAKETnRVNRQPTKWE 

KIFAIYSSDKGLISRIYNELKQIYKK 

K\TNNPIKKWAKDTNRHFSKEDIYA 

ANRHMRKCSSSLVIREMQIKTTMR 

YHLTPVRTAIIKKSGDNRCWRGCGE 

FLRDLELEIPFDPAIPLLGIYPKDYKS 

CCYKDTCTCMFIAALFTIAKTWNOP 

KCPTMIDWIKKNlVrarnMBYYAAl 

K2SrDEFVSFVGTWMKLEIIILSKLSQE 

QKTKHCIFSLIGGN 


5482 


10979 


A 


5806 


133 


358 




5483 


10980 


A 


5807 


3 


164 




5484 


10981 


A 


5808 


1573 


1720 




5485 


10982 


A 


5809 


1573 


1720 




5486 


10983 


A 


5810 


1 


4860 




5487 


10984 


A 


5811 


2 


2887 


VRVIKSEDDVLVVCPTILTEDGMQA 

QHLGATLALYRLVKGQSVHQLLPP 

TYRDVWLEWSDAEKKREELNKME 

TNKPRDLFIAKLLNKLKQQQQQQQ 

QHSENKRENSEDPEESWENLVSDE 

DFSALSLESANVEDLEPVRNLFRKL 

QSTPKYQKLLKERQQLPVFKHRDSl 

VETLKRHRVVYVAGETGSGKSTQV 

PHFLLEDLLLNEWEASKCNIVCTQP 

RRISAVSLANRVCDELGCENGPGXG 

RNSLCGYQI\RMESRACESTRLLYCT 

TGVFA*GKLQEDGLSK*CVSMFIVD 

EV\HER\SVQSDFLL11LKE1LQKRSD 

LHLILMSATVDSEKFSTYFTHCPILR 

ISGRSYPVEVFHLEDJIEETGFVLEK 
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WO 01/79449 

lNO:of NO; of 
|Dadei>-tide Iptptide 
sequence Isequenee 



iNndeotide iNucleoOae 



W^60 first eodon todon for tost 
09mO4«i L^pqjfide amiDoacldor 



eodon; ^wsslbte nucleotide ddefion, vtw"- 
nadeotide Insertion) 



Iscqocttce 



[peptide 
Iscqnence 



5488 



10985 



AT5812 



5489 



10986 aJJSB 



5490 



T0987 1 Al 5814 



383 
2444 



132 



667 
2755 



5491 



10988 I A| 5815 



T724 n94l 



5492 



? rT0989 VM 58n 



37 



2496 



5493 110990 1 a| ^^Ij 



5494 



5495 



10991 
T09^ 



Ar5819 
A 5820 



1785 



VPFILRVPLEELCLHIMKCNLGSPEp 
ACELNEPKLmGQHLAMJWVW 

SSgfsssttstswegnrasqt 
SSgwiyfqapvkiavTOL 

SlSvLRKKLENPKMSLENDKIL 
OirrELIKTENN 



DYYYFFEM^CSVAQ^^^L 
r.«?l OPPPPVSSRDSSASASRVAGTTQ 



PSVSSAPrrSGQAPTimASTSQ/^^ 

^^^SrSSKTQEEAQPSSVSD 
SSSEPAPLTLTSPWJV 



J 
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PCTAJSOl/08656 



SEQU) 
NO: of 
naclco-tiilc 
scqacocc 


SEQIO 
NO: of 
peptide 
seqaenec 


Mc 
tbo 
d 


SEQ ID NO: 

inUSSN 

09/770460 


Nucleotide 
location of 
first codon 
for peptide 

* 


Nucleotide 
locatioD of last 
codoo for last 
amino add of 

sequence 


Amino add sequence ( X=Unknown; *<^top 
codon; /^possible oudeotidc ddetion; V=^M)sable 
nucleotide insertion) 














MASGFVDFSKGLPISMYGGTOPSHP 
QLADWGGPLFNGLHNPDPAWNPM 
IKVIQNSTECTDAQQVKWA 


5496 


10993 


A 


5821 


3 


125 




5497 


10994 


A 


5822 


3448 


3831 


KNRFCSGVSSNSKSNNSCVYVYIDR 

DIDTHTYIHIHTNICIHILFFFFFETES 

HALSPRLECNGVISAHCNLHPPG\SS 

DSPASAARVAGMTGTCHHAQLIFFF 

FVFLVETGFHHAAQAGSQTPDLR*S 

TPLGFPKC*DYRR/AAIVPGIFLLH*I 

R^XKVPTLLTDMRNASEYDCDFSTN 

KIDKEETFS*NASLNLCLLST*PYEM 

VTHFKGY*ILPLFFFFFLRQSL/SSVT 

QAGVQWHNLGSLQPLPPGFKQFSC 

LSLPSSWDYRYQLPRLA/NF/FVFLV 

ETGFHHAAQAGSQTPDLR . 



760 



